
start 


1 A T C 

1075 




End 


1800.. 


GI 


none 




Score 


113 


Exons 


■lATC T-IT^ lATC "IIOC 

1075. .1176, 1075. .1185, 


10 / / . 


.1193, 1261. .1626, 1263. .1463, 




1268. .1627, 1408. .1629, 


T T A T 

1 /o / . 


.1799, 1707. .1799, 1708. .1800, 




1708 . . 1800 








Seq. No. 


41798 




Seq. ID 


OJ000102_41.0310.C9 


Gene No. 


86799 




Strand 




Start 


T T A O 

1708 




End 


2403 


Name 


OJ000102 41 . 0310 . C9 . ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


1260 




End 


1638 


GI 


none 




Score 


62 


Exons 


10/"A lOCO lO^O 

1260.. 1352, 1262.. 1351, 


13d / . 


.1627, 1380-.1637, 1381. .1638 


Seq. No. 


41798 




Seq. ID 


OJ000102_41.0310.C9 


Gene No. 


86799 




Strand 




Start 


1 T A O 

1708 




End 


2403 


Name 


/^tAAAIAO j!1 AOTA OA «o 

OJ000102 4 1 . 0310 . C9 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


T D A A 

1399 




End 


1632 


GI 


none 




Score 


100 


Exons 


IIAA 1/*OA IXAA T^IO 

1399. .1632, 1400. -Iblo 








Seq. No. 


41798 




Seq. ID 


OJ000102_41.0310.C9 


Gene No. 


86799 




Strand 




Start 


1708 




End 


2403 


Name 


OJ000102_41 . 0310 .09. ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1696 




End 


2004 


GI 


none 




Score 


67 


Exons 


1696. .1773, 1701. .1790, 


1867 . 


.2004, 1868.. 2002 


Seq. No. 


41798 




Seq. ID 


OJ000102_41.0310.C9 


Gene No. 


O ^ T A A 

o 6 /99 




Strand 




Start 


1708 




End 


2403 


Name 


OJ000102 41. 0310. 09. ol- 


gp 


Method 


AAT/GAP 


Start 


1708 




End 


2403 


GI 


58331 1.R1084 




Score 


682 


Exons 


1708.. 1789, 1869.. 1923, 


2045. 


.2237, 2343. .2403 . 


GI Descrip. 


' 4741194 /emb|OAB41860.1 


1 2.0e 


-36 (AL049746) ABO transporter 




protein [Arabidopsis thaliana] ' 




Seq. No. 


41798 




Seq. ID 


OJ000102_41.0310.C9 


Gene No. 


86799 




Strand 




Start 


1708 




End 


2403 


Name 


OJ000102 41. 0310. 09.03. 


tm 


Method 


TBLASTX: Maize 


Start 


1876 




End 


2201 


GI 


none 




Score 


75 


Exons 


1876.. 1998, 1877.. 1996, 


2073. 


.2201, 2088.. 2177 


Seq. No. 


41799 




Seq. ID 


OJ000102_41. 0310.014 


Gene No. 


86800 




Strand 




o uar u 


530 




End 


687 


Name 


OJ000102 41. 0310. 014. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


530 




End 


687 


GI 


none 




Score 


102 


Exons 


530.. 673, 546.. 683, 546 


. .683, 


547. .687 




Seq. No. 


41800 




Seq. ID 


OJ000102_4 1.0310.019 



42001 




Gene No. 


86801 




Strand 




Start 


173 




End 


1081 




OJ000102 41 0310 C19 ol 


. tc 


Method 


TBLASTX: Cress 


o u ciju u 


173 ~ 




End 


1055 


ox 


none 




Score 


209 


Ex ons 


173.. 361, 456.. 602, 974 


. . 1054, 


975. .1055 


Seq. No. 


41800 




Seq. ID 


OJ000102_41.0310.C19 


Gene No. 


86801 




Strand 




Start 


173 




End 


1081 


IN dlLlC 


OJ000102 41 0310 C19 ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


173 ~~ 




End 


1081 


GI 


none 




Score 


169 




173. .361, 462.. 602, 971 


. . 1078, 


975. .1079, 998. .1081 


Seq. No. 


41800 




Seq. ID 


OJ000102_41.0310.C19 


Gene No. 


86801 




Strand 




Start 


173 




End 


1081 


Name 


OJ000102 41. 0310. CI 9. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


173 ~ 




End 


602 


GI 


none 




Score 


222 


IJ' von Q 


173 361- 456 602. 495 


. . 602 






Seq. No. 


41801 




Seq. ID 


OJ000102_41.0310.C20 


Gene No. 


86802 




Strand 


+ - 


Start 


5590 




End 


5789 


Name 


o.Tonoinp 41 0310 r20 n2 




Method 


AAT/GAP 


O Lai. U 


SSQO ~~ 




End 


5789 


V3-L 


3106969 




Score 


372 




5590 5789 










41801 

1 X O V/ J- 




Seq. ID 


OJ000102_41.0310.C20 


Gene No. 


86803 




Strand 




Start 


3335 




End 


4438 


Name 


OJ000102 41 0310 C20 o2 


.tm 


Method 


TBLASTX: Maize 


Start 


34 ~ 




End 


3504 


GI 


none 




Score 


60 


p von ^ 


34 96 158 220. 177 


221, 3063.. 3143, 


3064.. 3153, 3065.. 3145, 




3226. .3318, 3227 . . 3319, 


3228. . 


3320, 3445.. 3504, 3446.. 3502 


Spa No 


41801 




Seq. ID 


OJ000102_41.0310.C20 


f^^n^ Mo 


86803 

O U O V «J 




Strand 




Start 


3335 




End 


4438 


Name 


OJ000102 41.0310.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


381 




End 


4438 


GI 


none 




Score 


42 




381 455. 573 596. 594 


. .620, 


3505.. 3543, 3506.. 3559, 




3679 3741 3681 3764. 


3683. . 


3766, 3684.. 3764, 3922.. 4038, 




3924 4034 3935 4042 


4163. . 


4237, 4166. .4234, 4174. .4242, 




4354 4437. 4354 4437. 


4364. . 


4438 




Seq. No. 


41801 




Seq. ID 


OJ000102_41.0310.C20 


Gene No. 


86803 




Strand 




Start 


3335 




End 


4438 


Name 


OJ000102 41.0310.C20.ol 


.gp 


Method 


AAT/GAP 


Start 


3335 




End 


4087 


GI 


2427264 




Score 


824 



42002 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3335.. 3542, 3679.-3763, 3922.. 4087 

3348077 l.Oe-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] 



41802 
86804 
1115 

OJ000102_41.0310.C21.ol.ts 

1007 

none 

1007.. 1168, 1011.. 1295, 1021. 
1959.. 2171, 1961.. 2176, 1964. 
2718. .2831, 3768. .3842, 3785. 

41802 
86804 
1115 

OJ000102_41.0310.C21.ol.tm 

1013 

none 

1013.. 1159, 1014.. 1262, 1015. 
1274. .1321, 1962. .2171, 1963. 
2259.. 2315, 2261.. 2317, 2718. 
3766.. 3834, 3767.. 3835, 3768. 
3964. .4023, 3964. .4014 

41802 
86804 
1115 

OJ000102_41.0310.C21.ol.tc 

1015 

none 

1015. .1263, 1017. .1286, 1017. 
1961. .2176, 1964. .2170, 2261. 
3768. .3842, 3785. ,3838, 3956, 



Seq. ID OJ000102_41.0310.C21 
Strand 

End 4153 

Method TBLASTX : Soybean 

End 4003 

Score 78 

.1263, 1243.. 1320, 1272.. 1319, 
.2170, 2258.. 2341, 2259.. 2315, 
.3835, 3964.. 4002, 3965.. 4003 

Seq. ID OJ000102_41.0310-C21 
Strand 

End 4153 

Method TBLASTX : Mai ze 

End 4023 

Score 227 

.1263, 1015.. 1263, 1017.. 1331, 
.2172, 1964. .2170, 2258. .2347, 
.2864, 2721.. 2828, 2722.. 2832, 
.3836, 3957.. 3983, 3960.. 3998, 



Seq. ID 

Strand 
End 

Method 
End 
Score 



OJ000102 41.0310.C21 



4153 

TBLASTX: Cress 
4003 
243 

1340, 1276.. 1320, 1959. 
2347, 2262.. 2315, 2718. 
4003, 3964.. 4002 



.2171, 
.2864, 



41802 Seq. ID OJ000102_41 . 0310 . C21 

86804 Strand 

1115 End 4153 

OJ000102_41.0310.C21.ol.gp Method AAT/GAP 

1115 End 4153 

15680_2.R1084 Score 1632 

1115. .1320, 1965. .2173, 2261. .2347, 2721. .2831, 3768. .3835, 
3963.. 4153 

'1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 
4-coumarate-CoA ligase gene, intron 1, partial sequence' 



Seq. No. 


41803 






Seq. ID 


OJ000102_41 . 0310 . C22 


Gene No. 


86805 






Strand 




Start 


1169 






End 


1512 


Name 


OJ000102 41 


.0310.C22.o3 


tw 


Method 


TBLASTX: Wheat 


Start 


1169 






End 


1512 


GI 


none 






Score 


52 


Exons 


1169. .1342, 


1221. .1313, 


1350. 


.1409, 1352.. 1402, 1405.. 1512 


Seq. No. 


41803 






Seq. ID 


OJ000102_41.0310.C22 


Gene No. 


86806 






Strand 





42003 






1515 


End 


2458 






O.Tnnm02 41 0310 C22 o2 tw 


Method 


TBLASTX: Wheat 






1 SI fi ~ 


End 


1893 






none 


Score 


64 




Exons 


1516 1656. 1526.. 1645. 1584 


..1661, 1654. .1893 




Seq. No. 


41803 


Seq. ID 


OJ000102_41.0310. 


C22 


Gene No. 


86806 


Strand 








1516 


End 


2458 




Nsine 


OJ000102 41 0310 .C22 .ol . ts 


Method 


TBLASTX: Soybean 






1 fifi6 "~ 

X U U u 


End 


2091 






none 


Score 


295 






1666 2091 








Seq. No. 


41803 


Seq. ID 


OJ000102_41.0310. 


C22 


Gene No. 


86806 


Strand 








1516 


End 


2458 




N3Jtie 


OJ000102 41 . 0310 . C22 . o2 . tm 


Mpthod 


TBLASTX: Maize 




o tax u 


1819 ~~ 
X 0 J. ^ 


End 


2202 








Score 


85 




Exons 


1819 2202. 1820 .2035 








Seq. No. 


41803 


Seq. ID 


OJ000102_41.0310. 


C22 


Gene No. 


86806 


Strand 






qj. — 4- 


1516 

J. ^ ^ u 


End 


2458 




Naine 


n.Tnnni ns> 4i O'^io* G22 ol.tw 


Mpthod 


TBLASTX: Wheat 






1 Q49 ~ 


End 


2361 






none 


Score 


81 




CiXons 


1Q49 2^61 194*^ 2035 2201 


..2287 






Seq. No. 


41803 


Seq. ID 


OJ000102_41.0310 


C22 


Gene No. 


86806 


Strand 






o Lai. \~ 


1516 


End 


2458 




N3in,e 


OiT0n0102 41 0310 C22.ol.tm 


Me^thod 


TBLASTX: Maize 




o L.caX L 


2230 


End 


2458 




bl 


none 


Score 


146 




EiXons 


2230 2457 2231 2458. 2375 


. .2458 






Seq, No. 


41804 


Seq. ID 


OJ000102_41.0310 


.C23 


Gene No. 


86807 


Strand 


+ 




O Lai. L 


1239 


End 


1391 




NcLiue 


njn00102 41 0310 C23. ol.tw 


Method 


TBLASTX: Wheat 




oLaX L 


1 ~ 

±. 


End 


732 




bl 




Score 


66 






1 99 1 219 2 130. 277 . . 


513, 287.. 


511, 550.. 732, 551.. 724 




41 804 

1 X 0 W *4 


Seq. ID 


OJ000102_41.0310 


.C23 


Gene No. 


86807 


Strand 


+ 




Start 


1239 


End 


1391 




Name 


OJ000102 41.0310.C23.ol.gp 


Method 


AAT/GAP 




Start 


1239 


End 


1391 




GI 


uC-osflcypl77g01al 


Score 


235 




Exons 


1239. .1391 








GI Descrip. 


M884864/gb|AAD31846.1|AF133530 1 4 . Oe 


-12 (AF133530) water 


channel protein MipH [Mesembryanthemum crystallinum] ' 




Seq. No. 


41804 


Seq. ID 


OJ000102_41.0310 


.C23 



42004 



Gene No. 


86808 








Strand 






2815 








End 


3105 


Ns-iue 


OJ000102 41 


. 0310 . 


C23. o2 


tw 


Method 


TBLASTX: Wheat 




2815 ~ 








End 


3105 












Score 


218 


Elxons 


2815 3105. 


2997 , 


. 3068 








Seq. No. 


41805 








Seq. ID 


OJ000102_41.0310.C29 


Gene No. 


86809 








Strand 






1680 








End 


2470 


Nsiue 


0.7000102 41 


. 0310 


C29.ol 


. tc 


Method 


TBLASTX: Cress 




1680 ~~ 








End 


2387 




none 








Score 


265 


Cxons 


1680 2123. 


1766 


. .2005, 


2057. 


.2107, 2109.. 2387, 2178.. 2291 


Seq. No. 


T i 0 U w» 








Seq. ID 


OJ000102_41 . 0310 . C29 


Gene No. 


86809 








Strand 




Start 


1680 








End 


2470 


Nsme 


' 6j600102 41 


. 0310 


.C29.01 


. tm 


Method 


TBLASTX: Maize 




1 680 ~~ 

X u 0 V 








End 


2470 




none 








Score 


103 


Exons 




1766 


. .2020, 


1878 . 


.2126, 2055.. 2084, 2057.. 2125, 


2142 2387. 


2144 


. . 2230, 


2163. 


.2294, 2285. .2437, 2390. .2470 


c^o No 


41805 








Seq. ID 


OJ000102_41.0310.C29 


Gene No. 


86809 








Strand 




Start 


1680 








End 


2470 


Name 


OJ000102 41 


.0310 


.C29.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


1761 








End 


2470 


GI 


none 








Score 


268 


Exons 


1761, .2126, 


1763 


. .2020, 


2057. 


.2107, 2109. .2387, 2144. .2227, 



2390. .2470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000102_41.0310.C31 

Strand + 

End 433 

Method AAT/GAP 

End 433 

Score 751 



41806 
86810 
42 

OJ000102_41.0310.C31.ol.gp 
42 

60270_1.R1084 
42. .433 

'3348077 l.Oe-33 (AF078080) isochorismate synthase [Arabidopsis 
thaliana] * 



Seq. ID OJ000102_41.0310.C42 
Strand 

End 695 

Method . TBLASTX: Maize 

End 695 

Score 223 

69. .254, 71. .244, 384. .491, 384. .491, 385. .507, 388. .492, 
576. .695, 584. .694 



41807 
86811 
69 

OJ000102_4 1 . 0310 . C4 2 . ol . tm 
69 

none 



41807 
86811 
69 

OJ000102_41 . 0310 . C42 . ol . tc 
75 



Seq. ID OJ000102_41.0310.C42 
Strand 

End 695 

Method TBLASTX: Cress 

End 695 . 



42005 



GI 

Exons 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



none Score 212 ' 

75. .239, 84. .245, 92. .250, 384. .515, 388. .492, 576. .695, 

584.. 694 

41807 Seq. ID OJ000102_41 . 0310 . C42 

86811 Strand 

69 End 695 

OJ000102_41 . 0310 . C42 . ol . ts Method TBLASTX : Soybean 

168 End 695 

none Score 88 

168. .245, 384. .491, 384. .515, 388. .492, 576.-695, 584. .694 

41808 Seq. ID OJ000102_4 1 . 0310 . C43 

86812 Strand 

241 End 2275 

OJ000102_4 1 . 0310 . C4 3 . ol . ts Method TBLASTX : Soybean 
241 End 1856 

none Score 229 

241. .432, 242. .457, 284. .457, 859. .942, 869. .967, 998. .1141, 
1003. .1143, 1236. .1361, 1668. .1853, 1682. .1855, 1686. .1856 



41808 
86812 
241 

OJ000102_4 1 . 0310 . C4 3 . ol . tm 
259 



Seq. ID OJ000102_41.0310.C43 
Strand 

End 2275 
Method TBLASTX: Maize . 
End 2275 
none Score 296 

259. .456, 269. .457, 269. .457, 270. .461, 838. .1047, 869. .973, 
986. .1141, 993.. 1145, 1021.. 1143, 1229. .1363, 1236. .1367, 
1240. .1368, 1445. .1546, 1446. .1535, 1676. .1855, 1680. .1856, 
1681. .1872, 1683. .1856, 1944. ,2114, 1996. .2115, 1997. .2116, 
2191.. 2274, 2225.-2275 

Seq. ID OJ000102_41.0310.C43 
Strand 

End 2275 



:„ Seq. No. 


41808 




P Gene No. 


86812 




''"■4 Start 


241 




Name 


OJ000102 41.0310.C43.o2. 


tc 


Start 


392 




ft GI 


none 




'z'f Exons 


392. .457, 850., 951, 869. 


.961, 


Seq. No. 


41808 




Gene No. ...^ 


. . 86812 




Start 


241 




Name 


OJ000102 41.0310.C43-O1. 


tc 


Start 


1278 




GI 


none 




Exons 


1278. .1388, 1668. .1856, 


1679- 


Seq. No. 


41809 




Gene No. 


86813 




Start 


4526 




Name 


OJ000102 41.0310.C47.ol- 


gp 


Start 


4526 




GI 


none 




Exons 


4526. .4885 





End 
Score 



1143 
71 



Seq. ID OJ000102_41.0310.C43 
Strand 

End 2275 



End 
Score 



2116 
66 



Seq. ID OJ000102_41.0310.C47 
Strand + 
End 4885 



End 
Score 



4885 
672 



42006 



Seq. No.. 


41810 




Seq. ID 


UJUUUIU^ 41,UolU.U4o 


Gene No. 


86814 




Strand 




Start 


1 




End 


845 


Name 


UJUUUiU^: 


41.UolU,U4o.01. um 


Me unoa 




Start 


1 




bna 


Q A 
O 4 D 


GI 


none 




Score 


Q A 
O 4 


Exons 


1 . . DD, J . 


•DO/ J. .00/ 4y..iyo, 


m 1 Q 

/ 1 , . 1 y u / 


1>1Q 1QQ t^QH ^^Q*? 
14D..iyD, D0U..D0// 




coo con ' 
Do J . . DO / , 


CQjl CQ1 C^QT CQO 

oo4..Dyi, Do/. .boo, 


/ bo . . 0 4 D 


f / by . . 0 0 / 


Seq. No. 


41811 




Seq. ID 


OJ000102_41.0310.C49 


Gene No. 


86815 




Strand 




Start 


O C Q 

^ by 




hina 


/I Q 

4 0 b 


Name 


OJUUUlUz 


4 1 • u Jiu . C4 y . oi . gp 


Method 


AA. i / LjAr 


Start 






bna 


>i Q 
4 0 b 


GI 


none 




Score 


Q 1 
JO 1 


Exons 


zby . . 4oD 








Seq. No. 


41812 




Seq. ID 


OJ000122_40.0317.C1 


Gene No. 


86816 




Strand 




Start 


1 




End 


642 


Name 


OJ000122 


40.0317.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


642 


GI 


* 2498930 




Score 


739 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



1..411, 579. .642 

.DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster ] 



41812 
86816 
1 

OJ000122_40.0317.Cl.ol.gs 
17 

none 

17. .411, 579. .638 



Seq. ID OJ000122_40.0317.C1 
Strand 

End 642 

Method GENSCAN 

End 638 

Score 1 



41813 
86817 
1 

OJ000122_40 . 0317 . C2 . ol . np 
1 

5902445 
1. .1908 

(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID OJ000122_40.0317.C2 
Strand + 

1908 
AAT/NAP 
1908 
2779 



End 

Method 

End 

Score 



41813 
86817 
1 

0 J000122_40 . 0317 . C2 . o4 . tm 

125 

none 

125. .268, 272. .370 

41813 
86817 
1 

OJ000122_40.0317.C2.o3.tw 
140 



Seq. ID OJ000122_40. 0.317. C2 

Strand + 

End 1908 

Method TBLASTX : Mai ze 

End 370 

Score. 113 



Seq. ID OJ000122_40.0317,C2 

Strand + 

End 1908 

Method TBLASTX : Wheat 

End 547 



42007 



GI 


none 


Exons 


i4U..04/f ll5ft..fiUZ 


Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


r\^T^if\^^^00 Ad P9 ril rrQ 
OJUUUiZ^ 4 U . U J J. / . . . y » 


Start 


161 


GI 


none 


Exons 




Seq. No. 


41813 


Gene No. 


86817 


Start 


i 


Name 




Start 


175 




none 


Exons 




Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


OJOUUl^iz 4 U . Uol / . . oi . um 


Start 


778 


GI 


none 


Exons 


77o-.lUob, //y..iUo/, xu:?4 


Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


OJOOUlzz 4U . Uol / . . Ol . lw 


Start 


784 


GI 


none 


Exons 


noA ifiQR T Q c: 1171 Qftfl 


Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


/*>TAr*mOO AH 0*51*7 P9 rrc 

OJUUUizz 4U . U jl / . ^z • oz . gs 


Start 


1079 


GI 


none 


Exons 


iu /y , . 14 00 


Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


OJOUUlziz 4 U . Uoi / . • O J . um 


Start 


1252 


GI 


none 


Exons 


-lOCLO 1'3yl1 19^4 I'^^n 1 


Seq. No. 


41813 


Gene No. 


86817 


Start 


1 


Name 


OJ000122 40.0317.C2.o2.tw 


Start 


1285 


GI 


none 



Score 



361 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method ; GENSCAN 

End ' 679 

Score .75 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Soybean 

End 423 

Score 186 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Mai ze 

End 1141 

Score 428 
.1141 

Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Wheat 

End 1171 

Score 403 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method GENSCAN. 

End 1433 

Score .53 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Mai ze 

End 1515 

Score 88 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Wheat 

End 1896 

Score 260 



42008 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1285. .1545, 130^5:. .1394, 1435.. 1464, 1446. .1547, 1597. .1776, 
1768. .1896 



41813 
86817 
1 

OJ000122_40 . 0317 . C2 . o2 . tm 
1597 
none 



Seq. ID OJ000122_40.0317.C2 

Strand + 

End 1908 

Method TBLASTX : Mai ze 

End 1860 

Score 168 



J.l\^Xl\^ 

1597. .1779, 1653. .1778, 1758. .1859, 1758. .1859, 1759. .1860 



41814 
86818 
82 

OJ000122_40.0317.C3.ol.np 
82 

6691716 



Seq. ID OJ000122_40.0317.C3 

Strand - 

End 1898 

Method AAT/NAP 

End 1898 

Score 577 



82. .521, 595. .717, 1856. .1898 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



41814 
86818 
82 

OJ000122_40.0317.C3.ol.gs 

189 

none 

189. .521 



Seq. ID OJ000122_40.0317.C3 
Strand 

End 1898 

Method GENSCAN 

End 521 

Score . 66 



41815 Seq. ID OJ000122 

86819 Strand + 

7085 End 10478 

OJ000122 40.0317.C4.ol.gp Method AAT/GAP 

7085 End 7498 

5816562 Score 656 

7085. .7498 

6016845/dbj IAP000570.1IAP000570 3 
DNA, chromosome 1, clone : P0711E10 



40. 0317. C4 



. Oe-59 Oryza sativa genomic 



41815 Seq. ID OJ000122_40 . 0317 . C4 

86819 Strand + 

7085 End 10478 

OJ000122_40 . 0317 . C4 . o2 . gs Method GENSCAN 

7085 End 10478 

none Score .71 
7085.. 7113, 7496.. 7779, 8373, 

41815 

86819 Strand + 

7085 End 10478 

OJ000122_40 . 0317 . C4 . o2 . np Method AAT/NAP 

7496 End 7887 

6630685 Score 528 
7496. .7887 

{AP000969) Similar to copia-type pol polyprotein. 
[Oryza sativa] 



.8508, 8958. .9546, 9768. .10478 
Seq. ID OJ000122_40.0317.C4 



(AF105716) 



42009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41815 
86820 
14450 

OJ000122_40.0317.C4.o4, 

14450 

4378066 



np 



Seq. ID OJ000122_40.0317.C4 

Strand + 

End 26911 

Method AAT/NAP 

End 26911 

Score 2459 



14450. .14618, 16381. .20109, 25902.. 26911 
{AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein. 
[Sorghiim bicolor] 



41815 Seq. ID 

86820 Strand 
14450 End 
OJ000122_40.0317.C4.o2.gp Method 
-20109 End 
72524_1.R1084 Score 
20109.. 20412 

'5091496/dbj IAB023482.2 I AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ000122_40.0317.C4 
+ 

26911 
AAT/GAP 
20412 
410 



Seq. No. 41815 Seq. ID 

Gene No. 86820 Strand 

Start 14450 End 

Name OJ000122_40 . 0317 . C4 . o5 . gs Method 

Start 23503 End 

GI none Score 

Exons 23503. .23658 



OJ000122_40.0317.C4 
+ 

26911 
GENSCAN 
23658 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41815 
86821 
1921 

OJ000122_40 . 0317 . C4 . ol . gs 

1921 

none 



Seq. ID OJ000122_40.0317.C4 
Strand 

End 6050 

Method GENSCAN 

End 6050 

Score .75 



1921. .1988, 2367. .2574, 4170. .4369, 4424. .4710, 4787. .5079, 
5166.. 5367, 5416.. 6050 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41815 
86821 
1921 

OJ000122_40 . 0317 . C4 . ol . np 

2300 

6691716 



Seq. ID OJ000122_40..0317.C4 
Strand 

End 6050 

Method AAT/NAP 

End 6050 

Score 1738 



2300. .2342, 3986. .4095, 4170. .4364, 4424. .4710, 4787.-4964, 
5162. .6050 

(AP0004 92) hypothetical protein [Oryza sativa] 

gil 6691717 I dbj IBAA89397.il {AP000570) hypothetical protein 

[Oryza sativa] 



41815 
86822 
11220 

OJ000122_40.0317.C4.o3.gs 

11220 

none 



Seq. ID OJ000122_40.0317.C4 
Strand 

End 14012 

Method GENSCAN 

End 14012 

Score .42 



42010 



tr von Q 


11220. .11319, 13255. .13719, 


13846: .14012 


Seq. No. 


41815 


Seq. ID 


OJ000122_40.0317.C4 


Gene No. 


86823 


Strand 






25296 


End 


31166 


Nsme 


OJ000122 40.0317.C4,o7.tw 


Method 


TBLASTX : Wheat 


o L.a.1. u 


5640 ~ 


End 


30503 




none 


- Score 


77 




5640. .5930, 30330. .30503 






Sea. No. 


41815 


Seq. ID 


OJ000122_40.0317.C4 


Gene No. 


86823 


Strand 




Start 


25296 


End 


31166 


Name 


OJ000122 40.0317.C4.ol.tin 


Method 


TBLASTX: Maize 


Start 


7489 


End 


7890 


GI 


none 


Score 


393 


Exons 


7489. .7671, 7497. .7760, 7498 


..7767, 7499. .7747, 7592. .7768, 



7596.. 7766, 7737., 7823, 7756.. 7884, 777.7.. 7890 





Seq. No. 


41815 




Seq. ID 


OJ000122_40.0317 


.C4 




Gene No . 


86823 




Strand 








Start 


25296 




End 


31166 






Name 


OJ000122 40. 0317. C4. 


ol . ts 


Method 


TBLASTX: Soybean 




r ~£ 


Start 


7503 




End 


7745 




^ J 


GI 


none 




Score 


119 




in 


Exons 


7503.. 7649, 7656.. 7745 










Spa No . 


41815 




Seq. ID 


OJ000122_40.0317 


.C4 




Gene No . 


86823 




Strand 






I J . 


Start 


25296 




End 


31166 




^ J 


Name 


OJ000122 40. 0317. C4. 


o5 . tm 


Method 


TBLASTX: Maize 




rll 


Start 


13353 




End 


13706 






GI 


none 




Score 


69 






Exons 


13353. .13706, 13368. 


.13613 










Seq. No. 


41815 




Seq. ID 


OJ000122_40.0317 


.C4 




Gene No. 


86823 




Strand 








Start 


25296 




End 


31166 




r 


Name 


OJ000122 40.0317.C4. 


o4 . tw 


Method 


TBLASTX: Wheat 






Start 


13512 




End 


13907 






GI 


none 




Score 


65 






Exons 


13512. .13904, 13807. 


.13905, 


13809. .13907 






Seq. No. 


41815 




Seq. ID 


OJ000122_40.0317 


.C4 




Gene No. 


86823 




Strand 








Start 


25296 




End 


31166 






Name 


OJ000122 40. 0317. C4. 


o6. tw 


Method 


TBLASTX: Wheat 






Start 


17623 




End 


17982 






GI 


none 




Score 


65 






Exons 


17623. .17712, 17760. 


.17981, 


17761. .17982 






Seq. No. 


41815 




Seq. ID 


OJ000122_40.0317 


.C4 




Gene No. 


86823 




Strand 








Start 


25296 




End 


31166 






Name 


OJ000122 40. 0317. C4 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


18211 




End 


18593 






GI 


none 




Score 


300 





42011 





182.11. .18513, 18211. 


.18504, 




18510. .18593 




O c M • LI ^ • 


41815 




Gene No. 


86823 




Start 


25296 




Name 


OJ000122 40. 0317. C4. 


o3. tm 


Start 


18315 






none 






18315. .18512, 18316. 


.18513, 




18513. .18650 




Seq. No. 


41815 




Gene No. 


86823 




Start 


25296 




Name 


OJ000122 40. 0317. C4. 


o2.tw 


Start 


18595 




GI 


none 




Exons 


18595. .18774, 18596. 


.18781, 


Seq. No. 


41815 




Gene No. 


86823 




Start 


25296 




Name 


OJ000122 40,0317.04. 


o4 . tm 




18652 




VjX 


none 




Exons 


18652. .18792, 18653. 


.18781, 


Seq. No. 


41815 




Gene No. 


86823 




Start 


25296 




Name 


OJ000122 40. 0317. 04 


o2 .ts 


Start 


18662 




GI 


none 




Exons 


18662. .18781, 18679 


. .18774, 


Seq. No. 


41815 




Gene No. 


86823 




Start 


25296 




Name 


OJ000122 40.0317.04 


, o3.tw 


Start 


19266 




\j J. 


none 




Exons 


19266. .19691, 19267 


. .19698 


O C ^ . IN • 


41815 




oene inl;. 


86823 




Start 


25296 




Name 


OJ000122 40. 0317. C4 


. o6 . gs 


Start 


25296 




GI 


none 




Exons 


25296. .25402, 25963 


. .26323, 




28529. .28666, 28765 


. .29304, 




30554. .30658, 30853 


. .30959, 


Seq. No. 


41815 




Gene No. 


86823 




Start 


25296 





18237. .18515, 18506 .. 18592 , 



Seq. ID OJ000122_40.0317.C4 
Strand 

End 31166 

Method TBLASTX : Maize 

End 18650 

Score 240 
18387. .18521, 18507 .. 18599, 



Seq. ID OJ000122_40.0317.C4 
Strand 

End 31166 

Method TBLASTX : Wheat 

End 18990 

Score 187 
18780. .18884, 18781. .18990 

Seq. ID OJ000122_40.0317.C4 
Strand 

End 31166 

Method TBLASTX: Maize 

End 18897 

Score 138 
18781. .18897 

Seq. ID OJ000122_40. 0317.04 
Strand 

End 31166 

Method TBLASTX : Soybean 

End 19034 

Score 116 
18781. .18999, 18924,. 19034 

Seq. ID OJ000122_40.0317.C4 
Strand 

End 31166 

Method TBLASTX : Wheat 

End ' 19698 
Score 303 



Seq. ID OJ000122_40.0317.O4 
Strand 

End 31166 

Method GENSOAN 

End 31166 

Score .73 
27268. .27504, 2797 6 ,. 2844 9, 
29338. .30261, 30393 .. 30506, 
31112. .31166 

Seq. ID OJ000122_40.0317.O4 
Strand 

End 31166 



42012 




Name OJ000122_40. 0317 .C4 .o4 .gp Method AAT/GAP 

Start 25453 End 25762 

GI 72524_1.R1084 Score 399 

Exons 25453. .25762 

GI Descrip. ' 5091496/dbj I AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 





oeq . iNo • 


4 1 ft 1 ^ 




Seq. ID 


OJ000122_40.0317 


. C4 




Gene No. 


86823 




Strand 








Start 


25296 




End ■ 


31166 






Name 


\JU \J\J\J £. H\J • \J ^ X 1 • 




Method 


TBLASTX: Maize 






o Tiart 






End 


26320 








none 




Score 


341 






Exons 


O^QRl 9^Q^9. 


• Z U O X X , 


26198. .26320 






beq . JNo . 


4 1 ft 1 R 




Seq. ID 


OJ000122_40.0317 


CA 




Gene No. 


86823 




Strand 








Start 


25296 




End 


31166 






Name 




OO • L.O 


Method 


TBLASTX: Soybean 






onart 






End 


26335 








none 




Score 


93 






Exons 


ZO^Dx. .ZOXUfi/ ZOJ.J.X. 


• Z OO JO 










beq. NO. 






Seq. ID 


OJ000122_40.0317 


P4 


. =^ 


Gene No. 


86823 




.Strand 








Start 


25296 




End 


31166 




f\J 


Name 




o5 . tw 


Method 


TBLASTX: Wheat 




?• ^ 


o rar u 






End 


26422 






m 
\jX. 


none 




Score 


137 




I : I 


Exons 


0€^C\A^ Of.O'^f, Of.i^f^f, 


9^^994 
. ZOZZfi , 


26228. .26422 




H ™ 


oeq. wo. 


4 1 ft 1 R 
ft 1 O X o 




Seq, ID 


OJ000122_40.0317 


CA 






86823 




Strand 






F ==: 


Start 


25296 




End 


31166 






Name 


OJ000122 40. 0317. C4. 


o6. tm 


Method 


TBLASTX: Maize 






o uar t. 


26600 ' 




End 


26860 








none 




Score 


190 






Exons 


26600. .26860, 26662. 


.26835 








f ^ 


oeq . NO . 


41816 




Seq. ID 


OJ000122_40.0317 


PS 




ijene no . 


86824 




Strand 


+ 






o uar u 


3684 




End 


5337 






Name 


OJ000122 40. 0317. C5. 


ol .np 


Method 


AAT/NAP 






Start 


3684 




End 


5337 






GI 


7248393 




Score 


182 






Exons 


3684.. 3968, 5280.. 5337 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No, 


41816 




Seq. ID 


OJ000122 40.0317 


.C5 




Gene No, 


86825 




Strand 


+ 






Start 


13260 




End 


13846 






Name 


OJ000122 40. 0317. C5. 


ol.gp 


Method 


AAT/GAP 






Start 


13260 




End 


13846 






GI 


4879016 




Score 


837 






Exons 


13260, .13406, 13428. 


.13846 










GI Descrip. 


6041757/gb|AC011806. 


1IAC011806 O.Oe+00 


Genomic Sequence 


For 



Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 



42013 



complete sequence 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41816 


Seq. ID 


OJ000122_ 


86826 


Strand 


- 


1420 


End 


1887 


OJ000122 40. 0317 .C5.ol.gs 


Method 


GENSCAN 


1420 ~ 


End 


1887 


none 


Score 


.71 


1420. .1887 






41816 


Seq. ID 


UJUUU IZz 


86827 


Strand 




4289 


End 


5949 


OJ000122 40.0317.C5.o2.np 


Method 


AAT/NAP 


4289 


End 


5949 


6907086 


Score 


1226 


4289.. 4651, 4884.. 5122, 5183. 


.5949 




(AP001129) hypothetical protein [Oryza 


sativa] 


41816 


Seq. ID 


OJ000122_ 


86828 


Strand 




6656 


End 


21005 


OJ000122 40.0317.C5.o3.np 


Method 


AAT/NAP 


6656 


End 


21005 


4680186 


Score 


197 



40. 0317. 05 



6656.. 7071, 7526.. 7587, 17958 .. 18048 , 
(AF111709) unknown [Oryza sativa subsp 

41816 Seq. ID 

86828 Strand 

6656 End 

OJ000122_4 0 . 0317 . 05 . ol . tw Method 

12288 End 

none Score 
12288. .12479, 12495.. 12611 

41816 Seq. ID 

86828 Strand 

6656 End 

OJ000122_4 0 . 0317 . 05 . o5 . gs Method 

17894 End 

none Score 
17894. .18316, 18374.. 18454 

41816 Seq. ID 

86828 Strand 

6656 End 

OJ000122_40 . 0317 . 05 . o2 - gp Method 

18119 End 

4969338 Score 



19256. .19374, 20954.. 21005 
. indica] 

OJ000122_40.0317.C5 
21005 

TBLASTX: Wheat 

12611 

99 



OJ000122_40.0317.O5 

21005 
GENSOAN 
18454 
.97 



OJ000122_4 0 . 0317 . 05 

21005 
AAT/GAP 
18849 
795 



18119. .18271, 18374. .18510, 18704.. 18849 



41817 Seq. ID 

86829 Strand 

594 End 

OJ000122_40 . 0317 . 06 . ol . gs Method 

594 End 



OJ000122_40.0317.O6 
+ 

785 

GENSOAN 
785 



42014 



ox 


none 




Score 


.77 




594 . .785 










41817 




Seq. ID 


OJ000122 


Gene No. 


86830 




Strand 


+ 


Start 


1940 




End 


2163 


Name 


OJ000122 40. 0317. C6 


. o 1 . np 


Method 


AAT/NAP 




1940 ~ 




End 


2163 


ox 


4680186 
i \j \j \/ ^ \j \j 




Score 


247 




1940 2163 
^ ^ ~ \j * 1 1., ^ \j -J 








ox UCO^XX^a 


fAFl 11709^ unknown 


[Oryza 


sativa subsp 


. indica] 


^pa No 


41817 




Seq. ID 


OJ000122 


Gene No. 


86831 




Strand 




Start 


1710 




End 


2091 


Name 


OJ000122 40. 0317. C6 


. ol . gp 


Method 


AAT/GAP 


Start 


1710 




End 


2091 


GI 


uC-osflcyp033a04bl 




Score 


623 


Exons 


1710. .2091 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'6016845/dbj |AP000570,1|AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



41817 
86832 
2556 

OJ000122_40.0317.C6.o2.np 
2556 
6907087 
2556. .2657, 



OJ000122 40. 0317. C6 



Seq. ID 
Strand 

End 4322 
Method AAT/NAP 
End 4322 
Score 823 
3198.. 3899, 3946.. 4322 
(AP001129) ESTs C72771 (E2215) , AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



41818 Seq. ID 

86833 Strand 

718 End 

OJ000122_40 . 0317 , C7 . o2 . np Method 

718 End 

4680186 Score 
718,-805, 2439. .2667 

(AF111709) unknown [Oryza sativa subsp 



OJ000122_40.0317.C7 
+ 

2667 
AAT/NAP 
2667 
243 

, indica] 



41818 



Seq. ID OJ000122_40.0317,C7 



Strand + 
End 11296 
Method GENSCAN 
End 11216 
Score . 63 

6169.. 6287, 6322.. 6430, 6966.. 7196, 7331.. 7541, 7649.. 8244, 
8269.. 9059, 9116.. 9378, 9383.. 9543, 9649.. 9794, 10031 1034 6, 
10407. .11216 



86834 
6169 

OJ000122_40.0317.C7.o2.gs 

6169 

none 



Seq. No. 
Gene No. 
Start 
Name 
Start 



41818 
86834 
6169 

OJ000122 
8530 



40,0317.C7.o4.np 



Seq. ID OJ000122_40.0317.C7 

Strand + 

End 11296 

Method AAT/NAP 

End 11296 



42015 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7489805 Score 1182 

8530.. 8956, 9160.. 10527, 11256.. 11296 
polyprotein - maize retrotransppson Cinful-1 
git4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 40. 0317. C7 



935 

AAT/NAP 

935 

576 



41818 
86835 
1 

OJ000122_40 . 0317 . C7 . ol . np 
1 

6983860 
1. .935 

{AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
{AF061282) [Oryza sativa] 

41818 Seq. ID OJ000122_40 . 0317 . C7 

86836 Strand 

2214 End 2595 

OJ000122_40 . 0317 . 07 . ol . gp Method AAT/GAP 

2214 End 2595 

uC-osflcyp033a04bl Score 607 

2214. .2595 

'6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 * 



41818 Seq. ID 

86837 Strand 

3060 End 

OJ000122_40 . 0317 . 07 . o3 . np Method 

3060 End 

6907087 Score 



OJ000122_40.0317.C7 

4813 
AAT/NAP 
4813 
841 



3060. .3161, 3703. .4278, 4317. .4813 

(AP001129) -ESTs 072771 (E2215) ,AU082313 {E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



41818 
86838 
11517 

OJ000122_4 0 . 0317 . 07 . o3 . tm 

198 

none 

198. .485, 394. .483 

41818 
86838 
11517 

OJ000122_40 . 0317 . 07 . o3 . tw 

378 

none 

378. .737, 442. .735 

41818 
86838 
11517 

OJ000122_40 . 0317 . 07 . o5 . tw 
7648 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000122_40. 0317.07 
11623 

TBLASTX: Maize 

485 

67 



OJ000122_40.0317.C7 
11623 

TBLASTX: Wheat 

737 

147 



OJ000122_40.0317.O7 
11623 

TBLASTX: Wheat 
7986 



42016 




ol 


none 


Score 


178 






7648 7986 








Seq. No. 


41818 


Seq. ID 


OJ000122_40.0317 


C7 


Gene No. 


86838 


Strand 








11517 


End 


11623 




Nsine 


OJ0n0122 40 0317 C7 o4.tw 


Method 


TBLASTX: Wheat 






8776 ~ 


End 


9338 




PT 


n on o 


Score 


78 




TT von G 


8776 8904. 8914. .9105, 9116. 


.9337, 9117.. 9338 






41818 

1 X o X u 


Seq. ID 


OJ000122_40.0317 


.C7 


Gene No. 


86838 


Strand 






Start 


11517 


End 


11623 






OJ000122 40.0317.C7.o2.tw 


Method 


TBLASTX: Wheat 






9535 ~~ 


End 


9904 




o J. 


none 


Score 


145 




K' x~\ 


Q^lS Q7S6 9S61 9755 9756 


.9902, 9757.. 9891, 9758. .9904, 




9765 9902 








Seq. No. 


41818 


Seq. ID 


OJ000122 40.0317 


.07 


Gene No. 


86838 


Strand 






O Ldi. u 


11517 


End 


11623 




Nd.itie 


OJ000122 40 0317 C7 o2 tm 


Method 


TBLASTX : Maize 




D Lai t. 


9664 ~ 


End 


10034 






none 


Score 


86 




Exons 


9664 9759 9758 10033, 9759 


. .10034 






Seq. No. 


41818 


Seq. ID 


OJ000122 40.0317 


.C7 


Gene No. 


86838 


Strand 








11517 


End 


11623 




Nsnie 


OJ000122 40.0317.C7-ol.tw 


Method 


TBLASTX • Wheat 






9905 


End 


10322 






none 


Score 


426 




F von cj 


9905.. 10072, 9915.. 10322, 9915.. 10136, 


10106. .10321 




Seq. No. 


41818 


Seq. ID 


OJ000122_40.0317 


.C7 


Gene No. 


86838 


Strand 








11517 


End 


11623 




Nd.nie 


OJ000122 40.0317.C7.ol.tm 


Method 


TBLASTX: Maize 






10062 


End 


10445 




ox 


none 


Score 


387 




TT von c 


10062. .10445, 10085.. 10432 








Seq. No. 


41818 


Seq. ID 


OJ000122_40.0317 


.C7 


Gene No. 


86838 


Strand 








11517 


End 


11623 




Name 


OJ000122 40.0317.C7.ol.ts 


Method 


TBLASTX: Soybean 






10164 


End 


10505 




\jX 


none 


Score 


236 




p von e 


10164. .10505, 10214.. 10339 








Seq. No. 


41818 


Seq. ID 


OJ000122_40.0317 


.C7 


Gene No. 


86838 


Strand 






Start 


11517 


End 


11623 




Name 


OJ000122 40.0317.C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


10641 


End 


11180 





42017 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



none Score 90 

10641. .10760, 10788. .10919, 11112.. 11180 



41818 
86838 
11517 

OJ000122_40 . 0317 . C7 . o4 . tm 

10686 

none 

10686. .10928 

41818 
86838 
11517 

OJ000122_4 0 . 0317 . C7 . o5 . tm 

10935 

none 

10935. .11195, 11036.. 11170 

41818 
86838 
11517 

OJ000122_40 . 0317 . C7 . o3 . gs 

11517 

none 

11517. .11623 



Seq. ID OJ000122_40.0317.C7 
Strand 

End 11623 

Method TBLASTX: Maize 

End 10928 

Score 196 

Seq. ID OJ000122_40.0317.C7 
Strand 

End 11623 

Method TBLASTX : Mai ze 

End 11195 

Score 18 6 



Seq. ID OJ000122_40.0317.C7 
Strand 

End 11623 

Method GENSCAN 

End 11623 

Score .74 



41819 
86839 
1 

OJ000122_40 . 0317 . C8 . ol . np 
1 

7523502 
1..19, 425. .517, 785, .897 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000122_40.0317.C8 
Strand 

1291 
AAT/NAP 
897 
167 



End 

Method 

End 

Score 



41819 
86839 
1 

OJ000122_40 . 0317 . C8 . ol . gs 
126 
none 

126. ,264, 338. .566, 1225. .1291 



Seq. ID OJ000122_40.0317.C8 
Strand 

End 1291 

Method GENSCAN 

End 1291 

Score .46 



41820 
86840 
2912 

OJ000122_40.0317 .C9.ol.gp 
2912 

101153_1.R1084 
2912., 3101, 3419.. 3648 

•5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



Seq. ID OJ000122_40.0317.C9 
Strand + 

3648 
AAT/GAP 
3648 
667 



End 

Method 
End 
Score 



41820 
86841 
4566 



Seq. ID OJ000122_40.0317,C9 
Strand + 
End 4840 



42018 



Name OJ000122_40 . 0317 .C9. o2 . gp . Method AAT/GAP 

Start 4566 End 4840 

GI 61605_1.R1084 Score 468 

Exons 4566.. 4840 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-137 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



Sea. No. 


41820 




Seq. ID 


OJ000122_40.0317 


.C9 


Gene No . 


86842 




Strand 


+ 




Start 


5672 




End 


6969 




Name 


OJ000122 40.0317.C9.o2. 


gs 


Method 


GENSCAN 




Start 


5672 




End 


6969 




GI 


none 




Score 


.68 




Exons 


5672. .5692, 6474. .6719, 


6769. 


.6969 






Seq. No. 


41820 




Seq. ID 


OJ000122_40.0317 


.C9 


Gene No. 


86843 




Strand 






Start 


374 




End 


8965 




Name 


OJ000122 40.0317.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


368 




End 


1032 




GI 


none 




Score 


267 




Exons 


368.-625, 667.. 1032 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41820 
86843 
374 

OJ000122_40.0317.C9.ol.gs 
374 
none 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8 965 

Method GENSCAN 

End 4067 

Score .58 



374. .596, 998. .1400, 2525. .3002, 3017. .3174, 3986. .4067 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8965 

Method AAT/NAP 

End 8965 

Score 2086 
377. .1778, 7727. .7943, 7979.-8965 

{AP000969) Similar to copia-type pol polyprotein. {AF105716) 
[Oryza sativa] 



41820 
86843 
374 

OJ000122_40.0317.C9.ol.np 
377 

6630685 



Seq. No. 


41820 






Seq. ID 


OJ000122_40.0317 


.C9 


Gene No., 


86843 






Strand 






Start 


374 






End . 


8965 




Name 


OJ000122 


40. 0317. C9 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


395 






End 


1050 




GI 


none 






Score 


152 




Exons 


395. .667, 


405. .674, 


667. .1050, 


674. .1042 




Seq. No. 


41820 






Seq. ID 


OJ000122_40.0317 


.C9 


Gene No. 


86843 






Strand 






Start 


374 






End 


8965 




Name 


OJ000122 


40. 0317. C9 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


440 






End 


759 




GI 


none 






Score 


71 




Exons 


440. .631, 


440. .616, 


673.-759 









42019 



Seq. No. 


41820 






Gene No. 


86843 






Start 


374 






Name 


OJ000122 40. 


0317. 


o3 tw 


Start 


796 






GI 


none 






Exons 


796.. 1053, 1078.. 


1227 


Seq. No. 


41820 






Gene No. 


86843 








374 






Name 


OJ000122 40 


0317 . 


PQ o2 tm 


Start 


1165 






GI 


none 






Exons 


1165. .1602, 


1168, 


1281 1178. 


Seq. No. 


41820 






Gene No. 


86843 






Start 


374 






Name n 


OJ000122 40. 


.0317, 


.C9.ol.ts 


o uar u 


1403 






GI 


5509260 






Exons 


1403. .1684, 


1408 






7732. .7854, 


7893 




GI Descrip. 








Seq. No. 


41820 






Gene No. 


86843 






Start 


374 






Name 


OJ000122 40 


.0317 


.C9.ol.tw 


Start 


1417 






GI 


none 






Exons 


1417. .1686, 


1427 


..1684, 1681. 




7713. .7814, 


7731 


..7814, 7735. 



Seq. ID OJ000122__40.0317.C9 
Strand 

End 8965 

Method TBLASTX : Wheat 

End 1227 

Score 103 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8965 

Method * TBLASTX : Mai ze 

End 1603 

Score 66 

.1330, 1363. .1599, 1367. .1603 

Seq. ID OJ000122_40.0317.C9 
Strand 

End 8965 

Method TBLASTX : Soybean 

End 7943 

Score 215 

.1782, 1682.. 1765, 7731.. 7871, 
.7943 



Seq. ID OJ000122_40.0317-C9 
Strand 

End 8965 

Method TBLASTX : Wheat 

End 7815 

Score 182 



Seq. No. 

Gene No. 

Start 

iSIame 

Start 

GI ' 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41320 Seq. ID OJ000122_40 . 0317 . C9 

86843 Strand 

374 End 8965 

OJ000122_40.0317.C9.o3.gp Method AAT/GAP 

4866 End 5038 

LIB3433-026-P1-K1-C1 Score 254 

4866.. 5038 

'5852170/emb|ALll7265.1|OST17804 l.Oe-44 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : tl7804 ' 



41820 
86843 
374 

OJ000122_40.0317.C9.o4 .gp 
5584 
2428185 
5584. .6016 

5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone:tl7804 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8965 

Method AAT/GAP • 

End 6016 

Score 67 6 



41820 
86843 



Seq. ID OJ000122_40.0317.C9 
Strand 



42020 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



374 

OJ000122_40.0317.C9.o3.gs 

7944 

none 

7944. .8188, 8333. .8936 

41820 
86843 
374 

OJ000122_40.0317.C9.o3.ts 
8277 
none 



End 

Method 

End 

Score 



8965 
GENSCAN 
8936 
.5 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8965 

Method TBLASTX : Soybean 

End 8702 

Score 160 



8277. .8369, 8391. .8702, 8398. .8685 



41820 
86843 
374 

OJ000122_40.0317.C9.ol.tc 
8281 
none 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8 965 

Method TBLASTX: Cress 

End 8 685 

Score 63 



8281. .8379, 8283. .8378, 8394. .8684, 8599. .8685 



41820 
86843 
374 

OJ000122_40.0317.C9.o2.tw 
8385 
none 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8 965 

Method TBLASTX : Wheat 

End 8918 

Score 69 



8385.-8465, 8484. .8645, 8493. .8918, 8785. .8910 



41820 
86843 
374 

OJ000122_40 . 0317 .C9 . o3 . tm 
8388 
none 



Seq. ID OJ000122_40.0317.C9 
Strand 

End 8 965 

Method TBLASTX : Maize 

End 8876 

Score 292 



8388. .8732, 8389. .8748, 8493. .8771, 8809. .8871, 8811. .8876 



41821 
86844 
64 

OJ000122_4 0.0317. CIO. ol.gs 
64 

none 

64. .131, 174. .345, 378. .1232 



Seq. ID OJ000122_40..0317.C10 
Strand 

End 1232 

Method GENSCAN 

End 1232 

Score .41 



41822 
86845 
1 

OJ000122_40.0317.Cll.o2.np 
1 

4826998 



Seq. ID OJ000122_40.0317.C11 
Strand + 

12233 
AAT/NAP 
12233 
48 



End 

Method 
End 
Score 

1..140, 1638. .1699, 2614. .2658, 3903. .4034, 12118. .12233 
splicing factor proline/glutamine rich (polypyrimidine 
tract-binding protein-associated) gi | 1709851 | sp I P23246 | PSF_HUMAN 
PTB-ASSOCIATED SPLICING FACTOR (PSF) gi | 423054 | pir | | A4 6302 
PTE-associated splicing factor, long form - human 



42021 





yl 1 JofiOO 1 emjj 1 ^HMOUZOO 1 


(X70944) PTB-associated 


3^XXL.rXliV^ 


f aci 














06C} • LNO • 


ft J. 


Seq. ID 


OJ000122 


40 0317 


.Cll 


Gene No. 


86846 


Strand 








Start 


1 


bna 


19 R 






Name 


n.Tnnni 40 (T^i 7 n i ni 


. np Method 








o uart 


1 ~ 

X 


hna 


A OA 

4 y 41 










Score 


1 T 9 






Exons 


1 1 9 "^7 P 4 Q4 












^ xAir u W X u ^ -J / ii^^kj uiic u X ^ax 


protein [Oryza 


sativa] 






be<5» NO. 


4 1 ft 99 


Seq. ID 


OJ000122 


4 0 O'^l 7 


.Cll 


(aene wo . 


O DO fi D 


Strand 








Start 


1 


End 


5325 






Name 


OJ000122_40.0317.Cll.ol 


. gs Method 


GENSCAN 






o tar L 


9 ^ 


End 


5325 








none 


Score 


.55 






Exons 


9R Iftn fiQ4 ft7ft QQfi 


.1072, 1361. .1827, 1865. 


.2221, 






9^if; ^^90^ '^9^^Q '^^m 


3390. .3888, 3913. .4292, 


4427. .4486, 




4fift9 47Qn R9S7 '^^9■^ 










Seq. No. 


41822 


Seq. ID 


OJ000122 


_40.0317 


.Cll 


Gene No. 


86847 


Strand 










704 ft 


End 


9277 






Name 


riTnnni99 ac\ pit r\9 
UJUUUi^^ 4 u . U Jx / . L-XX . o^ 


.gs Method 


GENSCAN 






btart 




End 


9277 






GI 


none 


Score 


.71 






Exons 


7n4ft "790^; 7'^QI 7^nQ 


9036. .9277 








beq. NO. 


41822 


Seq. ID 


OJ000122 


_40.0317 


.Cll 


Gene No . 


86848 


Strand 








Start 


10919 


End 


15366 






Name 


OJ000122 40.0317.Cll.o3 


.gs Method 


GENSCAN 






Start 


10919 


End 


15366 






GI 


none 


Score 


.61 






Exons 


10919. .11025, 12043. .12220, 13676 13965 , 14106 


. .14173, 






15287. .15366 











Seq. No. 41822 Seq. ID OJ000122_40 . 0317 . Cll 

Gene No, 86849 Strand 

Start 16341 End 16432 

Name OJ000122_40 . 0317 .Cll . ol . gp Method AAT/GAP 

Start 16341 End 16432 

GI LIB3477-003-P1-K1-E9 Score 145 

Exons 16341. .16432 

GI Descrip. * 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41823 
86850 
774 

OJ000122_40.0317.C12.ol.np 
774 

7248395 



Seq. ID OJ000122_40.0317.C12 

Strand + 

End 6677 

Method AAT/NAP 

End 6677 

Score 1385 



774. .804, 2380. .2438, 3708. .4744, 5582. .6677 



42022 






(AP001389) hypothetical protein [Oryza 


Q 3 "h "i T7 1 

O Cl L. JL V Cl J 






^ 1 Q 9 "5 


Seq. ID 


OJ000122 40 0317 


.C12 


Gene No. 


86851 


Strand 


+ ~ 




Start 


8770 


End 


8859 




Name 


OJ000122 40.0317.C12.o3.np 


Method 


AAT/NAP 






8770 


End 


8859 






4680183 


Score 


136 




Exons 


8770. .8859 








uesciip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




O ^ • IN w • 


41823 


Seq. ID 


OJ000122_40.0317 


.C12 


Gene No. 


86852 


Strand 


+ 




Start 


9806 


End 


14143 




Name 


OJ000122 40.0317.C12.o2.gs 


Method 


GENSCAN 




Start 


9806 


End 


14053 




GI 


none 


Score 


.88 




Exons 


9806. .9984, 9993. .10205, 10299. . 10476, 


10866. .10933, 





11*589. .11662, 11921. .11988, 12253.. 14053 



Seq. No. 41823 Seq. ID 

Gene No. 86852 Strand 

Start 9806 End 

Name OJ000122_40 . 0317 . 012 . o4 . np Method 

Start 11923 End 

GI 7228442 Score 

Exons 11923. .14143 

GI Descrip. (AP001366) EST C28952 {C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000122_40.0317.C12 
+ 

14143 
AAT/NAP 
14143 
2384 



Seq. No. 


41823 




Seq. ID 


OJ000122 


_40 


.0317. C12 


Gene No. 


86853 




Strand 








Start 


6971 




End 


7223 






Name 


OJ000122 40.0317.C12.o2 


. np 


Method 


AAT/NAP 






Start 


6971 




End 


7223 






GI 


7106513 




Score 


163 






Exons 


6971. .7079, 7180. .7223 












GI Descrip. 


(AP001278) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


41823 




Seq. ID 


OJ000122 


_40 


.0317. C12 


Gene No. 


86854 




Strand 








Start 


8029 




End 


8139 






Name 


OJ000122 40.0317.C12.ol 


.gp 


Method 


AAT/GAP 






Start 


8029 




End 


8139 






GI 


uC-osflcyp088bl2bl 




Score 


150 






Exons 


8029. .8139 












GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3 . Oe- 


36 Oryza 


sativa genomic 



DNA, chromosome 8, clone : P0026F07 ' 

Seq. No. 41823 Seq. ID 

Gene No. 86855 Strand 

Start 12952 End 

Name OJ000122_40.0317 .C12.ol.tm Method 

Start 12952 End 

GI none Score 
Exons 



OJ000122_40.0317,C12 
13623 

TBLASTX: Maize 

13548 

376 



12952. .13419, 12954 .. 13079, 13131 .. 13430, 13477. .13548 



42023 



Seq. No. 41823 

Gene No. 86855 

Start 12952 

Name OJ000122_40 . 0317 . C12 . ol 

Start 13246 

GI none 

Exons 13246. .13395, 13248 
13450. .13623, 13457 



,tw 



13400, 
13612 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_40.0317-C12 
13623 

TBLASTX: Wheat 

13623 

194 



13249. .13425, 134 4 9 .. 13517 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41824 
86856 
1 

OJ000122_40,0317.C13.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000122 
+ 

4894 
AAT/NAP 
4894 
1163 
1952. . 



40.0317.C13 



7228438 

1..34, 890. .986, 1072. .1469, 1550. .1847, 
3356.. 3449, 3896,. 4224, 4838.. 4894 
{AP001366) EST C28952 (C62945) corresponds to a 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



2213, 2306. .2455, 
region of the 



41824 
86856 
1 

OJ000122_40.0317.C13.ol.gs 

377 

none 



Seq. ID OJ000122_40.0317.C13 

Strand + 

End 4894 

Method GENSCAN 

End 4346 

Score . 65 



377. .528, 604. .758, 782. .951, 1056. .1278, 1351. .1469, 
1550. .1632, 1647. ,1847, 1952, .2213, 2306. .2413, 2460. .2561, 
2676.. 2698, 2756.. 3071, 3078.. 3198, 3262.. 3515, 3904.. 4127, 
4310.-4346 



Seq. No. 41824 Seq. ID 

Gene No. 86856 Strand 

Start 1 End 

Name OJ000122_40 . 0317 . C13 . ol . gp Method 

Start 643 End 

GI LIB3433-020-P1-K1-A6 Score 

Exons 643.. 685, 2506.. 2891 

GI Descrip, ' 5670155/gb| AF161269. 1 | AF161269 2.0e-35 Oryza sativa subsp 
japonica BAG clone 34K24, complete sequence' 



OJ000122_40.0317.C13 
+ 

4894 
AAT/GAP 
2891 
745 



Seq. No. 


41824 






Seq. ID 


OJ000122_40.0317 


.C13 


Gene No. 


86856 






Strand 


+ 




Start 


1 






End 


4894 




Name 


OJ000122 


40.0317,C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


695 






End 


877 ' 




GI 


none 






Score 


91 




Exons 


695. .748, 


709.. 759, 757 


. .876, 


758. ,877 






Seq. No. 


41825 






Seq. ID 


OJ000122_40.0317 


.C14 


Gene No. 


86857 






Strand 






Start 


3477 






End 


4037 




Name 


OJ000122 


40.0317.C14.ol 


np 


Method 


AAT/NAP 




Start 


3477 






End 


4037 




GI 


6573149 






Score 


779 





42024 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3477. .4037 

(AF201895) growth-regulating factor 1 [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 40.0317.C14 



41825 
86857 
3477 

OJ000122_40.0317.C14.ol.gp 
3482 
6573148 
3482. .4037 

4388731/gblAAD19769| l.Oe-34 (AC006413) hypothetical protein 
[Arabidopsis thaliana] 



4037 
AAT/GAP 
4037 
849 





beq. NO. 








Seq. ID 


OJ000122 




vjene wo . 


O DO ^ O 






Strand 


+ 






*i ^ ^ 






End 


635 




Name 


OJ000122 40.0317.C15 


.ol 


.gs 


Method 


GENSCAN 




Start 


433 






End 


635 




GI 


none 






Score 


.99 




Exons 


433.-559, 604. .635 












Seq. No. 


41826 






Seq. ID 


OJ000122 




Gene No. 


86859 






Strand 


+ 




Start 


1719 






End 


1888 




Name 


OJ000122 40.0317.C15 


.o2 


.gp 


Method 


AAT/GAP 




Start 


1719 






End 


1888 




GI 


2280831 






Score 


226 




Exons 


1719. .1888 












Seq. No. 


41826 






Seq. ID 


OJ000122 




Gene No. 


86860 






Strand 


+ 




Start 


4800 






End 


7134 




Name 


OJ000122 40.0317.C15 


.ol 


.np 


Method 


AAT/NAP 




Start 


4770 






End 


6929 




GI 


7258357 






Score 


2364 



40.0317.C15 



Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



4770. .6929 

(AL138656) ABC transporter-like protein [Arabidopsis thaliana] 



41826 
86860 
4800 

OJ000122_40 . 0317 . C15 . o3 . gs 

4800 

none 

4800. .6932 

41826 
86860 
4800 

OJ000122_40.0317.C15.o3.gp 

6787 

none 

6787. .7134 

41826 
86861 
10801 



Seq. ID OJ000122_40.0317.C15 

Strand + 

End 7134 

Method GENSCAN 

End 6932 

Score 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000122_40.0317.C15 
+ 

7134 
AAT/GAP 
7134 
668 



OJ000122__40.0317.C15 
+ 

14177 



42025 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000122_40. 0317, CIS. o2.np 
10801 
7529278 

10801. .10929, 11823. .14174 
(AL163491) putative protein 

41826 
86861 
10801 

OJ000122_40.0317.C15.o4.gp 
11539 
3061062 
11539. .11589 

41826 
86861 
10801 

OJ000122_40.0317.C15.o5.gs 

11664 

none 

11664. .14177 

41826 
86862 
1955 

OJ000122_40.0317.C15.o2.gs 

1955 

none 

1955.. 2095, 2972.. 3096, 3682. 

41826 
86863 
4860 

OJ000122_40.0317.C15.o5.ts 

4860 

none 

4860.. 4892, 4965.. 5012, 5085. 
5426. .5476, 5427. .5486 

41826 
86863 
4860 

OJ000122_40.0317.C15.ol.tc 

5265 

none 

5265.. 5468, 5345.. 5431, 5565. 
5861.. 5956, 6621.. 6809 

41826 
86863 
4860 

OJ000122_40.0317.C15.ol.tm 

5286 

none 

5286.. 5426, 5709.. 5813, 5996. 
6235. .6786 



Method AAT/NAP 

End 14174 

Score. 1883 

[Arabidopsis thaliana] 

Seq. ID OJ000122_40.0317.C15 

Strand + 

End 14177 

Method AAT/GAP 

End 11589 

Score 61 



Seq. ID OJ000122_40.0317.C15 

Strand + 

End 14177 

Method GENSCAN 

End 14177 

Score . 98 



Seq. ID OJ000122_40.0317.C15 
-Strand 

3715 
GENSCAN 
3715 
.59 



End 

Method 
End 
Score 
.3715 



Seq. ID OJ000122_40.0317-C15 
Strand 

End 6924 

Method TBLASTX : Soybean 

End 5486 

Score 41 
,5207, 5258.. 5314, 5259.. 5315, 



Seq. ID OJ000122_40, 0317. CIS 
Strand 

End 6924 

Method TBLASTX : Cress 

End 6809 

Score 158 

.5834, 5580, ,5834, 5850. .5963, 



Seq, ID OJ000122_40. 0317. CIS 
Strand 

End 6924 

Method TBLASTX : Mai ze 

End 6787 

Score 83 

.6073, 5997.. 6785, 6176.. 6787, 



42026 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41826 
86863 
4860 

OJ000122_40. 0317. 015. ol.ts 

5316 

none 

5316. .5426, 5571. .5864, 5622. 
5841. .6134, 5844. .5972, 5846. 
6176.. 6208, 6273.. 6878, 6305. 

41826 
86863 
4860 

OJ000122_40.0317 .C15.ol.tw 
5316 
none 

5316. .5411, 
6135. .6410 



Seq. ID OJ000122_40.0317.pi5 
Strand 

End 6924 

Method TBLASTX: Soybean - 
End 6924 
Score 92 

.5837, 5709. .5813, 5807. .5863, 
.6073, 5862.. 5906, 6042.. 6272, 
.6856, 6606. .6815, 6664. .6924 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_40.0317.C15 
6924 

TBLASTX: Wheat 

6410 

77 



5345. .5407, 5960. .6073, 5961. .6410, 6091. .6405, 



Seq. No. 


41826 


Seq. ID 


OJ000122_40.0317.C15 


Gene No . 


86863 


Strand 




Start 


4860 


End 


6924 




OJ000122 40.0317.C15.o4.tm 


Method 


TBLASTX: Maize 


Start 


5427 


End 


5708 


GI 


none 


Score 


88 




5427. .5486, 5427.. 5708, 5559 


. .5708 




O C . LN ^ • 


41826 


Seq. ID 


OJ000122_40.0317 .C15 




86863 


Strand 




start 


4860 


End 


6924 


Name 


OJ000122 40.0317.C15.o3.tw 


Method 


TBLASTX: Wheat 


start 


5667 


End 


6831 


GI 


none 


Score 


105 


Exons 


5667.. 5813, 5730.. 5834, 5841 


..5909, 6540. .6815, 6569. .6796, 




6675. .6830, .6685. .6831 






Seq. No. 


41826 


Seq. ID 


OJ000122_40.0317.C15 


Gene No. 


86863 


Strand 




Start 


4860 


End 


6924 


Name 


OJ000122 40.0317.C15.o3.tc 


Method 


TBLASTX: Cress 


Start 


5963 


End 


6353 


GI 


none 


Score 


203 


Exons 


5963.. 6073, 5964.. 6140, 6150 


..6353, 6177.. 6347, 6305.. 6352 


Seq. No. 


41826 


Seq. ID 


OJ000122_40 . 0317 .C15 


Gene No. 


86864 


Strand 




Start 


11946 


End 


14183 


Name 


OJ000122 40.0317.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


11946 


End 


13922 


GI 


none 


Score 


119 


Exons 


11946. .12089, 11949. .12167, 


11961. .12170, 12201. .12449, 




12444. .12773, 12504 .. 12731 , 


12525. .12668, 12570 .. 12839, 




12678. .13031, 12732. .13076, 


12741. .13145, 12864. .13031, 




12942. .13127, 13044 .. 13370, 


13059. .13922, 13061 .. 13096, 




13074. .13097, 13173 .. 13334 , 


13175. .13285, 13178 .. 13282 , 




13358. .13594, 13676.. 13789 







42027 




O A 1-w XT A 

oeq. wo. 


ft lo^ 0 




Seq. ID 


OJ000122_40.0317 


.C15 


(aene wo . 


O DO D4 




Strand 






Start 


11946 




End 


14183 




Name 


OJ000122 40.0317.C15. 


o4 . ts 


Method 


TBLASTX : Soybean 










End 


13415 






none 




Score 


128 




Exons 


11Q4Q 19170 IPI'^P 


12479, 


12429. .12806, 12431 .. 12727 , 








1 9890 


12735. .13112, 12941. .13084, 






1 ^nSfi 1'^41S 13169 


13285 










'x X O 4C U 




Seq. ID 


OJ000122_40..0317 


.C15 


Gene No. 


86864 




Strand 






Start 


11946 




End 


14183 




Naine 


n.Tnnni9? 40 0317 ns 


o4 • tc 


Method 


TBLASTX: Cress 




otar c 


1 90fi0 ~ 




End 


13643 






none 




Score 


130 




Exons 


1 90fi0 19S1R 19*^^4 


12821 , 


12660. .13136, 12957. .13517, 






13521 13643 










oeq . iNO . 


4 1 R9fi 

4 X O ^ U 




Seq. ID 


OJ000122_40.0317 


.C15 


Gene No. 


86864 




Strand 






Start 


11946 




End 


14183 




Name 


n.TOOOl 99 40 0^17 PIS 


o2 . tw 


Method 


TBLASTX: Wheat 




ouarr 


1914 4 ~~ 

X Z X fi 4 




End 


13478 




C T 


none 




Score 


119 




Exons 


^O^AA 1947Ci 19409 


19^91 


12561. .12818, 12702. .13091, 






19QQQ 1 '^4 7ft 1 '^'^4'^ 

XZ""^* . X04 /Of X004J. . 


1 '^477 








Seq. No. 


41826 




Seq. ID 


OJ000122_40.0317 


.C15 


Gene No. 


86864 




Strand 








1 1 Q4 

X X -7 4 D 




End 


14183 




Name 


nTonoi99 40 o'^i 7 n s 

\J\J UUUXZZ 4U. uox / .v^xo. 


n9 1- <? 


Method 


TBLASTX : Soybean 




ouar c 


X J4 X O 




End 


13949 






none 




Score 


434 




Exons 


1 ^41 1 ^Q4 q 1 3494 


13789, 


13820. .13948 




Seq. No. 


41826 




Seq. ID 


OJ000122_40.0317 


.C15 


Gene No. 


86864 




Strand 






q+- a 


11946 




End 


14183 




Name 


n.T000199 40 0317 TIS 


o2 . tc 


Method 


TBLASTX: Cress 




C-l- a r*+- 


1 "^^^44 ~ 

X J 04 4 




End 


14180 




-L 


none 




Score 


428 




Exons 


1 '^fi44 1 41 fiO 1 3673 


14176, 


14028. .14177 




Seq. No. 


41826 




Seq. ID 


OJ000122_40.0317 


.C15 


Gene No. 


86864 




Strand 








1 1 Q4 

X X Z7 O 




End 


14183 




Name 


n.TOOOl 99 40 0*^17 PIS 


o3 . tm 


Method 


TBLASTX: Maize 




ot arc 


1 '^Q9'^ ~ 




End 


14180 






none 




Score 


314 




Exons 


1 "^09*^ 141ft0 13^70 

• .X4XOUf X^^/V^* ■ 


14179 








Seq. No. 


41826 




Seq. ID 


OJ000122_40.0317 


.C15 


Gene No. 


86864 




Strand 






Start 


11946 




End 


14183 




Name 


OJ000122 40.0317.C15. 


o3.ts 


Method 


TBLASTX: Soybean 




Start 


13959 




End 


14183 





42028 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Score 


289 




Seq. ID 


OJ000122_40.0317 


C16 


Strand 






End 


3969 




Method 


TBLASTX: Maize 




End 


3363 




Score 


226 




. 3363 






Seq. ID 


OJ000122__40.0317 


.C16 


Strand 






End 


3969 




Method 


TBLASTX: Wheat 




End 


3507 




Score 


178 




. 3507 






Seq. ID 


OJ000122_40.0317 


-C16 


Strand 






End 


3969 




Method 


TBLASTX: Maize 




End 


3876 




Score 


314 




.3876, 3795. .3875 




Seq. ID 


OJ000122_40.0317 


.C16 


Strand 






End 


3969 




Method 


TBLASTX: Wheat 




End 


3969 




Score 


328 




Seq. ID 


OJ000122_40.0317 


.C17 


Strand 


+ 




End 


509 




Method 


GENSCAN 




End 


509 




Score 


.85 




Seq. ID 


OJ000102_40.0310 


.C2 


Strand 


+ 




End 


1343 




Method 


AAT/GAP 




End 


1343 




Score 


511 





none 

13959. .14183, 13970. .14176 

41827 
86865 
3142 

OJ000122_4 0 . 0317 . CI 6 . o2 . tm 
3142 
none 

3142. .3363, 3144.. 3362, 3151. 

41827 
86865 
3142 

OJ000122_40.0317.C16.o2.tw 
3148 
none 

3148.. 3318, 3162.. 3305, 3400. 

41827 
86865 
3142 

OJ000122_40.0317.C16.ol.tm 
3405 
none 

3405.. 3755, 3406.. 3777, 3784, 

41827 
86865 
3142 

OJ000122_40 . 0317 . C16 . ol . tw 
3607 
none 

3607.. 3969, 3655.. 3969 

41828 
86866 
396 

OJ000122_40 . 0317 . C17 . ol . gs 
396 
none 

396. .509 

41829 
86867 
751 . 

OJ000102_40.0310.C2.ol.gp 
751 

10341_1.R1084 
751. .774, 1068. .1343 

'2252840 3.0e-09 {AF013293) contains regions of similarity to 
Haemophilus influenzae permease {SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] ' 



Seq. No, 



41830 



Seq. ID OJ000102_40.0310.C3 



42029 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



868 68 Strand + 

631 End 1401 

OJ000102_40 . 0310 . C3 . ol . gp Method AAT/GAP 

631 End 1401 

8546_2.R1084 Score 1183 

631. .1401 

'5091520/dbj IBAA78755.il 4.0e-59 (AB023482) ESTs 
AU058081 (E30812) ,AU058365 (E50679) , AU030138 (E50679) correspond 
to a region of the predicted gene.; Similar to Spinacia oleracea 
mRNA for proteasome 37kD subunit . (X96974 ) [Oryza sativa] ' 



41830 
86869 
9061 

OJ000102_40.0310.C3.o2.gp 
9061 

22048 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9061.79279, 9368.. 9431, 9521,. 9570, 9655,. 9821 
'4567247/gb|AAD23661.1|AC007070_10 2.0e-32 (AC007070) unknown 
protein [Arabidopsis thaliana] ' 



OJ000102_40.0310.C3 
+ 

9821 
AAT/GAP 
9821 
932 



41830 
86870 
10041 

OJ000102_40.0310.C3.o3.gp 
10041 

1987_1,R1084 

10041. .10089, 10221. .10293, 

11352. .11402, 12010, .12081, __ . 

'4567247/gb|AAD23661.1 |AC007070_10 6.0e-37 (AC007070 
protein [Arabidopsis thaliana] ' 



OJ000102_40.0310.C3 
+ 

13112 
AAT/GAP 
13112 
1575 

10626. ,1074 9, 10830. .10917, 
12575. .12687, 12780. .13112 

unknown 



Seq. ID 

Strand 

End 

Method 
End 
Score 



41830 Seq. ID 

86871 Strand 
20255 End 
OJ000102_4 0 . 0310 . C3 . o4 . gp Method 
20255 End 
LIB3434-011-P1-K1-D6 Score 
20255. .20555, 22370 .. 22566 

'5430761/gb|AAD43161.1|AC007504_16 7.0e-40 (AC007504) Similar to 
ethylene-forming-enzyme-like dioxygenase [Arabidopsis thaliana] ' 



OJ000102_40.0310.C3 

+ 

22566 
AAT/GAP 
22566 
891 



Seq. No. 


41830 




Seq. ID 


OJ000102_ 


_40 


.0310 


.C3 


Gene No. 


86872 




-.Strand 


+ 








Start 


22953 




End 


23455 








Name 


OJ000102 40. 0310. C3. 


o5.gp 


Method 


AAT/GAP 








Start 


22953 




End 


23455 








GI 


3767039 




Score 


534 








Exons 


22953,-23111, 23308. 


.23455 












Seq. No, 


41830 




Seq. ID 


OJ000102_ 


_40 


.0310 


.C3 


Gene No. 


86873 




Strand 


+ 








Start 


23880 




End 


24419 








Name 


OJ000102 40. 0310. C3. 


o6.gp 


Method 


AAT/GAP 








Start 


23880 




End 


24419 








GI 


6138 1.R1084 




Score 


678 








Exons 


23880. .24149, 24243. 


.24419 













42030 




GI Descrip. • 629561/pir | | S44261 4.0e-ll SRGl protein - Arabidopsis thaliana 
>gi_479047_einb_CAA55654_ (X79052) SRGl [Arabidopsis thaliana] 
>gi_5734767_gb_AAD50032.1_AC007651_27 (AC007651) SRGl Protein 
[Arabidopsis thaliana] • 





41830 




Seq. ID 


OJ000102_40.0310 


.03 




86874 




Strand 


+ 






26760 




End 


27803 




Naztie 


OJ000102 40. 0310. 03. 


08 - gp 


Method 


AAT/GAP 




Start 


26760 




End 


27803 




O J. 


8671 1.R1084 




Score 


1125 




Exons 


26760. .26991, 27303. 


.27570, 27698.. 27803 




GI Descrip. 


'2688828 6.0e-19 (U97530) ethylene-f orming-enzyme-like 






dioxygenase [ Prunus 


armeniaca] * 






O M • W • 


41830 




Seq. ID 


OJ000102_40.0310 


.03 




86875 




Strand 


+ 






27974 




End 


28955 




Name 


OJ000102 40. 0310. C3. 


o9.gp 


Method 


AAT/GAP 






27974 




End 


28955 




GI 


uC-osrocyp017gl0al 




Score 


860 




Exons 


27974. .28025, 28526. 


.28955 










'2688828 3.0e-15 (U97530) ethylene-f orming-enzyme-liJce 






dioxygenase [ Prunus 


armeniaca 


1 ' 






O 6 (4 • LN U . 


41830 




Seq. ID 


OJ000102_40.0310 


.03 




86876 




Strand 






0 car L. 


25320 




End 


25697 




Name 


OJ000102 40. 0310. 03, 


o7.gp 


Method 


AAT/GAP 






25320 




End 


25697 




GI 


none 




Score 


712 




Exons 


25320. .25697 










Seq. No. 


41830 




Seq. ID 


OJ000102_40.0310 


.03 


Gene No. 


86877 




Strand 






Start 


31077 




End 


31911 




Name 


OJ000102 40.0310.03 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


408 




End 


1047 




GI 


none 




Score 


119 




Exons 


408. .443, 409. .504, 


410. .505, 


628. .672 


, 629.. 1045, 629. 


.682, 




724. .1047 











Seq. No. 


41830 


Gene No. 


86877 


Start 


31077 


Name 


OJ000102 


Start 


409 


GI 


none 


Exons 


409. .672 


Seq. No. 


41830 


Gene No. 


86877 


Start 


31077 


Name 


OJ000102 


Start 


418 


GI 


none 


Exons 


418. .507 



Seq. ID OJ000102_40. 0310.03 
Strand 

End 31911 

.0310.O3.ol.tm Method TBLASTX:Maize 

End 1186 

Score 693 

409. .672, 410. .874, 611. .682, 724. .873, 802. .1176, 872. .1186 



Seq, ID OJ000102_40.0310.O3 
Strand 

End 31911 

; 0310 . 03 . ol . tc Method TBLASTX : Oress 

End 1165 

Score 8 67 

418. .507, 419. .1075, 562. .672, 724. .1074, 1087. .1164, 1088. .1165 



42031 



Seq. No. 


41830 




Seq. ID 


OJ000102_40.0310.C3 


Gene No . 


86877 




Strand 




Start 


31077 




End 


31911 


Nsme 


OJ000102 40. 


0310.C3,ol.ts 


Method 


TBLASTX : Soybean 




418 




End 


1075 


GI 


none 




Score 


726 


Exons 


418. .672, 419, .982, 724. .981, 


983. ,1075, 991. .1074 


Seq. No. 


41830 




Seq. ID 


OJ000102_40.0310.C3 


Gene No . 


86877 




Strand 




Start 


31077 




End 


31911 


Name 


OJ000102 40. 


0310.C3.o3.tc 


Method 


TBLASTX: Cress 


Start 


2646 




End 


2981 


GI 


none 




Score 


92 




2646. .2981, 


2839. .2961 






Seq. No. 


41830 




Seq. ID 


OJ000102_40.0310.C3 


Gene No. 


86877 




Strand 




Start 


31077 




End 


31911 


Name 


OJ000102 40. 


0310.C3.o5.tm 


Method 


TBLASTX: Maize 


Start 


2649 




End 


3980 


GI 


none 




Score 


122 


Exons 


2649. .2720, 


2742. .2981, 2760. 


.2972, 2842. .2982, 3882. .3980 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
"■J Gene No, 

Start 
.3 Name 
iii Start 

pi GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



41830 
86877 
31077 

OJ000102_40 . 0310 . C3 . o2 . tw 
2724 
none 

2724. .2912, 2814. .2912, 2836., 
3072. .3137 

41830 
86877 
31077 

OJ000102_40.0310.C3.o5.ts 

2829 

none 

2829.. 2981, 2839:. 2961 

41830 
86877 
31077 

OJ000102_40.0310.C3.o2.ts 

3228 

none 

3228.. 3413, 3229.. 3336, 3900. 
4150,. 4263, 4341.. 4406 

41830 
86877 
31077 

OJ000102_40.0310.C3.o5.tc 

3897 

none 



Seq. ID OJ000102_40.0310.C3 
Strand 

End 31911 

Method TBLASTX : Wheat 

End 3137 

Score 87 

.2913, 2902.. 2970, 2907. .2981, 



Seq. ID OJ000102_40.0310.C3 
Strand 

End 31911 

Method TBLASTX : Soybean 

End 2981 

Score 130 



Seq. ID OJ000102_40.0310.C3 
Strand 

End 31911 

Method TBLASTX : Soybean 

End 4406 

Score 73 

4106, 3901.. 3951, 4131.. 4262, 



Seq. ID OJ000102_40.0310.C3 
Strand 

-End 31911 

Method TBLASTX : Cress 

End 4241 

Score 95 



42032 



Exons 



3897. .4103, 4134. .4241 



Seq. No. 41830 Seq. ID 

Gene No. 86877 Strand 

Start 31077 End 

Name OJ000102_40 . 0310 . C3 . o3 . tm Method 

Start ' 9121 End 

GI none Score 

Exons 9121.. 9177, 9122.. 9178, 9217.. 9279, 

9366. .9434, 9371.. 9433, 9520.. 9570, 

9638.-9727, 9645.-9728, 9646.-9729, 



OJ000102_40.0310.C3 
31911 

TBLASTX: Maize 
9733 
80 

9218.. 9280, 9363.-9422, 
9521.. 9568, 9636.-9728, 
9665.-9733, 9676.-9732 



Seq- No. 41830 
Gene No. 86877 
Start 31077 

Name OJ000102_40.0310.C3-o4 -ts 

Start 9229 
GI none 

Exons 9229.. 9276, 9230.-9280, 9365. 

9646.. 9726, 9665.. 9775, 9676. 
10027. .10074, 10028.. 10075 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000102 40. 0310. C3 



31911 

TBLASTX: Soybean 
10075 
82 

9424, 9366. .9425, 9518. .9568, 
9753, 9749. .9847, 9763. .9852, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41830 Seq- ID 

86877 Strand 

31077 . End 

OJ000102_40 . 0310 . C3 . o4 . tm Method 

9737 End 

none Score 



OJ000102_40.0310.C3 
31911 

TBLASTX: Maize 

12697 

157 



9737. .9847, 9763. .9852, 10026 .. 10088, 10027.-10107, 
10028.-10087, 10200.-10298, 10219 -. 10293, 10220 .. 10321, 
10602- -10745, 10626. .10748, 10673 .. 10747 , 10826. . 10918, 
10826. .10918, 11334. .11405, 11353 .. 11403, 12007 12081, 
12011.-12079, 12012. .12092, 12572 -. 12697 , 12582.. 12692 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41830 Seq. ID 

86877 - Strand 

31077 End 

OJ000102_40 . 0310 . C3 - o4 . tc Method 

9791 End 

none Score 



OJ000102_40.0310.C3 
31911 

TBLASTX: Cress 

12079 

90 



9791. .9844, 10026 .. 10088 , 10030 .. 10107 , 10031 .. 10087 , 
10200. .10295, 10219. .10293, 10220 .. 10318 , 10626 .. 10748, 



10630. .10731, 10632. .10748, 10826. 
11361. .11393, 12011.. 12079 



10918, 11353. .11403, 



Seq. No. 41830 
Gene No. 86877 
Start 31077 

Name OJ000102_40 . 0310 - C3 - o7 . ts 

Start 10662 

GI none 

Exons 10662. .10748, 10662 

11353. .11403, 11361 
12582. .12692, 12586.. 12693 



Seq- ID 
Strand 
End 

Method 
End 
Score 



OJ000102 40-0310. C3 



10748, 10826. 
11399, 12011. 



31911 

TBLASTX : Soybean 
12693 
113 

10918, 10855. .10917, 
12079, 12566. .12691, 



Seq. No- 
Gene No- 



41830 
86877 



Seq. ID 
Strand 



OJ000102 40, 0310. C3 



42033 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



31077 

OJ0G0102_4 0 . 0310 . C3 . o2 . tc 

14671 

none 

14671. .14805, 14869. .15075, 

19567. ,19671, 197 68 19866, 

20369. .20563, 22364 22612, 

24852. .25052, 25161 25409, 

27436. .27570, 27437 27571, 

31659. .31766, 31774 . .31911, 

41830 
86877 
31077 

OJ000102_40 . 0310 . C3 . o2 . tm 

14671 

none 

14671. .14811, 14682. .14795, 

15025. .15333, 15045 .. 15275, 

19495. .19665, 19503 .. 19670, 

19770. .19952, 19770 .. 20009, 

20227. .20304, 20325 .. 20558, 

22364. .22582, 22369 .. 22608 , 

24093. .24185, 24231 .. 24470, 

24768. .25052, 24855 .. 25055, 

25175. .25414, 26884 .. 26928, 

27326. .27550, 27 696 .. 27737 , 

27939. .28028, 28519 .. 28611, 

30859. .30915, 30955 .. 31023, 

31651. .31890, 31657. .31893, 



End 

Method 

End 

Score 



31911 

TBLASTX: Cress 

31911 

108 



15133. .15333, 1514 1 .. 15263, 

19894. .20031, 20361 .. 20558 , 

24240. .24338, 24366. .24503, 

25175. .25354, 27326 .. 27406, 

27807. .28028, 31657 .. 31743, 
31774. .31860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_40 . 0310 . C3 
31911 

TBLASTX: Maize 

31897 

125 



14854. .14979, 14 8 62 .. 14 921, 

15268. .15333, 16005 16130, 

19506... 19670, 19769 .. 19951, 

19771. .20010, 19864. .20010, 

20333. .20563, 22364 .. 22615, 

24060. .24089, 24093 .. 24218 , 

24242.-24484, 2424 3 .. 24482, 

25158. .25376, 25161 .. 25409, 

26938. .26994, 27325.-2754 9, 

27719. .27886, 27783 .. 28028 , 

28520. .28663, 28 661 28768 , 

31006. .31068, 31650. .31889, 
31703. .31897 



41830 
86877 
31077 

OJ000102_40.0310.C3.o6.ts 
14671 



End 

Method 
End 

none Score 
14671, .14811, 14869, .15117, 19771 .. 19872, 1984 6 .. 20067, 
24243.-24344, 24351 -. 24512, 27386 .. 27571, 31651 .. 31752 , 
31732.. 31911 



Seq. ID OJ000102_40.0310.C3 
Strand 

31911 

TBLASTX : Soybean 
31911 
113 



41830 Seq. ID 

86877 Strand 

31077 End 

OJ000102_40 . 0310 . C3 . o3 . tw Method 

15085 End 

none Score 



OJ000102_40.0310.C3 
31911 

TBLASTX: Wheat 

28025 

161 



15085. .15264, 15141 .. 15263, 20367 .. 20507 , 20369 20506, 
24720. .25010, 24786.-24 983, 24926 .. 24 997 , 24 993 .. 25052 , 
27725. .27742, 27837 .. 27977, 27987.. 28025 



41830 Seq. ID 

86877 Strand 

31077 End 

OJ000102_40 . 0310 - C3 . o3 . ts Method 

15133 End 

none Score 



OJ000102_40.0310.C3 
31911 

TBLASTX : Soybean 
.28768 
190 



42034 



Exons 



15133. .15333, 1514 1 .. 15263, 16005 16118 , 20321 .. 20545, 

20346. .20558, 20346. . 20558, 22364 22609, 22367 .. 22567, 

24729. .25052, 25161 .. 25406, 25175 .. 25342 , 27810 .. 28028, 

28520. .28669, 28667.. 28768 



Seq. No. 41830 Seq. ID OJ000102_40 . 0310 . C3 

■Gene No. 86877 Strand 

Start 31077 End 31911 

Name OJ000102_40 . 0310 . C3 . olO . gp Method AAT/GAP 

Start 31077 End 31148 

GI 4715947 Score 83 

Exons 31077.. 31148 

GI Descrip. 2252840 3.0e-09 {AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi_6049882_gb__AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



Seq. No. 41831 Seql ID 

Gene No. 86878 Strand 

Start 238 End 

Name OJ000102_40 . 0310 . 04 . ol . tm Method 

Start 238 End 

GI none Score 
Exons 



OJ000102_40.0310.C4 
489 

TBLASTX: Maize 

489 

152 



238. .375, 241. .345, 243. .383, 363. .485, 400. .489 



Seq. ID OJ000102_40.0310.C5 
Strand 

End 1227 

Method TBLASTX : Mai ze 

End 1227 

Score 99 

723. .848, 724. .858, 889. .1227, 889. .1143, 918. .1223 



Seq. No. 41832 

Gene No. 86879 

Start 723 

Name OJ000102_40 . 0310 . C5 . ol . tm 

Start 723 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41833 Seq. ID 

86880 Strand 

8248 End 

OJ000102_40.0310.C7.ol.gp Method 

8248 End 

151 1.R1084 Score 



OJ000102_40.0310.C7 
+ 

13006 
AAT/GAP 
13006 
4862 



8248.. 8597, 9992.. 10566, 10708 11087 , 11190 .. 11276, 
11362. .11692, 11825. .12235, 12319 .. 12378 , 12475.. 13006 
'1747296/dbj IBAA08233I O.Oe+00 (D45384) vacuolar 
H+-pyrophosphatase [Oryza sativa] >gi_3298476_dbj_BAA31524 
(AB012766) ovp2 [Oryza sativa] ' 



Seq. No. 41833 Seq. ID OJ000102__40 . 0310 . 07 

Gene No. 86881 Strand 

Start 13672 End 14027 

Name OJ000102_40. 0310.07 .o2 .gp Method AAT/GAP 

Start 13672 End 14027 

GI LIB3434-014-P1-K1-A7 Score 649 

Exons 13672. .14027 

GI Descrip. ' 4138722/emb | CAA70777 | 8.0e-30 (Y09590) hexose transporter 
[Vitis vinifera] ' 



Seq. No. 



41833 



Seq. ID OJ000102 40.0310.07 



42035 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'%3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



86882 Strand 

16285 End 

OJ000102_40 . 0310 .C7.ol.tm Method 

8338 End 

none Score 



16620 

TBLASTX: Maize 

12974 

113 



8338.-8457, 8339. .8491, 8432. .8599, 9981. .10487, 9987.. 
9991. .10569, 10100. .10573, 10707 .. 11087 , 10708 11088 , 
11015. .11089, 11185. .11274, 11189 .. 11275, 11191 .. 11274 , 
11359. .11691, 11360. .11692, 11363 .. 11692, 11781 11966, 
11821.. 12198, 11823.. 12239, 11825 .. 12253, 12305 .. 1237 9, 
12313. .12393, 12318 ., 12377 , 12472 .. 12681, 12474 .. 12683, 
12474. .12674, 12710 .. 12745, 12912.. 12974 



10571, 



41833 
86882 
16285 

OJ000102_40.0310.C7.ol. tc 
8342 
none 



Seq. ID OJ000102_40.0310.C7 
Strand 

16620 

TBLASTX: Cress 
12686 
197 



End 

Method 
End 
Score 

8342. .8599, 8359. .8601, 9981. .10490, 9987. .10571, 9991. .10569, 
10707. .11087, 10708. .11088, 10711 .. 11091, 11185 .. 11274 , 
11194. .11274, 11213. .11275, 11352 .. 11489, 11359 .. 11691, 
11360.. 11692, 11360. .11692, 11821 .. 12198 , 11825 .. 12253, 
11940.. 12233, 12012.. 12266, 12313 .. 12393, 12317 .. 12385, 
12318. .12386, 12472 .. 12681, 12473 .. 12679, 12474 .. 12686, 
12474.. 12680 



41833 
86882 
16285 

OJ000102_40 . 0310 . C7 , ol . ts 
8348 
none 



Seq. ID OJ000102_40,0310.C7 
Strand 

End 16620 

Method TBLASTX : Soybean 

End 12672 

Score 89 



8348. .8533, 8492.-8599, 9981. .10490, 9987. .10571, 9991. .10569, 
10451. .10585, 10707. .11087, 10708 .. 11088, 10824 .. 11099, 
11161. .11274, 11194.. 11274, 11359 .. 11691, 11360 .. 11692, 
11363. .11692, 11821. .12198, 11822 .. 12244 , 11825 .. 12253, 
12313. .12393, 12318 .. 12377 , 12470 .. 12658 , 12472 .. 12672 , 
12474. .12671 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method TBLASTX : Wheat 

End 11662 

Score 128 
11359. .11661, 11360. .11662, 



41833 
86882 
16285 

OJ000102_40 . 0310 . C7 . p2 . tw 
11194 
none 

11194. .11277, 11215. .11274, 
11363. .11662 

41833 
86882 
16285 

OJ000102_4 0.0310.C7,ol.tw 
11933 
none 

11933.. 12253, 11935 .. 12198, 12313 .. 12393, 12318 .. 12377 , 
12472.. 12501 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method TBLASTX : Wheat 

End 12501 

Score 489 



42036 



,OJ000102 40. 0310. C7 



Seq. No. 41833 Seq. ID 

Gene No. 86882 Strand 

Start 16285 End 

Name OJ000102_4 0 . 0310 . C7 . o3 . tw Method 

Start 12502 End 

GI none Score 

Exons 12502. .12672, 12504 12671, 12507 .. 12680, 12508 .. 12678 , 
12509. .12688 



16620 

TBLASTX: Wheat 

12688 

276 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



41833 
86882 
16285 

OJ000102_40.0310.C7.o4.tc 
13682 
none 

13682. .13900, 13693 .. 13899, 14136,. 14237 



Seq. ID OJ000102_40..0310.C7 



Strand 
End 

Method 

End 

Score 



16620 

TBLASTX: Cress 
14237 
116 



41833 
86882 
16285 

OJ000102_40.0310,C7.o2.ts 

13690 

none 

13690. .13917, 13721. .13921, 
13973. .14032, 13973 14032, 
14476. .14619, 14489 .. 14620, 
14689. .14820, 14 690 .. 14881 , 
15016. .15228, 15050. .15232, 
15638. .15667 

41833 
86882 
16285 

OJ000102_40.0310,C7.o3.tm 
.13747 
none 



Seq. ID OJ000102_40.0310.C7 

Strand - ^ 

End 16620 

Method TBLASTX : Soybean 

End 15667 

Score 151 
13727. .13918, 13972 .. 14031 , 
14136. .14237, 14 137 .. 14238 , 
14492. .14620, 14 688 .. 14882 , 
14987. .15028, 14 98 9 .. 15033, 
15526. .15624, 15527. .15622, 



Seq. ID OJ000102_40.0310.C7 



Strand 
End 

Method 

End 

Score 



16620 

TBLASTX: Maize 

14235 

154 



13747. .13914, 13748 13915, 13882 .. 14034 , 13964 .. 14035, 
14131. .14232, 14132. .14233, 14 136 .. 14234 , 14137.. 14235 



Seq. No. 41833 

Gene No. 86882 

Start 16285 

Name OJ000102_40 . 0310 .C7 .o2 . tc 

Start 14473 

GI none 

Exons 14473. .14550, 14483 .. 14548 , 
14690. .14890, 14691 .. 14882 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14551. .14610, 
14987. .15112, 



OJ000102 40. 0310. C7 



16620 

TBLASTX: Cress 
15114 
60 

14552. .14620, 
14992. .15114 



Seq. No. 41833 

Gene No. 86882 

Start 16285 

Name OJ000102_40 . 0310 . C7 . o2 . tm 

Start 14509 

GI none 

Exons 14509. .14619, 
14691. .14882, 



14513. .14620, 
14760. .14888, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_40.0310.C7 
16620 

TBLASTX: Maize 

15654 

138 



14689. .14820, 14 690 .. 14881, 
14984. .15232, 14 984 .. 15223, 



42037 



14992. .15228, 15517 15642, 15524 .. 15646, 15526 .. 15654, 
15527. .15652 



oeq* ViO • 


A 1 ft '^'^ 


(j6ne NO- 


ft ^ft fl9 


Qi. 3 — J_ 


1 f^9ft*^ 
1. 0 o 


Nditie 


W(J \J U ± L/ ^ 1 \J . 






GI 


none 


Exons 


15524. .15694 


oeq. NO. 




bene wo. 


O DOOZ 






NcLitie 


\J\J \J \J KJ A. \J £. *1 U • 




1 c;77ft 
10 / / O 




none 


Exons 


15778. .15954 


oec}. NO. 


4 1 ft ^'^ 


bene no. 


ft ^ftft9 




1 ^^Oftc; 

lOZoD 


Name 


UJUUU lUii 4 U . 


btart 




GI 


none 


Exons 


15904. .15954 




16182. .16277 


beq. NO. 


4 loo J 


Gene No . 


Q ^ro Q o 
o boo^ 


b uart 


1 fTO p C 

IDZOD 


Name 


nTnnnin9 40 


C 4- ^ v4* 

b tar u 


lOZoO 


bl 


0 / UUDD 


Exons 


16285. .16620 


O c . IN u • 


4 1 R^4 

*4 X O J 


Gene No . 


ft ^Pft "5 


btarr 




Name 


UJUUU lUZ ft u . 


o cair L 


1 ft R4 


bl 


none 


Exons 


1 ft Ryl 1 Qtf^/l 




2037. ,2159, 


Q^rr Mr* 
Ocij. LNU. 


4 1 ft ^4 

ft X O O 4 


bene no . 


ft ^^ft ft 






Name 


OJ000102 40. 


Start 


1858 


GI 


none 


Exons 


1858. .2031, 




2086. .2217, 


Seq. No. 


41834 


Gene No. 


86883 


Start 


2232 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method TBLASTX : Cress 

End 15939 

Score 83 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method TBLASTX : Mai ze 

End 15956 

Score 232 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method TBLASTX : Soybean 

End 16281 

Score 70 



Seq. ID OJ000102_40.0310.C7 
Strand 

End 16620 

Method AAT/GAP 

End 16620 

Score 623 



Seq. ID OJ000102_40.0310.C8 
Strand 

End 34 05 

Method TBLASTX : Mai ze 

End 2340 

Score 77 



Seq. ID OJ000102_40.0310.C8 
Strand 

End 3405 

Method TBLASTX : Soybean 

End 2217 

Score 144 



Seq. ID OJ000102_40.0310.C8 
Strand 

End 3405 



42038 




Name 


OJ000102 40. 


.0310.C8.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1873 




End 


2101 


GI 


none 




Score 


102 


Exons 


1873. .2019, 


1877.. 2014, 2032. 


.2088, 2051. .2101 


Seq. No. 


41834 




Seq. ID 


OJ000102_40.0310.C8 


Gene No. 


86883 




Strand 




Start 


2232 




End 


3405 


Name 


OJ000102 40, 


.0310.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


1-877 




End 


2340 


GI 


none 




Score 


113 


Exons 


1877. .1951, 


1885. .2025, 1889. 


.2014, 2065. .2088, 2066.. 2101, 




2086. .2187, 


2105. .2182, 2176. 


.2340 




Seq. No. 


41834 




Seq. ID 


Oj000102_40.0310.C8 


Gene No. 


86883 




Strand 




Start 


2232 




End 


3405 


Name 


OJ000102 40 


.0310.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2218 




End 


3033 


GI 


none 




Score 


98 


Exons 


2218. .2349, 


2794.. 3012, 2794. 


.3033, 2864.. 3031 


Seq. No. 


41834 




Seq. ID 


OJ000102_40.0310.C8 


Gene No. 


86883 




Strand 




Start 


2232 




End 


3405 


Name 


OJ000102 40 


.0310.C8.ol.gp 


Method 


AAT/GAP 


Start 


2232 




End 


3219 


GI 


LIB3434-062- 


-P1-K1-F4 


Score 


992 


Exons 


2232. .2338, 


2795. .3219 






GI Descrip. 


'6091732/gb|AAF03444.1|AC010797_20 4.0e-24 (AC010797) unknown 




protein [Arabidopsis thaliana] • 




Seq. No. 


41834 




Seq. ID 


OJ000102_40.0310.C8 


Gene No. 


86883 




Strand 




Start 


2232 




End 


3405 


Name 


OJ000102 40 


.0310.C8.o3.tm 


Method 


TBLASTX: Maize 


Start 


2764 




End 


3102 


GI 


none 




Score 


108 


Exons 


2764. .3012, 


2794. .3042, 2870. 


,3040, 2886. .3044, 3010.. 3102, 




3029. .3073 








Seq. No. 


41834 




Seq. ID 


OJ000102_40.0310.C8 


Gene No.. 


86883 




Strand 




Start 


2232 




End 


3405 


Name 


OJ000i02 40 


.0310.C8.o2.tc 


Method 


TBLASTX: Cress 


Start 


2896 




End 


3405 


GI 


none 




Score 


136 


Exons 


2896. .3141, 


2897.. 3040, 3220. 


.3405 




Seq. No. 


41834 




Seq. ID 


OJ000102_40.0310.C8 


Gene No. 


86884 




Strand 




Start 


3337 




End 


3684 


Name 


OJ000102 40 


.0310.C8.o3.ts 


Method 


TBLASTX : Soybean 


Start 


3337 




End 


3591 


GI 


none 




Score 


154 


Exons 


3337. .3591, 


3338. .3586 







42039 




Seq. No. 


41834 








Seq. ID 


OJ000102_40.0310 


.C8 


Gene No. 


86884 








Strand . 






Start 


3337 








End 


3684 




Name 


OJ000102 40. 


0310 


.C8.02. 


tm 


Method 


TBLASTX: Maize 




Start 


3379 








End 


3663 




GI 


none 








Score 


320 




Exons 


3379. .3663, 


3380 


. .3661 










Seq. No. 


41834 








Seq. ID 


OJ000102_40.0310 


,C8 


Gene No. 


86884 








Strand 






Start 


3337 








End 


3684 




Name 


OJ000102 40. 


0310 


.C8.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


3502 








End 


3684 




GI 


none 








Score 


135 




Exons 


3502. .3684, 


3503 


. .3676 










Seq. No. 


41835 








Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


86885 








Strand 


+ 




Start 


11009 








End 


11398 




Name 


OJ000102 40. 


0310 


.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


11009 








End 


11398 




GI 


none 








Score 


776 




Exons 


11009. .11398 














Seq. No.. 


41835 








Seq, ID 


OJ000102_40.0310 


.C9 


Gene No. 


86886 








Strand 


+ 




Start 


24055 








End 


24132 




Name 


OJ000102 40. 


0310 


.09. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5600 








End 


5832 




GI 


none 








Score 


64 




Exons 


5600. .5638, 


5657 


. .5830, 


5677 


. ,5832 






Seq. No. 


41835 








Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


86886 








Strand 


+ 




Start 


24055 








End 


24132 




Name 


OJ000102 40. 


0310 


.C9.04. 


tm 


Method 


TBLASTX: Maize 




Start 


5719 








End 


6037 




GI 


none 








Score 


184 




Exons 


5719. .5856, 


5720 


. ,5857, 


- 5732 


.,5860, 5921. .6037, 5923. .6036 


Seq. No. 


41835 








Seq. ID 


OJ000102_40.0310 


.C9 


Gene No- 


86886 








Strand 


+ 




Start 


24055 








End 


24132 




Name 


OJ000102 40. 


0310 


.C9.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


6239 








End 


6499 




GI 


none 








Score 


220 




Exons 


6239. .6499, 


6241 


. .6345, 


6379 


. .6492 






Seq. No, 


41835 








Seq. ID 


OJ000102_40.0310 


,C9 


Gene No. 


86886 








Strand 


+ 




Start 


24055 








End 


24132 




Name 


OJ000102 40. 


0310 


.C9,ol. 


tm 


Method 


TBLASTX: Maize 




Start 


11390 








End 


12395 




GI 


none 








Score 


82 




Exons 


11390. .11491 


11392. .11484, 


11461. ,11967, 11479. .11961, 





12348, .12395, 12351,. 12395 



42040 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


oene wo . 


O DO 0 D 




Strand 


+ 




Start 


24055 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


11401 




End 


11649 




GI 


none 




Score 


120 




Exons 


11401. .11481, 11458. 


.11649, 


11480. .11647, 11482. .11649 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


Liene wo . 


p ^pp£: 
0 oo o o 




Strand 


+ 




Start 


24055 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11401 




End 


11967 




GI 


none 




Score 


77 




Exons 


11401. .11754, 11548. 


.11754, 


11725. .11961, 11725. .11967 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


86886 




Strand 


+ 




o tar L. 


Z fl U J J 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11536 




End 


12559 




GI 


none 




Score 


174 




Exons 


11536. .11832, 11539. 


.11967, 


11870. .11959, 12345. .12392, 






12428. .12559, 12441. 


.12548, 


12448. .12549 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


O DOO D 




Strand 


+ 




Start 


24055 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13146 




End 


13371 




GI 


none 




Score 


179 




Exons 


13146. .13349, 13146. 


.13349, 


13147. .13371, 13147. .13350 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 




p ^pp ^ 




Strand 


+ 




Start 


24055 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


13146 




End 


13349 




GI 


none 




Score 


127 




Exons 


13146. .13325, 13146. 


.13310, 


13302. .13349 




Seq. No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


86886 




Strand 


+ 




Start 


24055 




End 


24132 




Name 






Method 


TBLASTX : Soybean 




Start 


20493 




End 


21734 




GI 


none 




Score 


70 




Exons 


20493. .20558, 20577. 


.20696, 


20709. .21167, 20709 21116, 






20709. .21116, 20710. 


.20886, 


20781. .21092, 20781 .. 21023, 






21603. .21734 










Seq- No. 


41835 




Seq. ID 


OJ000102_40.0310 


.C9 


Gene No. 


86886 




Strand 


+ 




Start 


24055 




End 


24132 




Name 


OJ000102 40. 0310. C9. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


20520 




End 


21743 




GI 


none 




Score 


81. 





42041 



Exons 



20520.. 20705, 20562 .. 20729, 20568 .. 20714 , 20694 .. 20732, 

20698.. 20973, 20703 .. 20819, 20703 .. 21047 , 20706 .. 21107 , 

20709. .21116, 20709. .21107,. 20781. .21116, 20781 .. 21119, 

20781. .20963, 20781 .. 21119, 20784 .. 21119, 20784 .. 21119, 

20853. .21122, 21132 .. 21194 , 21267 21425 , 21291 .. 21419, 

21576.. 21743, 21597 .. 21713, 21603.. 21731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41835 
86886 
24055 

OJ000102_40 . 0310 . C9 . o5 . tm 

20695 

none 

20695. .20820, 20703 .. 20819, 
20781. .21107, 20854. .20940, 



Seq. ID OJ000102_40.0310.C9 

Strand + 

End 24132 

Method TBLASTX : Maize 

End 21731 

Score 58 
20709. .21146, 20709 .. 21116, 
20874. .21119, 21015. .21119, 



21144. .21269, 21597 .. 21713, 21603. .21731 



OJ000102_40.0310.C9 
+ 

24132 
AAT/GAP 
24132 
88 



41835 Seq. ID 

86886 Strand 
24055 End 
OJ000102_40 . 0310 . C9 . o3 . gp Method 
24055 End 
5867_1.R1084 Score 
24055. .24132 

'464986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUIT IN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin— protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


41835 






Gene No. 


86887 






Start 


25534 






Name 


OJ000102 40. 0310. C9. 


o2 . tm 


Start 


25534 






GI 


none 






Exons 


25534. 


.26046, 25544. 


.26062, 


Seq, No. 


41835 






Gene No. 


86887 






Start 


25534 






Name 


OJ000102 40. 0310. C9. 


o2 . ts 


Start 


25543 






GI 


none 






Exons 


25543. 


.26046, 25544. 


.26047, 


Seq. No. 


41835 






Gene No. 


86887 






Start 


25534 






Name 


OJ000102 40. 0310. C9. 


ol.tc 


Start 


25576 






GI 


none 






Exons 


25576. 


.26037, 25637, 


.26029 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000102_40.0310.C9 
27006 

TBLASTX: Maize 

27006 

321 



Seq. ID OJ000102_40.0310.C9 
Strand 

End 27006 

Method TBLASTX : Soybean 

End 27006 

Score 273 



Seq. ID OJ000102_40.0310.C9 
Strand 

End 27006 

Method TBLASTX : Cress 

End 26037 

Score 296 



Seq. No. 



41836 



Seq. ID OJ000122_49.0316.C1 



42042 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



86888 Strand 

1 End 358 

OJ000122_49.0316.Cl.ol.np Method AAT/NAP 

1 End 339 

4850399 Score 237 

1. .339 

(AC007357) F3F19.18 [Arabidopsis thaliana] . 



41836 Seq. ID 

86888 Strand, 

1 End 

OJ000122_4 9 . 0316 . CI . ol . tc Method 

1 End 

none Score 
1..120, 151. .282 

41836 Seq. ID 

86888 Strand 

1 End 

OJ000122_4 9.0316.Cl.ol.gs Method 

30 End 

none Score 
30. .351 

41836 Seq. ID 

86888 Strand 

1 End 

OJ000122_4 9 . 0316 . CI . ol . tm Method 

193 End 

none Score 
193. .357, 245. .358 



OJ000122_49.0316.C1 
358 

TBLASTX: Cress 

282 

114 



OJ000122_49.0316.C1 
358 

GENSCAN 
351 
. 91 



OJ000122_49.0316.C1 
358 

TBLASTX: Maize 

358 

93 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41837 
86889 
1 

OJ000122_4 9.0316.C3.o2.np 

1 

7228442 
1..23, 3131. .3315 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000122_ 
+ 

3569 
AAT/NAP 
3315 
253 



49, 0316. C3 



41837 
86889 
1 

OJ000122_49.0316.C3.ol.np 
121 

5441880 

121. .278, 384. .720, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1306.. 1604, 1684.. 
2531.. 2662, 2778,. 3012 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene,; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000122_ 
+ 

3569 
AAT/NAP 
3012 
2407 
1942, 2187 



49. 0316. C3 



.2284, 



41837 
86889 



Seq. ID OJ000122_49.0316.C3 
Strand + 



42043 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000122_49.0316.C3.ol.gs 

130 

none 



End 

Method 

End 

Score 



3569 
GENSCAN 
3291 
.68 



130. .278, 384. .630, 805. .1215, 1306. .1557, 1736. .1942, 
2035. .2160, 2187. .2284, 2531. .2662, 2726. .2773, 2778. .2980, 
3131. .3291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41837 
86889 
1 

OJ000122_4 9 . 0316 . C3 . ol . gp 
1432 

LIB3475-007-P1-K1-G8 
1432.. 1604, 1684.. 1934 

•5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



OJ000122 
+ 

3569 
AAT/GAP 
1934 
794 



49. 0316. C3 



OJ000122_49.0316.C3 
+ 

3569 
AAT/GAP 
3569 
836 



41837 Seq. ID 

86889 Strand 
1 End 
OJ000122_4 9 . 0316 . C3 . o2 . gp Method 
3116 End . 
LIB3431-045-P1-N1-A10 , Score 
3116.. 3569 

•5441876/dbj IAP000367.1IAP000367 0,0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 

41837 Seq. ID OJ000122_49 . 0316 .C3 

86890 Strand + 
4374 End 4882 
OJ000122_4 9 . 0316 . C3 . o3 . gp Method AAT/GAP 
4374 End 4882 
LIB3432-015-P1-K1-B3 Score 807 
4374. .4750, 4781. .4882 

'5262763/emblCAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] ' 



41837 
86891 
5744 

OJ000122_4 9.0316.C3.o3.gs 

5744 

none 

5744. .5975, 6002. .6219 

41837 
86892 
7452 

OJ000122_4 9 . 0316 . C3 . o3 . np 
7440 
6689826 



Seq. ID OJ000122_49.0316.C3 

Strand -+ 

End 6219 

Method GENSCAN 

End 6219 

Score .48 



Seq. ID OJ000122_49.0316.C3 



Strand 
End 

Method 

End 

Score 



+ 

23089 
AAT/NAP 
10468 
570 



7440. .7574, 7915. .8081, 8335. .8535, 9400. .9559, 9969. .10203, 
10307.. 10468 



GI Descrip. (AF092912) DFR-like protein [Arabidopsis thaliana] 



42044 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41837. 
86892 
7452 

OJ000122_4 9.0316.C3.o4.gs 
7452 
none 



Seq. ID OJ000122_49.0316.C3 
Strand + 

23089 
GENSCAN 
22712 
.81 



End 

Method 
End 
Score 

7452. .7574, 7944. .8081, 8335. .8535, 9400. .9559, 9969. .10206, 
10307. .10428, 11937. .12072, 12209 .. 12335, 12370 .. 12717 , 
14465. .14666, 15033 15199, 15313 .. 15513, 16060 .. 16219, 
16521. .16758, 16855 16968 , 17650 .. 17774 , 19742 .. 19927 , 
20369. .20535, 20712 20915, 21044 .. 21203, 21360 .. 21573, 
21688. .21801, 21981. .22002, 22578. .22712 



41837 
86892 
7452 

OJ000122_4 9.0316.C3.o4.np 
12303 
7487480 
12303. .12819 

hypothetical protein T27E13.3 - Arabidopsis thaliana 
gi|2347189|gb|AAC16928.1| (AC002338) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 
+ 

23089 
AAT/NAP 
12819 
154 



49. 0316. C3 



41837 Seq. ID 

86892 Strand 

7452 End 

OJ000122_49.0316.C3.o4 .gp Method 

14421 End 

17023 1.R1084 Score 



OJ000122_49.0316.C3 
+ 

23089 
AAT/GAP 
15414 
853 



14421. .14666, 15033 .. 15199, 15313.. 15414 

•4508073/gb|AAD21417.1 I l.Oe-15 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



41837 
86892 
7452 

OJ000122_49.0316.C3.o5.np 

14534 

6i589826 



Seq. ID OJ000122_49.0316.C3 

Strand + 

End 23089 

Method AAT/NAP 

End 17008 

Score 642 



14534. .14666, 15033 .. 15199, 15313 .. 15513, 16060 .. 16219, 
16521. .16755, 16855.. 17008 



GI Descrip. (AF092912) DFR-like protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41837 
86892 
7452 

OJ000122_49.0316.C3.o6.np 

19810 

5732928 

19810. .19927, 20369. .20535, 
21390. .21563, 21681 .. 21801, 



OJ000122_49.0316.C3 
+ 



Seq. ID 
Strand 

End 23089 
Method ■ AAT/NAP 
End 23089 
Score 430 
20712. .20915, 2104 4 .. 21215, 
23048. .23089 

(AF169801) dihydroflavonol- 4 -reductase [Lilium hybrid cultivar 
VII cv. 'Acapulco'] 



41837 
86892 



Seq, ID 
Strand 



OJ000122 49. 0316. C3 



42045 



-start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7452 End 

OJ000122_49.0316.C3.o5.gp Method 

21466 End 

2797550 Score 
21466. .21573, 21688.. 21824 



41837 
86893 
23547 

OJ000122_4 9 . 0316 . C3 . o5 . gs 
23547 
none 

23547. .23603, 23963 ,. 24067 , 24124 
26568. .26750, 26831 .. 28175, 28411 



Seq. ID 
Strand 
End 

Method 
End 
Score 



23089 
AAT/GAP 
21824 
444 



OJ000122_49.0316.C3 
+ 



30293 
GENSCAN 
30293 
.4 

26105, 26153. 
29837, 29847. 



.26489, 
.30293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41837 Seq. ID 

86893 Strand 

23547 End 

OJ000122_4 9 . 0316 . C3 . o7 . np Method 

24142 End 

7228457 Score 



OJ000122_49.0316.C3 
+ 

30293 
AAT/NAP 
30290 
9319 



24142. .24508, 24570 .. 26504 , 26568 .. 27401 , 27524 .. 28 673, 
28740. .30290 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41837 Seq. ID 

86894 Strand 

30312 End 

OJ000122_49.0316.C3.o9.np Method 

30312 End 

5852180 Score 



OJ000122__49.0316.C3 
+ 

37241 
AAT/NAP 
37241 
679 



30312. .30334, 34847 .. 34 905, 35889 36006, 36058. 
37172. .37241 

.{AL117265) zhbOOOlO.l [Oryza sativa] 



.36470, 



41837 Seq. ID 

86895 Strand 

4308 End 

OJ000122_4 9 . 0316 . C3 . o2 . gs Method 

4308 End 

none Score 

4308. .4327, 4450. .4837 



OJ000122_49.0316.C3 

4837 
GENSCAN 
4837 
.93 



Seq. No. 41837 

Gene No. 86896 

Start 30932 

Name OJ000122_4 9 . 0316 . C3 . o9 . tw 

Start 7484 

GI none 
Exons 



OJ000122 49. 0316. C3 



37955 

TBLASTX: Wheat 

20827 

53 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7484. .7525, 7485. .7526, 7525. .7578, 7526. .7579, 7907. .8089, 
7914. .8057, 8292. .8447, 8332. .8445, 8332. .8448, 14 578 14 664 , 
14579. .14665, 14584 .. 14 670, 15002 .. 15181, 15025 .. 15207 , 
15032. .15175, 15033. .15191, 15310 .. 15423, 15330 .. 15425, 
19839. .19931, 19840 .. 19932, 20368 .. 20532, 20368 .. 20517 , 
20678. .20716, 20709 .. 20822, 20709 .. 20822 , 20720.. 20827 



42046 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41837 
86896 
30932 

OJ000122_4 9.0316.C3.ol.tc 

7925 

none 



Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Cress 

End 20840 

Score 145 



7925. .8080, 7926. .8081, 8332. .8463, 14537 14 665, 15044 .. 15199, 
15310. .15441, 19807. .19863, 19852 .. 19926, 20368 20535, 
20709. .20840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41837 Seq. ID 

86896 Strand 

30932 End 

OJ000122_4 9 . 031 6 . C3 . o4 . tm Method 

7956 End 

none Score 



OJ000122_49.0316.C3 
37955 

TBLASTX: Maize 

25555 

169 



7956. .8081,- 7961. .8080, 8332. .8472, 8334. .8453, 15074 .. 15199, 
15074, .15199, 15310. .15450, 15312 .. 15431, 204 10 .. 20535, 
20413. .20535, 20709 .. 20837 , 20711 .. 20833, 25325.-25387, 
25493. .25555 



Seq. No. 41837 
Gene No. 86896 
Start 30932 

Name OJ000122_4 9. 0316.C3.o2.ts 

Start 10001 
GI none 
Exons 10001. .10066, 

16667. .16756, 

21689. .21766, 



10115. .10204, 
16856. .16933, 
21691, ,21765 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 49. 0316. C3 



37955 

TBLASTX: Soybean 
21766 
73 

10308. .10433, 16553. .16618, 
21401. .21574, 21403. .21570, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41837 
86896 
30932 

OJ000122_4 9 . 0316 . C3 . o6 . tm 

12382 

none 

12382. .12477, 12382 .. 124 65, 
12493. .12543, 12501.. 12575 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000122_49.0316,C3 
37955 

TBLASTX: Maize 

12588 

120 



12390, .12476, 12478 .. 12588 , 



41837 
86896 
30932 

OJ000122_4 9.0316.C3,o6.tw 
24796 
none 

24796. .24843, 24850 24 948 , 24855 .. 24947 , 24915.-25154, 
24931. .25188 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 49. 0316. C3 



37955 

TBLASTX: Wheat 

25188 

58 



Seq. No. 41837 Seq. ID 

Gene No. 86896 Strand 

Start 30932 End 

Name OJ000122_4 9 . 031 6 . C3 . o5 . tm Method 

Start 24801 End 

GI none Score 

Exons 24801, .25085, 24838.. 25086 



OJ000122_49.0316.C3 
37955 

TBLASTX: Maize 

25086 

196 



42047 



Seq. No. 
Gene No. 



41837 
86896 



Start 






Name 




o4 . tw 




25926 ~ 




GI 


none 




Exons 


9^Q9f; 9^0^^"^ 9SQ27 


26166, 




26190. .26384 






41837 




bene wo. 


O D O ^ U 




Start 






Name 


riTnnni99 0316 C3 


ol . tw 




26576 ~ 




GI 


none 




Exons 


26576. .26830, 26577. 


.26822, 




26822. .27031 




beq. INC. 


1 X O J / 




Gene No . 


O DO D 




Start 






Name 


0.7000122 49 0316. C3. 


o3 . tm 


Start 


- z b / u D 




GI 


none 




Exons 


26706. .26822, 26821, 


, .27051, 


Seq. No. 






Gene No . 


o oo y D 




Start 






Name 


OJ000122 49. 0316. C3. 


. ol . tm 


Start 


9T HQ P 
Z / Uo 0 




GI 


none 




Exons 


27088. .27453, 27089, 


. .27472 


beq. NO. 


4 1 ft ^7 
f± J. O J / 




Gene No . 


0 DO ^D 




brar L 






Name 


OJ000122 49.0316.03 


.o2 . tw 


Start 


9*7 1 ^ 
Z / X ft O 




GI 


none 




Exons 


27145. .27558, 27146 


. .27565 


beq. NO. 


4 1 ft '^7 

4 J.O O / 




Gene No . 


Q f^P 

0 Do y D 




Start 






Name 


OJ000122 49. 0316. C3 


. ol . ts 


buarr 


97994 ~" 




GI 


none 




Exons 


27224.-27595, 27241 


. .27384 


Seq. No. 


41837 




Gene No. 


86896 




Start 


30932 




Name 


OJ000122 49. 0316. C3 


.o5. tw 


Start 


28092 




GI 


none 





Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Wheat 

End 26384 

Score 154 
26165, .26380, 2 6166 .. 26384 , 



Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Wheat 

End 27037 

Score 278 
26812. .27030, 26813 .. 27037 , 



Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Mai ze 

End 27061 

Score 90 
26822. .27061, 26828. .27061 

Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Mai ze 

End 27472 

Score 357 



Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Wheat 

End 27565 

Score 4 91 



Seq. ID OJ000122_49.0316.C3 
Strand 

End 37955 

Method TBLASTX : Soybean 

End 27595 

Score 277 



Seq. ID OJ000122_49. 0316.03 
Strand 

End 37955 

Method TBLASTX : Wheat 

End 28652 

Score 233 



42048 




Exons 


28092. .28112, 28219. 


.28443, 


28234.-28443, 28284 .. 284 69, 






28503. .28652, 28512. 


.28649, 


28514. .28651 




Seq. No. 


41837 




Seq. ID 


OJ000122 49.0316 


.C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


O'J000122 49. 0316. C3. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


28655 




End 


28967 




GI 


none 




Score 


184 




Exons 


28655. .28753, 28707. 


.28967 








Seq. No. 


41837 




Seq. ID 


OJ000122_4 9 . 0316 


.C3 


Gene No. 


86896 




Strand 


~ 




Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


29160 




End 


29483 




GI 


none 




Score 


354 




Exons 


29160. .29483, 29189. 


.29470 








Seq. No. 


41837 




Seq. ID 


OJ000122_49.0316 


.C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29297 




End 


29678 




GI 


none 




Score 


375 




Exons 


29297. .29353, 29298. 


.29678, 


29298. .29639, 29399.-29647 




Seq. No. 


41837 




Seq. ID 


OJ000122_49.0316 


.C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


29679 




End 


30281 




GI 


none 




Score 


253 




Exons 


29679. .29981, 29684. 


.29962, 


30155. .30277, 30156.. 30281 




Seq. No. 


41837 




Seq. ID 


OJ000122_49.0316 


.C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o6 . gs 


Method 


GENSCAN 




Start 


30932 




End 


37955* 




GI 


none 




Score 


.72 




Exons 


30932. .32834, 32932. 


.33997, 


34284. .34312, 35911 .. 36050, 






36214. .36414, 37398. 


.37491, 


37822. .37955 




Seq. No. 


41837 




Seq. ID 


OJ000122_49.0316 


-C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o8 .np 


Method 


AAT/NAP 




Start 


30935 




End 


35200 




GI 


5803259 




Score 


4513 




Exons 


30935. .32834, 32932. 


.34043, 


35150. .35200 




GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41837 




Seq. ID 


OJ000122_49.0316 


.C3 


Gene No. 


86896 




Strand 






Start 


30932 




End 


37955 




Name 


OJ000122 49. 0316. C3. 


o6.gp 


Method 


AAT/GAP 





42049 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

3 Seq. No. 
fl Gene No. 
jj Start 

Z Name 

=^ Start 

y GI 

J Exons 

y GI Descrip. 

Seq. No. 
=f Gene No. 

4 start 
= Name 
1 Start 
1 GI 

f Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



34754 End 35137 

uC-osflcyp033a04bl Score 669 

34754. .35137 

'6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone: P0711E10 ' 

41338 ^ Seq. ID OJ000122_49 . 0316 . C4 

86897 Strand 

1 End 393 

OJ000122 4 9.0316.C4.ol.np Method AAT/NAP 

1 ~ End 393 

6539586 Score 214 

1..21, 240. .393 

(AP000837) hypothetical protein [Oryza sativa] 

41838 Seq. ID OJ000122_4 9 . 0316 . C4 

86898 Strand 

1032 End 1190 

OJ000122 49.0316.C4.o2.np * Method AAT/NAP 

1032 ~ End 1190 

7523512 Score 126 

1032. .1190 

(AP001633) hypothetical protein [Oryza sativa] 



41839 " Seq. ID 

86899 Strand 

1 End 

OJ000122_49.0316.C5.ol.np Method 

1 End 

5042454 Score 
1. .60 

(AC007789) putative polyprotein [Oryza sativa] 



OJ000122_49.0316.C5 
+ 

60 

AAT/NAP 
60 
101 



41839 
86900 
3384 

OJ000122_49.0316.C5.ol.tm 
3371 
none 



Seq. ID OJ000122_49.0316.C5 

Strand + 

End 9408 

Method TBLASTX : Mai ze 

End 5112 

Score 164 



3371. .3502, 3396. .3503, 4662. .4850, 4667. .4852, 4683. .4850, 
4684. .4851, 5008. .5112 



41839 Seq. ID 

86900 Strand 

3384 End 

OJ000122_4 9.0316.C5.o2.gs Method 

3384 End 

none Score 



OJ000122_49.0316,C5 
+ 

9408 
GENSCAN 
9408 
.67 



3384. .3504, 4684. .4850, 5035. .5235, 5938. .6097, 6195. .6408, 
6626. .6749, 8764.. 9408 



41839 Seq. ID 

86900 Strand 

3384 End 

OJ000122_4 9 . 0316 . C5 . o3 . np Method 

3387 End 

1332411 Score 



OJ000122_4 9.0316.C5 
+ 

9408 
AAT/NAP 
6842 
455 



42050 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



3387.. 3504, 4684.. 4850, 5035.. 5235, 5938.. 6109, 6225.. 6405, 
6626. .6842 

(P85102) dihydroflavonol 4-reductase [Rosa hybrida] 



41839 
86900 
3384 

OJ000122_49.0316.C5.o2.tw 

3416 

none 



Seq. ID OJ000122_49.0316.C5 

Strand + 

End 9408 

Method TBLASTX : Wheat 

End 5148 

Score 125 



3416. .3502, 3417. .3503, 3434. .3505, 4683. .4859, 4683. .4832, 
5032.. 5145, 5032. .5148 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41839 
86900 
3384 

OJ000122_49.0316.C5.ol.gp 
8828 

uC-osflM202039g09bl 
8828.-8958, 9112. .9135 

•6016845/dbj IAP000570.1IAP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



OJ000122 
+ 

9408 
AAT/GAP 
9135 
168 



49.0316.05 



41839. Seq. ID 

86900 Strand 

3384 End 

OJ000122_4 9 . 0316 . C5 . ol . tw Method 

8944 End 

none Score 

8944.. 9087, 8946.. 9092 



OJ000122_49.0316.C5 
+ 

9408 

TBLASTX: Wheat 

9092 

211 



49.0316.05 



41839 Seq. ID 

.86900 Strand 
3384 End 
OJ000122_4 9.0316.05.ol.ts Method 
894 9 End 
4397580 Score 
8949.. 9092, 8950.. 9081, 9157.. 9273, 
3152576 6.0e-14 (AO002986) Similar to liver-specific transport 
protein gb_L27651 from Rattus norviegicus. [Arabidopsis 
thaliana] 



OJ000122_ 
+ 

9408 

TBLASTX : Soybean 
9273 
183 
9174. .9272 



41840 Seq. ID 

86901 Strand 

1622 End 

OJ000122_4 9 . 0316 . 06 . o2 . gp Method 

1622 End 

7406_1.R1084 Score 
1622.. 1785 

•1122315/emb|OAA63901t 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



OJ000122_49.0316.O6 
+ 

1785 
AAT/GAP 
1785 
216 



41840 Seq. ID 

86902 Strand 

8591 End 

OJ000122_4 9 . 0316 . 06 . o5 . gp Method 

8591 End 



OJ000122_49.0316.O6 
+ 

8662 

AAT/GAP 

8662 



42051 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



uC-osflM202097dl0bl Score . 101 

8591.. 8662 

' 4062935/dbj IAB003495.1 IAB003495 3.0e-14 Oryza sativa DNA for 
dihydrof lavonol 4-reductase, complete cds ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 49. 0316. C6 



1183 
AAT/GAP 
125 
242 



41840 
86903 
1 

OJ000122_4 9.0316.C6.ol.gp 
1 

5701669 
1. .125 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST 028952(062945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AO003981) [Oryza sativa] 

41840 Seq. ID OJ000122_49 . 0316 . 06 

86903 Strand 

1 End 1183 

OJ000122_4 9 . 0316 . 06 . ol . np Method AAT/NAP 

1 End 1183 

7228442 Score 2030 

1. ,1183 

(AP001366) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AO003981) [Oryza sativa] 



41840 Seq. ID 

86904 Strand 

2668 End 

OJ000122_4 9 . 0316 . 06 . o2 . gs Method 

2668 End 

none Score 



OJ000122_49. 0316.06 

9895 
GENSOAN 
5419 
.81 



2668. .2832, 2834. .3024, 3657. .3715, 3837. .3971, 4047. .4266, 
4380. .4539, 4637. .4846, 4930. .5105, 5296.. 5419 



41840 
86904 
2668 

OJ000122_4 9.0316.06.o3.gp 
3640 

33857_1.R1084 
3640. .3971, 4047. .4288 
'4508073/gb|AAD21417.1| 5.0e- 
thaliana] ' 

41840 
86904 
2668 

OJ000122_4 9.0316.O6.o2.np 
3815 
6689826 

3815. .'3979, 4061.. 4255, 4369. 
9611. .9743 

(AF092912) DFR-like protein 
41840 



Seq. ID OJ000122_49.0316.C6 
Strand 

End 98 95 

Method AAT/GAP 

End 4288 

Score 901 



22 (AO005882) 43220 [Arabidopsis 

Seq. ID OJ000122_49.0316.C6 
Strand 

End 98 95 

Method AAT/NAP 

End 974 3 

Score 598 
..4540, 8214. .8427, 9175. .9341, 

[Arabidopsis thaliana] 

Seq. ID OJ000122_49.0316.C6 



42052 





Gene No. 


86904 






Start 


2668 






Name 


OJ000122 49.0316.C6.o4.gp 




Start 








GI 








Exons 


j(rtf>"i C1AC C^OQ^ t^COQ 

4981.. 510o, o^yo..oo^o 






GI Descrip. 


4 508 07 ^/gb | PJ\uZih± / . 1 1 








thaliana] ' 






Seq. No. 








Gene No. 


Q can/ 






Start 








Name 


(JJUUUl^^ ^ y , U J>1 D . . OO . 






Start 








GI 


none 






Exons 


/iUo. . tZOl, /Jfifi. . /ODJ/ 


7Q'S7 






9611.. 9761, 9800.. 9895 






Seq. No. 








Gene No. 








Start 


11125 






Name 


OJOuUl^:^ 4 y . Uoio . . Ol . 


i- c 

U 5 




Start 


oo yu 






GI 


none 




i 3 

XT 


Exons 


3890. .3955, 4058.. 421J, 


4 U oZ 


v; ' - 




7445.. 7522 




ru 

r ^ 


Seq. No. 


41840 






Gene No. 






a. Li 


Start 


lllzo 




w 


Name 


OJ000122 4y . Uolb . Lb . oz . 


L.m 




Start 


4094 




= 


GI 


none 






Exons 


4094. .421j, 4Uyo..4zU^, 


ill 1 R 






iicTo yioTO ^c^.in 
4372. .4512, 4o/J..4oiU, 


/ z 






tjicc TC>I1 TQCO QAQQ 

7455. .7541, 7952..oUcJy, 


/ y 0 J 


=. 
=? 


Seq. No. 


41840 




f J 


Gene No. 


86905 






Start 


11125 






Name 


OJ000122 49.0316.C6.o2. 


ts 




Start 


4372 






GI 


none 






Exons 


4372. .4539, 4646. .4705, 


4736 






5304. .5396, 7931. .8116, 


8218 






9615. .9704, 9619. .9747 





Strand 

End 9895 

Method AAT/GAP 

End 5528 

Score 612 

17 (AC005882) 43220 [Arabidopsis 



Seq. ID QJ000122_49.0316,C6 
Strand 

End 98 95 

Method GENSCAN 

End 98 95 

Score .97 

.8116, 8209.. 8427, 9175.. 9341, 



Seq. ID OJ000122_49.0316.C6 
Strand 

End 11959 

Method TBLASTX : Soybean 

End 7522 

Score 97 

.4214, -7180. .7245, 7355. .7447, 



Seq. ID OJ000122_49.0316.C6 
Strand 

End 11959 
Method TBLASTX : Mai ze 
End 8089 
Score 75 

.4228, 4125. .4271, 4217. .4270, 
.7436, 7411. .7437, 7451. .7543, 
.8057 

Seq. ID OJ000122_49.0316.C6 
Strand 

End 11959 

Method TBLASTX : Soybean 

End 9747 

Score 80 

.4849, 4963.. 5055, 5303.. 5392, 
.8277, 8302. .8430, 9175. .9291, 



Seq. No. 41840 
Gene No. 86905 
Start 11125 

Name OJ000122_4 9.0316.C6.ol .tm 

Start 4726 
GI none 

Exons 4726.-4848, 4733.. 4849, 4763, 

4964.. 5077, 5059.. 5088, 5060, 
8290.. 8457, 9169.. 9297, 9175. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 49. 0316, C6 



11959 

TBLASTX: Maize 
9312 
132 

4849, 4927. .5064, 4963, 
5089, 8287.. 8430, 8288. 
9312 



.5064, 
,8428, 



42053 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



41840 
86905 
11125 

OJ000122_4 9,0316.C6.ol.tw 
4731 



none 
4731. 
5291. 
9193. 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000122_49.0316.C6 
11959 

TBLASTX: Wheat 
9699 
108 



4820, 4733. .4849, 4763. .4849, 4963. .5106, 4963. .5106, 
5383, 5292. .5384, 8317. .8430, 8318. .8404, 9178. .9345, 
9342, 9606.. 9698, 9607.. 9699 



41840 
86905 
11125 

OJ000122_4 9.0316.C6.ol.tc 
4736 
none 

4736. .4849, 
9169. .9393, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 49. 0316. C6 



4951.. 5106, 5297, 
9175.. 9345, 9612, 



11959 

TBLASTX: Cress 
9740 
64 

5404, 8299. .8430, 8318. .8401, 
9740 



41840 
86905 
11125 

OJ000122_4 9.0316.C6.o4.gs 

11125 

none 



Seq. ID OJ000122_49.0316.C6 
Strand 

End 11959 

Method GENSCAN 

End 11959 

Score . 6 



11125. .11313, 11360. .11483, 11901.. 11959 



41841 Seq. ID 

86906 Strand 
452 End 
OJ000122_4 9 . 0316 . C7 . ol . gs Method 
452 End 
none Score 

452., 653, 1233.. 5393, 5622.. 5971 



OJ000122_49.0316.C7 
+ 

5971 
GENSCAN 
5971 
.47 



Seq. ID 

Strand 

End 

Method 

End 

Score 



41841 
86906 
452 

OJ000122_4 9.0316.C7.ol.np 
1241 
7489738 
1241. .1401, 1444. .5410 

gag-pol polyprotein - maize copia-like retrotransposon Sto-4 
gi|4234852|gb|AAD12997.1| (AF082133) gag-pol polyprotein [Zea 
mays] 



OJ000122 
+ 

5971 
AAT/NAP 
5410 
4441 



49. 0316. C7 



41841 
86907 
5470 

OJ000122_4 9.0316.C7.o2.np 
5470 
5852933 

5470.. 5529, 6116 
8054.. 8220, 8384 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_49.0316.C7 

8518 
AAT/NAP 
8501 
352 



6239, 6330.. 6580, 6691.. 6879, 7167.. 7345, 
8501 



(AF167556) dihydrof lavonol-4-reductase DFRl [Glycine max] 



41841 



Seq. ID OJ000122_49.0316.C7 



42054 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



86907 
5470 

OJ000122_49.0316.C7.o2.gs 

6113 

none 

6113.. 6263, 6354.. 6588, 6691, 
8384. .8504 



Strand 

End 8518 
Method GENSCAN 



End 
Score 



8504 
.94 



.6832, 7136.. 7345, 8054.. 8220, 



Seq. ID OJ000122_49.0316.C7 
Strand 

8518 



41841 
86907 
5470 

OJ000122_49.0316.C7.ol.gp 
8062 

17023_1.R1084 
8062. .8220, 8384.. 8518 

•4508073/gb|AAD21417.1| l.Oe-15 (AC005882) 43220 [Arabidopsis 
thaliana] ' 



End 

Method AAT/GAP 
End 8518- 



Score 



422 



41841 
86908 
9223 

OJ000122_4 9 . 031 6 . C7 , ol . tm 

1333 

none 

1333. .1911, 1334.. 1942, 1658. 
2188. .2238, 2279. .2344 

41841 
86908 
9223 

OJ000122_4 9 . 0316 . C7 . o5 . tw 

2264 

none 

2264. .2461, 2531.. 2701 

41841 
86908 
9223 - 

OJ000122_4 9 . 031 6 . C7 . o2 . t s 

2558 

none 

2558. .2944, 2569,. 2775 

41841 
86908 
9223 

OJ000122_4 9 . 031 6 . C7 . o2 , tw 

2720 

none 

2720. .2959, 2734.. 2958, 2999. 
3284. .3382 

41841 
86908 
9223 

OJ000122_4 9 . 0316 . C7 . o5 . tm 
2735 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Mai ze 

End 2344 

Score 588 

.1912, 1952.. 2083, 2023.. 2064, 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Wheat 

End 2701 

Score 110 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Soybean 

End 2944 

Score 34 4 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Wheat 

End 3382 

Score 252 

.3304, 3022.. 3282, 3283.. 3357, 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX: Maize 

End 3193 



42055 













Score 


128 




Exons 


2735 2959- 


3008 . 


.3193, 


3010, 


.3171 






Seq. No. 


41841 








Seq. ID 


OJ000122_49.0316. 


C7 


Gene No. 


86908 








Strand 








9223 








End 


13662 




Name 


OJ000122 49 


0316. 


C7,o2. 


tc 


Method 


TBLASTX: Cress 






^ ^ ^ ^ 








End 


3379 




ui 










Score 


123 




Exons 


2999 3199. 


3212 . 


.3379 










Seq. No. 


41841 








Seq. ID 


OJ000122_49.0316. 


C7 


Gene No. 


86908 








Strand 








9223 








End 


13662 




Naine 


ojnnoi22 49 


0316- 


C7 . o5 , 


ts 


Method 


TBLASTX : Soybean 






OQQQ ~~ 

^ :? ^ ^ 








End 


3385 














Score 


186 




Exons 


2999 3208, 


3001 . 


.3180, 


3212. 


,3385 






Seq . No . 


41841 








Seq. ID 


OJ000122_49.0316. 


,C7 


Gene No. 


86908 








Strand 


- 




Start 


9223 








End 


13662 




Name 


OJ000122 49. 


.0316. 


.C7 .ol. 


ts 


Method 


TBLASTX : Soybean 




oT-art 










End 


4333 






^ J VJ U U 








Score 


365 




Exons 




3985 


4257, 


4300 . 


.4332 






(j1 uescnp. 
















Seq, No. 


41841 








Seq. ID 


OJ000122_49.0316. 


.C7 


Gene No, 


86908 








Strand 








9223 








End 


13662 




Name 


n.Tnnni 22 49 


. 0316 . 


.C7 .ol. 


tc 


Method 


TBLASTX: Cress 




bcaru 


3QR3 ~ 








End 


4243 






none 








Score 


249 




Exons 


3983 4243. 


3985, 


. ,4221 










Seq. No. 


41841 








Seq. ID 


OJ000122_49.0316 


.C7 


Gene No. 


.86908 








Strand 








9223 








End 


13662 




Name 


njnnoi22 4 9 


. 0316 


.C7 . ol . 


tw 


Method 


TBLASTX: Wheat 






4 024 ~~ 

*3 *J ^ "1 








End 


4804 














Score 


364 




Exons 


4024 4371, 


4025 


. , 4369, 


4025. 


.4378, 4354. .4800, 4355. .4804 


Seq. No. 


41841 








Seq, ID 


OJ000122_49.0316 


.C7 


Gene No, 


86908 








Strand 






0 L.d J. L. 


9223 








End 


13662 




Name 


n.Tnr)ni22 49 

\JiJ \J\J \J X C rt Z/ 


. 0316 


.C7 . o4 . 


tm 


Method 


TBLASTX: Maize 




Q+- a Y*+- 

0 udir u 


4025 ~~ 








End 


4468 






none 








Score 


275 






4025 . . 4333, 


4042 


. .4332, 


4367. 


, 4468 






Seq. No. 


41841 








Seq. ID 


OJ000122_49.0316 


.C7 


Gene No, 


86908 








Strand 






Start 


9223 








End 


13662 




Name 


OJ000122 49 


,0316 


.C7.o3, 


,tm 


Method 


TBLASTX: Maize 




Start 


4469 








End 


4900 





42056 



GI 


none 








Exons 


44Dy . . 4dJU, 


4 bU 4 - 


. 4 y uu , 


ft / *± fi . 


Seq. No. 


41841 








Gene No. 


86908 








Start 










Name 


OJ000122_4y . 


Oolo . 


L / . OO . 


CS 


Start 


4790 








GI 


none 








Exons 


4 / yu - . 4 y / z , 


4 yo 1 . 


. DUO Z , 




Seq. No. 


41841 








Gene No. 


86908 








Start 










Name 


OJ000122 49. 


Uol b . 


C / . Oo . 


rm 


Start 


4913 








GI 


none 








Exons 


ji Q1 Q A 0*7 0 

4yio . - 4y f 


fi y DD . 


. O ± O X , 


^ X o u . 


Seq. No. 


41841 








Gene No. 


86908 








Start 










Name 


OJ000122 49. 


Uolo 


L / . OO . 




Start 


4960 








GI 


none 








Exons 


4960 . . Diy J, 


4 y b4 


"5 c; Q 




Seq. No. 


41841 








Gene No. 


86908 








Start 


9223 








Name 


OJOUUlzz 4y 


. Uolb 


, / . oy . 


nm 


Start 


6399 








GI 


none 








Exons 


6399. . 6446, 


6401 


C A A V. 

. . d4 4d, 


b4oz . 




obo o . . bozO/ 


bbo / 


^^fi 9 1 
. • oo Z JL 




Seq. No. 


41841 








Gene No. 


86908 








Start 


9223 








Name 


OJUUUlzz 4y 


. U J 1 D 




L. W 


Start 


7231 








GI 


none 








Exons 


7231 . .7311/ 


7235 


, . /o4o , 


"7 O T C 

/ zob . 




80 /2 . . ozlo , 


o i ±U 


. . OZ 1 / , 




Seq. No. 


41841 








Gene No, 


86908 








Start 


9223 








Name 


OJOOUlzz 4y 


. Uolb 


. U / . OD . 




Start 


7268 








GI 


none 








Exons 


7268.-7354, 


7268 


. .7348, 


8051. 




8376.-8486, 


8377 


. .8544, 


8386. 


Seq. No. 


41841 








Gene No. 


86908 








Start 


9223 









Score 
4899 



81 



Seq. ID OJ000122_49.0316,C7 
Strand 

End 13662 

Method- TBLASTX: Soybean . 

End 5356 

Score 131 
,5176, 5165. .5356 



Seq. ID OJ000122_49.0316.C7 
Strand 

13662 

TBLASTX: Maize 
5371 
55 



End 

Method 
End 
Score 
.5371 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Wheat 

End 5359 

Score 282 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX: Maize 

End 6823 

Score 51 

.6616, 6483.. 6605, 6683.. 6811, 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 
Method TBLASTX : Wheat 
End 8472 
Score 106 

.7319, 8054. .8212, 8058. .8213, 
.8471, 8380. .8472 

Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Mai ze 

End 8544 

Score 73 

.8218, 8054. .8221, 8058. .8222, 
.8490 

Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 



42057 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



H Seq. No. 
W Gene No. 
\j Start 
f !j Name 

Start 

GI 

'^^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000122_4 9 . 031 6 . C7 . o2 . gp Method AAT/GAP 

9223 End 9685 

2442924 Score 560 

9223.. 9498, 9645.. 9685 

5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] 



Seq, ID OJ000122_49.0316.C7 
Strand 

End 13662 
Method AAT/NAP 
End 13662 
Score 1286 

9352.. 9498, 9645.. 9752, 9851.. 9910, 9944.. 9982, 10079 .. 10491, 
10561. .10765, 10820. .10945, 11439 114 92 , 11576 .. 11650, 
11746. .11805, 12139. .12243, 12513 .. 12566, 12656 .. 12805, 
12910. .13042, 13110. .13234, 13363.. 13662 
(AC007357) F3F19.18 [Arabidopsis thaliana] 



41841 
86908 
9223 

OJ000122_4 9.0316.C7.o3.np 
9352 
4850399 



41841 
86908 
9223 

OJ000122_4 9.0316.C7.o7,ts 
9379 
none 



Seq. ID OJ000122_49.0316.C7 



Strand 
End 

Method 

End 

Score 



13662 

TBLASTX : Soybean 

10120 

62 



9379.-9498, 9402. .9506, 9436. .9501, 9645.-9752, 9649. .9753, 
9845.. 9922, 10079. .10120 



41841 
86908 
9223 

OJ000122_4 9.0316.C7.o2.tm 

9705 



none 

9705.. 9752, 98 
10078. .10308, 



10485. 
10832. 



10562, 
10942, 



11436. .11495, 
11576. .11650, 



12140. 
12656. 



,12235, 
,12727, 



45.. 9952, 9850 
10378. .10446, 
10553. .10765, 
10833. .10943, 
11440. .11493, 
11743. .11811, 
12413. .12463, 
12663. .12725 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Mai ze 

End 12727 

Score 110 
..10008, 9852.. 9959, 10075 .. 10308 , 
10459. .10563, 10475 .. 10558 , 
10562. .10768, 10564 .. 107 67 , 
10842. .10943, 10867 .. 10947 , 
11573. .11671, 11575. .11646, 
11746. .11811, 12139. .12237, 
12510. .12569, 12511. ,12567, 



41841 
86908 
9223 

OJ000122_49.0316.C7.o3-gs 
10001 
none 

10001. .10792, 10844. .10945, 12513 .. 12566, 12656 .. 12805, 
12910. .13042, 13110. .13234, 13363,, 13539 



Seq. ID OJ000122_49.0316.C7 
Strand 

End 13662 

Method GENSCAN 

End 13539 

Score .7 



41841 Seq. ID 

86908 Strand 

9223 End 

0 JO 0012 2_4 9 . 0 3 1 6 . C7 . o3 . gp Me t hod 

10497 End 



OJ000122_49.0316,C7 

13662 

AAT/GAP 

10933 



42058 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . . . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



427365 Score 681 

10497. .10765, 10844. .10933 

4850399/gb|AAP31069.1|AC007357_18 l.Oe-13 (AC007357) F3F19.18 
[Arabidopsis thaliana] 



41841 
86908 
9223 

OJ000122_49.0316.C7 .o6.ts 
10841 
none 



Seq. ID OJ000122_49,0316.C7 
Strand 

End 13662 

Method TBLASTX : Soybean 

End 11778 

Score 117 



10841. .10942, 10842. .10946, 11439 114 95, 11442 .. 114.92, 
11573. .11671, 11575. .11646, 1157 6 .. 11650, 11743. .11778 



41841 
86908 
9223 

OJ000122_4 9 . 0316 . C7 . o7 . tm 
12946 
none 



Seq. ID. OJ000122_49.0316.C7 
Strand 

End 13662 

Method TBLASTX : Mai ze 

End 13237 

Score 101 



12946. .13041, 12954. .13040, 13000 .. 13044 , 13007 .. 13045, 
13079. .13237, 13083 .. 13232, 13109.. 13237 



41841 
86908 
9223 

OJ000122_49.0316.C7.o4.ts 
13100 
none 



Seq. ID OJ000122_49,0316.C7 
Strand 

End 13662 

Method TBLASTX : Soybean 

End 13480 

Score 93 



13100. .13249, 13110. .13232, 13363 .. 13479, 13369 .. 13455, 
13379.. 13480 



41842 
86909 
88 

OJ000122_49.0316.C8.ol.gs 
88 

none 

88. .493, 1406. .1524 



Seq. ID OJ000122_49.0316.C8 

Strand + 

End 1524 

Method GENSCAN 

End 1524 

Score .79 



Seq. ID OJ000122_49.0316.C9 
Strand + 

122 

AAT/GAP 
122 
163 



41843 
86910 
1 

OJ000122_49.0316.C9.ol.gp 
1 

63359_1.R1084 
1..122 

'5262763/emb|CAB45911.1| 9.0e-09 (AL080283) putative protein 
[Arabidopsis thaliana] ' 



End 

Method 
End 
Score 



41843 
86911 
200 

OJ000122_4 9.0316.C9.ol.np 
200 

7267279 



Seq. ID OJ000122_49.0316.C9 

Strand + 

End 5064 

Method AAT/NAP 

End 4538 

Score 1582 



200. .436, 531. .675, 856. .965, 1075. .1194, 1282. .1485, 



42059 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1576. .1785, 1861. .1935, 2018. .2164, 2303. .2444, 2554. .2663, 
3016. .3174, 3252. .3454, 3742. .3823, 3979. .4083, 4165. .4269, 

4362. .4538 . ^ ^ . ^ 

(AL161503) kinesin-like protein [Arabidopsis thalianaj 



41843 
86911 
200 

OJ000122_4 9.0316.C9.ol.gs 
242 
none 



Seq. ID OJ000122_49.0316.C9 

Strand + 

End 5064 

Method GENSCAN 

End 5064 

Score .96 



242. .442, 531. .675, 856. .965, 1075. .1194, 1282. .1485, 
1576. .1785, 1861. .1935, 2018. .2164, 2303. .2444, 2554. .2663, 
3016. .3174, 3252.-3454, 3742. .3823, 3979. .4083, 4165. .4269, 
4362.. 4463, 4921.. 5064 

41843 Seq. ID OJ000122_49 . 0316 .09 

86911 Strand + 

200 End 5064 

OJ000122_4 9 . 031 6 . C9 . o2 . gp Method AAT/GAP 

248 End 1113 

uC-osflM202097d05bl Score 874 

248. .442, 531. .675, 856. .965, 1075.. 1113 

•1170620/sp|P46864 1KATB_ARATH 4.0e-19 KINESIN-LIKE PROTEIN B 
>qi 1084341 pir S48019 kinesin-related protein katB - 
Arabidopsis"thaTIana >gi_1438842_dbj_BAA04 673_ (D21137) heavy 
chain polypeptide of kinesin-like protein [Arabidopsis 
thaliana] ' 



41843 Seq. ID 

86911 Strand 

200 End 

OJ000122_4 9.0316.O9.o3.gp Method 

4041 End 

25545 1.R1084 Score 



OJ000122_49. 0316.09 
+ 

5064 
AAT/GAP 
4860 
1247 



4041. .4083, 4165. .4269, 4362. .4860 

'1170619/sp|Q07970|KATA_ARATH 5.0e-47 KINESIN-LIKE PROTEIN A 
>gi 479594 pir S34830 kinesin-related protein katA - 
Arabidopsii thiliana >gi_303502_dbj_BAA01972_ (D11371) 
kinesin-like motor protein heavy chain [Arabidopsis thaliana] 
>gi_2911084_emb_OAA17546.1_ (AL021960) kinesin-related protein 
katA [Arabidopsis thaliana] ' 



41843 
86912 
6822 

OJ000122_4 9.0316.C9.ol.tm 

305 

none 

305.. 442, 313.. 435, 528.. 674 
855. .950, 1073. .1192, 1075.. 
1281.. 1487, 1282.. 1491, 1538 
1582.. 1839, 1850.. 1891, 1856 
2012.. 2119, 2017.. 2118, 2111 
2303.. 2446, 2398.. 2451, 2544 
2624.. 2671, 2624.. 2671 



Seq. ID OJ000122_49. 0316.09 
Strand 

End 7331 

Method TBLASTX:Maize 

End 2671 

Score 129 
, 530. .676, 530. .655, 855. .968, 
1203, 1128.. 1196, 1276.. 1482, 
..1756, 1555. .1785, 1581. .1787, 
..1918, 1860. .1922, 1860. .1964, 
..2167, 2120. .2164, 2302. .2361, 
..2588, 2552. .2587, 2608. .2625, 



42060 



Seq. No. 41843 

Gene No. 86912 

Start 6822 

Name OJ000122_4 9.0316.C9.ol.tc 

Start 528 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
C3 Start 
I J Name 

Start 

Iz Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000122_49.0316.C9 
Strand 

End 7331 

Method TBLASTX : Cress 

End 4547 

Score 88 



528. .665, 1291. .1488, 1296. .1424, 1582. .1785, 1860. .1934, 
2015. .2164, 2020. .2166, 2303. .2359, 2348. .2446, 2528. .2671, 
2544. .2681, 2577. .2687, 3013. .3078, 3073. .3183, 3084. .3176, 
3246.-3326, 3248. .3295, 3327. .3455, 3736.-3822, 3737. .3823, 
3972. .4079, 3976. .4083, 4162. .4269, 4164. .4262, 4338.-4547, 
4352. .4501 



41843 Seq. ID 

86912 Strand 

6822 End 

OJ000122_4 9 . 031 6 . C9 . o3 . ts Method 

1317 End 

none Score 



OJ000122_49.0316.C9 
7331 

TBLASTX : Soybean 

1698 

120 



1317. .1427, 1318--1491, 1582--1698, 1587. .1697 



41843 
86912 
6822 

OJ000122_4 9.0316.C9.o2.ts 

2357 

none 

2357. .2449, 2553, .2681, 2560. 
2995.. 3072, 3013.. 3093, 3073. 
3248.. 3292, 3336,, 3461, 3338. 

41843 
86912 
6822 

OJ000122_4 9 . 031 6 . 09 , o2 . tm 

2987 

none 

2987. .3172, 3013. .3183, 3013. 
3248.. 3322 



Seq. ID OJ000122_49. 0316.C9 
Strand 

End 7331 

Method TBLASTX: Soybean 

End 3461 

Score 65 

.2664, 2564. .2671, 2568.-2687, 
.3183, 3090. .3176, 3246.-3299, 
.3457 

Seq. ID OJ000122_49.0316-C9 
Strand 

End 7331 
Method TBLASTX :Maize 
End 3322 
Score 261 

.3174, 3247.. 3321, 3247,-3321, 



Seq- No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41843 
86912 
6822 

OJ000122_4 9 . 0316 . C9 - o3 . tm 

3976 

none 

3976.-4080, 3990,, 4079, 4023. 
4165.-4269, 4168.-4275, 4338. 

41843 
86912 
6822 

OJ000122_4 9 . 031 6 - 09 - ol . ts 

4048 

none 

4048. .4080, 
4352. .4513 



4050.. 4079, 4164 



Seq. ID OJ000122_49.0316.C9 
Strand 

End 7331 
Method TBLASTX : Mai ze 
End 4411 
Score 146 

.4085, 4161. .4259, 4164. .4262, 
.4409, 4352. .4411 

Seq. ID OJ000122_49-0316.O9 
Strand 

End 7331 

Method TBLASTX : Soybean 

End 4 54 4 

Score 55 
-4262, 4165. .4269, 4338. .4544, 



42061 





Seq. No. 


41843 


Seq. ID 


OJ000122 


__49. 


0316. 


C9 




vjene wo . 


O D jXZ 


q+- ranH 


















7'^'^1 










Name 


ujuuuxz^ fi y . uox D . bi? . oz . y s 




O £j IN O V^ruN 
















/ -J O -L 










bi 


none 


Score 












Exons 


f,U.OO 7091 T^ft"^ 7'^'^1 














Seq. No. 


41844 


Seq. ID 


OJ000122 


_49. 


0316. 


CIO 




oene ino . 




Of- r;^ nH 


+ 












1 y1 1 Q 

Xft xo 




£. «j -J j- 










Name 


UJUUUXZZ f±^.Uj±D.^XU.01.yo 














C4- v-i- 


1 /I 1 Q 

Xfi xo 




^ ^ *J X 












none 


C /-N >- 












Exons 
















Seq. No. 


41844 


Seq. ID 


OJ000122 


_49. 


0316. 


CIO 




oene ino . 


0 D y ± *1 
















ODOX 


jiinci 


*i U O O 










Name 


UJUUUX^Z ft y . U jXD . bXU . O^ . yS 




oHjlNo^rilN 










otaru 


ooox 


£inu. 


1 U D 4 










bX 


none 


Score 


Al 








. ^ 


Exons 


"^Ri^l "^l^fi '^CkQl ACif^A 














Seq. No. 


41844 


Seq. ID 


OJ000122 


_49. 


0316. 


CIO 


fit 


Gene No. 


86914 


Strand 


+ 










bcaru 


3551 


-End 


'4 u o o 










Name 


OJ000122 49.0316.C10.ol.np 


Method 


aziT /"Map 

ilfii / Vine 










Start 


3934 


End 












bX 


7363271 


Score 


117 
XX/ 










Exons 


3934. .4088 












= 


GI Descrip. 


{AP001552) hypothetical protein [Oryza 


sativa J 










beq. NO. 


41845 


Seq. ID 


OJ000122 


_49. 


0316. 


Cll 




oene ino. 


86915 


Strand 


+ 










Start 


4727 


End 


8542 










Name 


OJ000122 49.0316.Cll.o3.np 


Method 


AAT/NAP 








w 


buart. 


4727 


End 


8542 










bX 


5295955 


Score 


467 










Exons 


4727. .4869, 5971. .6106, 6645. 


.6758, 7440. .7604, 


7636. .7743, 






7792. .7931, 8010.. 8089, 8129. 


.8542 












bx uescrxp. 


(AB026295) Similar to Epstein-Barr virus (EBV) 


genome. (V01555) 






[Oryza sativa] 














Seq. No. 


41845 


Seq. ID 


OJ000122 


_49. 


0316. 


Cll 




uene no • 


86916 


Strand 












bLart 


488 


End 


8140 










Name 


OJ000122 49.0316.Cll.ol.gs 


Method 


GENSCAN 










Start 


488 


End 


8140 










GI 


none 


Score 


.64 










Exons 


488. .5038, 7849. .7934, 8026.. 


8140 












Seq. No. 


41845 


Seq. ID 


OJ000122 


_49. 


0316. 


Cll 




Gene No. 


86916 


Strand 












Start 


488 


End 


8140 










Name 


OJ000122 49.0316,Cll.ol.np 


Method 


AAT/NAP 









42062 



start 


491 




End 


GI 


4680179 




Score 


Exons 


491. .5038 






GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa ; 


Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316.Cll.o7 


. tm 


Method 


Start ' ' 


515 




End 


GI 


none 




Score 


Exons 


515. ,727 






Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316,Cll.o6 


.tw 


Method 


Start 


536 




End 


GI 


none 




Score 


Exons 


536. .868, 537. ,869 






Seq. No, 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316.Cll.ol 


. tm 


Method 


Start 


728 




End 


GI 


none 




Score 


Exons 


728. .1156, 729.. 989, 1059.. 1151, 1154 




1163. .1309 






Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316.Cll.ol 


.tw 


Method 


Start 


869 




End 


GI 


none 




Score 


Exons 


869. .1495, 870. .1493 






Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316.Cll.o4 


.tm 


Method 


Start 


1364 




End 


GI 


none 




Score 


Exons 


1364. .1654, 1368. .1655 






Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 


Name 


OJ000122 49.0316.Cll.o2 


.ts 


Method 


Start 


1454 




End 


GI 


none 




Score 


Exons 


1454. .1714, 1455. .1709 






Seq. No. 


41845 




Seq. ID 


Gene No. 


86916 




Strand 


Start 


488 




End 



5038 
6764 



8140 

TBLASTX: Maize 

727 

206 



OJ000122_49.0316.C11 
8140 

TBLASTX: Wheat 

869 

107 



OJ000122_49.0316.C11 
8140 

TBLASTX: Maize 

1315 

162 



8140 

TBLASTX: Wheat 

1495 

379 



8140 

TBLASTX: Maize 

1655 

257 



OJ000122_49.0316.C11 
8140 

TBLASTX : Soybean 

1714 

164 



8140 



42063 




Name 




U J X D 


• i • Oi 


• LC 




TRT.A^Ty • frfsx; 

J. D ±JT\kJ . ^iC^OO 






1 /I 7 Q 
J, ft / O 








£jiiLl 


1 7 






none 








C /~\ y (Zi 


Q2 




C vr T*\ 

iiiXons 


i4 /O. . iO^i/ 


1 4 7Q 

i 4 / -7 


• • i u i 17 f 


i ^ * 


• i / 7 ^ 






Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No: 


86916 








Strand 






o Lai U 


*i O O 








End 


814 0 




Name 


n Tfinm 99 aq 


U J i o 


. i . 


• LW 


L'JC LilL/Ll 


TRT.A9TX • Whfaa-j- 




o raru 


1 ^09 








£jilLl. 


X ^ O i 






none 








Score 


9 fil 

Z O X 




Exons 


1 ^09 1 QR1 


i J U J 






1 Q4fi 

• i -7 4 O 






Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No, 


86916 








Strand 






ouart 


f± o o 










8140 

O -L *1 V/ 




Name 


vjjuuuizz f± ;? . 


U J i D 


n 1 r^9 

• ^i i • vJZ 


• LW 


ricr Li iL^Li 






o tart. 


. i ;70 J 








FnH 

EjLLKJL 


24 94 




r* T 


none 








OOL'i C 


2 fi2 




EjXons 






24 S2 

> • ^ *X J ^ / 


2076 


,2486 






Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No. 


86916 








Strand 






ouaru 


4 ftfl 
flOO 








FnH 

I-4iiLl. 


O X *3 VJ 




Name 


nTnnm99 4Ci 

UUUUUii^ ft :? . 


U J J. o 


n 1 r49 
. L/i. i • OZ 


. Lin 


rJc LIIUU 


1 D Xu~10 1 /V . i*iCl X ^ C 






o n R Q 








£*na 


9 4 99 

Z 4 Z Z 






none 








Score 


zoo 




Exons 




90 

zu o:? 


94 99 
• . Zfl ZZ f 


907 fi 
z u / o . 


94 90 

. Z 4 Z U 






Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No. 


86916 








Strand 






O Lai t 


fi 0 o 








FnH 


ft 1 40 

O X *1 V 




Name 


nTnnni99 4ci 

UJUUUi^Z fl :? . 


U J J. o 


• v^i J. • U J 


. Lo 








OLai L 


9 94 








FnH 


^ rx O O 






none 








C /-^ /-> T" O 


20Q 




Exons 


994"^ 94flft 














Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No. 


86916 








Strand 






OLai L 


4PP 
*i o o 








End 


8140 




Name 


n.Tnnni99 4Q 


U J i D 


. ^i i . <JO 


• LlLl 


Method 


TBLASTX: Maize 




otar L 


94 R Q 
Z fi O 








End 


2959 






none 








Score 


39 




Exons 


94RQ 97Q4 


Z □ 


9RR9 

• . ZQ^Z / 


9S77 


.2708, 2780.. 2959 




Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No. 


86916 








Strand 






OLai L 


4 

*i o o 








End 


8140 




Name 


n.Tonm 99 4 q 

VJUUUUiZZ 4!?. 


U J i u 


■ V^i i . U J 


• LW 


Method 


TBLASTX: Wheat 




Q4- a T"h 

oLar L 


94QR ~ 
Z ft y O 








End 


2797 






none 








Score 


243 




Exons 


2495. .2797, 


2496 


. .2768, 


2504. 


.2794, 2719.. 2796 




Seq. No. 


41845 








Seq. ID 


OJ000122_49.0316. 


Cll 


Gene No. 


86916 








Strand 






Start 


488 








-End 


8140 




Name 


OJ000122 49. 


0316 


.Cll.ol 


.ts 


Method 


TBLASTX : Soybean 





42064 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



2510 
none 

2510. .2869, 
2877. .2903 

41845 
86916 
488 

OJ000122_49. 

2846 

none 

2846. .3328, 

41845 
86916 
488 

OJ000122_49. 

2978 

none 

2978. .3292 

41845 
86916 
488 

OJ000122_49. 

3027 

none 

3027. .3218, 

41845 
86916 
488 

OJ000122_49. 

3503 

none 

3503. .3676, 

41845 
86916 
488 

OJ000122_49. 

3590 

none 

3590. .3865, 

41845 
86916 
488 

OJ000122_4 9. 

4232 

none 

4232. .4564, 

41845 
86916 
488 

OJ000122 49, 



2511. .2777, 2540. 



0316.Cll.o4.tw 



2889. .3224 



0316.Cll.o4.ts 



0316. Gil. o5.tm 
3029. .3316 

0316.Cll.o8.tw 



End 2905 
Score 171 

.2857, 2722.. 2862, 2873.. 2905, 



Seq. ID OJ000122_49.0316.C11 
Strand 

End 8140 

Method TBLASTX : Wheat 

End 3328 

Score 271 



Seq. ID OJ000122_49.0316.C11 
Strand 

End 8140 

Method TBLASTX : Soybean 

End 3292 

Score 183 



Seq. ID OJ000122_49.0316.C11 
Strand 

End . . 8140 

Method TBLASTX: Maize 

End 3316 

Score 174 



Seq. ID OJ000122_49.0316.C11 
Strand 

End 814 0 

Method TBLASTX : Wheat 

End 3904 

Score 54 



3534.. 3602, 3584.. 3643, 3680.. 3904, 3738.. 3890 



Seq. ID OJ000122_49,0316.C11 
Strand 

End 8140 

Method TBLASTX : Mai ze 

End 3866 

Score 78 



0316.Cll.o8.tm 
3765. .3866 

0316.Cll.o6.tm 
4377. .4541 

0316.Cll.o7.tw 



Seq. ID OJ000122_49.0316.C11 
Strand 

End 8140 

Method TBLASTX : Mai ze 

End 4564 

Score 109 



Seq. ID OJ000122_49.0316.C11 
Strand 

End 8140 

Method TBLASTX : Wheat 



42065 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



4445 
none 

4445. .4825, 4446. 



End 
Score 



4825 
141 



.4805 



Seq. ID OJ000122_49.0316.C12 
Strand 

End 827 

Method . AAT/GAP 

End 827 

Score 643 



41846 
86917 
1 

OJ000122_4 9.0316.C12.ol.gp 
1 

21070_1.R1084 

1..179, 596. .827 . ^ . 

M928460/gb|AAD33596.1|AF133127_l 6.0e-28 (AF133127) thioredoxin 

h [Hevea brasiliensis] ' 



41846 
86917 
1 

OJ000122_4 9.0316.C12.ol.np 
1 

4928460 
1..179, 596. .697 

(AF133127) thioredoxin h [Hevea brasiliensis] 



Seq. ID OJ000122_49.0316.C12 
Strand 

End 827 

Method AAT/NAP 

End 697 

Score 186 



41846 
86917 
1 

OJ000122_49 . 0316 .C12 .ol . tm 
53 

none 



Seq. ID OJ000122_49.0316.C12 

Strand . - 

End 827 

Method TBLASTX : Mai ze. 

End 191 

Score 151 



53. .187, 54. .191, 54. .179, 74. .187 



41846 




Seq. ID 


OJ000122_ 


49. 


0316. 


C12 


86917 




Strand 










1 




End 


827 








OJ000122 49.0316.C12.ol 


.gs 


Method 


GENSCAN 








57 




End 


703 








none 




Score 


.94 








57. .179, 596. .703 . 














41847 




Seq. ID 


OJ000122_ 


_49. 


0316. 


,C13 


86918 




Strand 


+ 








2050 




End 


2835 . 








OJ000122 49.0316.C13.ol 


. gs 


Method 


GENSCAN 








2050 




End 


2835 








none 




Score 


.58 








2050.. 2134, 2215.. 2340, 


2657. 


.2835 










41847 




Seq. ID 


OJ000122_ 


_49. 


0316, 


.C13 


86919 




Strand 










558 




End 


1023 








OJ000122 49.0316.C13.ol 


.gp 


Method 


AAT/GAP 








558 




End 


1023 








none 




Score 


878 








558. .1023 














41848 




Seq. ID 


OJ000122 


_36. 


.0307 


.C8 


86920 




Strand 











42066 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



861 



End 

Method 
End 
Score 



1595 
AAT/GAP 
1595 
385 



OJ000122_36 . 0307 .C8.ol.gp 
861 

101153_1.R1084 
861. .911, 1366. ,1595 

'5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome A, BAG clone : t 17804 ' 

41848 Seq. ID OJ000122_36 . 0307 . C8 

86921 Strand 

1603 End 2118 

OJ000122_36 . 0307 . 08 . o2 , gp Method AAT/GAP 

1603 End 2118 

. uC-osflM202048cl2bl Score 714 

1603, .2118 

'5257255/dbj IAP000364 .11 AP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 

41848 * Seq. ID OJ000122_36 . 0307 . 08 

86922 Strand 

2576 End 2880 

OJ000122_36 . 0307 , 08-. o3 . gp Method AAT/GAP 

2576 End 2880 

61605_3.R1084 Score 432 

2576. .2880 

•1402920/emb|OAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No, 


41849 




Seq. ID 


OJ000122_36. 0307.09 


Gene No. 


86923 




Strand 




Start 


18 




End 


299 


Name 


OJ000122 36. 0307. 09. 


o2 . tm 


Method 


TBLASTX: Maize 


Start 


18 




End 


299 


GI 


none 




Score 


85 


Exons 


18. .299, 28. .189 








Seq, No. 


41849 




Seq. ID 


OJ000122_36.0307,C9 


Gene No. 


86924 




Strand 




Start 


497 




End 


926 


Name 


OJ000122 36.0307.09. 


o2.tw 


Method 


TBLASTX: Wheat 


Start 


497 




End 


926 


GI 


none 




Score 


181 


Exons . 


497. ,916, 504. .926 








Seq, No, 


41849 




Seq. ID 


OJ000122_36.0307,C9 


Gene No. 


86925 




Strand 




Start 


932 




End 


1392 


Name 


OJ000122 36,0307.09. 


ol .ts 


Method 


TBLASTX : Soybean 


Start 


932 




End 


1258 


GI 


none 




Score 


39 


Exons 


932.. 1258, 933.-983, 


1098. 


.1241 




Seq. No. 


41849 




Seq. ID 


OJ000122_36.0307.C9 


Gene No, 


86925 




Strand 




Start 


932 




End 


1392 


Name 


OJ000122 36.0307.09. 


ol.tw 


Method 


TBLASTX: Wheat 


Start 


932 




End 


1335 



42067 






none 


C /-\ -y- 


180 




Exons 




■ X O «J J 






Seq. No. 


41849 


Seq. ID 


OJ000122_36.0307. 


C9 


Gene No. 


86925 


Strand 










End 


1392 




Name 


UUUX^^ OU.\JJU/*V_r7.UX. L.1L1 




TRT.ASTX • Mai ze 






xu xu 




1392 






none 




175 




Exons 




1 ?Q9 






Seq. No. 


41849 


Seq. ID 


OJ000122_36.0307. 


C9 


Gene No. 


86926 . 


Strand 








X J u 


End 


1512 




Naitie 


nTnnni99 0*^07 pq n? tw 


Lie L.ti^V^ 


TRLASTX " Wheat 






1 "^^f^ ~ 

X D 


End 


1512 




C T 


none 




96 




HiXUIlo 










Seq. No. 


41850 


Seq. ID 


OJ000122_36.0307. 


C12 


Gene No. 


86927 


Strand 










End 


805 




Naiue 


nTnnni99 '^fi n'^oi pi 9 ni i-p 




TRLASTX • Cress 






c ~ 

D 




fin2 

o u ^ 




bi 


none 


Score 


109 

X u z> 




Exons 


R 9RQ "^1 7 4nn 44^^ ftn9 


fiUD. . DO-// 


647 7S4 




beq. wo. 


4 ICSDU 


o6q. XU 


OJ000122_36.0307. 


C12 


Gene No. 


86927 


Strand 






Start 


5 


End 


805 




Naitie 


o.Tnnni99 '^fi n?r)7 pi 9 ni -t-Tn 


Method 


TBLASTX: Maize 




buaru 


p ~ 
O 


End 


802 






none 


Score 


74 




Exons 


fi 1 Q(i iin ?i ? iin 9Q9 

O..X^Uf XXU..OXO/ XXU*.^Z7^/ 


224. .313/ 


317. .400/ 440. ,529, 




4fi1 7ft4 RdR ^7*^ Sfin 791 

flDX. • t 0*i f .0/0/ JUU. . / ^X 


, 560. .802, 644. .754 




Seq. No. 


41850 


Seq. ID 


OJ000122_36.0307. 


C12 


Gene No. 


86927 


Strand 








■J 


End 


805 




Name 


n.Tnnm99 "^fi n?n7 pi 9 oi i-s 


Method 


TBLASTX : Soybean 




O LaX U 


Iin ~ 

X X u 


End 


787 






none 


Score 


111 




Exons 


Iin '^1'^ 4fi1 7ft7 

XXU. .0X0/ *xOX. ■ f O f 








Seq. No. 


41850 


Seq. ID 


OJ000122_36.0307. 


C12 


Gene No. 


86927 


Strand 






O I.C1X L. 




End 


805 




Naine 


nTnnm99 '^f^ n'^n7 pi 9 oi -t-w 


Method 


TBLASTX: Wheat 




o tar u 


1 1 Q 
XX ^ 


End 


805 




PT 
oX 


none 


Score 


84 




Exons 


11Q "^07 "^Qft ftn9 71 Q ftOR 
XX7..JU// O70..ou^/ fx:7..ou^ 








Seq. No. 


41851 


Seq. ID 


OJ000122_36.0307. 


C14 


Gene No. 


86928 


Strand 






Start 


494 


End 


913 




Name 


OJ000122 36.0307.C14.ol.gp 


Method 


AAT/GAP 




Start 


494 


End 


774 





42068 





none 




Score 


535 




494. .774 








Seq. No. 


41851 




Seq. ID 


OJ000122_36 . 0307 .C14 


Gene No. 


86928 




Strand 




Start 


494 




End 


913 


Name 


OJ000122 36.0307 .C14 .ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


646 ~ 




End 


913 


ox 


none 




Score 


58 


F.xDns 


646. .777, 863. .913 








Seq, No. 


41852 




Seq. ID 


OJ000122_36.0307.C15 


Gene No. 


86929 




Strand 


+ 


Start 


1 




End 


264 


Name 


OJ000122 36.0307.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


264 


GI 


1777 1.R1084 




Score 


417 


Exons 


1. .264 






10 Homo sapiens PEXl 


GI Descrip. 


•6015437/cibj IAB008112.1 


IAB008112 2.0e- 



complete cds ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41852 
86930 
449 

OJ000122_36.0307.C15.ol.tm 
449 
none 



OJ000122 36.0307.C15 



1083 

TBLASTX: Maize 

1083 

64 



Seq. ID 
Strand 
End 

Method 
End 
Score 

449.-523, 580. .717, 594. .683, 597. .716, 597. .719, 598. .834, 
600. .731, 703. .873, 707. .829, 717. .839, 719. .841, 728. .835, 
729. .839, 732. .848, 733. .879, 733. .885, 753. .791, 753. .839, 
753. .851, 820. .924, 821. .913, 874. .966, 875. .964, 875. .973, 
901. .1053, 903. .1058, 904.. 1053, 909. .1061, 913.. 1062, 
928. .1047, 940. .1083, 957. .1076, 971. .1033 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End . 
Score 

1391.. 1577, 1963.. 2025, 2185.. 2268, 2652.. 2759, 2913.. 3085, 
4085. .4196, 4319. .4372 

'2384760 O.Oe+00 (AF016897) GDP dissociation inhibitor protein 
OsGDI2 [Oryza sativa] ' 



41853 
86931 
1391 

OJ000122_36.0307.C16.ol.gp 
1391 

775 2.R1084 



OJ000122_36.0307.C16 
+ 

4372 
AAT/GAP 
4372 
1418 



41853 
86931 
1391 

OJ000122_36.0307 .C16.ol.tc 
1485 



Seq. ID OJ000122_36.0307.C16 
Strand + 

4372 

TBLASTX: Cress 
4372 
149 



End 

Method 
End 

none Score 
1485.. 1580, 1520.. 1579, 1956.. 2021, 1957.. 2034, 1957.. 2025, 
2184.. 2267, 2185.. 2295, 2640.. 2762, 2645.. 2761, 2895.. 3086, 
2921. .3085, 4086. .4199, 4086. .4193, 4315. .4371, 4317.. 4370, 
4319. .4372 



Seq. No. 



41853 



Seq. ID OJ000122_36.0307.C16 



42069 



+ 

4372 

TBLASTX: Maize 

4372 

153 



Gene No. 86931 Strand 

Start 1391 End 

Name OJ000122_36 . 0307 . CI 6 . ol . tm Method 

Start 1488 End 

GI none Score 

Exons 1488., 1580, 1489.. 1518, 1520.. 1579, 1637.. 1672, 1685 

1956. .2021,- 1957. .2034, 1957.. 2025, 2183.. 2266, 2184 

2184. .2267, 2185. .2295, 2641. .2760, 2645. .2758, 2646 

2649. .2759, 2895. .3086, 2909. .3085, 4077. .4196, 4084 

4086. .4199, 4315. .4371, 4317. .4370, 4319. .4372 



,1714, 
,2267, 
,2762, 
,4194, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41853 
86931 
1391 

OJ000122_36.0307.C16.ol.ts 
1491 



Seq. ID OJ000122_36.0307.C16 
Strand + 

4372 

TBLASTX : Soybean 
4372 
149 



End 

Method 
End 

none Score 
1491.. 1580, 1491.. 1526, 1520.. 1579, 1956.. 2021, 1957.. 2034, 
2184. .2264, 2185. .2268, 2640. .2762, 2645. .2761, 2651. .2764, 
2895. .3086, 2910. .3083, 2915. .3085, 4086. .4199, 4086. .4193, 
4292. .4369, 4315. .4371, 4317. .4370, 4319. .4372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41853 
86931 
1391 

OJ000122_36.0307.C16.ol.tw 
1957 
none 



End 

Method 
End 
Score 

1957. .2034, 1957. .2025, 1971. .2027, 2181. .2267, 2184 
2185. .2295, 2645. .2758, 2646. .2762, 2649. .2759, 2895 
2909. .3037, 2910. .3047, 2962. .3048 



Seq. ID OJ000122_36.0307.C16 
Strand + 

4372 

TBLASTX: Wheat 
3048 
113 



.2267, 
.3047, 



Seq. No. 


41854 


Gene No. 


86932 


Start 


123 


Name 


OJ000122 


Start 


98 


GI 


none 


Exons 


98. .253, 




677. .751 


Seq. No. 


41854 


Gene No. 


86932 


Start 


123 


Name 


OJ000122 


Start 


107 


GI 


none 


Exons 


107. .253 


Seq. No. 


41854 


Gene No. 


86932 


Start 


123 


Name 


OJ000122 


Start 


113 


GI 


none 


Exons 


113. .253 




382. .615 



Seq. ID OJ000122_36.0307.C17 

Strand + 

End 1378 

Method TBLASTX : Cress 

End 761 

Score 183 



Seq. ID OJ000122_36.0307,C17 



Strand 
End 

Method 

End 

Score 



+ 

1378 

TBLASTX: Wheat 

458 

189 



253, 113. .253, 127. .321, 127. .264, 375. .458, 382. ,456 

Seq. ID OJ000122_36.0307.C17 

Strand + 

End 1378 

. 0307 . C17 . ol . tm Method TBLASTX : Maize 

End 1092 

Score 189 



42070 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons * 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41854 Seq. ID 

86932 Strand 
123 End 
OJ000122_36 . 0307 . C17 . ol . ts Method 
113 End 
none Score 

113. .253, 125. .253, 127. .255, 148. .255, 

382. .615, 678. .755, 678. .755, 679. .756 



OJ000122_36.0307.C17 
+ 

1378 

TBLASTX: Soybean 

756 

188 

210. .266, 375. .605, 



Seq. ID OJ000122_36.0307.C17 
Strand + 
End 1378 
Method AAT/GAP 
End 1378 
Score 1425 
123. .252, 381. .591, 679. .753, 1015. .1378 

'2384760 O.Oe+00 (AF016897) GDP dissociation inhibitor protein 
OsGDI2 [Oryza sativa] ' 



41854 
86932 
123 

OJ000122_36.0307.C17.ol.gp 
123 

775 2.R1084 



41855 Seq. ID 

86933 Strand 
1420 End 
OJ000122_36.0307 .C20,ol.gp Method 
1420 End 
LIB3477-006-P1-K1-D4 Score 
1420.. 1843 

•3297810/emb I CAA19868.il 5, 
[Arabidopsis thaliana] ' 

41856 Seq. ID 

86934 Strand 
44 6 End 
OJ000122_36 . 0307 . C23 . ol . tm Method 
44 6 End 
none Score 



OJ000122_36.0307 .C20 

1843 
AAT/GAP 
1843 
825 



Oe-17 (AL031032) putative protein 



OJ000122_36.0307.C23 
1036 

TBLASTX: Maize 

951 

291 



446. .658, 456. .665, 462.-659, 666. .713, 723. .950, 723. .944, 
749. .946, 760. .951 



41856 Seq. ID 

86934 Strand 

446 End 
OJ000122_36.0307.C23.ol.ts Method 

470 End 

none Score 

470. .655, 471. .656 

41856 

86934 Strand 

446 End 
OJ000122_36 . 0307 . C23 . ol . tw Method 

573 End 

none Score 



OJ000122_36.0307.C23 
1036 

TBLASTX: Soybean 

656 

190 . 



Seq. ID OJ000122_36.0307.C23 



1036 

TBLASTX: Wheat 

1036 

83 



573. .1022, 577. .675, 582. .1034, 736. .1026, 752. .1036 



41856 
86935 



Seq. ID 
Strand 



OJ000122 36.0307.C23 



42071 



start 
Name 
Start 
GI 

Exons 

Seq. No.. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



957 End . 

OJ000122_36 . 0307 . C23 . o2 . tm Method 

957 End 

none Score 
957.. 1256, 995.. 1303, 1530.. 1571 

41857 Seq. ID 

86936 Strand 

1471 End 

OJ000122_36.0307.C26.ol.ts Method 

1471 End 

none Score 
1471. .1644, 1472. .1645 

41857 Seq. ID 

86936 Strand 

1471 End 

OJ000122_36.0307.C26.ol.tc Method 

1480 End 

none Score 
1480. .1629, 1498.. 1608 

41857 Seq. ID 

86936 Strand 

1471 End 

OJ000122_36.0307.C26.ol.tm Method 

1483 End 

none Score 
1483. .1644, 1487. .1630 



1571 

TBLASTX: Maize 

1571 

485 



OJ000122_36.0307.C26 
1645 

TBLASTX : Soybean 

1645 

101 



OJ000122_36.0307.C26 
1645 

TBLASTX: Cress 

1629 

69 



OJ000122_36.0307.C26 
1645 

TBLASTX: Maize 

1644 

86 



OJ000122 36.0307.C31 



41858 Seq. ID 

86937 Strand 

1 End 160 

OJ000122_36 . 0307 . C31 . ol . gp Method AAT/GAP 

1 End 160 

1777_1.R1084 Score 293 
1. .160 

•6015437/dbj IAB008112.1IAB008112 2.0e-10 Homo sapiens PEXl mRNA, 
complete cds ' 



41859 
86938 
3 

OJ000122_36.0307.C34.ol.ts 
3 

none 

3. .437, 10. .285, 260. .343 

41859 
86938 
3 

OJ000122_36.0307.C34.o2.tm 
3 

none 

3. ,332, 10. .291 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_36.0307.C34 
746 

TBLASTX : Soybean 

437 

151 



OJ000122_36.0307.C34 
746 

TBLASTX: Maize 

332 

159 



Seq. No. 



41859 



Seq. ID OJ000122_36. 0307,034 



42072 




Gene No. 


86938 




Strand 






Start 


3 




End 


746 




Name 


OJ000122 36. 0307 .C34 .ol. 


tc 


Method 


TBLASTX: Cress 




Start 


198 




End 


581 




GI 


none 




Score 


120 




Exons 


198. .581, 219. .569 










Seq. No. 


41859 




Seq. ID 


OJ000122_36.0307 


-C34 


Gene No. 


86938 




Strand 






Start 


3 




End 


746 




Naitie 


OJ000122 36.0307.C34.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


315 




End 


746 




GI 


none 




Score 


110 




Exons 


315. .626, 331. .597, 375. 


.491, 


657. .746 






Seq. No. 


41859 




Seq. ID 


OJ000122_36.0307 


.C34 


Gene No. 


86938 




Strand 






Start 


3 




End 


746 




Name 


OJ000122 36.0307.C34.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


354 




End 


734 




GI 


none 




Score 


440 




Exons 


354. .734, 355. .732 










Seq. No. 


41860 




Seq. ID 


OJ000122_36.0307 


.C35 


Gene No. 


86939 




Strand 






Start 


645 




End 


800 




Name 


OJ000122 36.0307.C35.ol. 


OP 


Method 


AAT/GAP 




Start 


645 ~ 




End 


800 




GI 


none 




Score 


276 




Exons 


645. .800 










Seq. No. 


41860 




Seq. ID 


OJ000122_36.0307 


.C35 


Gene No. 


86939 




Strand 






Start 


645 




End 


800 




Name 


OJ000122 36.0307.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


649 




End 


800 




GI 


none 




Score 


152 




Exons 


649. .786, 653. .799, 654. 


.800, 


654. .800 






Seq. No. 


41861 




Seq. ID 


OJ000122_36,0307 


.C39 


Gene No. 


86940 




Strand 






Start 


730 




End 
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GI 
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Seq. ID OJ000122_36.0307.C43 

Strand + 
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End 2787 
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Seq, ID OJ000122_36.0307.C43 

Strand + 
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Method TBLASTX : Soybean 

End 2892 
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TBLASTX: Maize 
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Seq. ID OJ000122_36.0307.C43 
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End 3546 
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Seq. ID OJ000122_36.0307.C43 
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3525.. 3629, 3526.. 3654 

Seq. ID OJ000122_36.0307.C45 
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Seq. ID OJ000122_36.0307.C45 

Strand + 
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Seq. ID OJ000122_39.0308.C1 
Strand 
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41869 
86957 
1 

OJ000122_39.0308.C7.ol.gp 
1 
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l'. .208 

41869 
86958 
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OJ000122_39.0308.C7.ol.tm 

1684 
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Strand 
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Method 
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Seq. ID OJ000122_39.0308.C7 
Strand 
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Method TBLASTX: Maize 

End 3048 
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S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 
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86960 Strand 
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DNA, chromosome 1, clone : P0711E10 ' 



OJ000122_39.0308.C11 
+ 

3706 
AAT/GAP 
3706 
653 



41872 Seq. ID 

86961 Strand 

447 End 
OJ000122_39 . 0308 . C14 . ol . gp Method 

447 End 

700823 Score 
447. .566 



OJ000122_39.0308.C14 

+' 

566 

AAT/GAP 

566 

220 



Seq. No. 


41873 






Seq. ID 


OJ000122_39.0308.C17 


Gene No. 


86962 






Strand 


+ 


Start 


3381 






End 


3941 


Name 


OJ000122 39 


.0308,C17.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1904 






End 


2530 


GI 


none 






Score 


96 


Exons 


1904. .1945, 


2009. .2092, 


2186. 


.2284, 2330. .2530, 2331. .2465 


Seq. No. 


41873 






Seq. ID 


OJ000122_39.0308.C17 


Gene No. 


86962 






Strand 


+ 


Start 


3381 






End 


3941 



42080 




NcLine 


OJ000122 39. 


0308 


.C17.01 


. ts 


Method 


TBLASTX: Soybean 


Start 


1988 








End 


2530 


GI 


none 








Score 


79 


Exons 


1988. .2092, 


2186 


. .2266, 


2283. 


.2420, 2297.. 2530 


Seq. No, 


41873 








Seq. ID 


OJ000122_39. 0308. 017 


Gene No. 


86962 








Strand 


+ 


Start 


3381 








End 


3941 


Name 


OJ000122 39. 


0308 


.017. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2006 








End 


2530 


GI 


none 








Score 


46 


Exons 


2006. .2092, 


2042 


. .2095, 


2186. 


.2284, 2193. .2288, 2303. .2401, 




2310. .2423, 


2397 


. .2513, 


2402. 


.2530 




Seq. No. 


41873 








Seq. ID 


OJ000122_39. 0308. 017 


Gene No. 


86962 








Strand 


+ 


Start 


3381 








End 


3941 


Name 


OJ000122 39. 


0308 


.C17.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


2006 








End 


2530. 


GI 


none 








Score 


52 


Exons 


2006. .2092, 


2028 


. .2090, 


2186. 


.2317, 2193.. 2288, 2303.. 2530, 




2310. .2471 












Seq. No. 


41873 








Seq. ID 


OJ000122_39. 0308. 017 


Gene No. 


86962 








Strand 


+ 


Start 


3381 








End 


3941 


Name 


OJ000122 39. 


0308 


.C17.01 


.gp 


Method 


AAT/GAP 


Start 


3381 








End 


3941 


GI 


342 1.R1084 








Score 


740 


Exons 


3381. .3941 












GI Descrip. 


M574406/gb IAAD24042.il 


O.Oe+00 (AF121139) RIM2 protein [Or; 




sativa] * 












Seq. No. 


41873 








Seq. ID 


OJ000122_39. 0308.017 


Gene No. 


86962 








Strand 


+ 


Start 


3381 








End 


3941 


Name 


OJ000122 39. 


0308 


.C17.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


3683 








End 


3940 


GI 


none 








Score' 


91 


Exons 


3683. .3835, 


3702 


. .3821, 


3818. 


.3940, 3826.. 3936 


Seq. No. 


41874 








Seq. ID 


OJ000122_39. 0308. 022 


Gene No. 


86963 








Strand 


+ 


Start 


1580 








End 


1857 


Name 


OJ000122 39. 


0308 


.C22.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1224 








End 


1550 


GI 


none 








Score 


188 


Exons 


1224. .1373, 


1225 


. .1374, 


1291. 


.1374, 1491. .1550, 1496. .1549 


Seq. No. 


41874 








Seq. ID 


OJ000122_39. 0308.022 


Gene No. 


86963 








Strand 


+ 


Start 


1580 








End 


1857 


Name 


OJ000122 39. 


0308 


.022. ol 


.gp 


Method 


AAT/GAP 


Start 


1580 








End 


1857 


GI 


5851098 








Score 


479 


Exons 


1580. .1857 













42081 



Seq. No. 


41875 




Gene No. 


86964 




Start 






Name 




tut 


Start 


449 




GI 


none 




Exons 






Seq. No. 


y| T O T C 

41870 




Gene No. 


86964 




Start 


1650 




Name 




tw 


Start 






GI 


none 




Exons 


T/ra TQQ Tn/i 7QQ 7fi^ 


. 0 o J , 








Seq. No. 


4 1875 




Gene No. 


86964 




Start 


1650 




Name 


OJ000122 39.0308 .C23.01 


gp 


Start 


-1650 




GI 


2798991 




Exons 


1650. .2096, 2215. .2281 




GI Descrip. 


3402815/emb 1 AJ007829 1 CVE7829 


Seq. No. 


41875 




Gene No. 


86964 




Start 


1650 




Name 


OJ000122 39.0308.C23.ol 


.tm 


Start 


1879 




GI 


none 




Exons 


1879. .1956, 1882. .1920, 


1886. 




1953.. 2120, 1958.. 2119, 


2217. 


Seq. No. 


41875 




Gene No. 


86964 




otart 


1650 




Name 


OJ000122 39.0308.C23.ol 


.tc 


Start 


1950 




GI 


none 




Exons 


1950.. 2102, 1958.. 2095, 


2220. 


Seq. No. 


41875 




Gene No. 


86964 




Start 


1650 




Name 


OJ000122 39.0308.C23.ol 


.ts 


Start 


1953 




GI 


none 




Exons 


1953. .2102, 1958. .2098, 


2220. 


Seq. No. 


41876 




Gene No. 


86965 




Start 


177 




Name 


OJ000122 39.0308.C24.ol 


.tc 


Start 


177 




GI 


none 





Seq. ID OJ000122_39.0308.C23 
Strand 

End 2297 

Method TBLASTX : Wheat 

End 616 

Score 177 



Seq. ID OJ000122_39.0308.C23 
Strand 

End 2297 

Method TBLASTX : Wheat 

End 1080 

Score 82 

787. .894, 788. .895, 916. .1080, 



Seq. ID OJ000122_39.0308.C23 
Strand 

End. 2297 

Method AAT/GAP 

End 2281 

Score 876 

l.Oe-20 Cloning Vector pGreen 

Seq. ID OJ000122_39.0308.C23 
Strand 

End 2297 

Method TBLASTX : Maize 

End 2297 

Score 55 

.1921, 1902. .2087, 1945. .2115, 
.2297, 2218.. 2295 

Seq. ID OJ000122_39.0308.C23 
Strand 

End 2297 

Method TBLASTX : Cress 

End ' 2294 

Score 111 
.2270, 2253.. 2294 

Seq. ID OJ000122_39.0308.C23 
Strand 

End 2297 

Method TBLASTX : Soybean 

End 2297 

Score 114 

.2261, 2230.. 2262, 2253.. 2297 

Seq. ID OJ000122_39.0308.C24 
Strand 

End 1553 

Method TBLASTX : Cress 

End 634 

Score 4 0 



42082 



P" von Q 


177. .224, 194. .223, 218. 




407. .526, 408. .539, 414. 




41876 




86965 


Start 


177 


Name 


OJ000122 39.0308.C24.O1.1 




177 




none 


C von c3 


177 326, 188.. 328, 188. 




414. .689, 415. .690, 1139 




1141. .1263, 1445. .1510, 


Seq. No. 


41876 


Gene No. 


86965 


Start 


177 


Name 


OJ000122 39.0308.C24.ol. 




228 ~ 




none 


Exons 


228. .320, 233.-325, 234. 


Seq. No. 


41877 


Gene No. 


86966 


Start 


620 


Name 


OJ000122 39 0308.C26.ol. 








non ^ 


p. vnns 


620. .769, 624. .755, 625. 


Seq. No. 


41877 


Gene No. 


86967 


Start 


1069 


LN a.1 lie 


OJ000122 39.0308.C26.ol. 




1069 ~ 




none 


Exons 


1069. .1257, 1073. .1189, 


O e ^ . IN vj . 


41877 




86967 


Start 


1069 


Name 


OJ000122 39.0308.C26.o2. 


Start 


1096 


GI 


none 


F von Q 


1096 1212. 1097.. 1189, 




1605. .1706, 1613. .1816, 




2687. .2719 


Cfirr Wo 


41877 


Gene No. 


86968 


Start 


3409 


Name 


OJ000122 39.0308.C26.o3. 


Start 


3409 


GI 


none 


Exons 


3409. .3588, 3419. .3595, 




3653.-3682, 3678. .3797, 


Seq. No. 


41878 



Seq. ID OJ000122_39.0308.C24 
Strand 

End 1553 

Method TBLASTX : Mai ze 

End 1553 

Score 199 



Seq. ID OJ000122_39.0308.C24 
Strand 

End 1553 

Method TBLASTX : Soybean 

End 526 

Score 98 " 



Seq. ID OJ000122_39.0308.C26 
Strand 

End 999 

Method TBLASTX : Mai ze 

End 999 

Score 100 



Seq. ID OJ000122_39.0308.C26 
Strand 

End 2719 

Method TBLASTX : Cress 

End 1834 

Score 72 



Seq. ID OJ000122_39.0308.C26 
Strand 

End 2719 

Method TBLASTX : Mai ze 

End 2719 

Score 98 



Seq. ID OJ000122_39.0308.C26 
Strand 

End 37 97 

Method TBLASTX : Mai ze 

End 3797 

Score 133 



Seq. ID OJ000122_39.0308.C32 



42083 




Gene No. 


86969 








Strand 




Start 


203 








End 


568 


Name 


OJ000122 39. 


0308. 


C32.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


203 








End 


568 


GI 


none 








Score 


228 


Exons 


203. .568, 361. .558 








Seq. No. 


41878 








Seq. ID 


OJ000122_39.0308.C32 


Gene No. 


86969 








Strand 




Start 


203 








End 


568 


Name 


OJ000122 39. 


0308. 


C32.01 


. tm 


Method 


TBLASTX: Maize 


Start 


220 








End 


544 


GI 


none 








Score 


340 


Exons 


220. .543, 221. .544 








Seq. No. 


4 lo / y 








Seq. ID 


OJ000122_39.0308.C36 


Gene No. 


od970 








Strand 




Start 


O T O A 








End 


3791 


Name 


ojoooi^z jy. 


A O A O 


Cod . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


o n A A 

2720 








End 


3685 


GI 


none 








Score 


65 


Exons 


ATOA 001C 

2720 . .2815, 


2754 . 


. 2816, 


2843. 


.2962, 2916.. 2960, 2930.. 2962, 




3059. .3136, 


3066. 


.3125, 


3092. 


.3136, 3158. .3427, 3186. .3413, 




3438. .3677, 


3440. 


.3487, 


3476. 


.3685 




Seq. No. 


41879 








Seq. ID 


OJ000122_39.0308.C36 


Gene No. 


O AT A 

86970 








Strand 




Start 


2720 








End 


3791 


Name 


T A A A 1 A A OA 

OJ000122 Jy. 


A O A O 


Cod . 01 


.tc 


Method 


TBLASTX: Cress 


Start 


2753 








End 


3433 


GI 


none 








Score 


48 


Exons 


2753. .2836, 


2837. 


.2962, 


2916. 


.2960, 3059.. 3139, 3066.. 3116, 




3149. .3433, 


3186. 


.3410 








Seq. No. 


4io /y 








Seq. ID 


OJ000122_39.0308.C36 


Gene No. 


O /" AT A 

86970 








Strand 




Start 


A T A A 

2720 








End 


3791 


Name 


OJ000122 39. 


0308. 


036. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2753 








End 


3764 


GI 


none 








Score 


46 


Exons 


2753. .2821, 


2754. 


.2816, 


2843. 


.2962, 2916. .2960, 3059. .3139, 




3066. .3125, 


3158. 


.3256, 


3177. 


-3278, 3252.. 3458, 3257. .3457, 




3476. .3763, 


3480. 


.3764 








Seq. No. 


41879 








Seq. ID 


OJ000122_39.0308.C36 


Gene No. 


86970 








Strand 




Start 


2720 








End 


3791 


Name 


OJ000122 39. 


0308. 


C36.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


2843 








End 


3791 


GI 


none 








Score 


37 


Exons 


2843. .2962, 


3059. 


.3139, 


3092. 


.3142, 3149.. 3433, 3195.. 3275, 




3354. .3428, 


3474. 


.3743, 


3476. 


.3733, 3726.. 3791 


Seq. No. 


41879 








Seq. ID 


OJ000122_39.0308.C36 


Gene No. 


86970 








Strand 




Start 


2720 








End 


3791 


Name 


OJ000122 39. 


0308. 


C36.02 


.to 


Method 


TBLASTX: Cress 



42084 



start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



3488 
none 

3488. .3733, 



End 
Score 



3734 
199 



3489.-3734 



Seq. ID OJ000122_39.0308.C39 

Strand + 

End 2525 

Method AAT/GAP 

End 2525 

Score 2575 



41880 
86971 
893 

OJ000122_39 . 0308 . C39 . ol . gp 
893 

342_1.R1084 
893. .2525 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
satiya] ' 



O C 4^ • LN*^ . 


41880 








Seq. ID 


OJ000122_39 . 0308 .C39 




86971 








Strand 


+ 


Start 


893 








End 


2525 


Name 


OJ000122 39. 


0308 


.039. o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1195 








End 


1596 




none 








Score 


102 




1195 1347, 


1214 


. . 1333, 


1330. 


.1581, 1338. .1580, 1339. .1596, 




1341 .1583, 


1349 


. . 1591 










41880 








- Seq. ID 


OJ000122_39.0308.C39 




86971 








Strand 


+ 




893 








End 


2525 




OJ000122 39. 


0308 


.039. ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


1513 








End 


1941 


GI 


none 








Score 


86 


P von ^ 


1513. .1587, 


1645 


. .1941, 


1702. 


.1923 




Qfirr No 


41880 








Seq. ID 


OJ000122_39 . 0308 .C39 




86971 








Strand 


+ 


Start 


893 








End 


2525 


Name 


OJ000122 39 


0308 


.039.01 


tc 


Method 


TBLASTX: Cress 


Start 


1680 








End 


2022 


GI 


none 








Score 


284 


Exons 


1680. .1826, 


1681 


. .2022, 


1875. 


.2003 




Seq. No. 


41880 








Seq. ID 


OJ000122_39.0308.C39 


Gene No. 


86971 








Strand 


+ 


Start 


893 








End 


2525 


Name 


OJ000122 39 


.0308 


.039.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


1809 








End 


2279 


GI 


none 








Score 


68 


Exons 


1809. .1862, 


1810 


. .1866, 


1863. 


.1964, 1864. .1968, 1864. .1986, 




1972. .2070, 


1977 


. .2069, 


1980. 


.2072, 2050. .2274, 2073. .2279, 




2175. .2279 












Seq. No, 


41880 








Seq. ID 


OJ000122_39.0308.C39 


Gene No. 


86971 








Strand 


+ 


Start 


893 








End 


2525 


Name 


OJ000122 39 


.0308 


.039.01 


.tm 


Method 


TBLASTX: Maize 


Start 


1855 








End 


2313 


GI 


none 








Score 


227 


Exons 


1855. .2109, 


1867 


. .2109, 


2119. 


.2313 





42085 





Seq. No. 


41880 




Gene No. 


86971 




Start 


893 




Name 


Ojb00122 39.0308.C39.o2.ts 




Start 


2143 




GI 


none 




Exons 


2143. .2385 




Seq. No. 


41881 




Gene No. 


86972 




Start 


1 




Name 


OJ000122 39.0308.C40.o2.tw 




Start 


1 




GI 


none 




Exons 


1..201, 3. .161, 14. .202, 229.. 




Spn No . 


41881 




fipnp No . 


86973 




start 


316 




Name 


OJ000122_39.0308 .C40.ol.tw 




Start 


316 




GI 


none 




Exons 


316.. 501, 321.. 422, 321.. 800, 






787. .1206, 794.. 1222, 795.. 12; 






1255.. 1278, 1280.. 1375, 1284. 






1391. .1471, 1488. .1541, 1489. 


= : r 


Seq. No. 


41881 




Gene No. 


86973 


LJ 


Start 


316 




Name 


OJ000122 39.0308.C40.ol.tm 


rjs 


Start 


364 




GI 


none 




Exons 


364.. 678, 375.. 677 




Seq. No . 


41881 




Gene No. 


86973 


'%J 


Start 


316 




Name 


OJ000122 39.0308.C40.ol.tc 




Start 


609 




GI 


none 




Exons 


609.. 800, 613.. 747, 647.. 766, 






903. .1055 




Seq. No. 


41882 




Gene No. 


86974 




Start 


1155 




Name 


OJ000122 39.0308.C41.ol.tw 




Start 


1155 




GI 


none 




Exons 


1155.. 1391, 1155.. 1349, 1256. 




Seq. No. 


41883 




Gene No. 


86975 




Start 


2223 




Name 


OJ000122 39.0308.C43.o2.tw 




Start 


2223 



Seq. ID OJ000122_39.0308.C39 

Strand + 

End 2525 

Method TBLASTX : Soybean 

End 2385 

Score 200 



Seq. ID OJ000122_39.0308.C40 
Strand 

End 315 

Method TBLASTX : Wheat 

End 315 

Score 251 



Seq. ID OJ000122_39.0308.C40 
Strand 

End 1658 

Method TBLASTX : Wheat 

End 1658 

Score 72 



Seq. ID OJ000122_39.0308.C40 
Strand 

End 1658 

Method TBLASTX: Maize 

End 678 

Score 293 



Seq. ID OJ000122_39.0308.C40 
Strand 

End 1658 

Method TBLASTX : Cress 

End 1055 

Score 164 



Seq. ID OJ000122_39.0308.C41 
Strand 

End 1556 

Method TBLASTX : Wheat 

End 1556 

Score 215 



Seq. ID OJ000122_39.0308.C43 
Strand 

End 3203 

Method TBLASTX : Wheat 

End 2816 



42086 




vjX 


non o 








Score 


229 




2223 2513 


2225 . 


.2515/ 


2571 . 


.2687, 2574.. 2672, 2691.. 2816, 




2708 2815 












Seq. No. 


41883 








Seq. ID 


OJ000122 39.0308.C43 


Gene No. 


86975 








Stran(d 




O U O J- u 


2223 








End 


3203 


Nd-iue 


OJ000122 39 


0308 . 


C43 . ol 


. ts 


' Method 


TBLASTX : Soybean 


O oi. u 


2241 ~~ 








End 


2513 




none 








Score 


292 




2941 2513 


2258 . 


. 2506 








Seq. No. - 


41883 








Seq. ID 


OJ000122 39.0308.C43 


Gene No. 


86975 








Strand 






2223 








End 


3203 


Ma mo 


OJ000122 39 


0308 . 


C43 o2 


. ts 


Mpthod 


TBLASTX : Soybean 


q-f- a y^f- 

o L. ax u 


2556 ~~ 
^ «^ \^ 








End 


2831 


ox 


non ^ 








Score 


221 


von Q 


2556 2831 


2591 . 


.2830 








Seq. No. 


41883 








Seq. ID 


OJ000122 39.0308.C43 


Gene No. 


86975 








rand 




Start" 


2223 








End 


3203 


NcLine 


n.Tnnm22 39 


0308 . 


C43 . o2 


. tc 


Mp+" Vi oH 


TBLA55TX • Crpss 


o LcLX L 


95ftn ~~ 








End 


2912 


oX 


none • 








S cor e 


288 


Hxons 


9Rftn 9Q1 2 


2666. 


.2716, 


27 50 


.2857 




o6q . * 


41 ftfi3 

f± XO O J 








Seq. ID 


OJ000122_39.0308-C43 


Gene No. 


86975 








Strand 




Start 


2223 








End 


3203 




OJ000122 39 


0308.C43.o2 


. tm 


Method 


TBLASTX: Maize 


q-hflrl- 

O L-dX L. 


2718 ~ 








End 


3203 




non 








Score 


102 


von a 


271ft 2ft22 


2726. 


.2821, 


2825 . 


.2917, 2829. .2918, 2986. .3021, 




3ni 5 3062 


3063. 


.3110, 


3110 . 


.3199, 3114.. 3203/ 




41883 








Seq. ID 


OJ000122_39.0308.C43 


Gene No. 


86975 








Strand 




Start 


2223 








End 


3203 


Name 


OJ000122 39 


0308. 


C43.03 


. tw 


Method 


TBLASTX: Wheat 


<^-t- Art 
o L. ax u 


2817 "~ 








End 


3152 


VJX 


nono 








Score 


57 


P von c; 


2817 2858 


2862. 


.2960, 


2864 . 


.2959, 3006. .3104, 3017. .3088, 




3114 3152 












Seq. No. 


41883 








Seq. ID 


OJ000122_39.0308.C43 


Gene No. 


86976 








Strand 




Start 


3708 








End 


4925 


Name 


OJ000122 39 


0308. 


C43.01 


. tm 


Method 


TBLASTX: Maize 


q+- a -rt 

O L.aX L 


370R ~~ 








End 


4091 


GI 


none 








Score 


59 


Exons 


3708. .3776, 


3776. 


.4090, 


3111. 


.4091 




Seq. No. 


41883 








Seq. ID 


OJ000122_39.0308.C43 


Gene No. 


86976 








Strand 




Start 


3708 








End 


4925 



42087 





O1TOOOI22 39 


0308 C43 ol tw 


Method 


TBLASTX: Wheat 






3732 ~" 




End 


4865 






Tl /-\ 7-1 0 




Score 


551 




Sxons 


'^7'^2 444ft 


3785 4360 4457 


.4639, 4467. .4655, 4632.-4733, 




4fi4? 47fiP 


4764 4865 4766 


.4858 






Seq. No. 


41883 




Seq. ID 


OJ000122 39 0308 


.C43 


Gene No. 


86976 




q-j- r^infi 
0 L. X a 1 L\Ji 








3708 




End 


4925 




N3in.e 


OJ000122 39 


0308 C43 ol tc 


Lie 


TBLASTX • Cress 




O L.C1X 


4093 ~ 
1 u ^ 




End 


4448 






none 




Score 


317 






4023 4448. 


4031 4360 








Seq. No. 


41883 




Seq, ID 


OJ000122_39.0308 


.C43 


Gene No. 


86976 




Strand 








3708 




End 


4925 




N3ITI6 


OJ000122 39 


0308 C43 o3 tm 


Method 


TBLASTX: Maize 






4341 ~~ 

1 «J *3 X 




End 


4631 










Score 


146 ■ 




Exons 


4341 4511 


4389 4505- 4523. 


..4630, 4524. .4631 




Seq. No. 


41883 




Seq. ID 


OJ000122_39.0308 


.C43 


Gene No. 


86976 




Strand 






0 Lax U 


3708 




End 


4 925 




Name 




0308 r43 n3 t«; 


Method 


TBLASTX: Soybean 






471 3 ~ 




End 


4925 






none 




Score 


187 




Exons 


4713 4 Q9S 


471 3 4871 










4 1 ftft4 

*3 J. 0 0 'i 




Seq. ID 


OJ000122_32.0315 


.CI 


Gene No. 


86977 




Strand 






Start 


1 




End 


2384 






OJ000122 32 


.0315.Cl.ol.np 


Method 


AAT/NAP 






1 ~ 

X 




End 


2384 






799ft4 ^fi 




Score 


3143 




Exons 


1 23fi4 












^ APOOI 3fifi^ 

\ r\u \j\f ^ ^ \j \j j 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41884 




Seq. ID 


OJ000122_32.0315 


.CI 


Gene No. 


86977 




Strand 








1 




End 


2384 




IN dllLC 


OJ000122 32 


.0315.Cl.ol.gs 


Method 


GENSCAN 




q4-a ri- 
0 LdX u 


49 




End 


2216 




uX 


none 




Score 


.74 




Exons 


49. .614, 717. .1818, 2014. .2216 






0 * LN L/ . 


41885 




Seq. ID 


OJ000122_32.0315 


.C2 


Gene No. 


86978 




Strand 


+ 




Start 


1 




End 


2039 




Name 


OJ000122 32 


.0315.C2.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


2039 




GI 


5042454 




Score 


215 




Exons 


1..89, 267. 


.501, 719. .837, 1407. .1583, 


1979. .2039 




GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 




Seq. No. 


41885 




Seq. ID 


OJ000122_32.0315 


.C2 



42088 



Gene No. 


86979 


Strand 




Start 


1 


End 


464 


Name 


OJ000122 32.0315.C2.ol.np . 


Method 


AAT/NAP 




1 


End 


464 




7228456 


Score 


786 


Exons 


1. .464 








(AP001366) hypothetical protein [Oryza 


o a. L, X V ci J 


Seq. No. 


41886 


Seq. ID 


OJ000122 


Gene No. 


.86980 


Strand 




oL.a.1. U 




End 


5801 


Naiue 


OJ000122 32.0315.C3.o2.gs 


Method 


GENSCAN 


Q-t- a vi- 


5262 


End 


5801 


CT 
oX 


none 


Score 


. 94 


Exons 


5262.. 5410, 5662.. 5801 






oeq • iNo • 


41887 


Seq. ID 


OJ000122 


Gene No. 


86981 


Strand 


+ 


Start 


12140 


End 


14727 




OJ000122 32.0315.C5.o2.gs 


Method 


GENSCAN 


o cari- 


12140 


End 


14727 




none 


Score 


.93 


Exons 


12140. .12290, 12354. .12617, 


12788. .12937, 13020 




13375. .13556, 14502.. 14727 






beq. iNO. 


41887 


Seq. ID 


OJ000122 




86982 


Strand 




Start 


1056 


End 


10643 


Name 


OJ000122 32.0315.C5.ol.gs 


Method 


GENSCAN 


Start 


1056 


End 


10643 


GI 


none 


Score 


.41 


Exons 


1056. .1147, 1349, .1501, 2181 


..2371, 3072. .3271, 




4131. .4211, 4467. .4620, 4780 


..5286, 7640. .8091, 



32. 0315. C3 



.13256, 



.3926, 
.9506, 



9963.. 10120, 10132. .10308, 10583.. 10643 



Seq. No. 


41887 








Seq. ID 


OJ000122_32.0315 


.C5 


Gene No. 


86982 








Strand 






Start 


1056 








End 


10643 




Name 


OJ000122 32 


.0315 


.C5.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


3589 








End 


3984 




GI 


none 








Score 


66 




Exons 


3589. .3768, 


3608 


. .3697, 


3811. 


.3984 






Seq. No. 


41887 








Seq. ID 


OJ000122_32.0315 


.C5 


Gene No. 


86982 








Strand 






Start 


1056 








End 


10643 




Name 


OJ000122 32 


.0315 


.C5.01. 


tc 


Method 


TBLASTX: Cress 




Start 


4753 








End 


5040 




GI 


none 








Score 


186 




Exons 


4753. .5040 














Seq. No. 


41887 








Seq. ID 


OJ000122_32.0315 


.C5 


Gene No. 


86982 








Strand 






Start 


1056 








End 


10643 




Name 


OJ000122 32 


.0315 


.C5.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


4759 








End 


5187 




GI 


none 








Score 


108 





42089 



Exons 



4759.. 4866, 4840.. 5055/ 5071.. 5187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
13 start 
^3 Name 
rS Start 

gi 

If Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41887 Seq. ID 

86982 Strand 

1056 End 

OJ000122_32 . 0315 . C5 . ol . ts Method 

4777 End 

none Score 

4777. .5055, 5083. .5187 



OJ000122_32.0315.C5 
10643 

TBLASTX: Soybean 

5187 

71 



OJ000122 32. 0315. C5 



41887 Seq. ID 

86982 Strand 

1056 End 10643 

OJ000122_32.0315.C5.ol.gp Method AAT/GAP 

5838 End 6161 

4879016 Score 516 
5838. .6161 

6041757/gb|AC011806.1|AC011806 O.Oe+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



41887 


Seq. ID 


OJ000122_ 


86983 


Strand ' 




14472 


End 


14789 


OJ000122 32.0315.C5.o2.tw 


Method 


TBLASTX :W] 


14472 


End 


14789 


none 


Score 


210 


14472. .14537, 14537 .. 14770, 


14538. .14789, 14550. 


14551. .14772 






41888 


Seq. ID 


OJ000122_ 


86984 


Strand 


+ 


2672 


End 


3217 


OJ000122 32.0315.C6.ol.np 


Method 


AAT/NAP 


2672 


End 


3217 


6539585 


Score 


180 


2672.. 2840, 3139.. 3217 




sativa] 


{AP000837) hypothetical protein [Oryza 


41889 


Seq. ID 


OJ000122_ 


86985 


Strand 


+ 


726 


End 


4365 


OJ000122 32.0315.C7.ol.np 


Method 


AAT/NAP 


726 


End 


3652 


5257262 


Score 


47 


726. .749, 2134. .2271, 3630. 


.3652 


sativa] 


(AP000364) hypothetical protein [Oryza 


41889 


Seq. ID 


OJ000122_ 


86985 


Strand 


+ 


726 


End 


4365 


OJ000122 32.0315.C7.ol.gs 


Method 


GENSCAN 


922 


End 


4365 


none 


Score 


.6 



32. 0315. C6 



922. .1345, 1516. .1671, 1755. .1991, 2099. .2280, 
4^52. .4365 



4015. .4107, 



42090 




.Seq. No. 


41890 


Seq. ID 


OJ000122_32.0315.C8 


Gene No. 


86986 


Strand 


+ 


Start ^ 


3004 


End 


6414 


Name 


OJ000122 32.0315.C8.ol.np 


Method 


AAT/NAP 


Start 


3004 


End 


6414 


GI 


5923669 


Score 


588 


Excns 


3004.. 3027, 4505.. 4782, 4900. 


.6414 




GI Descrip. 


(AC009326) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41890 


Seq. ID 


OJ000122_32.0315.C8 


Gene No. 


86986 


Strand 


+ 


Start 


3004 


End 


6414 


Name 


OJ000122 32.0315.C8.ol.gs 


Method 


GENSCAN 


Start 


4250 


End 


6397 


GI 


none 


Score 


.53 


Exons 


4250.. 5450, 6030.. 6167, 6234. 


.6397 




Seq. No. 


41890 


Seq. ID 


OJ000122_32.0315.C8 


Gene No. 


86986 


Strand 


+ 


Start 


3004 


End 


6414 


Name 


OJ000122 32.0315.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


4820 


End 


6373 


GI 


none 


Score 


70 


Exons 


4820.. 4903, 4968.. 5042, 5510. 


.5599, 5573.. 5701, 5710.. 5877, 



5759.. 6064, 6002.. 6373, 6010.. 6168 



Seq. No. 


41891 


Seq. ID 


OJ000122_32.0315 


.C9 


Gene No. 


86987 


Strand 


+ 




Start 


1 


End 


395 




Name 


OJ000122 32.0315.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


378 




GI 


4263522 


Score 


383 




Exons 


1. .378 








GI Descrip. 


(AC004044) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


41891 


Seq. ID 


OJ000122_32.0315 


.C9 


Gene No. 


86987 


Strand 


+ 




Start 


1 


End 


395 




Name 


OJ000122 32.0315.C9.ol,tc 


Method 


TBLASTX: Cress 




Start 


24 


End 


381 




GI 


none 


Score 


388 




Exons 


24. .380, 25. .381 








Seq. No. 


41891 


Seq. ID 


OJ000122_32.0315 


.C9 


Gene No. 


86987 


Strand 


+ 




Start 


1 


End 


395 




Name 


OJ000122 32.0315.C9.ol.gs 


Method 


GENSCAN 




Start 


53 


End 


381 




GI 


none 


Score 


.47 




Exons 


53. .381 








Seq. No. 


41891 


Seq. ID 


OJ000122_32.0315 


.C9 


Gene No. 


86987 


Strand 


+ 




Start 


1 


End 


395 




Name 


OJ000122 32.0315,C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


87 


End 


391 




GI 


none 


-Score 


146 





42091 



Exons 



87. .380, 88. .381, 97. .378, 225. .380, 323. .391 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 



41891 




Seq. ID 


OJ000122_32.0315.C9 


86987 




Strand 


+ 


1 




End 


395 


OJ000122 32.0315. 


C9.ol. tm 


Method 


TBLASTX: Maize 


91 




End 


395 


none 




Score 


338 


91. .381, 100. .198 


, 219.. 380, 


228. .395 




41892 




Seq. ID 


OJ000122_32. 0315. CIO 


86988 




Strand 


+ 


2166 




End 


2387 


OJ000122 32.0315. 


ClO.ol.gs 


Method 


GENSCAN 


2166 




End 


2387 


none 




Score 


.99 


2166. .2387 








41892 




Seq. ID 


OJ000122_32 . 0315 .CIO 


86989 




Strand 




7802 




End 


8886 


OJ000122 32.0315. 


ClO.ol.gp 


Method 


AAT/GAP 


7650 




End 


8886 


2-1278 1.R1084 




Score 


1469 


7650.. 8075, 8173. 


.8234, 8359 


..8496, 8618. .8755, 8862. .8886 



41892 
86989 
7802 

OJ000122_32 . 0315 . CIO . ol . tm 

7793 

none 



Exons 


7793. .8077, 


7794. 


.8078, 


8172 




8357. .8416, 


8359. 


.8499, 


8615 


Seq. No. 


41892 








Gene No. 


86989 








Start 


7802 








Name 


OJ000122 32 


.0315. 


ClO.ol. 


-ts 


Start 


7802 








GI 


none 








Exons , 


7802. .8077, 


7806. 


.8078, 


8172 




8359. .8499, 


8607. 


.8681, 


8615 


Seq. No. 


41892 








Gene No. 


86989 








Start 


7802 








Name 


OJ000122 32 


.0315. 


C10.O2 


. gs 


Start 


7802 








GI 


none 








Exons 


7802. .8075, 


8396. 


.8496, 


8618 


Seq. No. 


41892 








Gene No. 


86989 








Start 


7802 








Name 


OJ000122 32 


.0315. 


ClO.ol 


.np 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method TBLASTX: Maize 

End 8875 

Score 366 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method TBLASTX : Soybean 

End 8681 

Score 257 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method GENSCAN 

End 8882 

Score .85 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method AAT/NAP 



42092 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7805 End 8.886 

7431451 Score 528 

7805. .8075, 8173. .8234, 8359. .8496, 8618. .8755, 8862. .8886 
rf2 nuclear restorer protein - maize gi 1 1421730 I gb I AAC49371 . 1 1 
(U43082) RF2 [Zea mays] 



41892 
86989 
7802 

OJ000122_32. 0315. CIO -ol.tw 

7898 

none 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method TBLASTX : Wheat 

End 8406 

Score 110 



7898. .8086, 7899. .8066, 8175. .8237, 8359. .8406 



41892 
86989 
7802 

OJ000122_32.0315.C10.ol.tc 

7940 

none 



Seq. ID OJ000122_32. 0315. CIO 
Strand 

End 8886 

Method TBLASTX: Cress 

End 8758 

Score 93 



7940. .8071, 7944. .8078, 8175. .8237, 8359. .8451, 8449. .8499, 

8615. .8758, 8643. .8756 

41893 Seq. ID OJ000122_32 . 0315 . Cll 

86990 Strand + 
6432 End 8091 
OJ000122_32 . 0315 . Cll . o2 . gs Method GENSCAN 
6432 End 8091 
none Score .78 

6432. .6473, 7266. .7560, 7580. .7691, 7721. ,7896, 7988. .8091 

41893 Seq. ID OJ000122_32 . 0315 . Cll 

86991 Strand 

2885 End 5949 

OJ000122_32 . 0315 . Cll . ol . gs Method GENSCAN 
2885 End 5887 

none Score .65 

2885. .3036, 3041. .3485, 3729. .3898, 4032. .4099, 4582. .4673, 
5782.. 5887 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41893 Seq. ID OJ000122_32 . 0315 . Cll 

86991 Strand 

2885 End 5949 

OJ000122_32 . 0315 . Cll . ol . gp Method AAT/GAP 

5772 End 5949 

33672_1.R1084 Score 316 
5772. .5949 

•4678328/emb|CAB41139.1| 8.0e-35 (AL049658) aldehyde 
dehydrogenase (NAD+)-like protein [Arabidopsis thaliana] ' 

41893 Seq. ID OJ000122_32 . 0315 . Cll 

86992 Strand 

8241 End 13927 

OJ000122_32 . 0315 . Cll . o2 . gp Method AAT/GAP 

8241 End 8 64 6 

LIB3432-057-P1-K1-A7 Score 711 
8241. .8646 



42093 



GI Descrip. '601791 l.Oe-14 (U16178) protein kinase [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No- 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41893 
86992 
8241 

OJ000122_32.03 

8446 

none 

8446. .8619, 84 
9137.. 9253, 91 
9987.. 10058, 1 
10689. .10814, 
10930. .11049, 
11383. .11430, 
11753. .11779, 



15.Cll.ol.tm 



Seq. ID 
Strand 
End 

Method 
End 
Score 

54.. 8615, 9135.. 9245, 9136 
38.-9257, 9816. .9911, 9819 



OJ000122 32.0315.C11 



13927 

TBLASTX: Maize 
12291 
149 

9252, 9137, 
9911,, 9986, 



.9253, 
.10051, 



0464.-10628, 10478 .. 10630, 10478 .. 10630, 
10723- .10824, 10723 .. 10830, 10929 11057 , 
10936. .11079, 11380.-11430, 11382 .. 114 14 , 
11505.-11666, 11510.-11665, 11516 .. 11677 , 
11754.-11783, 12199. .12291, 12201. .12290 



41893 
86992 
8241 

OJ000122_32.0315.Cll.ol.np 
8472 
601791 

8472. .8606, 9145. .9250, 9814 
10723. .10814, 10935. .11049, 11383 .. 11431, 11511 
11756. .11782, 12200. .12291, 12380.. 12484 
(U16178) protein kinase [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.9911, 



OJ000122 32.0315.C11 



13927 
AAT/NAP 
12484 
li98 
9986. .10050, 



10480. 
11664, 



10627, 



41893 
86992 
8241 

OJ000122_32.0315.Cll.ol-tc 

8484 

none 



Seq. ID OJ000122_32.0315.C11 

Strand ' - 

End 13927 

Method TBLASTX : Cress 

End 12272 

Score 95 



8484. .8615, 9136-.9243, 9149. .9238, 9816. .9911, 9838. .9912, 
9986.. 10051, 9987-. 10073, 10478 .. 10633, 10479 .. 10604 , 
10481. .10606, 10504. .10620, 10714 .. 10830, 107 15 .. 10813, 
10744. .10833, 10930 .. 11046, 10934 .. 11056, 10936 .. 11079, 
11380. .11430, 11380.-11430, 11525 ... 11665, 11534 .. 11677 , 
11754. .11780, 11755. .11778, 12201.. 12272 



41893 
86992 
8241 

OJ000122_32.0315-Cll.o2.ts 

8484 

none 



Seq. ID OJ000122_32.0315.C11 



Strand 
End 

Method 

End 

Score 



13927 

TBLASTX : Soybean 

10058 

75 



8484. .8615, 9136--9225, 9137. .9208, 9819. .9911, 9825. .9908, 
9826. .9912, 9986. .10051, 9990. .10058 



41893 
86992 
8241 

OJ000122_32 , 0315 . CI 1 . o3 . gs 

10281 

none 

10281. .10306, 10480 
11175. .li204, 11383 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122 32.0315.C11 



10627, 10723. 
11431, 11511. 



13927 
GENSCAN 
13927 
.45 

10814, 10935. .11049, 
11664, 12200. .12290, 



42094 






12392. .12540, 12877. .13203, 


13205. .13390, 13804.. 13927 




O C ^ • LN U • 


41893 


Seq. ID 


OJ000122_32.0315, 


.011 




86992 


Strand 






Start 


8241 


End 


13927 




Name 


OJ000122 32.0315.Cll.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10484 


End 


11062 






none 


Score 


150 






10484. .10621, 10485. .10622, 


10497. .10628, 104 98 .. 10629, 






10714. .10830, 10715. .10813, 


10741. .10833, 10934, .11062, 






10936. .11061 








9*arr No 


41893 


Seq. ID 


OJ000122_32.0315 


.011 


Gene No. 


86992 


Strand 






Start 


8241 


End 


13927 




Name 


OJ000122 32.0315.Cll.o3.ts 


Method 


TBLASTX: Soybean 




Start 


11505 


End 


12284 




GI 


none 


Score 


98 






11505. .11666, 11522. .11665, 


11754. .11780, 11757. .11786, 






12210. .12284, 12211. .12273 








Seq. No. 


41894 


Seq. ID 


OJ000122 32.0315 


.012 


Gene No. 


86993 


Strand 






Start 


204 


End 


1024 




Name 


OJ000122 32.0315.C12.ol.gs 


Method 


GEN SCAN 






204 ~ 


End 


1024 






none 


Score 


.41 






204 269, 908 . . 1024 








Sea No. 


41895 


Seq. ID 


OJ000122_32.0315 


.013 


Gene No. 


86994 


Strand 






Start 


207 


End 


556 




Name 


OJ000122 32.0315.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


207 


End 


556 




GI 


none 


Score 


86 






.207. .308, 214. .318, 307. .396, 331. U02 


, 342. .404, 392.. 


556, 




418. .510 








Seq. No. 


41896 


Seq. ID 


OJ000122_32.0315 


.014 


Gene No. 


86995 


Strand 






Start 


869 


End 


1264 




Name 


OJ000122 32.0315.C14.ol.gs 


Method 


GENSCAN 




Start 


869 


End 


1264 




GI 


none 


Score 


.77 




Exons 


869. .1015, 1112. .1165, 1241 


. .1264 






Sea. No. 


41896 


Seq. ID 


OJ000122_32.0315 


.014 


Gene No. 


86996 


Strand 






Start 


1231 


End 


1297 




Name 


OJ000122 32.0315.C14.ol.gp 


Method 


AAT/GAP 




Start 


1231 


End 


1297 




GI 


uC-osflM202050g07bl 


' Score 


106 




Exons 


1231. .1297 








GI Descrip. 


'3413700 2.0e-32 (AC004747) 


putative YMEl protein [Arabidopsis 




thaliana] ' 








Seq. No. 


41897 


Seq. ID 


OJ000122_32.0315 


.015 



42095 



Gene No. 


86997 


Start 


70 


IN dillC 


OJ000122 32.0315.C15.ol.gs 




70 ~ 




none 




70. .167, 460. .478, 585. .1664 


Seq. No. 


41897 


Gene No. 


86997 




70 


Name 


OJ000122 32.0315.C15.ol.gp 


o uaru 


J ^ J 




4880955 

1 KJ %J \J J -J -J 




593. .1226 


Seq. No. 


41898 


Gene No. 


86998 


Start 


555 


Name 


OJ000122 32,0315.C16.ol,gs 




555 ~ 




none 




555. .948, 1393. .1435, 2142..: 


beq. wo. 


H J. O -7 O 


Gene No. 


86999 


Start 


4777 


Name 


OJ000122 32. 0315 .C16.o2.gs 


o tar L. 


4777 ~ 




none 


Exons 


4777 4910 5961 6033, 6733 






oeq. NO. 


4 1 8Q8 

*i X O ^ O 


Gene No. 


86999 


Start 


4777 


Name 


OJ000122 32.0315. C16.ol.gp 


Start 


5961 




uC-osf Icypl43h03bl 


TP \_r y-N r> 


6126 6189.. 6391 




'3386598 3 Oe-38 {AC004665) 


[Arabidopsis thaliana] ' 


Seq. No. 


41898 


Gene No. 


87000- 




9171 


Name 


OJ000122 32.0315.C16.o3.gs 


ouar u 


Q1 71 ~ 
:7 X f X 




none 




9171.-9230, 9289.-9355, 9580 


Seq. No. 


41899 


Gene No. ' 


87001 


Start 


110 


Name 


OJ000122 32.0315.C17.ol.gs 


Start 


110 


GI 


none 



Strand 
End 

Method 

End 

Score 



1664 
GENSCAN 
1664 
.97 



Exons 



Seq. ID OJ000122_32.0315.C15 
Strand 

End 1664 

Method AAT/GAP 

End 1226 

Score 1229 



Seq. ID OJ000122_32.0315.C16 

Strand + 

End 2319 

Method GENSCAN 

End 2319 

Score .86 



Seq. ID OJ000122_32.0315.C16 
Strand 

End 8128 

Method GENSCAN 

End 8128 

Score . 5.4 



Seq. ID OJ000122_32.0315.C16 
Strand 

End 8128 

Method AAT/GAP 

End 6391 

Score 485 



Seq. ID OJ000122_32.0315.C16 

Strand * - 

End 10408 

Method GENSCAN 

End . 10408 

Score .52 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 528 6 

Method GENSCAN 

End 5264 

Score .53 

110. .214, 244. .1353, 1371. .1967, 1988. .2647, 2711. .4663, 



42096 



4697. .5264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41899 Seq. ID 

87001 Strand 

110 End 

OJ000122_32 . 0315.C17 .ol .np Method 

289 End 

7228457 Score 



OJ000122_32 . 03.15 . C17 
+ 

5286 
AAT/NAP 
5286 
7627 



289. .655, 717. .2647, 2711. .3545, 3668. .4819, 4886. .5286 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 


Name 


OJ000122 32 


.0315 


.C17.05 


.tw 


Method 


Start 


943 








End 


GI 


none 








Score 


Exons 


943. .990, 997. .1095, 1002. .1094, 1062. 




4186. .4251 










Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 


Name 


OJ000122 32 


.0315 


.C17.03 


.tm 


Method 


Start 


948 








End 


GI 


none 








Score 


Exons 


948. .1232, 


985. . 


1233 






Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 


Name 


OJ000122 32 


.0315 


.C17.03 


.tw 


Method 


o uarr 


2068 








End 


GI 


none 








Score 


Exons 


2068. .2241, 


2069 


. .2554, 


2263. 


.2523 


Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 


Name 


OJ000122 32 


.0315 


.C17.01 


.tw 


Method 


Start 


2718 








End 


GI 


none 








Score 


Exons 


2718. .3161, 


2719 


. .3174, 


2720. 


.3181, 27 


Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 


Name 


OJ000122 32 


.0315 


.C17.03 


.ts 


Method 


Start 


2759 








End 


GI 


none 








Score 


Exons 


2759. .2983, 


2990 


. .3124 






Seq. No. 


41899 








Seq. ID 


Gene No. 


87001 








Strand 


Start 


110 








End 



+ 

5286 

TBLASTX: Wheat 

4251 

58 

.1301, 1078.. 1335, 



OJ000122_32.0315.C17 
+ 

5286 * 

TBLASTX: Maize 

1233 

197 



OJ000122_32 . 0315 . C17 
+ 

5286 

TBLASTX: Wheat 

2554 

411 



OJ000122_32.0315.C17 
+ 

5286 

TBLASTX: Wheat 

3181 

186 



OJ000122_32.0315.C17 
+ 

5286 

TBLASTX : Soybean 

3124 

119 



OJ000122_32.0315.C17 
+ 

5286 



42097 







OJ000122 32. 






^ 0 *± J 




r* T ■ 
bi 






P von ^ 


2849. .3205, 




Seq. No. 


41899 




Gene No. 


87001 






110 




Nsine 


OJ000122 32. 




b ran. 






bi 






P von ^ 


3232. .3597, 




Seq. No. 


41899 




Gene No. 


87001 






110 




Nsine 


OJ000122 32. 






-^289 ~ 




bi 








3289. .3705, 




Seq. No. 


41899 




Gene No. 


87001 




O U d X L- 


110 




Name 


OJ000122 32 






J J DO 




bi 


n ono 




Exons 


3368 .3745, 


ly 


Seq. No, 


41899 




Gene No. 


87001 




qt- -I'rt- 


110 




Name 


Ol7000122 32, 




btiaru 






bl 


n on^ 




Exons 


d'^4n 4S88. 




beq. CMO. 


*3 X 0 ^ ^ 




Gene No. 


87001 




Start ■ 


110 




LN aiLic; 


OJ000122 32 




b uai U 


4487 ~ 




bl . - 


J 0 0 U f 




Exons 


4487 4585, 






4206306 2.0< 




Seq. No. 


41899 




Gene No. 


87001 




q+- a -rl- 


110 






OJ000122 32 




q*l- a yh 

bUdit 


4801 ~ 




GI 


none 




Exons 


4801. .4977, 




Seq. No. 


41900 




Gene No. 


87002 




Start 


1 



Method 

End 

Score 



TBLASTX: Maize 

3205 

392 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Maize 

End 3616 

Score 353 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Wheat 

End 3709 

Score 4 92 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Soybean 

End 3745 

Score 285 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Wheat 

End 47 98 

Score 232 



4340. .4588, 4364. .4615, 4429. .4614, 4649. ,4798, 4660.. 4797 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Soybean 

End 5053 

Score 68 



Seq. ID OJ000122_32.0315.C17 

Strand + 

End 5286 

Method TBLASTX : Wheat 

End 5113 

Score 191 



Seq. ID OJ000122_32.0315.C18 
Strand + 
End 897 



42098 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000122 32.0315.C18.ol.np Method AAT/NAP 
1 . ~ End 894 

7228457 Score 1501 

1. .894 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



41900 
87002 
1 

OJ000122_32 . 0315 . C18 . ol . gs 
81 

none 
81. .897 

41900 
87003 
1050 

OJ000122_32.0315.C18.ol.tm 
4 

none 

4. .189, 187. .300 

41900 
87003 
1050 

OJ000122_32 . 0315 . C18 . ol . tw 
6 

none 

6. .80, 7. .387, 28. .252 

41900 
87003 
1050 

OJ000122_32 . 0315 . C18 . o2 . tm 

754 

none 

754. .897, 759. .893 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_32.0315.C18 
+ 

897 

GENSCAN 

897 

.99 



OJ000122_32.0315.C1E 
+ 

1380 

TBLASTX: Maize 

300 

138 



Seq. ID OJ000122_32.0315.C18 

Strand + 

End 1380 

Method TBLASTX : Wheat 

End 387 

Score 337 



Seq. ID OJ000122_32.0315.C18 

Strand + 

End 1380 

Method TBLASTX : Maize 

End 897 

Score 183 



32.0315.C18 



41900 Seq. ID OJ000122_ 

87003 Strand + 

1050 End 1380 

OJ000122 32.0315.C18.ol.gp Method AAT/GAP 

1050 End 1380 

2428323 Score 583 

1050. .1380 

5803242/dbj IAP000399.1IAP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



41901 Seq. ID 

87004 Strand 

391 End 
OJ000122_32.0315.C19.ol.gs- Method 

391 End 

none Score 
391.. 702 



OJ000122_32.0315.C19 
702 

GENSCAN 

702 

.87 



42099 



Seq. No. 41902 

Gene No. 87005 

Start 1 

Name OJ000122_32 . 0315 . C20 . ol . gp 

Start 1 

GI uC-osflM202050g07bl 

Exons 1..201, 327.. 430 

GI Descrip. '3413700 2.0e-32 (AC004747) 
thaliana] ' 



Seq. ID OJ000122_32.0315,C20 

Strand 

End 732 

Method AAT/GAP 

End 430 

Score 563 

putative YMEl protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41902 Seq. ID OJ000122_32 . 0315 . C20 . 

87005 Strand 

1 End 732 

OJ000122_32 . 0315 . 020 . ol . np Method AAT/NAP 

1 End 7 32 

7488430 Score 249 

1..201, 327. .472, 699. .732 

YTAll protein homolog T19L18.5 - Arabidopsis thaliana 
gi|3413700|gb|AAC31223.1| (AC004747) putative ATP-dependent zinc 
protease [Arabidopsis thaliana] 



41902 Seq. ID 

87005 Strand 

1 End 

OJ000122_32 . 0315 . C20 . ol . ts Method 

1 End 

none Score 



1..195, 2. ,202, 5. .202, 7. .204, 327. 

41902 Seq. ID 

87005 Strand 
1 End 
OJ000122_32 . 0315 . C20 . ol . tm Method 
1 End 
none Score 

1..195, 2. .202, 2. .202, 327. .470, 327. 



OJ000122_32.0315.C20 

^ 732 

TBLASTX : Soybean 
470 
122 
470 

OJ000122_32.0315.C20 
732 

TBLASTX: Maize 
470 
202 

.377, 357. .464 



41903 
87006 
1 

OJ000122_32 . 0315 . 022 . ol . np 
1 

4263522 



Seq. ID OJ000122_32.0315-C22 
Strand 

End 4776 

Method AAT/NAP 

End 4018 

Score 538 



1..96, 777. .1826, 1965. .2294, 3995. .4018 

(AC004044) hypothetical protein [Arabidopsis thaliana] 



41903 
87006 
1 

OJ000122_32. 0315. 022. ol.gs 

771 

none 

771. .2488, 4617. .4734 

41903 
87006 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000122_32.0315.C22 

4776 
GENSOAN 
4734 
.86 



OJ000122 32.0315.C22 



42100 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000122_32 . 0315 . C22 . o2 . np 
777 

7485810 

111.. 112^, 1956.. 2344, 3711 
hypothetical protein F19I3.26 



End 4776 
Method AAT/NAP 
End 3750 
Score 4 47 
3750 

Arabidopsis thaliana 



gi|3033399|gb|AAC12843.1| (AC004238) hypothetical protein 





[/\raoxQops J.O 










oeq. INO. 








Seq. ID 


OJ000122 32.0315.C22 


Gene No. 


87006 






Strand 




Start 


1 






End 


4776 ■ 


Name 


KJxJ \J \J \J ±. ^ ^ ■J ^ . 


0315 C22 ol 


. ts 


Method 


TBLASTX : Soybean 


otarr 


Qfin "~ 






End 


1196 




none 






Score 


193 


Exons 


Qfin 1 1 Qfi 

^uu • . ± J. .7 o 










XT 

Seq. No. 


/ 1 Qn '5 

4 i J - 






Seq. ID 


OJ000122 32 . 0315 .C22 


Gene No. 


o / UUD 






Strand 




Start 


1 






End 


4776 


Name 


OJ000122 32. 


0315.C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1011. 






End 


1520 


C T 


none 






Score 


47 


Exons 


lUll . . izuo , 


Oi? . . J. J y i. , 


X fi 4 U . 


.1520 




Seq. No. 








Seq. ID 


OJ000122_32.0315.C22 


/-^ _ _ XT A 

Gene No. 


O /UUD 






Strand 




btart 


1 






End 


4776 


Name 


OJ000122 32. 


0315.C22.ol 


t r 


Method 


TBLASTX: Cress 


Start 


1104 






End 


2276 


GI 


none 






Score 


62 


Exons 


1104. .1196, 


1263. .1397, 


1269. 


.1394, 1413. .1514, 1548. .1709, 




1554. .1664, 


1557. .1820, 


1629. 


.1766, 1632. .1811, 1974. .2048, 




2073. .2264, 


2157. .2276 








Seq. No. 


41903 






Seq. ID 


OJ000122_32.0315.C22 


Gene No. 


87006 






Strand 




Start 


1 






End 


4776 


Name 


OJ000122 32. 


0315.C22.ol 


.gp 


Method 


AAT/GAP 


Start 


4272 






End 


4776 


GI 


14661 1.R1084 




Score 


976 


Exons 


4272. .4776 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'6041757/gb|AC011806.1|AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



41904 
87007 
1 

OJ000122_32 . 0315 . C23 . ol . gp 
1 

5867_1.R1084 
1. .87 

•464986/spl P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) {UBCAT4B) >gi_421857_pir S32674 

ubiquitin—protein ligase {EC 6.3.2.19) UBC9 - Arabidopsis 



Seq. ID OJ000122_32.0315.C23 
Strand 

End 502 

Method AAT/GAP 

End 87 

Score 143 



42101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



thaliana >gi__297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 

43^904 Seq. ID OJ000122_32 . 0315 . C23 

87007 Strand 

1 End 502 

OJ000122 32.0315.C23.ol.np Method AAT/NAP 

1 ~ End 358 

7459449 Score 131 

1..19, 193. .358 

hypothetical protein F17A8.180 - Arabidopsis thaliana 
gi I 4538913 tembi CAB39650.il (AL049482) putative protein 
[Arabidopsis thaliana] gi | 7267679 I emb I CAB78106. 1 1 (AL161516) 
putative protein [Arabidopsis thaliana] 



41904 
87007 
1 

OJ000122_32.0315.C23.o2.gp 
196 

29969_1.R1084 
196. .502 

M538913/emb| CAB39650.il 4. 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_32.0315.C23 
502 

AAT/GAP 

502 

559 



Oe-26 (AL049482) putative protein 



Seq. No. 


41904 








Gene No. 


87007 








Start 


1 








Name 


OJ000122 


32.0315.C23. 


ol. 


gs 


Start 


197 








GI 


none 








Exons 


197. .358 








Seq. No. 


41904 








Gene No. 


87007 








Start 


1 








Name 


OJ000122, 


32.0315,C23. 


ol . 


tm 


Start 


197 








GI 


none 








Exons 


197. .352, 


210. .296 






Seq. No. 


41904 








Gene No. 


87007 








Start 


1 








Name 


OJ000122 


32.0315.C23 


.ol 


ts 


Start 


197 








GI 


none 








Exons 


197. ,349, 


210. .296 






Seq. No. 


41905 








Gene No. 


87008 








Start 


567 








Name 


OJ000122 


_32.0315.C24 


.ol 


.gs 


Start 


567 








GI 


none 








Exons 


567. .748, 


987. .1191 







Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_32.0315.C23 
502 

GENSCAN 

358 

.72 



OJ000122_32,0315.C23 
502 

TBLASTX: Maize 

352 

138 



OJ000122_32.0315.C23 
502 

TBLASTX: Soybean 

349 

103 



OJ000122_32.0315.C24 

1191 
GENSCAN 
1191 
.71 



42102 



OJ000122__32.0315.C27 
+ 

937 

AAT/NAP 
937 
301 



Seq. No. 41906 Seq. ID 

Gene No. 87009 Strand 

Start 349 End 

Name OJ000122_32 , 0315 . C27 . ol . np Method 

Start 34 9 End 

GI 7431450 Score 

Exons 349.. 534, 696.-937 

GI Descrip. aldehyde dehydrogenase (NAD+) (EC 1.2.1.3) T17F15.130 - 

Arabidopsis thaliana gi I 4678328 I emb I CAB41139 . 1 1 (AL049658) 
aldehyde dehydrogenase (NAD+)-like protein [Arabidopsis 
thaliana] 

Seq. ID OJ000122_32,0315.C27 
Strand + 
End 937 

Method TBLASTX : Soybean 
End 937 
Score 207 



Seq. ID OJ000122_32.0315.C27 

Strand + 

End 937 

Method TBLASTX: Cress 

End 8 93 

Score 219 



Seq. ID OJ000122_32.0315.C27 

Strand + 

End 937 

Method TBLASTX : Wheat 

End 8 69 

Score 181 

696. .869, 777. .869 

Seq. ID OJ000122_32.0315.C27 

Strand + 

End 937 

Method AAT/GAP 

End 88 6 

Score 616 



Seq. ID OJ000122_32.0315.C27 

Strand + 

End 937 

Method GENSCAN 

End 8 63 

Score 1 



Seq. ID OJ000122_32.0315.C27 
Strand + 





Seq. No. 


41906 






Gene No. 


o / uuy 






Start 


349 






Name 


OJ000122 32.0315.C27.ol. 


ts 




Start 


369 






GI 


none 






Exons 


o/Tfi c A o 'inCt ^Qc^ 

369. .o4z, J/U..OJ1/ oyo. 


. yj / f 




Seq. No, 


41906 






Gene No. 


O T A A ft 

87009 






Start 


34 9 






Name 


OJ000122 . U Jio . Lz / . Oi . 


uC 




Start 


n Q o 




= 1 = 


GI 


none 




5 — 


Exons 


388.. 549, 390.. 542, 699. 


.893, 


: , 3 


Seq. No. 


41906 






Gene No. 


87009 






Start 


349 






Name 


OJ000122 32.0315.C27.ol. 


tw 


5 


Start 


390 






GI 


none 




y4 


Exons 


390. .542, 391. .543, 695. 


. 8 62 , 




Seq. No. 


41906 




E : 


Gene No. 


87009 






Start 


349 






Name 


OJ000122 32.0315.C27.ol 


gp 




Start 


392 






GI ... 


33672 1.R1084 






Exons 


392. .534, 696.-886 






GI Descrip. 


M678328/emb|CAB4 1139.1 


8.0e 






dehydrogenase (NAD-H) -like pro 




Seq. No. 


41906 






Gene No. 


87009 






Start 


349 






Name 


OJ000122 32.0315.C27.ol 


.gs 




Start 


392 






GI 


none 






Exons 


392.. 534, 696.. 863 






Seq. No. 


41906 






Gene No. 


87009 





42103 



start 


^4 Q 
O 4 ^ 


Name 




Start 


4 DO 


GI 


none 


Exons 


afifi S^l 695 937, 699.. 935 


Seq. No. 


41907 


Gene No. 


87010 


btart 




Name 




Start 


CO 1 
DZX 


GI 


none 


Exons 


fi91 fi71 1336 1479 


Seq. No. 


41908 


Gene No. 


87011 


Start 


DO D 


Name 


nTnnni99 '^l n391 r3 ol as 


Start 


DOD 


GI 


none 


Exons 


arc; Tfift RRft 1034 


Seq. No. 


41909 


Gene No. 


87012 


Start V. 


X X J** 


Name 


UJUUUl^^ OX . VJO^ X - . ux . y o 


Start 


1194 


GI 


none 


Exons 


n 1 1*^97 9fifiS 9704 


Seq. No. 


41910 


Gene No. 


87013 


Start 


537 


Name 


nTnnni99 ?1 0391 rs nl as 


Start 


0 J / 


GI 


none 


Exons 


CLOT con ,19^^; 1*^901 1773 
Do / . . DO If 'lZOD..XO^^/ X//0.. 




Rm9 ciTOQ ciiio'^ ^^794 


Seq. No. 


4191U 


Gene No. 


87013 


Start 


537 


XI TWA 

Name 


nTnnni99 31 0391 rs ol no 


Start 


ODO 1 


GI 


DoOZl /D 


Exons 


rj^roi "aQOE; /lyi^A ^QQA R079 


GI Descrip. 


^nTl179fiR^ 7hh000fi 1 fOrvza 


Seq. No. 




Gene No. 


87013 


Start 


537 


Name 


OJ000122 31.0321,C5.ol.tc 


Start 


5089 


GI 


none 


Exons 


5089.. 5328, 5432,. 5584 



End 

Method 

End 

Score 



937 

TBLASTX: Maize 

937 

98 



Seq. ID OJ000122_31.0321.C2 

Strand + 

End 1479 

Method GENSCAN 

End 1479 . 

Score .57 



Seq. ID OJ000122_31.0321.C3 

Strand + 

End 1034 

Method GENSCAN 

End 1034 

Score .71 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31.0321.C4 

2704 
GENSCAN 
2704 
.47 



OJ000122 
+ 

5797 
GENSCAN 
5724 
.5 



31. 0321. C5 



1948, 3686.. 3825, 4466.. 4996, 



Seq. ID 

Strand 

End 

Method 
End 

Score • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31.0321.C5 
+ 

5797 
AAT/NAP 
5797 
1461 



OJ000122_31.0321.C5 
+ 

5797 

TBLASTX: Cress 

5584 

124 



Seq. No. 



41911 



Seq. ID OJ000122_31.0321.C6 



42104 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



87014 Strand 

1 End 

OJ000122_31 . 0321 . C6 . ol . np Method 

1 End 

5852176 Score 
1..31, 145. .348, 437. .608, 663. .963, 
{AL117265) zhb0006.1 [Oryza sativa] 



+ 

1468 
AAT/NAP 
1468 
1307 
1255. .1468 



41911 
87014 
1 

OJ000122_31.0321.C6.ol.gs 
14 

none 



Seq. ID OJ000122_31.0321.C6 

Strand . + 

End 14 68 

Method GENSCAN 

End 1448 

Score .75 



14. .71, 145. .348, 437. .1087, 1255. .1448 



41911 

87014 Strand 

1 End 

OJ000122_31.0321.C6.ol.ts Method 

424 End 

none Score 

424. .549, 427. .540, 522. .551, 556. .636 



Seq. ID OJ000122_31.0321.C6 



+ 

1468 

TBLASTX: Soybean 

636 

155 



41911 
87014 
1 

OJ000122_31.0321.C6.ol.tc 

439 

none 

439. .636, 441. .581 

41911 
87014 
1 

OJ000122_31.0321.C6.ol.tw 

439 

none 

439. .678, 441... 575 

41911 
87014 
1 

OJ000122_31.0321.C6.ol.tm 

439 

none 

439. .636 

41912 
87015 
137 

OJ000122_31.0321.C7.ol.gs 

137 

none 

137. .240, 502. .606 
41913 



Seq. ID OJ000122_31.0321.C6 

Strand + 

End 14 68 

Method TBLASTX : Cress 

End 636 

Score 232 



Seq. ID OJ000122_31.0321.C6 

Strand + 

End 14 68 

Method TBLASTX: Wheat 

End 678 

Score 234 



Seq. ID OJ000122_31.0321.C6 

Strand + 

End 14 68 

Method TBLASTX: Maize 

End 636 

Score 198 

Seq, ID OJ000122_31.0321.C7 

Strand + 

End 606 

Method GENSCAN 

End 606 

Score .81 



Seq. ID OJ000122_31.0321.C9 



42105 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



87016 ^ . Strand 

1 End 

OJ000122_31 . 0321 . C9 . ol . np Method 

1 End 

2498930 Score 
1..417, 585. .648 

DORSAL-VENTRAL PATTERNING PROTEIN SOG 

PROTEIN) gi 1 1203794 (U18774) Sog [Drosophila melanogaster] 



972 

AAT/NAP 
648 
742 

(SHORT GASTRULATION 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41913 




Seq. ID 


OJ000122 


87016 




Strand 




1 




End 


972 


OJ000122 


_31.0321.C9.ol.gs 


Method 


GENSCAN 


23 




End 


972 


none 




Score 


.91 


23. .417, 


585. .644, 767. .888, 


953. .972 




41914 




Seq. ID 


OJ000122 


87017 




Strand 


+ 


79 




End 


5318 


OJ000122 


_31.0321.C12.ol.gs 


Method 


GENSCAN 


79 




End 


5318 


none 




Score 


.55 



79.. 155, 1036.. 1178, 2072.. 2178, 2225.. 2332, 3969.. 4130, 
4529.. 4619, 5216.. 5318 



Seq. No. 


41914 


Seq. ID 


OJ000122_31.0321.C12 


Gene No. 


87017 


Strand 


+ 


Start 


79 


End 


5318 


Name 


OJ000122 31.0321.C12.ol.np 


Method 


AAT/NAP 


Start 


1741 


End 


3809 


GI 


7523502 


Score 


168 


Exons 


1741.. 1834, 2135.. 2312, 3789 


. .3809 




GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


41915 


Seq. ID 


OJ000122_31.0321.C13 


Gene No. 


87018 


Strand 


+ 


Start 


5028 


End 


5430 


Name 


OJ000122 31.0321.C13.ol.gp 


Method 


AAT/GAP 


Start 


5028 


End 


5430 


GI 


7406 1.R1084 


Score 


649 


Exons 


5028. .5430 




heat shock protein 17 


GI Descrip. 


•1122315/emb|CAA63901| 7 . Oe- 


10 (X94191) 


[Pennisetum glaucum] ' 






Seq. No. 


41915 


Seq. ID 


OJ000122_31.0321.C13 


Gene No. 


87019 


Strand 




Start 


4966 


End 


6788 


Name 


OJ000122 31.0321.C13.o2.gs 


Method 


GENSCAN 


Start 


4966 


End 


6788 


GI 


none 


Score 


.47 


Exons 


4966.. 5074, 5700.. 5848, 5930 


..6130, 6301. .6603, 6786. .6788 


Seq. No. 


41915 


Seq. ID 


OJ000122_31.0321.C13 


Gene No. 


87019 


Strand 




Start 


4966 


End 


6788 


Name 


OJ000122 31.0321.C13.ol.np 


Method 


AAT/NAP 



42106 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5870 End 6611 

7228438 Score 975 

5870.. 6130, 6301.. 6611 

{AP001366) EST C28952 {C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 

41915 Seq. ID OJ000122_31 . 0321 . C13 

87020 Strand 

7015 End 7286 

OJ000122_31 . 0321 . C13 . o2 . np Method AAT/NAP 

6991 End 7286 

7228442 Score 256 

6991. .7175, 7262.. 7286 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


41915 


Seq. ID 


OJ000122 


Gene No. 


87020 


Strand 




Start 


7015 


End 


7286 


Name 


OJ000122 31.0321.C13.o3.gs 


Method 


GENSCAN 


Start 


7015 


End 


7175 


GI 


none 


Score 


.93 


Exons 


7015. .7175 






Seq. No. 


41916 


Seq. ID 


OJ000122 


Gene No. 


87021 


Strand 




Start 


1 


End 


2280 


Name 


OJ000122 31.0321.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2280 


GI 


7228442 


Score 


3985 


Exons 


1. .2280 






GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a 



,0321. C14 



region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



41916 
87021 
1 

OJ000122_31.0321.C14.ol.gs 

149 

none 

149. .887, 1005. .2280 

41916 
87021 
1 

OJ000122_31.0321.C14.ol.tw 

592 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31. 0321. 014 

2280 
GENSCAN 
2280 
.72 



Seq. ID OJ000122_31. 0321. 014 
Strand 

End 2280 

Method TBLASTX : Wheat 

End 972 

Score 75 



592. .768, 622. .768, 653. .772, 766. .963, 778. .972 



41916 
87021 
1 

OJ000122 31.0321.C14.ol.tm 



Seq. ID OJ000122_31. 0321. 014 
Strand 

End 2280 

Method TBLASTX : Mai ze 



42107 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



670 End 1266 

none Score 153 

670. .741, 805. .1104, 866. .1087, 1138. .1266, 1160. .1258 



41916 Seq. ID 

87021 Strand 
1 End 
0 J000122_31 . 0321 . C14 . ol . gp Method 
7 92 End 
5701669 Score 
792. .1223 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000122_31.0321.C14 

2280 
AAT/GAP 
1223 
837 



41917 Seq. ID 

87022 Strand 
2189 End 
0 J000122_31 . 0321 . C15.ol.np Method 
2189 End 
7340884 Score 
2189. .2365, 5525. .5586 

(AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000122_31.0321.C15 
+ 

5586 
AAT/NAP 
5586 
80 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
1844. .1932, 2781. .3154, 3200. .3209, 3249. .3612, 3687. .4118, 
4261. .4545, 4642. .4936, 4973. .5169, 5366.-5669, 5783. ,6259 



41918 
87023 
1844 

OJ000122_31 . 0321 . C16 . ol . gs 
1844 



OJ000122_31.0321.C16 
+ 

6259 
GENSCAN 
6259 
.7 



41918 
87024 
18264 

OJ000122_31.0321.C16.o3.gs 
18264 
none 



Seq. ID OJ000122_31.0321.C16 

Strand + 

End 24780 

Method GENSCAN 

End 24780 

Score . 64 



18264.. 18413, 19391 .. 19439, 20249 .. 20451, 21834 22002, 
22564.-22757, 23035 23137 , 23637 .. 23836, 23905 .. 24028 , 
24142. .24255, 24329. .24780 

41918 Seq. ID OJ000122_31 . 0321 . C16 

87024 Strand + 

18264 End 24780 

OJ000122_31 . 0321 . C16 . o2 . gp Method AAT/GAP 

20414 End 20831 

5816562 Score 632 

20414.. 20831 

6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



41918 
87024 
18264 



Seq. ID OJ000122_31.0321.C16 
Strand + 
End 24780 



42108 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000122_31 . 032 1 . C16 . o2 . np Method AAT/NAP 

21873 End 24768 

6691716 Score 2426 

21873. .22761, 22959 .. 23137 , 23214 .. 23300, 23375 23571, 

23649. .23836, 23891 .. 23992, 24142 24255, 24329.. 24768 

{AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj I BAA89397. 1 1 (AP000570) hypothetical protein 

[Oryza sativa] 



41918 Seq. ID 

87025 Strand 

37118 End 

OJ000122_31 . 0321 . C16 . o4 . np Method 

37118 End 

7106228 Score 
37118,. .37498 

(AF218624) flagelliform silk protein [Nephila madagascariensis]. 



OJ000122_31 . 0321 . C16 
+ 

37498 
AAT/NAP 
37498 
74 



41918 Seq. ID OJ000122_31 . 0321 . C16 

87026 Strand 

775 End 860 

OJ000122_31 . 0321 . C16 . ol . gp Method AAT/GAP 

775 End 860 

LIB3477-003-P1-K1-E9 Score 110 

775. .860 

•2498586/sp|Q40638rMPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



41918 Seq. ID 

87027 Strand 

6973 End 

OJ000122_31.0321.C16.ol.np Method 

6973 End 

7228457 Score 



OJ000122_31 . 0321 . C16 

12873 
AAT/NAP 
12873 
6190 



6973.. 8521, 8588.. 10437, 10501 .. 12352, 12424.. 12873 
(AP001366) Similar to Sorghiom bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



41918 
87028 
25110 

OJ000122_31. 0321. 016. o4.gs 

25110 

none 

25110. .25492, 25676. .28191, 
30695. .31172, 31257 .. 31307, 

41918 
87028 
25110 

OJ000122_31. 0321. 016. o3.np 

25146 

5922631 

25146. .27673, 28280 .. 29197 , 
30135. .30334, 30593 .. 30837, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31.0321.C16 

34338 
GENSCAN 
34338 
.62 



28288 
34264 



.30365, 
.34338 



30503. .30669, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29324. .29474, 
31096. .31220 



OJ000122 31.0321.C16 



34338 
AAT/NAP 
31220 
6694 

29517. .30089, 



42109 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



21993. .22283 



41918 
87029 
36971 

OJ000122_31.0321.C16.o9.tw 

3005 

none 

3005. .3178, 



41918 
87029 
36971 
OJ000122 
6982 
none 
6982. 
7542. 
25627 



31.0321.C16.o2.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31 . 0321 . C16 
37444 

TBLASTX: Wheat 

22283 

60 



OJ000122_31.0321.C16 
37444 

TBLASTX: Wheat 

25736 

69 



7107, 6989, .7108, 7135. .7590, 7334. .7441, 7481. 
7580, 25122. .25253, 25245.-25736, 25447 .. 25575, 
.25716 



7558, 



41918 
87029 
36971 

OJ000122_31.0321.C16.o4 .tm 
7018 
none 



Seq. ID OJ000122_31.0321.C16 
Strand 

End 37444 

Method TBLASTX : Maize 

End 25424 

Score 82 



7018.. 7101, 7019.. 7114, 7101, .7211, 7102.. 7275, 25161 25262 , 
25189. ,25263, 25242 25424 , 25243. .25302 

41918 Seq. ID OJ000122_31 . 0321 . C16 

87029 * ' ■ Strand 

36971 End 37444 

OJ000122_31 , 0321 . C16 . o5 . tm Method TBLASTX : Maize 

7366 End 25779 

none Score 55 

7366.-7446, 7462.-7545, 7540. .7638, 25506 ,. 25592, 25602 .. 25685, 
25615. .25689, 25680 .. 25778, 25681. .25779 

41918 Seq. ID OJ000122_31 . 0321 . C16 

87029 Strand 

36971 End 37444 

OJ000122_31.0321.C16,o4 -tw Method TBLASTXrWheat 

7711 End 26238 

none Score 84 

7711. .7842, 7711-.8100, 7787. .8077, 25851 ,, 26042 , 25851 ,. 26237 , 
25927. .26238 



41918 
87029 
36971 

OJ000122 31.0321.C16.ol.tm 



Seq. ID OJ000122_31,0321.C16 
Strand 

End 37444 

Method TBLASTX : Mai ze 



42110 



start 
GI 

Exons 



7769 End 26246 

none Score 217 

7769. .7909, 7780. .8103, 7793. .8086, 25920 .. 26243, 25921 .. 26244 , 
25938.-26246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41918 
87029 
36971 



Seq. ID OJ000122_31.0321.C16 
Strand 

End 37444 



OJ000122_31.0321.C16.o5.tw Method TBLASTX : Wheat 
8457 End 26978 

none Score 169 

8457. .8750, 8539. .8787, 8818. .8928, 8832. .8933, 26556 .. 26978, 
26632. .26973 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41918 Seq. ID OJ000122_31 . 0321 .C16 

87029 Strand 

36971 End 37444 

OJ000122_31 . 032 1 . CI 6 . o2 . ts Method TBLASTX : Soybean 

8511 End 26979 

none Score 62 

8511. .8747, 8838. .8936, 26599 26715, 26601 26843, 

26767. .26847, 26883 .. 26978, 26893. .26979 

41918 Seq. ID OJ000122_31 . 0321 .C16 

87029 Strand 

36971 End 37444 

OJ000122_31 . 0321 . C16 . o3 . tw Method TBLASTX : Wheat 

8985 End 27450 

none Score 62 

8985. .9128, 9354. .9446, 9442. .9612, 9443. .9613, 27015 .. 27443, 
27034, .27450, 27235.. 27444 

41918 Seq. ID OJ000122_31 . 0321 .C16 

87029 Strand 

36971 End 37444 

OJ000122_31 . 0321 . C16 . o3 . tm Method TBLASTX :Maize 

9333 End 27546 

none Score 40 

9333.. 9437, 9354.. 9431, 9469.. 9714, 9479.. 9718, 27102 . .27128, 

27126. .27269, 27288 .. 27545, 27291 .. 27545, 27292.. 27546 

41918 Seq. ID OJ000122_31 . 0321 . C16 

87029 Strand 

36971 End 37444 

OJ000122_31.0321.C16.ol,ts Method TBLASTX: Soybean 

9433 End 27614 

none Score 44 

9433. .9741, 27213 .. 27 614 , 27247 .. 27417, 27454 .. 27597, 

27468. .27602 



Seq. No. 41918 Seq. ID OJ000122_31 . 0321 . C16 

Gene No. 87029 Strand 

Start 36971 End 37444 

Name OJ000122_31 . 032 1 . 016 . o7 . tw Method TBLASTX : Wheat 

Start 9658 End 27807 

GI none Score 74 

Exons 9658. .9741, 9671. .9742, 9726. .9968, 9743. .9967, 27489 .. 27806, 



42111 




27490, ,27807 



Seq. No. 


41918 




Seq. ID 


OJ000122_31 . 0321 . 


C16 


Gene No. 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


9944 




End 


28133 




GI 


none 




Score 


143 




Exons 


9944.. 9988, 9989.. 10213, 9994.. 10257, 


9994.. 10299, 27777 


. .2 




27787. .28092 










Seg. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No , 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


9971 




End 


28263 




GI 


none 




Score 


222 




Exons 


9971.. 10222, 9988. .10428, 9989.. 10213, 


10298. .10429, 






10308. .10430, 27807. 


.28262, 


27808. .28263 




Seq. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No. 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


• 10024 




End 


28223 




GI 


none 




Score 


129 




Exons 


10024. .10158, 10165. 


.10389, 


27858. .27992, 27999.. 28223 




Seq. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No. 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


10624 




End 


28889 




GI 


none 




Score 


95 




Exons 


10624. .10842, 10643. 


.10843, 


10938. .11030, 10948. .10977, 






28491. .28889, 28522. 


.28764 








Seq. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No . 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.o8.tw 


Method 


TBLASTX: Wheat 




Start 


11764 




End 


29913 




GI 


none 




Score 


71 




Exons 


11764. .12159, 11891. 


.12136, 


29511. .29912, 29605. .29913 




Seq. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No. 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.olO.tw 


Method 


TBLASTX: Wheat 




Start 


26241 




End 


26540 




GI 


none 




Score 


135 




Exons 


26241. .26339, 26393. 


,26530, 


26406. .26540 




Seq. No. 


41918 




Seq. ID 


OJ000122_31.0321. 


C16 


Gene No. 


87029 




Strand 






Start 


36971 




End 


37444 




Name 


OJ000122 31.0321.C16 


.o5.gs 


Method 


GENSCAN 





42112 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



36971 
none 

36971. .37444 

41919 
87030 
73 

OJ000122_31 . 0321 . C17 . ol . gs 
73 

none 

73. .325, 1129. .1879, 1972.. 

41919 
87030 
73 

OJ000122_31.0321.C17.ol.np 
160 

7413534 



End 
Score 



37444 
.99 



Seq. ID OJ000122_31.0321.C17 



Strand 
End 

Method 

End 

Score 



+ 

3261 
GENSCAN 
3261 
.58 



2182, 2350.. 3261 

Seq. ID OJ000122_31.0321.C17 

Strand + 

End 3261 

Method AAT/NAP 

End 3258 

Score 1504 



160. .325, 1129. .1215, 1251. .1883, 1982. .2182, 2429. .3258 
(AL162972) disease resistance-like protein [Arabidopsis 
thaliana] 



41919 
87031- 
2874 

OJ000122_31.0321.C17.ol.gp 
2874 

uC-osflcypl60g01al 
2874. .3365 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence* 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122 31.0321.C17 



3365 
AAT/GAP 
3365 
964 



41919 
87032 
3820 

OJ000122_31.0321.C17.ol.ts 

234 

none 



Seq. ID OJ000122_31.0321.C17 
Strand 

End 6070 

Method TBLASTX : Soybean 

End 3149 

Score 98 

1880, 1131.. 1313, 



234. .311, 235.-324, 1130. .1219, 1131 
1250. .1876, 1371. .1877, 1976. .2116, 1981. .2064, 1991. .2113, 
2117., 2176, 2422.. 2646, 2427.. 2612, 2428.. 2652, 2686. .2739, 
2692.. 2751, 2769.. 3149, 2770,. 3093, 2779.. 3000 



41919 
87032 
3820 

OJ000122_31 . 032 1 . C17 . ol . tm 

244 

none 



Seq. ID OJ000122_31.0321.C17 
Strand 

End 6070 

Method TBLASTX : Mai ze 

End 3093 

Score 119 



244. .324, 249. .323, 284. .325, 1130. .1900, 1131. .1880, 
1897.. 2175, 1955.. 2176, 2400.. 3020, 2427.. 2615, 2434.. 3018, 
2692.. 3021, 2694.. 3020, 2923.. 3093, 2992.. 3093 



41919 Seq. ID 

87032 Strand 

3820 End 

OJ000122 31.0321.C17.o2.tc Method 



OJ000122_31.0321.C17 
6070 

TBLASTX: Cress 



42113 













End 


2826 






none 








Score 


154 




Exons 




ZU JU 


9 1 7 
. . Z X / D / 


94 9 R 
Z 4 Z 0 • 


.2826, 2427. .2591 




oecj- wo. 


1 Q 1 Q 








Seq. ID 


OJ000122 


^1 o^c> 1 PI 7 

ox. uozx.v^x / 


Gene No. 


87032 








Strand 






Start 


3820 








End 


6070 




Name 




UOZ X 


PI 7 n1 
• X / .ox 


• CW 


Method 


TBLASTX: 




btarr 


9 / ^ Q 
Z 4 4 y 








End 


3153 






none 








Score 


57 




Exons 


9/1/IQ 9^;'^1 
Z 4 4 y . . Z DOl f 


9*7 c;^: 
Z / 0 D 


•50 07 


97 R ^ 
Z / 0 0 • 


.3097, 2757.. 3128, 


97R7 "51 R9 


















Seq. No. 


41919 








Seq. ID 


OJ000122 


_31.0321,C17 


Gene No. 


87032 








Strand 






b Lam 










End 


6070 




Name 


n innni 99 i 


U JZ X 


PI 7 

. ^x / .00 




Method 


TBLASTX: 




C-l- 3 1-4- 










End 


3252 




bi 


none 








Score 


240 




Exons 


9fi79 '^HQ'^ 
^o/z. .ouyj/ 


Z 0 / 4 


^1 07 




.3095, 3145.. 3252 




beq. NO. 


4 1 y 1 y 








Seq. ID 


OJ000122 


'51 0*59 1 PI 7 

OX.UOZX.^X f 


Gene No. 


87032 








Strand 






Start 


3820 








End 


6070 




Name 




0*591 
U jZ X 


PI 7 

. v^x / .04 




Method 


TBLASTX: 


L^ici X z e 


btart 


T n Q /I 
ouy 4 








End 


3373 




GI 


none 








Score 


37 




Exons 


oUy4 . . Jz b4 , 


"5 0 Q C 

ouy D 


T 1 9 Q 
. . JXZo / 


OX4Z . 


.3264, 3152.. 3265, 


'59 '5 "57 9 
JZ DC? . . 00 / Z , 




'5'59n '5'5T5 
J JZU . - 0 J / 0 














beq. NO. 


4 xy xy 








Seq. ID 


OJ000122 


'51 0*591 PI 7 
JX . UOZ X • / 


Gene No. 


87032 








Strand 






Start 


3820 








End 


6070 




Name 


ujuuuxzz ox. 


0*591 
U jZ X 


PI 7 <^9 
. UX / . OZ 


. qs 


Method 


GENSCAN 




bcart 


'3Q9n 

oozu 








End 


6070 






none 








Score 


.85 




Exons 


JOZU. .4XXUf 


/I 1 Q7 

4 X y / 


9 Q R 
. - 4 z y 0 / 


4 4 Z U . 


.4560, 4753. .4845, 


ROQO R1 P9 
OU-7U. .oxoz. 




c;9QQ t; '3 

ozyo . . ooox f 


D4 DO 


R R Q 


R7 1 0 
0 / XU . 


.5856, 5897.. 6070 




beq. NO. 


4 xy X y 








Seq. ID 


OJ000122 


'51 0*591 PI 7 

OX.VJOi^X.L/X / 




0 1 \J -J £. 








Strand 






Start 


3820 








End 


6070 




Name 


OJ000122 31. 


0321 


.C17.02 


.np 


Method 


AAT/NAP 




Start 


3823 








End 


6070 




GI 


7446439 








Score 


1276 




Exons 


3823. .4110, 


4197 


. .4295, 


4420. 


.4524, 4753. .4845, 


5090. .5182, 




5298. .5351, 


5468 


. .5569, 


5710. 


.5784, 5897. .6070 





GI Descrip. probable serine/threonine-specif ic protein kinase (EC 2.7.1.-) 
F17I5.140 - Arabidopsis thaliana gi | 3297819 | emb | CAA19877 . 1 1 
(AL031032) protein kinase-like protein [Arabidopsis thaliana] 
gil 7270344 I emb I CAB80112.il (AL161584) protein kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 41919 Seq. ID 

Gene No. 87032 Strand 

Start 3820 End 

Name OJ000122 31 . 0321 . C17 . o2 . tm Method 



OJ000122_31.0321.C17 
6070 

TBLASTX: Maize 



42114 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3828 End 4524 

none Score 58 

3828. .3908, 3916, .4110, 3926. .4111, 4182. .4298, 4197. .4301, 

4419. .4517, 4420. .4524, 4420. .4524 



41919 
87032 
3820 

OJ000122_31.0321.C17.ol.tc 

3837 

none 

3837.. 3917, 3913.. 4110, 3947. 
4419. .4526, 4420. .4527, 4469. 
4757.. 4918, 5090.. 5197, 5091. 
5271.. 5354, 5468.. 5572, 5469. 
5894.. 6070, 5901.. 6008 



Seq. ID OJ000122_31.0321.C17 
Strand 

End 6070 

Method TBLASTX : Cress 

End 6070 

Score 64 

.4111, 4186. .4299, 4197. .4301, 
.4525, 4741. .4866, 4753. .4866, 
.5183, 5101. .5199, 5254. .5352, 
.5570, 5698.. 5787, 5699.. 5791, 



Seq. No. 41919 

Gene No. 87032 

Start 3820 

Name OJ000122_31 . 0321 . C17 .o2 . ts 

Start 3916 

GI none 
Exons 



Seq. ID OJ000122_31.0321.C17 
Strand 

End 6070 

Method TBLASTX : Soybean 

End 5351 

Score 186 



3916. .4113, 3920. .4111, 4005. .4112, 4027. .4113, 4182..4301, 
4183. .4284, 4420. .4527, 4420. .4527, 4741. .4866, 4751. .4918, 
5077.. 5193, 5090.. 5197, 5094.. 5183, 5271.. 5351, 5272.. 5343 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41919 Seq. ID 

87032 Strand 

3820 End 

OJ000122_31 . 0321 . C17 . o2 . gp Method 

4047 End 

2442470 Score 



OJ000122_31.0321.C17 

6070 
AAT/GAP 
4520 
444 



4047. .4110, 4197. .4295, '^4420. .4520 

3297819/emb|CAA19877.1| 2.0e-28 (AL031032) protein kinase-like 
protein [Arabidopsis thaliana] 



Seq. No. 41919 

Gene No. 87032 

Start 3820 

Name OJ000122_31 . 0321 . C17 . o3 . gp 

Start 4529 

GI LIB3433-020-P1-K1-D2 

Exons .4529.-4845, 5090.. 5205 

GI Descrip. ' 3297819/emb t CAA19877 . 1 | 2. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000122_31.0321.C17 

6070 
AAT/GAP 
5205 
771 



Oe-28 (AL031032) protein kinase-like 



protein [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41919 
87032 
3820 

OJ000122 31.0321.C17.o3.tm 



4741 
none 

4741. .4899, 
5272. .5352, 
5698. .5787, 



4751. .4918, 
5277. .5354, 
5699. .5791, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5090. .5197, 
5468. .5497, 
5894. .6043, 



OJ000122_31.0321.C17 
6070 

TBLASTX: Maize 
6043 
133 

5091. .5183, 5271. .5354, 
5496.. 5570, 5498. .5572, 
5898. . 6005 



42115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41919 
87032 
3820 

OJ000122_31. 0321. 017. o2.tw 
5316 
none 



Seq. ID OJ000122_31.0321.C17 
Strand 

End 6070 

Method TBLASTX : Wheat 

End 6043 

Score 61 



5316. .5354, 5317. .5352, 5468. .5572, 5469. .5570, 5698. .5787, 
5699. .5791, 5894. .6043, 5898. .6005 



41919 
87032 
3820 

OJ000122_31 . 0321 . 017 . o3 . ts 
5517 
none 



Seq. ID OJ000122_31. 0321. 017 
Strand 

End 6070 

Method TBLASTX : Soybean 

End 6043 

Score 71 



5517. .5570, 5519. .5572, 5698,-5787, 5699. .5791, 5894. .6043, 
5901. .6005 



41920 
87033 
2165 

OJ000122_31. 0321. 018. ol.gs 
2165 
none 



Seq. ID OJ000122_31. 0321. 018 

Strand + 

End 9721 

Method GENSOAN 

End 9721 

Score .49 



2165.. 2222, 2791.. 2994, 8872.. 9305, 9404.. 9721 



41920 
87033 
2165 

OJ000122_31 . 0321 . 018 . ol . gp 

9239 

none 

9239.. 9352, 9447.. 9704 

41921 
87034 
546 

OJ000122_31. 0321. 019. ol.gs 
546 
none 



Seq. ID OJ000122_31. 0321. 018 

Strand + 

End 9721 

Method AAT/GAP 

End 9704 

Score 643 



Seq. ID OJ000122_31. 0321. 019 

Strand + 

End 64 61 

Method GENSOAN 

End 64 61 

Score .41 

5467.699, 934.. 1010, 1118.. 1343, 2102.. 2175, 2660.. 2935, 
3008. .3109, 3242. .3324, 4360. .4651, 4800. .5052, 5372. .5614, 
5702. .5821, 6013.. 6461 

Seq. ID OJ000122_31. 0321. 019 

Strand + 

End 64 61 

Method AAT/NAP 

End 3056 

Score 176 



Seq. ID OJ000122_31. 0321.019 

Strand + 

End 6461 

Method AAT/GAP 



Seq- No. 


41921 


Gene No. 


87034 


Start 


546 


Name 


OJ000122 31.0321.O19.ol.np 


Start 


610 


GI 


4335773 


Exons 


610. .699, 934.. 1020, 1107. 


GI Descrip. 


{AO006284) unknown protein 


Seq- No. 


41921 


Gene No. 


87034 


Start 


546 


Name 


OJ000122 31.0321.O19.ol.gp 



42116 



start 


2612 






End ■ 


3104 


GI 


LIB3479-005-Q6-K1-E5 






Score 


574 


Exons 


2612,-2870, 3008.. 3104 










GI Descrip. 


M006861/emb ICAB16779.il 


2. 


Oe- 


-20 {Z99707) tubulin-like protein 


[Arabidopsis thaliana] ' 










Seq, No, 


41921 






Seq. ID 


OJ000122_31.0321.C19 


Gene No, 


87034 






Strand 


+ 


Start 


546 






End 


6461 


Name 


OJ000122 31.0321,C19.o2, 


gp 




Method 


AAT/GAP 


Start 


2696 






End 


3213 


GI 


LIB3479-005-Q6-K1-E5 






Score 


450 


Exons 


2696, .2870, 3008. .3213 










GI DescriD. 


• 4006861/emb 1 CAB16779. 1 1 


2. 


Oe- 


-20 (Z99707) tubulin-like protein 




[Arabidopsis thaliana] ' 










Seq. No. 


41921 






Seq. ID 


OJ000122_31.0321.C19 


Gene No. 


87034 






Strand 


+ 


Start 


546 






End 


6461 


Name 


OJ000122 31.0321,C19,o2. 


np 




Method 


AAT/NAP 


Start 


2799 






End 


6458 


GI 


4006861 






Score 


1281 


Exons 


2799.. 2870, 3008., 3109, 


3242. 


.3287, 3632.. 3710, 4300.. 4651, 




4800. .5052, 5372. .5641, 


5728. 


.5821, 6013., 6458 


GI Descrio. 


( Z99707 ) tubulin-like protein 


[Arabidopsis thaliana] 


9*arr No 


41921 






Seq, ID 


OJ000122_31.0321.C19 


Gene No. 


87034 






Strand 


+ 


Start 


546 






End 


6461 


Name 


OJ000122 31.0321.C19.o3. 


gp 




Method 


AAT/GAP 


Start 


4570 






End 


5731 


GI 


428723 






Score 


62 6 


Exons 


4570. .4651, 5372. .5614, 


5702.. 


.5731 




GI DescriD. 


4006861/emb|CAB16779.1 1 


3.0e- 


15 (Z99707) tubulin-like protein 


[Arabidopsis thaliana] 










Seq. No. 


41921 






Seq. ID 


OJ000122_31.0321.C19 


Gene No. 


87035 






Strand 


+ 


Start 


9755 






End 


10039 


Name 


OJ000122 31.0321.C19.o3. 


. tm 




Method 


TBLASTX: Maize 


Start 


923 






End 


1296 


GI 


none 






Score 


132' 


Exons 


923.. 1009, 924.. 1010, 930. 


.1010, .1115. 


.1159, 1126. .1158, 




1213, ,1260, 1243. .1296 










Seq. No. 


41921 






Seq, ID 


OJ000122_31.0321.C19 


Gene No. 


87035 






Strand 


+ 


Start 


9755 






End 


10039 


Name 


OJ000122 31,0321.C19.o2 


. tm 




Method 


TBLASTX: Maize 


Start 


4477 






End 


5046 


GI 


none 






Score 


181 


Exons 


4477. .4653, 4484, .4663, 


4495. 


.4647, 4797. .4961, 4798. .4938, 




4799.-4939, 4934. .5041, 


4935. 


.5045, 4957.. 5046 


Seq. No. 


41921 






Seq. ID 


OJ000122_31.0321.C19 


Gene No. 


87035 






Strand 


+ 


Start 


9755 






End 


10039 



42117 



Name 

Start 

GI 

Exons 



OJOOO 122_3 1 . 032 1 . CI 9 . ol . tm Method TBLASTX : Mai ze 
5474 End 6392 

none Score 205 

5474. ,5617, 5481. .5618, 5482. .5613, 5695. .5808, 5699. .5809, 
5701. .5823, 6011. .6184, 6012. .6185, 6186. .6392, 6191. .6391 



* LHKJ . 


41921 






oene ino . 








Start 


9755 






Name 


OJ000122 31 


.0321. 


C19.01 


Start 


6030 














Exons 


UvOU . . U J. ** J , 


6080 . 


6475 




41921 














Start 


9755 






Name 


OJ000122 31 


.0321. 


C19.01 


Start 


6089 






GI 


none 






Exons 


6089. .6430, 


6090. 


. 6446 


Seq. No. 


41921 






Gene No. 


87035 






Start 


9755 






Name 


OJ000122 31 


.0321, 


C19.02 


Start 


9755 






GI 


none 






Exons 


9755. .9908, 


10020 


. .1003 



Seq. ID OJ000122_31.0321.C19 

Strand + 

End 10039 

.tc Method TBLASTX: Cress 

End 6475 

Score 66 
6081. .6467 

Seq. ID OJ000122_31.0321.C19 

Strand + 

End 10039 

.ts Method TBLASTX: Soybean 

End 6446 

Score 346 



Seq. ID OJ000122_31.0321.C19 

Strand. . + 

End 10039 

. gs Method GENSCAN 

End 10039 

Score .58 





Seq. No. 


41922 






Seq. ID 


OJ000122_31. 


0321. 


C20 




Gene No. 


87036 






Strand 


+ 








Start 


339 






End 


5056 








Name 


OJ000122 


31.0321.C20 


. ol . gs 


Method 


GENSCAN 








Start 


339 






End 


3787 








GI 


none 






Score 


.98 








Exons 


339. .387, 


807. .2758, 


2844 . . 


3002, 3434. 


,3605, 3687.. 


3787 






Seq. No. 


41922 






Seq. ID 


OJ000122_31. 


0321. 


C20 




Gene No. 


87036 






Strand 


+ 








Start 


339 






End- 


5056 








Name 


OJ000122 


31.0321.C20 


. ol .np 


Method 


AAT/NAP 








Start . 


568 






End 


4828 








GI 


7436361 






Score 


3636 








Exons 


568. .692, 


818, .2758, 


2844. . 


3002, 3434. 


.3605, 3687.. 


3984, 





4592.. 4828 

GI Descrip. Ca2+-transporting ATPase (EC 3.6,1.38) ACA2 - Arabidopsis 
thaliana gi | 3335060 I gb I AAC26997 . 1 1 (AF025842) plasma 
membrane-type calcium ATPase [Arabidopsis thaliana] 
gil 4468989 I emb I CAB38303.il (AL035605) plasma membrane-type 
calcium ATPase (ACA2) [Arabidopsis thaliana] 
gil 7270746 I emb I CAB80429.il (AL161591) plasma membrane-type 
calcium ATPase {ACA2) [Arabidopsis thaliana] 

Seq, No. 41922 Seq. ID OJ000122_31 . 0321 . C20 

Gene No. 87036 Strand + 

Start 339 End 5056 



42118 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000122_31.0321.C20.ol.tc 
627 



Method TBLASTX: Cress 
End 4834 
none Score . 72 

627. .680, 803. .2761, 815. .937, 820. .1923, 1984. .2388, 
2416 .2751, 2507.. 2761, 2835.. 3005, 2837.. 3004, 2838.. 3005, 
3429.. 3608, 3431.. 3607, 3433.. 3612, 3560.. 3766, 3685., 3765, 
3757 .3987, 3765, .3989, 4577. .4834, 4589. ,4675, 4591. .4833 



41922 
87036 
339 

OJ000122_31 . 0321 . C20 . o3 . tm 

865 

none 

865.. 1122, 866.. 1126 

41922 
87036 
339 

OJ000122_31 . 0321 . C20 , o3 . ts 

875 

none 

875.. 1330, 1057.. 1332 

41922 
87036 
339 

OJ000122_31 . 0321 . 020 . o2 , tm 
1282 



End 

Method 
End 

none Score 
1282.. 1686, 1283.. 2086, 1298.. 2056 



Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX: Maize 

End 1126 

Score 303 



Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX : Soybean 

End 1332 

Score 318 



Seq. ID OJ000122_31.0321.C20 
Strand ■ + 

5056 

TBLASTX: Maize 
2086 
1025 



41922 
87036 
339 

OJ000122_31,0321.C20.o2.ts 
1423 
none 

1423. .1923, 1424, .2134, 1424, 

41922 
87036 
339 

OJ000122_31.0321.C20.ol.tw 
1857 
none 

1857.. 2201, 1859.. 2203, 1865.. 2203 



Seq. ID 
Strand 
End 

Method 
End 

Score - 
.2134 

Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000122_31.0321.C20 
+ 

5056 

TBLASTX: Soybean 

2134 

968 



OJ000122_31 . 0321 . C20 
+ 

5056 

TBLASTX: Wheat 

2203 

515 



Seq. ID 
Strand 
End 

Method 
End 
Score 



41922 
87036 
339 

OJ000122_31.0321.C20,ol.gp 
2054 
2428315 

2054, .2513 «... 
4884966/gb|AAD31896.1|AF145478_l 6.0e-42 (AF145478) calcium 
ATPase [Mesembryanthemum crystalliniam] 



OJ000122_31.0321.C20 
+ 

5056 
AAT/GAP 
2513 
874 



42119 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41922 
87036 
339 

OJ000122_31.0321.C20.ol.tm 

2090 

none 

2090.. 2761, 2090.. 2743, 2092. 
3431. .3607, 3431. .3604, 3433. 
3757. .3987, 3765. .3989, 3777. 

41922 
87036 
339 

OJ000122_31 . 0321 . C20 . ol . ts 

2138 

none 

2138.. 2761, 2139.. 2345, 2140. 
2920. .3006, 3428.. 3607, 3429. 
3433.. 3612, 3680.. 3766, 3683. 
3765.. 3986, 4577.. 4840, 4589. 



Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX : Mai ze 

End 4 639 

Score 858 

.2760, 2838.. 3005, 2841.. 3005, 
.3612, 3680.. 3766, 3685.-3765, 
.3989, 4577.. 4639 

Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX : Soybean 

End 4840 

Score 806 

.2760, 2808.. 3005, 2838.. 3005, 
.3608, 3431.. 3607, 3433.. 3621, 
.3754, 3685.. 3765, 3757.. 3987, 
.4678, 4642.. 4827 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3892 

M884966/gb|AAD31896.1|AF145478_l 3.0e-71 (AF145478) calcium 
ATPase [Mesembryanthemum crystallinxam] ' 



41922 
87036 
339 

OJ000122_31 : 0321 . C20 . o2 . gp 
2889 

23613_1.R1084 

2889. .3002, 3434.. 3605, 3687 



OJ000122_31 . 0321 .C20 
+ 

5056 
AAT/GAP 
3892 
795 



Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX : Wheat 

End 4828 

Score 62 



41922 
87036 
339 

OJ000122_31 . 0321 . C20 . o2 . tw 
3943 
none 

3943. .3987, 4577. .4828 

41922 
87036 
339 

OJ000122_31 . 0321 . C20 . o4 . tm 
4639 

^one .^.^ 
4639.-4842, 4640. .4840, 4642. .4851, 4655. .4849, 4878. .4916, 

4882. .4920, 4958. .5056 



Seq. ID OJ000122_31.0321.C20 

Strand + 

End 5056 

Method TBLASTX : Mai ze 

End 5056 

Score 259 



41923 
87037 
524 

OJ000122_31.0321.C21.ol.gs 

524 

none 

524, .696 



Seq. ID OJ000122_31.0321.C21 

Strand + 

End 696 

Method GENSCAN 

End 696 

Score .55 



42120 




Seq. No. 


41923 






Seq. ID 


OJ000122_31.0321 


.C21 


Gene No. 


87038 






Strand 






Start 


1966 






End 


7497 




Name 


OJ000122 31 


.0321.C21.ol 


.np 


Method 


AAT/NAP 




Start 


1795 






End 


5427 




GI 


6466937 






Score 


528 




Exons 


1795. .2415, 


5395. .5427 










GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsj 
















Seq. No. 


41923 






Seqa ID 


OJ000122_31a0321 


.C21 


Gene No. 


87038 






Strand 






Start 


1966 






End 


7497 




Name 


OJ000122 31 


0321 C21 ol 


a tW 


Method 


TBLASTX: Wheat 




Start 


1885 ~ 

JL U O >J 






End 


2200 




GI 


none 






Score 


153 




Exons 


1 ft ft S 91 


1886 9200 










Seq. No. 


41923 






Seq. ID 


OJ000122_31.0321 


:c2i 


Gene No. 


87038 






Strand 






Start 








End 


7497 




Name 


\JU \J \J \J X £. ^ «J X 


0^91 r91 ol 


. tm 


Mpt hod 


TBLASTX : Mai ze 




Start 


X 17 O J 






End 


2400 




GI 


none 






Score 


135 




Exons 




1 QSS 91 Q1 










Seq. No. 


41923 






Seq. ID 


OJ000122_31.0321 


.C21 


Gene No. 


87038 






Strand 






Start 








End 


7497 




Name 


\J\J\J x^ ox 


0*^91 r91 r>9 


• qs 


Method 


GEN SCAN 




Start 


1 Qfifi "~ 

X J \J\J 






End 


3165 




GI 


Ti /-\ Tl O 






Score 


a 91 




Exons 


XJ\J\J* •£.X\)Of 


3139 3165 










Seq. No. 


41923 






Seq. ID 


OJ000122_31.0321 


.C21 


Gene No. 


87038 






Strand 






Start 


1966 






End 


7497 




Name 


n.TOOOl?? 

\J\J \J \J\J X £. £t -J X 


0321 C21 ol 


a ts 


Method 


TBLASTX : Soybean 




Start 


9071 ~ 






■ End 


2271 




GI 








Score 


79 




Exons 


9071 9971 


2072 2203 










Seq. No. 


41923 






Seq. ID 


OJ000122_31a0321 


.C21 


Gene No. 


87038 






Strand 






Start 


1966 






End 


7497 




Name 


OJ000122 31 


.0321.C21.o3 


a gs 


Method 


GENSCAN 




Start 


4194 






End 


7497 




GI 


none 






Score 


.4 




Exons 


4194. .4470, 


4777. .5009, 


5063a 


.5168, 7463,a7497 




Seq. No. 


41924 






Seq. ID 


OJ000122__31.0321 


.C22 


Gene No. 


87039 






Strand 






Start 


522 






End 


952 




Name 


OJ000122 31 


.0321,C22.ol 


.gs 


Method 


GENSCAN 




Start 


522 






End 


952 




GI 


none 






Score 


.76 




Exons 


522. .684, 774.-952 











42121 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41925 Seq. ID OJ000302_23 . 0331 .C3 

87040 Strand 

3 End 1441 

OJ000302_23 . 0331 . C3 . ol . np Method AAT/NAP 

3 End 1441 

7488897 Score 164 

3. .119, 233. ,330, 1398. .1441 

hypothetical protein - castor bean gi | 1632831 | emb | CAA89698 . 1 | 
{Z49698) orf [Ricinus communis] 



41925 
87040 
3 

OJ000302_23.0331.C3.ol.gp 
45 

1095_1.R1084 
45. .119, 233. .315 

•4680489/gb|AAD27669.1|AF119222_l 2.0e-09 (AF119222) 
hypothetical protein [Oryza sativa] * 



Seq. ID OJ000302_23.0331.C3 
Strand 

End 1441 

Method AAT/GAP 

End 315 

Score 247 



41925 
87040 
3 

OJ000302_23 . 0331 . C3 . ol . tw 
45 

none 



Seq. ID OJ000302_23.0331,C3 
Strand 

End 1441 

Method TBLASTX: Wheat 

End 339 

Score 134 



45. .122, 46. .123, 46. .123, 230. .331, 231. .314, 235. .315, 
235. .339 



41925 
87040 
3 

OJ000302_23 . 0331 . C3 . ol . tm 
45 

none 



Seq. ID OJ000302_23.0331.C3 
Strand 

End 14 41 

Method TBLASTX : Mai ze 

End 331 

Score 128 



45. .122, 46..i20, 49. .123, 230. .331, 237. .314, 238. .315, 
263,-328 



41925 
87040 
3 

OJ000302_23 . 0331 . C3 . ol . ts 
45 

none 



Seq. ID OJ000302_23.0331.C3 
Strand 

End 14 41 

Method TBLASTX : Soybean 

End 331 

Score 117 



45,-122, 46, ,117, 53. ,118, 230, ,331 



41925 
87040 
3 

OJ000302_23.0331,C3.ol.tc 
48 

none 



Seq, ID OJ000302_23.0331.C3 
Strand 

End 1441 

Method TBLASTX: Cress 

End 331 

Score 98 



48. .122, 52, .120, 230. .331, 237. ,314 



41925 
87040 



Seq. ID OJ000302_23.0331,C3 
Strand 



42122 



start 3 

Name OJ000302_23 . 0331 . C3 . ol . gs 

Start 77 

GI none 

Exons 77.. 119, 233.. 322 

Seq. No. 41926 

Gene No. 87041 

Start 384 

Name OJ000302_23 . 0331 . C4 . ol . gs 

Start 384 

GI none 

Exons 384.. 561, 1746.. 1864 



End 1441 

Method GENSCAN 

End 322 

Score .45 



Seq. ID OJ000302_23.0331.C4 

Strand + 

End 1864 

Method GENSCAN 

End 1864 

Score .94 



Seq. No. 


41926 




Seq. ID 


OJ000302_23.0331. 


C4 


Gene No. 


87042 




Strand 






start 


1 




End 


623 




Name 


OJ000302 23.0331.C4.ol 


np 


Method 


AAT/NAP 




Start 


1 




End 


517 




GI 


7488897 




Score 


195 




Exons 


1..26, 376. .517 










GI Descrip. 


hypothetical protein - 


castor 


bean gi I 


1632831 |emb|CAA89698 




(Z49698) orf [Ricinus communis] 






Seq. No. 


41926 




Seq. ID 


Ol7000302 23 0331 


C4 


Gene No. 


O / *i ^ 




Strand 






Start 


1 




End 


623 




Name 


OJ000302 23 . 0331 . C4 .ol 


. tc 


Me Tinoa 


TBLASTX: Cress 




Start 


375 




End 


524 




GI 


none • 




Score 


108 




Exons 


375. .524, 377. .517 










Seq. No. 


41926 




Seq. ID 


OJ000302_23.0331 


.C4 


Gene No. 


87042 




Strand 






Start 


1 




End 


623 




Name 


OJ000302 23.0331.C4.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


375 




End 


523 




GI 


none 




Score 


113 




Exons 


375. .512, 377. .523 










Seq. No. 


41926 




Seq. ID 


OJ000302_23.0331 


.C4 


Gene No. 


87042 




Strand 






Start 


1 




End 


623 ■ 




Name 


OJ000302 23.0331.C4.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


375 




End 


518 




GI 


none 




Score 


171 




Exons 


375. .518, 377. .517 










Seq. No. 


41926 




Seq. ID 


OJ000302_23.0331 


.C4 


Gene No. 


87042 




Strand 






Start 


1 




End 


623 




Name 


OJ000302 23.0331.C4.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


375 




End 


521 




GI 


none 




Score 


145 




Exons 


375. .521, 377. .520 










Seq. No. 


41926 




Seq. ID 


OJ000302_23.0331 


.C4 



42123 



Gene No. 


87042 


Strand 


- 




Start 


1 


End 


623 




Name 


OJ000302 23.0331.C4.ol.gp 


Method 


AAT/GAP 




Start 


376 


End 


623 




GI 


1095 1.R1084 


Score 


423 




Exons 


376. .623 








GI Descrip. 


•4680489/gb|AAD27669.1|AF119222 1 2 . Oe 


-09 (AF119222) 






hypothetical protein [Oryza 


sativa] ' 






Seq. No. 


41927 


Seq. ID 


OJ000302_23.0331 


.C7 


Gene No. 


87043 


Strand 


+ 




Start 


590 


End 


2100 




Name 


OJ000302 23.0331.C7.ol.np 


Method 


AAT/NAP 




Start 


590 


End 


2100 




GI 


6539588 


Score 


70 




Exons 


590. .696, 1414. .1627, 2054.. 


2100 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41927 


Seq- ID 


OJ000302_23.0331 


.C7 


Gene No. 


87044 


Strand 






Start 


651 


End 


1596 




Name 


OJ000302 23.0331.C7.ol.gs 


Method 


GENSCAN 




Start 


651 


End 


1596 




GI 


none 


Score 


.66 




Exons 


651.. 674, 1459.. 1596 








Seq. No. 


41928 


Seq. ID 


OJ000302_23.0331 


.C9 


Gene No. 


87045 


Strand 


+ 




Start 


472 


End 


1898 




Name 


OJ000302 23.0331.C9.ol.np 


Method 


AAT/NAP 




Start 


472 


End 


1898 




GI 


5852180 


Score 


385 




Exons 


472. .525, 1515. .1632, 1684.. 


1898 






GI Descrip. 


{AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


41928 


Seq. ID 


OJ000302_23.0331 


.C9 


Gene No. 


87046 


Strand 






Start 


374 


End 


758 




Name 


OJ000302 23.0331.C9.ol.gp 


Method 


AAT/GAP 




Start 


374 


End 


758 




GI 


uC-osflcyp033a04bl 


Score 


608 




Exons 


374. .758 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


41928 


Seq. ID 


OJ000302_23.0331 


.C9 


Gene No. 


87047 


Strand 






Start 


1153 


End 


1708 




Name 


OJ000302 23.0331.C9.ol.gs 


Method 


GENSCAN 




Start 


1153 


End 


1708 




GI 


none 


Score 


.6 




Exons 


1153.. 1278, 1537.. 1708 








Seq. No. 


41929 


Seq. ID 


OJ000302_23.0331 


.CIO 


Gene No. 


87048 


Strand 


+ 




Start 


57 


End 


3200 




Name 


OJ000302 23.0331.C10.ol.gs 


Method 


GENSCAN 





42124 





■J ' 








End 


3189 • 


ox 










Score 


. 45 


Exons 




.,2446, 2515. .3189 




O c • n ^ • 


41929 








Seq. ID 


OJ0003b2 23 0331 CIO 


Gene No. 


87048 








Strand 


+ ~ 


Start 


57 








End 


3200 




OJ000302 23. 


0331 


.ClO.ol 


.np 


Method 


AAT/NAP 




80 








End 


3200 




3355308 








Score 


734 


EjXOtis 


80. .105, 2108. .2968, 3002. .3200 




ox L/C O X X L./ . 


(AJ009695) wall- 


associated kinase 4 [Arabidopsis thaliana] 




41929 








Seq. ID 


OJ000302_23. 0331. CIO 


Gene No. 


87048 








Strand 


+ 


Start 


57 








End 


3200 


Naitie 


OJ000302 23. 


0331 


.ClO.ol 


.tc 


Method 


TBLASTX: Cress 


O UdX L. 


2201 








End 


3197 


ox 


none 








Score 


289 




2201. .2557, 


2413 


. .2559, 


2557. 


.2610, 2608. .2823, 2691. .2801, 






9 R 4 1 

Z 0 *i X 




0 uz z . 


.3195, 3039. .3197 




41929 








Seq. ID 


OJ000302_23. 0331. CIO 


Gene No. 


87048 








Strand 


+ 


Start 


57 








End 


3200 


Vi CLILIC? 


OJ000302 23. 


0331 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 


0 Ldx L 


2309 








End 


3195 


OJ. 


none 








Score 


255 




ZoU^7. .zoo/. 


94 1 n 

Z fi X u 






.2610, 2656. .2811, 2691. .2801, 




2818. .2964, 


2841 


. .2957, 


3022. 


.3195, 3147. .3194 




41929 








Seq. ID 


OJ000302_23. 0331. CIO 


Gene No. 


87048 








Strand 


+ 


Start 


57 








End 


3200 




OJ000302 23. 


0331 


.ClO.ol 


.ts 


Method 


TBLASTX: Soybean 


0 udx L 


2309 








End 


2958 


ox 


none 








Score 


129 


F von Q 


2309. .2449, 


2462 


. .2557, 


2470. 


.2559, 2557. .2610, 2653. .2805, 




2697. .2801, 


2818 


. .2958, 


2841. 


.2951 




Seq. No. 


41929 








Seq. ID 


OJ000302_23. 0331. CIO 


Gene No. 


87048 








Strand 


+ 


Start 


57 








End 


3200 




OJ000302 23. 


0331 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 


q-t- a y-f- 
0 i-dX L 


2327 








End 


2557 


ox 


none 








Score 


226 




2327. ,2557, 


2425 


. .2556 










41929 








Seq. ID 


OJ000302_23. 0331. CIO 


Gene No. 


87048 








Strand 


+ 


0 LdX L 


57 








End 


3200 


Name 


OJ000302 23. 


0331 


.ClO.ol 


,tw 


Method 


TBLASTX: Wheat 


Q+- a >-+- 
OUdX U 


2559 








End 


2958 


GI 


none 








Score 


59 


Exons 


2559. .2591, 


2560 


. .2607, 


2653. 


.2820, 2691. .2798, 2827. .2958, 




2830. .2952, 


2868 


. ,2954 
















42125 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41930 
87049 
66 

OJ000302_23.0331.Cll.ol.gs 
66 

none 
66. .327 



Seq. ID OJ000302_23.0331.C11 

Strand + 

End 327 

Method GENSCAN 

End 327 

Score .49 



OJ000302_23.0331.C15 
+ 

5959 
AAT/GAP 
2453 
1378 



41931 Seq. ID 

87050 Strand 
184 End 
OJ000302_23 . 0331 . C15 . ol . gp Method 
184 End 
45148_1.R1084 Score 
184. .687, 2131. .2453 

•115583/sp|P29194 |CAP2_S0RVU l.Oe-62 PHOSPHOENOLPYRUVATE 

CARBOXYLASE 2 (PEPCASE) (CP28) >gi_100758_pir S18240 

phosphoenolpyruvate carboxylase (EC 4.1.1.31) - sorghum 
>gi_22593_emb_CAA4254 9_ (X59925) phosphoenolpyruvate carboxylase 

[Sorghum bicolor] ' 



41931 
87050 
184 

OJ000302_23 . 0.331 . C15 . ol . gs 
523 



End 

Method 
End 

none Score 
523. .687, 2131. .2522, 2605. .2689, 2882. .3104, 3184. .3287, 
3359.-3446, 3534.. 3688, 3793.. 4210, 4400.. 4791, 4927.. 5313, 
5439. .5735 



Seq. ID OJ000302_23.0331.C15 
Strand + 

5959 
GENSCAN 
5735 
.97 



41931 
87050 
184 

OJ000302_23.0331.C15.ol 

529 

none 

529. .708, 2131. .2316, 2 
2588.. 2689, 2603.. 2695, 
3182.. 3295, 3183.. 3290, 
3532.. 3684, 3533.. 3688, 
4925.. 5086, 4927.. 5298, 
5433. .5627, 5441. .5635, 
5636. .5758 



Seq. ID OJ000302_23.0331.C15 

Strand + 

End 5959 
.tm Method TBLASTX : Maize 

End 5758 

Score 208 
131.. 2307, 2308.. 2523, 2313.. 2522, 
2843. .3106, 2854. .3147, 2855. .3118, 
3353. .3442, 3356. .3412, 3515. .3688, 
3783.. 4331, 3790.. 4788, 3790.. 4791, 
5010. .5300, 5183. .5314, 5428. .5598, 
5627. .5737, 5628.-5738, 5634. ,5738, 



41931 
87050 
184 

OJ000302_23.0331.C15.ol.np 
535 

115583 



Seq, ID OJ000302_23.0331.C15 
Strand + 

5959 
AAT/NAP 
5732 
4325 



End 

Method 
End 
Score 

535T.687, 2131. .2522, 2605. .2689, 2882, ,3104, 3184,:3287, 
3359. .3446, 3534. .3688, 3793. .4791, 4927. .5313, 5439. .5732 
PHOSPHOENOLPYRUVATE CARBOXYLASE 2 (PEPCASE) (CP28) 
git 100758 tpirl I S18240 phosphoenolpyruvate carboxylase (EC 
4.1.1.31) - sorghum gi | 22593 | emb | CAA4254 9. 1 | (X59925) 
phosphoenolpyruvate carboxylase [Sorghum bicolor] 



42126 



Seq. No. 41931 
Gene No. 87050 
Start 184 

Name OJ000302_23 . 0331 . CIS . o 

Start 535 
GI none 

Exons 535.. 708, 2131.. 2523, 

2588. .2689, 2603. .2695 
3183.. 3290, 3353.. 3430. 
3790.. 4797, 3790.. 4335 
4925.. 5077, 4926.. 5075 
5235.. 5324, 5433.. 5735 
5656. .5790 



Seq. ID OJ000302_23.0331.C15 

Strand + 

End 5959 
l.ts Method TBLASTX: Soybean 

End 57 90 

Score 234 
2132. .2302, 2211.. 2522, 2363.. 2527, 
, 2854. .3150, 2855. .3118, 3182. .3295, 
, 3356.. 3430, 3515.. 3688, 3532.. 3684, 
, 3792. .4475, 4378. .4791, 4509. .4805, 
, 4927. .5298, 4998. .5297, 5138. .5323, 
, 5434. .5592, 5510. .5734, 5639. .5737, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41931 
87050 
184 

OJ000302_23 

535 

none 

535.. 708, 2 
2202. .2330, 
2603. .2695, 
3182. ,3286, 
3528. .3665, 
3790. .3990, 
4387. .4791, 
4998. -5297, 
5656. .5754 



0331.C15.ol.tc 



123. .2302, 
2308. .2523 
2843. .3133 
3183. .3290 
3530. .3688 
3792. .3992 
4509. .4796 
5150. .5308 



2130 

, 2310 

, 2854 

, 3353 

, 3531 

, 3988 

, 4927 

, 5162 



Seq. i: 
Strand 
End 

Method 
End 
Score 
2330, 21 
. .2522, 
. .3150, 
. .3433, 
. .3686, 
..4797, 
. .5298, 
. .5323, 



OJ000302_ 
+ 

5959 

TBLASTX: Cress 
5754 
236 
31. .2331, 2 
2311. .2523, 



23.0331.C15 



131. .2322, 
2588. .2689, 



2855, 
3357, 



,3118, 
,3443, 



3532. .3687, 
3991. .4320, 
4937. .5077, 
5433. .5741, 



2880, 
3358, 
3789. 
4041. 



.3149, 
.3432, 
.3986, 
.4475, 



4941. .5309, 
5507. .5743, 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41931 
87050 
184 

OJ000302_23.0331.C15.o2.tw 

2440 

none 



Seq. ID OJ000302_23.0331.C15 

Strand + 

End 5959 

Method TBLASTX : Wheat 

End 3043 

Score 125 



2440. .2523, 2451. .2549, 2588. .2689, 2603. .2695, 2854. ,3042, 
2855. .3043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41931 
87050 
184 

OJ000302_23.0331.C15.o2.gp 
3244 

uC-osflcypl57b06bl 



Seq. ID OJ000302_23.0331.C15 

Strand + 

End 5959 

Method AAT/GAP 

End 3848 

Score 618 



3244. .3287, 3359. .3446, 3534. .3688, 3793. .3848 
'3341490/emb|CAA07610 1 3.0e-55 (AJ007705) phospoenolpyruvate 
carboxylase [Triticum aestivum] ' 



41931 
87050 
184 

OJ000302_23.0331.C15.o3.gp 
4478 

34216 1.R1084 



Seq. ID OJ000302_23-0331.C15 

Strand + 

End 5959 

Method AAT/GAP 

End 5959 

Score 2226 



4478. .4791, 4927. .5313, 5439. .5959 



42127 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'2266947 l.Oe-161 (AF008939) phosphoeriolpyruvate carboxylase 1 
[Gossypium hirsutxim] ' 



41931 Seq. ID 

87050 Strand 

184 End 

OJ000302_23 . 0331 .C15.ol.tw Method 

5094 End 

none Score 



OJ000302_23.0331.C15 
+ 

5959 

TBLASTX: Wheat 
5480 
308 



5094.. 5294,. 5095.. 5298, 5095.. 5319, 5165.. 5314, 5433.. 5480, 
5434. .5478 



41932 Seq. ID 

87051 Strand 

2149 End 

OJ000302_23 . 0331 . C16 . ol . np Method 

2149 End 

6692691 Score 



OJ000302_23.0331.C16 
+ 

5860 
AAT/NAP 
5860 
558 



2149. .2263, 2567. .2690, 4238. .4332, 4369. .4562, 5002. .5164, 
5328.-5465, 5787.. 5860 

{AC007592) F12K11.11 [Arabidopsis thaliana] 



41932 
87051 
2149 

OJ000302_23.0331.C16.ol.tw 
2586 
none 



Seq. ID OJ000302_23.0331.C16 

Strand + 

End 5860 

Method TBLASTX : Wheat 

End 4429 

Score 139 



iiwii.^ 

2586. .2675, 2587. .2682, 4221. .4427, 4238. .4429, 4238..4363, 
4239.. 4427 



41932 
87051 
2149 

OJ000302_23.0331.C16.ol.tm 
4987 
none 



Seq. ID OJ000302_23.0331.C16 

Strand +. 

End 5860 

Method TBLASTX : Mai ze 

End 5416 

Score 223 



iiv^it^ 

4987.. 5118, 4999.. 5148, 5001,. 5150, 5001.. 5147, 5317.. ^5400, 
5317. .5415, 5324. .5416 



41933 
87052 
736 

OJ000302_23.0331.C17.ol.gs 

736 

none 

736. .798, 1195. .1346 



Seq. ID OJ000302_23.0331.C17 

Strand + 

End 4155 

Method GENSCAN 

End 134 6 

Score . 67 



41933 
87052 
736 

OJ000302_23 . 0331 . C17 . ol . np 
1136 
6692692 

1136. .1316, 3070.. 3406, 3600.. 3833, 4023.. 4155 
(AC007592) F12K11.10 [Arabidopsis thaliana] 



Seq. ID OJ000302_23.0331.C17 
Strand + 

4155 
AAT/NAP 
4155 
332 



End 

Method 

End 

Score 



42128 



Seq. No. 41933 

Gene No. 87052 

Start 736 

Name OJ000302_23 , 0331 . C17 . ol . tin 

Start 1281 

GI none 

Exons 1281.. 1337, 
3600. .3662 



Seq. ID OJ000302_23.0331.C17 

Strand + 

End 4155 

Method TBLASTX : Maize 

End 3662 

Score 67 

3058.. 3225, 3069.. 3224, 3210.. 3299, 3229.. 3324, 



Seq. No. . 41933 Seq. ID 

Gene No. 87052 Strand 

Start 736 End 

Name OJ000302_23 . 0331 . C17 . o2 . gs Method 

Start 3100 End 

GI none Score 

Exons 3100.. 3307, 3610.. 3818 

Seq. No. 41934 Seq. ID 

Gene No. 87053 Strand 

Start 1027 End 

Name OJ000302_23 . 0331 . C18.ol.gs Method 

Start 1027 End 

GI none Score 

Exons 1027.. 1127 



OJ000302_23.0331.C17 
+ 

4155 
GENSCAN 
3818 
.69 



OJ000302_23.0331.C18 
+ 

1632 
GENSCAN 
1127 
.56 



Seq. No. 41934 Seq. ID 

Gene No. 87053 Strand 

Start 1027 End 

Name 0 J000302_23 . 0331 . C18 . ol . np Method 

Start 1027 End 

GI 6692692 Score 

Exons 1027.. 1127, 1539.. 1632 

GI Descrip. {AC007592) F12K11.10 [Arabidopsis thaliana] 



OJ000302_23.0331.C18 
+ 

1632 
AAT/NAP 
1632 
71 



L J 



Seq. No. 41935 , Seq. ID 

Gene No. 87054 " Strand • 

Start 750 End 

Name OJ000302_23 . 0331 . CI 9 . ol . gs Method 

Start 750 End 

GI none Score 

Exons 750.. 872, 1514.. 1657 



OJ000302_23.0331.C19 
+ 

1657 
GENSCAN 
1657 
.69 



Seq. No. 


41935 






Seq. ID 


OJ000302_ 


_23 


0331 


.C19 


Gene No. 


87054 






Strand 


+ 








Start 


750 






End 


1657 








Name 


OJ000302 23 


.0331.C19 


ol.np 


Method 


AAT/NAP 








Start 


1519 






End 


1651 








GI 


6692692 






Score 


108 








Exons 


1519. .1651 
















GI Descrip. 


(AC007592) 


F12K11.10 


[Arabidopsis thaliana] 








Seq. No. 


41936 






Seq. ID 


OJ000302_ 


_23 


0331 


.C20 


Gene No. 


87055 






Strand 


+ 








Start 


257 






End 


356 








Name 


OJ000302 23 


.0331.C20 


ol.gp 


Method 


AAT/GAP 








Start 


257 






End 


356 








GI 


LIB3477-003 


-P1-K1-E9 




Score 


130 









42129 




Exons 257.. 356 

GI Descrip. ' 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Sea No ~ 


41936 




Seq. ID 


OJ000302 


23.0331-C20 


cpnp No 


87056 




Strand 






Start 


873 




End 


938 




Naiti© 


OJ000302 23.0331.C20.ol 


.gs 


Method 


GEN SCAN 




Start 


873 




End 


938 




GI 


none 




Score 


.71 




P.v on ^ 


.873.-938 










Sprr No 

ttJ C 1-4 • 1 1 V . 


41937 




Seq. ID 


OJ000302_ 


_23.0331.C22 


Hpne No - 


87057 




Strand 


+ 




Start 


1 




End 


4657 




Naiti© 


OJ000302 23.0331.C22.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


4657 




GI 


7295695 




Score 


50 






1..20, 76. .204, 4637.-4657 










(AE003576) CG15637 gene 


product [Drosophila melanogaster] 


Corr Mo 


*i X ^ J / 




Seq. ID 


OJ000302 


_23.0331.C22 




ft7ns7 




Strand 


+ ■ 






n 




End 


4657 ■ 




IN dill C 


o.Tnnn'^n? n'^^i C79 oi 


.gs 


Method 


GENS CAN 




Start 


1 fifi ~" 




End 


462 




GI 






Score 


.64 




P von Q 


166. .244, 305. .462 










9prr No 


41937 




Seq. ID 


OJ000302 


_23.0331.C22 


f^prip No 

die W . 


87057 




Strand 


+ 




Start 


1 




End 


4657 




NaitiG 


OJ000302 23.0331.C22.o2 


.np 


Method 


AAT/NAP 




Start 


2478 




End 


4562 




GI 


7523517 




Score 


182 




Ry nn <? 


2478.-2777, 2922. .3015, 


4535. 


.4562 






\J A- L^^^ 1^ \^ ^ ^ * 


.(AP001633) hypothetical 


protein [Oryza 


sativa] 




*^f^rT No 


41937 




Seq. ID 


OJ000302_ 


_23.0331.C22 


Cpnfi No 


87058 




Strand 






Start 


1709 




End 


3542 




NartiG 


OJ000302 23.0331.C22.o2 


.gs 


Method 


GENSCAN 




Start 


1709 




End 


3542 




GI 


none 




Score 


.51 




Exons 


1709.. 1770, 2527.. 2633, 


2710- 


.2858, 3280.. 3344, 


3530- .3542 


Seq. No. 


41938 




Seq. ID 


OJ000302_ 


_23-0331.C23 


Gene No. 


87059 




Strand 


+ 




Start 


1240 




End 


6102 




Name 


OJ000302 23.0331.C23.ol 


np 


Method 


AAT/NAP 




Start 


1240 


End 


6102 




GI 


7228457 




Score 


3040 




Exons 


1240. .2791, 2846. .4510, 


4576. 


.6102 






GI Descrip. 


(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 


type 



retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



42130 



Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331. 




Gene No. 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23. 


0331. 


C23.07. 


tw 


Method 


TBLASTX: Wheat 




Start 


1324 








End 


1669 




GI 


none 








Score 


78 






1324 . . 1407, 


1335. 


.1385, 


1367. 


.1669, 1408. .1668 




Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331. 


C23 


Gene No. 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23. 


0331. 


C23.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


2309 








End 


2749 






none 








Score 


147 






2309. .2491, 


2317. 


.2418, 


2528. 


.2614, 2530.. 2613, 2602.. 2739, 




2603. .2749 














Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331, 


C23 


Gene No . 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23. 


0331. 


C23.01. 


tw 




TBLASTX : Wheat 




O U Cli. u 


2941 










3397 




GI 


none 










535 






2941. .3396, 


2942. 


.3397 










Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331 


.C23 


n^rtp No 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23 


.0331. 


C23.02 


ts 


Fie L,iivjk^ 


TBLASTX ' Sovbean 




q-l- a v-f- 
O Ld J. u 


2981 ~ 








FnH 


3346 




GI 


none 








Score 


109 




Exons 


2981. .3205, 


3212 


.3346 










Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331 


.C23 


Gene No . 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23 


.0331 


.C23.01 


.tm 


Method 


TBLASTX: Maize 




Start 


3071 








End 


3427 




GI 


none 








Score 


403 




Exons 


3071. .3427, 


3125 


. .3373, 


3133. 


.3426 






Seq. No, . 


41938 








Seq. ID 


OJ000302_23.0331 


.C23 


Gene No . 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23 


.0331 


.023.03 


.tm 


Method 


TBLASTX: Maize 






3455 








End 


3838 




GI 


none 








Score 


320 




Exons 


3455. .3838, 


3455 


. .3592, 


3622. 


.3837 






Seq. No. 


41938 








Seq. ID 


OJ000302_23.0331 


.C23 


Gene No. 


87060 








Strand 






Start 


6718 








End 


9728 




Name 


OJ000302 23 


.0331 


.C23.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


3512 








End 


3936 




GI 


none 








Score 


451 




Exons 


3512. .3934, 


3512 


. .3901, 


3622. 


.3936 







42131 



Seq. No. 


41938 








Hpnp No. 


87060 










6718 










OJ000302 23. 


0331. 


C23.01. 


ts 


O Lair u 


3566 ~ 








GI 


none 








Exons 


3S66 3991, 


3625. 


.3750 




Seq. No. 


41938 








Gene No . 


87060 








O L> ClI- U 


6718 








IN dlllC 


OJ000302 23. 


0331. 


C23.o6. 


tw 




4082 








GI 


none 








HiXOIib 


4082 4306, 


4147 . 


. 4308, 


4316. 


Seq. No. 


41938 








ripnp No. 


87060 








q-f-a -rt 
0 L. a J. L. 


6718 








Nsitie 


OJ000302 23. 


0331 . 


C23.02 


tm 




4978 ~ 








GI 


none 










4Q78 5283 


5016 


.,5282 




Seq. No. 


41938 










87060 










6718 








Naine 




0331.C23.o4 


, tw 




4978 ~ 








GI 


none 








Exons 


4Q78 5361- 


4986 


. .5360 




Seq. No. 


41938 








f^pne No . 


87060 








q-i-art- 


6718 








Nsitie 


OJ000302 23 


.0331 


.C23.03 


. tw 


q4--,rh 

0 L.Ctl. L. 


5485 ~~ 








GI 


none 








Exons 


5485 5937 


5499 


. .5585, 


5634 . 


Seq. No. 


41938 








\J ^ 11 C W . . 


87060 










6718 








Nsme 


OJ000302 23 


.0331 


.C23.04 


. tm 


C4-ar"h 


5791 ~ 








GI 


none 








Exons 


57Q1 5973 


5974 


. .6057 




Qart Mr* 


41938 








Gene No, 


87060 








Start 


6718 








Name 


OJ000302 23 


.0331 


.C23.02 


.gs 


Start 


6718 








GI 


none 








Exons 


6718. .7235, 


7333 


. .7478, 


7600 




8560. .8739, 


8807 


. .8931, 


9098 



Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method TBLASTX : Soybean 

End . 3991 

Score 294 



Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method TBLASTX : Wheat 

End 4489 

Score 207 
.4489, 4424. .4489 

Seq. ID OJ000302_23.0331,C23 
Strand 

End 9728 

Method TBLASTX : Mai ze 

End 5283 

Score 338 



Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method TBLASTX : Wheat 

End 5361 

Score 369 



Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method TBLASTX: Wheat 

End 6093 

Score 344 

.5741, 5962.. 6093, 5967.. 6080 

Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method TBLASTX : Mai ze 

End 6057 

Score 136 



Seq. ID OJ000302_23.0331.C23 
Strand 

End 9728 

Method GENSCAN 

End 9728 

Score .74 

.8206, 8215. .8360, 8430. .8488, 
.9728 



42132 



Seq. No, 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000302 23.0331.C23 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41938 Seq. 1 

87060 Strand 
6718 End 9728 

OJ000302_23 . 0331 . C23 . o2 . np Method AAT/NAP 
7599 End 9207 

6721561 Score 989 

7599. .8360, 8430. .8488, 8560. .8773, 9172.. 9207 
(AP001073) EST AU082058 {C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41938 
87060 
6718 

OJ000302_23.0331.C23.o3.np 
8100 
6721558 
8100. .8319, 



OJ000302 23.0331.C23 



Seq. ID _ 
Strand 

End 9728 

Method AAT/NAP 

End 9728 

Score 241 
.8931, 9629.. 9728 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 1 dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] ^ 



8807, 



Seq. No. 


41939 


Seq. ID 


OJ000302_ 


23. 


0331 


.C24 


Gene No. 


87061 


Strand 


+ 








Start 


447 


End 


1094 








Name 


OJ000302 23.0331. 


C24.ol.np Method 


AAT/NAP 








Start 


447 


End 


1094 








GI 


6651245 


Score 


99 








Exons 


447. .643, 819. .847, 1032. .1094 










GI Descrip. 


(AF154003) pirin 


[Lycopersicon esculentum] 








Seq. No. 


41939 


Seq. ID 


OJ000302_ 


23. 


0331 


.C24 


Gene No. 


87061 


Strand 


+ 








Start 


447 


• ■ End 


1094 








Name 


OJ000302 23.0331. 


C24.ol.gs Method 


GENSCAN 








Start 


477 


End 


1094 








GI 


none 


Score 


.5 








Exons 


477. .524, 605. .643, 1032. .1094 










Seq. No... 


41940 


Seq. ID 


OJ000302_ 


_23. 


0331 


.C25 


Gene No. 


87062 


Strand 


+ 








Start 


1 


End 


7668 








Name 


OJ000302 23.0331. 


C25.ol.np Method 


AAT/NAP 








Start 


1 


End 


1244 








GI 


6651245 


Score 


463 








Exons 


1..44, 540. .646, 


764. .1244 










GI Descrip. 


(AF154003) pirin 


[Lycopersicon esculentum] 








Seq. No. 


41940 


Seq. ID 


OJ000302_ 


23. 


0331 


.C25 


Gene No. 


87062 


Strand 


+ 








Start 


1 


End 


7668 








Name 


OJ000302 23.0331. 


C25.ol.gs Method 


GENSCAN 








Start 


579 


End 


7668 








GI 


none 


Score 


.52 









42133 




jjXons 


579. .736, 764. .1307, 5560.:5671, 5840.. 


f^Q4fi 7040 7fifift 


oecj . iNu . 


41940 




Seq. ID - 


OJ00n302 2 3 0331 C25 


Gene No. 


87063 




Strand 




Start 


8190 




End 


9176 


Name 


OJ000302 23.0331.C25.o3 


.np 


Method 


AAT/NAP 




8190 




End 


9176 




4680492 




Score 


651 


Exons 


8190. .9176 








lal uesCiip. 


(AF119222) putative reverse transcriptase [Oryza sativa] 


Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331,C25 


Gene No. 


87064 




Strand 


- 




9142 




End 


11561 


Naine 


OJ000302 23.0331.C25.o2 


.ts 


Method 


TBLASTX: Soybean 




540 




End 


1241 




none 




Score 


139 




540. .683, 542. .646, 761 


. .913, 


765. .977, 


1091. .1240, 1092. .1241 


beq . iNo . 


41940 




Seq. ID 


OJ000302_23.0331.C25 


Gene No. 


87064 




Strand 


- 


Start 


9142 




End 


11561 


Name 


OJ000302 23.0331.C25.o4 


.tm 


Method 


TBLASTX: Maize 


o/caru 


540 




End _ 


890 




none 




Score 


81 ' 


Exons 


540. .584, 540. .584, 541 


. .585, 


587. .646, 


588. . 647, 761. .820, 




TCC OOT TOO O O CI QOC 

/bo..ozl, /oo-.ooy, oZd 


. . o yu 






Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331.C25 


Gene No. 


87064 




Strand 


- 


ouar L, 


9142 




End 


11561 


Name 


OJ000302 23.0331.C25.ol 


.tw 


Method 


TBLASTX: Wheat 


o tar u 


6085 




End 


6483 


\j1 


none 




Score 


184 


HtXC/Ilo 


dUo J . . o4 o o 








Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331.C25 


Gene No. 


87064 




Strand 


- 


o uar u 


9142 




End 


11561 


Name 


OJ000302 23.0331.C25.o2 


.tm 


Method 


TBLASTX: Maize 




7159 




End 


8092 


PT 


none 




Score 


285 


Exons 


7159.. 7596, 7332.. 7568, 


7649. 


.7951, 795 


8, .8092 


Seq. No. 


41940 




Seq. ID 


OJ000302_23. 0331,025 


Gene No. 


87064 




Strand 




o uar t 


9142 




End 


11561 


Name 


OJ000302 23.0331.C25.o2 


.tw 


Method 


TBLASTX: Wheat 


o uar u 


7318 




End 


7608 




none 




Score 


176 


Exons 


7318.. 7608, 7509.. 7574 








Seq. No. 


41940 




Seq, ID 


OJ000302_23. 0331,025 


Gene No. 


87064 




Strand 




Start 


9142 




End 


11561 


Name 


OJ000302 23.0331.C25.o4 


. np 


Method 


AAT/NAP 


Start 


9142 




End 


11561 



42134 



GI 6554485 Score 557 

Exons 9142.. 9243, 10109 10559, 10739 .. 11204 , 11444.. 11561 

GI Descrip. (AC012394) unknown protein [Arabidopsis thaliana] 

gi|6573714|gb|AAF17634.1|AC009978_10 (AC009978) T23E18.26 

[Arabidopsis thaliana] 





Seer No . 


41940 




Seq. ID 


OJ000302 23.0331. 


.C25 






87064 




Strand 


_ 






start 


9142 




End 


11561 






IN dillC 


OJ000302 23.0331.C25 


. ol , op 


Method 


AAT/GAP 








10037 ~ 




End 


10488 






GI 


none 




Score 


714 






Exons 


10037. .10488 












Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331 


.C25 




Gene No . 


87064 




Strand 








Start 


9142 




End 


11561 






Nanie 


OJ000302 23.0331.C25 


, ol . ts 


Method 


TBLASTX : Soybean 






Start 


10091 ~ 




End 


11198 






ox 


none 




Score 


137 






F.vnn ^ 


10091. .10267, 10143. 


.10256, 


10151. .10261, 10261. .10347, 








10268. .10342, 10340. 


.10399, 


10421. .10516, 10434 . .10517, 








10739. .10879, 10740. 


.10868, 


10882. .10977, 108 96 ,. 10982 , 








10975, .11064, 10978. 


.11172, ■ 


10979. .11191, 10980. .11198, 




% 




11129 .11194 










r 

% ■ ~ 




41940 




Seq. ID 


OJ000302_23.0331 


.C25 




fZi*=»np No 


87064 




Strand 










9142 




End 


11561 






Name 


OJ000302 23.0331.C25 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


10130 




End 


10327 






GI 


none 




Score 


174 




f y 


Exons 


10130. .10267, 10137. 


.10256, 


10261. .10326, 10268. .10327, 




- 




10271. .10327 










■- ; 


Sea. No. 


41940 




Seq. ID 


OJ000302_23.0331 


.C25 




Gene No . 


87064 




Strand 








Start 


9142 




End 


11561 






Naitie 


OJ000302 23.0331.C25 


. o2 . tc 


Method 


TBLASTX: Cress 




f =i 


Start 


10143 ~ 




End 


10323* 






GI 


none 




Score 


111 






Exons 


10143. .10256, 10145. 


.10267, 


10151. .10270, 10152. .10268, 








10261. .10323, 10268. 


.10321 










Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331 


.C25 




Gene No. 


87064 




Strand 








Start 


9142 




End 


11561 






Name 


OJ000302 23.0331.C25 


.ol.tm 


Method 


TBLASTX: Maize 






Start 


10340 




End 


11194 






GI 


none 




Score 


59 






Exons 


10340. .10414, 10341. 


.10412, 


10418. .10516, 10419. .10517, 








10739. .10822, 10740. 


.10823, 


10817. .10894, 10818. .10880, 








10890. .10982, 10891. 


.10977, 


10978. .11172, 10979. .11191, 








10979. ,11194 












Seq. No. 


41940 




Seq. ID 


OJ000302_23.0331 


.C25 




Gene No. 


87064 




Strand 







42135 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9142 End 

OJ000302_23.0331.C25.ol.tc Method 

10463 End 

none Score 



11561- 

TBLASTX: Cress 

11118 

126 



10463. .10513, 10739. .10879, 10740 .. 10895, 10882. 
10896. .10982, 10978 .. 11118, 10979. .11116 



,10983, 



41941 Seq. ID 

87065 Strand 
1 End 
OJ000302_23 . 0331 . C26 . ol . np Method 
1 End 
6539581 Score 
1..97, 359. .591, 648. .713, 783. .850, 959. .1963, 2119. .2600 
(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 
clone F20D10; hypothetical protein {AL035538) [Oryza sativa] 



OJ000302_23.0331.C26 
+ 

2668 
AAT/NAP 
2600 
730 



BAC 



41941 



Seq. ID OJ000302_23.0331.C26 



Strand + 

End 2668 

Method GENSCAN , 

End 2668 

none Score .44 

141. ,230, ,328. .603, 687 .. 1056, 1177 .. 1963, 2122. .2162, 
2208.. 2668 



87065 
1 

OJ000302_23.0331.C26.ol.gs 
141 



41941 Seq. ID 

87065 Strand 

1 End 
OJ000302_23 . 0331 . C2 6 . o2 . tw Method 

1023 End 

none Score 
1023. .1340 

41941 Seq. ID 

87065 Strand 

1 End 
OJ000302_23.0331.C26.ol.ts Method 

1236 End 

none Score 

1236. .1781, 1236. .1454, 1280. .1525 

41941 Seq. ID 

87065 Strand 

1 End 
OJ000302_23 . 0331 . C2 6 . ol . tm Method 

1278 End 

none Score 

1278.. 1583, 1314. .1460, 1373. 

41941 Seq. ID 

87065 Strand 

1 End 
OJ000302_23,0331.C26.ol.tw Method 

1409 End 

none Score 

1409. .1570, 1410. .1841 



OJ000302_23.0331.C26 
+ 

2668 

TBLASTX: Wheat 

1340 

228 



OJ000302_23.0331.C26 
+ 

2668 

TBLASTX: Soybean 

1781 

413 



OJ000302_23.0331.C26 
+ 

2668 

TBLASTX: Maize 

1913 

232 



,1564, 1605. .1913 



OJ000302_23.0331.C26 
+ 

2668 

TBLASTX: Wheat 

1841 

269 



42136 




Seq. No. 


41942 




Seq. ID 


OJ000302_23.0331 


.C27 


Gene No. 


87066 




Strand 






Start 


343 




End 


4600 




Name 


OJ000302 23.0331.C27.ol. 


gs 


Method . 


GENSCAN 




Start 


343 ~ 




End 


4600 




GI 


none 




Score 


.9 




Exons 


343. .474, 708. .806, 1201 


...1201, 1269.. 


1439, 1573.. 2318, 






2424. .2648, 2739. .2906, 


3224. 


.3875, 4485. .4600 




Seq. No. 


41943 




Seq. ID 


OJ000302__23.0331 


.C28 


Gene No . 


87067 




Strand 






Start 


345 




End 


1202 




Name 


OJ000302 23.0331.C28.ol, 


gs 


Method 


GENSCAN 




Start 


345 




End 


1202 




GI 


none 




Score 


.73 




Exons 


345. .418, 1037. , 1202 










Seq, No. 


41944 




Seq. ID 


OJ000302 23.0331 


.C29 


Gene No . 


87068 




Strand 


+ 




Start 


773 




End 


2251 




Name 


OJ000302 23.0331.C29.ol. 


as 


Method 


GENSCAN 




Start 


773 ~ 




End 


2251 




GI 


none 




Score 


.59 




Exons 


773.. 782, 2049.. 2251 










Seq. No. 


41944 




Seq. ID 


OJ000302 23.0331 


.C29 


Gene No . 


87069 




Strand 


+ 




start 


7021 




End 


7826 




Name 


OJ000302 23.0331.C29.o2. 


QS 


Method 


GENSCAN 




start 


7021 ~ 




End 


7826 




GI 


none 




Score 


.65 




Exons 


7021. .7299, 7815. .7826 










Seq. No. 


41944 




Seq. ID 


OJ000302_23.0331 


.C29 


Gene No . 


87070 




Strand 






Start 


8123 




End 


8867 




Name 


OJ000302 23.0331.C29.o3. 


qs 


Method 


GENSCAN 




Start 


8123 




End 


8867 




GI 


none 




Score 


1 




Exons 


8123. .8277, 8636. .8867 










Seq. No. 


41944 




Seq. ID 


OJ000302_23.0331 


.C29 


Gene No. 


87071 




Strand 






Start 


11109 




End 


11301 




Name 


OJ000302 23.0331.C29.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4973 ~ 




End 


5280 




GI 


none 




Score 


329 




Exons 


4973. .5158, 4987. .5253, 


4989. 


.5216, 5005.. 5280 




Seq. No. 


41944 




Seq. ID 


OJ000302_23.0331 


.C29 


Gene No. 


87071 




Strand 






Start 


11109 




End 


11301 




Name 


OJ000302 23.0331,C29.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4998 




End 


5410 




GI 


none 




Score 


184 




Exons 


4998.. 5204, 5008.. 5256, 


5225. 


.5410 







42137 



Seq. No. 


41944 






Seq, ID 


OJUUUjU^ ZO.UoJl. 




Gene No. 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23,0331 


029. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5032 






End 


5584 




GI 


none 






Score 


155 




Exons 


5032., 5253, 5252 


.5407, 


5486 


.5584 






Seq. No. 


41944 






Seq. ID 


OJ000302_23.0331. 


C29 


Gene No . 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23.0331 


.029. ol 


tm 


Method 


TBLASTX: Maize 




Start 


5482 






End 


5953 




GI 


none 






Score 


314 




Exons 


5482. .5670, 5483 


. .5854, 


5484 


..5699, 5504. ,5701, 5867, .5953 


Seq, No. 


41944 






Seq. ID 


OJ000302_23.0331. 


C29 


Gene No. 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23.0331 


.029.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


5678 






End 


6048 




GI 


none 






Score 


347 




Exons 


5678.. 6046, 5923 


. .6048 










Seq, No. 


41944 






Seq. ID 


OJ000302_23.0331 




Gene No . 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23.0331 


.029.03 


. tm 


Method. 


TBLASTX: Maize 




Start 


6124 






End 


6415 




GI 


none 






Score 


177 




Exons 


6124.. 6237, 6125 


. .6322, 


6281 


..6313, 6317.. 6415 




Seq. No. 


41944 






Seq. ID 


OJ000302_23.0331 


CO Q 


Gene No. 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23.0331 


.029.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


8123 






End 


8277 




GI 


none 






Score 


193 




Exons 


8123., 8275, 8124 


, .8276, 


8125 


. .8277 






Seq. No. 


41944 






Seq. ID 


OJ000302_23.0331 


.029 


Gene No. . 


87071 






Strand 






Start 


11109 






End 


11301 




Name 


OJ000302 23.0331 


.029.O2 


.np 


Method 


AAT/NAP 




Start 


11109 






End 


11301 




GI 


6002799 






Score 


104 




Exons 


11109. ,11301 












GI Descrip. 


(AF149815) unknown [Oryza sativa] 






Seq. No, 


41945 






Seq. ID 


OJ000302_23.0331 


.030 


Gene No, 


87072 






Strand 


+ 




Start 


224 






End 


2471 




Name 


OJ000302 23.0331 


.030.01 


.np 


Method 


AAT/NAP 




Start 


224 






End 


2471 




GI 


7488078 






Score 


38 




Exons 


224. .432, 1273.. 


1490, 1550.. 


1678, 2391 


. ,2471 





42138 




GI Descrip. probable coll wall protein - Arabidopsis thaliana 

gi|2244874|emb|CAB10295.1| (Z97338) cell wall protein like 
[Arabidopsis thaliana] gi | 7268262 | emb | CAB7 855.8 . 1 1 (AL161540) 
cell wall protein like [Arabidopsis thaliana] 



Seq. No. 41945 Seq. ID 

Gene No. 87072 Strand 

Start 224 End 

Name OJ000302_23 . 0331 . C30 , ol . gs Method 

Start 324 End 

GI none Score 

Exons 324. .545, 1248. ,1340, 1597. .1726 



OJ000302_23.0331.C30 
+ 

2471 
GENSCAN 
1726 
.68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41946 
87073 
538 

OJ000302_23 . 0331 . C31 . ol . np 
538 

4680203 



Seq. ID OJ000302_23.0331.C31 



Strand 
End 

Method 

End 

Score 



4710 
AAT/NAP 
4710 
1541 



538. .2192, 2223. .2286, 2443. .2670, 2947. .3687, 4690. .4710 



GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 


41946 








Seq. ID 


OJ000302_23.0331 


,C31 


Gene No . 


87073 








Strand 


+ 




Start 


538 








End - 


4710 




Name 


OJ000302 23 


.0331 


.C31.03 


. tw 


Method 


TBLASTX: Wheat 




Start 


1026 








End 


1494 




GI 


none 








' Score 


196 




Exons 


1026. .1346, 


1028 


. .1324, 


1405. 


,1494 






Seq. No. 


41946 








Seq, ID 


OJ000302_23.0331 


.C31 


Gene No. 


87073 








Strand 


+ 




Start 


538 








End 


4710 




Name 


OJ000302 23 


.0331 


.C31.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


1194 








End 


1638 




GI 


none 








Score 


112 




Exons 


1194. .1316, 


1371 


. .1637, 


1405. 


.1638 






Seq. No. 


41946 








Seq. ID 


OJ000302_23.0331 


.C31 


Gene No. 


87073 








Strand 


+ 




Start 


538 








End 


4710 




Name 


OJ000302 23 


.0331 


.C31.02 


.tc 


Method 


TBLASTX: Cress 




Start 


1407 








End 


1719 




GI 


none 








Score 


253 




Exons 


1407. .1523, 


1408 


. .1719, 


1563. 


.1661 







Seq. No. 


41946 






Seq. ID 


OJ000302_23.0331 


.C31 


Gene No. 


87073 






Strand 


+ 




Start 


538 






End 


4710 




Name 


OJ000302 23. 


.0331.C31.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1482 






End 


1699 




GI 


none 






Score 


270 




Exons 


1482. .1688, 


1492. ,1698, 


1492. 


.1698, 1493. ,1699 




Seq, No. 


41946 






Seq. ID 


OJ000302_23,0331 


.C31 


Gene No. 


87073 






Strand 


+ 




Start 


538 






End 


4710 





42139 



Name 


OJUUU JUz Zo', 


n 0 "3 T 
U J Jl 


. L Ji ..OZ . 


4- * * 


Method 


i bLAb i A • wnear 




Start 


1504 








End 


1 Q A C 
loU D 




GI 


none 








Score 


•3 A 0 

oOz 




Exons 


l0U4 . . ioUb, 


iolz 


1 T T 0 










Seq. No. 


41946 








Seq. ID 


OJ000302_23.0331 


.C31 


Gene No. 


87073 








Strand 


+ 




Start 


coo 








End 


4710 




Name 


(JJUUUoUZ Zo, 


ri "3 0 1 


. Col . 01 . 


tin 


Method 


TBLASTX: Maize 




Start . 


o c o ^ 








End 


2919 




GI 


none 








Score 


56 




Exons 




0 c n yl 
ZdU4 


0 Q "3 yi 
. . Z004 , 


0 C A C 
Z DUO . 


.2919, 2613.. 2918 




Seq. No. 


4iy4o 








Seq. ID 


OJ000302_23.0331 


.C31 


Gene No. 


87073 








Strand 


+ 




Start 


538 








End 


4710 




Name 


UJUUU JU-i ^ J . 


Uoo 1 


. L^ol . 01 . 




Method 


TBLASTX: Wheat 




Start 










End 


3696 




GI 


none 








Score 


523 




Exons 


^OOO . . O^OZ/ 


zdIU 


. . z /4 4 , 


0 T A Q 

Z 136, 


.3092, 3147. .3248, 3295. .3495, 




JoOl . , 04 D / / 


0 jI T 0 

J4 / Z 


"3 C CI 

. . obol , 


0 y1 Q 0 

o4 yz . 


.3590, 3592.. 3696 




Seq. No. 


41946 








Seq. ID 


OJ000302_23.0331 


. Cox 


Gene No. 


87073 








Strand 


+ 




Start 


boo 








End 


4710 




Name 


OJ000302_23 . 


A 0 0 1 

0331 


. C31 . ol - 


to 


Method 


TBLASTX: Cress 




Start 


0 0 c 1 

2851 








End 


3276 




GI 


none 








Score 


280 




Exons 


2851 . . 3276, 


0 0 C A 

2859 


0 A A 0 

. . 3092 , 


3147 . 


.3248 






Seq. No. 


41946 








Seq. ID 


OJ000302_23.0331 


"3 1 

. Col 


Gene No. 


87073 








Strand 


+ 




Start 


coo 

boo 








End 


4710 




Name 


r\Tr\r\r\'jr\o oo 
OJUUU oU^: Z 0 . 


A 0 "3 1 

Do Jl 


. Col . 00 . 


tm 


Method 


TBLASTX: Maize 




Start 


oiby 








End 


3461 




GI 


none 








Score 


165 




Exons 


olby . . Jo4b, 


0 1 Q C 

olo 0 


'3 0 1 T 

. . ool / , 


oobl . 


.3461, 3352.. 3459 




Seq. No. 


41947 








Seq. ID 


OJ000302_23.0331 


.C32 


Gene No. 


87074 








Strand 


+ 




otart 


f 








End 


896 




Name 




A "3 0 1 


. Coz . Ol . 


gs 


Method 


GENSCAN 




Start 










End 


896 




GI 


none 








Score 


.53 




Exons 


T CO one 














Seq. No. 


41948 








Seq. ID 


OJ000302_23.0331 


.C33 


Gene No. 


87075 








Strand 


+ 




Start 


1 0 








End 


1634 




Name 


OJUCJUoUz Z J . 


0331 


.C33.01. 


gs 


Method 


GENSCAN 




Start 


72 








End 


1634 




GI 


none 








Score 


.51 




Exons 


72.. 602, 927 


..940, 1569. 


.1634 








Seq. No. 


41949 








Seq. ID 


OJ000302_23-0331 


.C34 


Gene No. 


87076 








Strand 


+ 




Start 


1837 








End 


2529 





42140 



Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000302_23 . 0331 : C34 . ol . gs Method GENSCAN 

1837 End 2529 

none Score .69 
1837.. 1990, 2487.. 2529 



41950 
87077 
3797 

OJ000302_15 . 0331 . C2 . ol . 

3787 

none 

3787. .3870, 3788, .3859, 
3911. .4042, 3911. .4039, 



Seq. ID 
Strand 
End 

tm Method 
End 
Score 59 
3894. .4037, 3898. .4038, 
4101. .4151, 4101. .4136, 



OJ000302_15.0331.C2 
+ 

4152 

TBLASTX: Maize 
4152 



3910, 
4102, 



4038, 
,4152 



41950 Seq. ID 

87077 Strand 

3797 End 

OJ000302_15 . 0331 . C2 . o2 . gs Method 

3797 End 

none Score 
3797. .4048 



OJ000302_15.0331.C2 
+ 

4152 
GENSCAN 
4048 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



41950 Seq. ID OJ000302_15 . 0331 . C2 

87077 Strand + 

3797 End 4152 

OJ000302_15 . 0331 . C2 . ol . np Method AAT/NAP 

3800 End 4039 

585960 Score 220 

3800. .4039 

PROTEIN TRANSPORT PROTEIN SEC61 BETA SUBUNIT 
gi|433665|emb|CAA814121 {Z26753) Sec61 beta-subunit homolog 
[Arabidopsis thaliana] gi | 4895244 | gb | AAD32829 . 1 | AC007659_11 
(AC007659) putative transport protein SEC61 beta-subunit 
[Arabidopsis thaliana] 



41950 
87077 
3797 

OJ000302_15.0331.C2.ol.tw 

3903 

none 



Seq. ID OJ000302 15. 0331. C2 



Strand 
End 

Method 

End 

Score 



+ 

4152 

TBLASTX: Wheat 

4036 

200 



3903. .4031, 3904. .4035, 3910. .4035, 3911. .4036 



41951 Seq. ID 

87078 Strand 

1 End 

OJ000302_15 . 0331 . C3 . ol . np Method 

1 End 

5777618 Score 



OJ000302_15.0331.C3 

4204 
AAT/NAP 
4204 
233 



1..24, 1430. .1835, 1863. .1959, 2482. .2616, 3815. .4204 
(AJ245900) CAA30376.1 protein [Oryza sativa] 



41951 Seq. ID 

87078 Strand 

1 End 

OJ000302_15 . 0331 . C3 . ol . gs Method 

681 End 



OJ000302_15.0331.C3 

4204 

GENSCAN 

4204 



42141 



o± 


none 


Score 


. 68 


- 




681. .980, 1435. .1959, 2461. 


.2705, 3955 


. .4204 




Seq. No. 


41952 


Seq. ID 


OJ000302_15.0331. 


C5 


Gene No. 


87079 


Strand 








4193 


End 


4345 




Nsiue 


OJ000302 15.0331.C5.ol.tm 


Method 


TBLASTX: Maize 






4193 


End 


4345 






none 


Score 


183 






4193. .4345, 4200. .4337, 4223. .4339 






Seq. No. 


41953 


Seq. ID 


OJ000302_15.0331. 


06 


Gene No. 


87080 


Strand 


+ 




Start 


142 


End 


4887 




Nd.ine 


OJ000302 15.0331.C6.ol.gs 


Method 


GENSCAN 






142 


End 


4887 






none 


Score 


.54 








. 4887 






Seq. No. 


41954 


Seq. ID 


OJ000302_15.0331. 


C7 


Gene No. 


87081 


Strand 


+ 




O L.CL J. U 


1960 


End 


2897 




IN diiic 


OJ000302 15.0331.C7.ol.gs 


Method 


GENSCAN 






1960 


End 


2897 






none 


Score 


.87 - 






1 Q^;ri 9Q Qi 








Seq. No. 


41955 


Seq. ID 


OJ000302_15.0331 


.C8 


Gene No. 


87082 


Strand 


+ 






56 


End 


4040 




NcLine 


OJ000302 15.0331.C8.ol.gs 


Method 


GENSCAN 






56 


End 


4040 






none 


Score 


. 47 






56. .965, 3170. .3310, 3694.. 


4040 






Seq. No. 


41955 


Seq. ID 


OJ000302_15.0331 


.C8 


Gene No. 


87082 


Strand 


+ 




Start 


56 


End 


4040 




LN diuc 


OJ000302 15.0331.C8.o3.tm 


Method 


TBLASTX: Maize 


* ■ - 




833 


End 


1008 




V7 J. 


none 


Score 


253 






833.. 1006, 833.. 1006, 834.. 


1007, 856.. 


1008, 856.. 1008 






41955 


■ ' Seq. ID 


OJ000302_15.0331 


.C8 


Gene No, 


87082 


Strand 


+ 




Start 


56 


End 


4040 




HaiTie 


OJ000302 15.0331.C8.ol.tin 


Method 


TBLASTX: Maize 






2961 


End 


3311 




ox 


none 


Score 


85 






2961. .3059, 2992. .3087, 2996. .3058, 3057. .3305, 3058. .3306 




3064. .3309, 3065. .3310, 3066. .3311 






Seq. No. 


41955 


Seq. ID 


OJ000302_15.0331 


.C8 


Gene No. 


87082 


Strand 


+ 




Start 


56 


End 


4040 




Name 


OJ000302 15.0331.C8.ol.gp 


Method 


AAT/GAP 




Start 


3024 


End 


3847 





42142 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

3024. .3310, 3694. .3847 

41955 
87082 
56 

OJ000302_15.0331.C8.o2.tm 
3735 
none 

3735.. 4022, 3737.. 4027, 3737, 

41956 
87083 
1 

OJ000302_15.0331.C9.ol.np 
1 

3785977 

1..34, 1666. .1827, 2670. .2755, 3373. .3461 

(AC005560) similar to axi 1 protein from Nicotiana tabacum 
[Arabidopsis thaliana] 



Score 


830 




Seq. ID 


OJ000302_15.0331 


.C8 


Strand 


+ 




End 


4040 




Method 


TBLASTX: Maize 




End 


4033 




Score 


365 




4033 






Seq. ID 


OJ000302_15.0331 


.C9 


Strand 


+ 




End 


3461 




Method 


AAT/NAP 




End 


3461 




Score 


142 





41956 Seq. ID 

87083 Strand 

1 End 

OJ000302_15.0331.C9.ol.gs Method 

1626 End 

none Score 

1626. .1802, 2504. ,2576, 2688. .2755 



OJ000302_15.0331.C9 
+ 

3461 
GENSCAN 
2755 
.85 



41957 Seq. ID 

87084 Strand 
1 End 
OJ000302_15. 0331. CIO. ol.np Method 
1 End 
3785977 Score 
1..36, 114. .318, 404. .571, 905. .1072, 
(AC005560) similar to axi 1 protein from Nicotiana tabacum 
[Arabidopsis thaliana] 



OJ000302_15. 0331. CIO 
+ 

2024 
AAT/NAP 
2024 
803 

1258.. 1448, 1859, .2024 



41957 
87084 
1 

OJ000302_15, 0331. CIO. o2.tc 

109 

none 

109. .321, 211. .321, 396. .491, 
681. .698 

41957 
87084 
1 

OJ000302_15. 0331. CIO. ol.ts 

172 

none 

172. .318, 180. .344, 243. .323, 
478. .576, 899, .994, 902. .994 



Seq. ID 

Strand 

End 

Method 
End 
Score 
400. .600, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
403. .453, 



OJ000302_15. 0331. CIO 
+ 

2024 

TBLASTX: Cress 

698 

194 

403. .573, 404. .574, 



OJ000302_15. 0331, CIO 
+ 

2024 

TBLASTX : Soybean 

994 

154 

403. .573, 404. .574, 



42143 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41957 
87084 
1 

OJ000302_15 . 0331 . CIO . ol . gs 
256 
none 



Seq. ID OJ000302_15. 0331. CIO 

Strand + 

End 2024 

Method GENSCAN 

End 1968 

Scare .77 



256. .338, 868. .1072, 1258 1448, ' 1859 .. 1968 



41957 
87084 
1 

OJ000302_15. 0331. CIO. ol.tm 
491 
none 



Seq. ID OJ000302_15. 0331. CIO 

Strand + 

End 2024 

Method TBLASTX : Mai ze 

End 1317 

Score 102 



491. .574, 493. .573, 899. .1072, 904. .1044, 1264. .1317 



41957 
87084 
1 

OJ000302_15. 0331. CIO. ol.tc 
902 
none 



Seq. ID OJ000302_15. 0331. CIO 

Strand + 

End 2024 

Method TBLASTX : Cress 

End 14 4 9 

Score 130 



902. .1072, 904. .1044, 1263. .1445, 1264. .1446, 1279. .1449 



Seq. ID OJ000302_15. 0331. CIO 

Strand + 

End 2024 

Method TBLASTX : Soybean 

End 1985 

Score 258 

1255. .1440, 1263. .1439, 1285. .1449, 1317. .1442, 1875. .1985 



41957 
87084 
1 

OJ000302_15. 0331. CIO. o2.ts 
1255 
none 





Seq. No. 


41958 


Seq. ID 


OJ000302_ 




Gene No. 


87085 


Strand 


+ 




Start 


769 


End 


1831 




Name 


OJ000302 15.0331.Cll.ol..gs 


Method 


GENSCAN 




Start 


769 


End 


1831 




GI 


none 


Score 


.84 




Exons 


769. .806, 1693. .1831 






I 3 


Seq. No. 


41958 


Seq. ID 


OJ000302 




Gene No. 


87086 


Strand 


+ 




Start . 


5555 


End 


5674 




Name 


OJ000302 15.0331.Cll.ol.np 


Method 


AAT/NAP 




Start 


5555 


End 


5674 




GI 


6815099 


Score 


65 




Exons 


5555. .5674 




sativa] 




GI Descrip. 


(AP001081) hypothetical prote 


in [Oryza 




Seq. No. 


41958 


Seq. ID 


OJ000302 




Gene No. 


87087 


Strand 






Start 


2705 


End 


3634 




Name 


OJ000302 15.0331.Cll.o2.gs 


Method 


GENSCAN 




Start 


2705 


End 


3634 




GI 


none 


Score 


.85 




Exons 


2705.. 2860, 3305.. 3634 







42144 




Seq. No. 


41959 






Seq. ID 


OJ000302_ 


15. 


0331 


.C12 


Gene No. 


87088 






Strand 


+ 








Start 


2856 






End 


3167 








Nciine 


OJ000302 15. 


0331.C12.ol 


. as 


Method 


GENSCAN 








Start 


2856 ~ 






End 


3167 








GI 


none 






Score 


. 45 








Exons 


2856. . 3167 
















Seq. No. 


41960 






Seq. ID 


OJ000302_ 


15. 


0331 


.C13 


Gene No. 


87089 






Strand 


+ 








Start 


349 






End 


588 








Name 


OJ000302 15. 


0331.C13.ol 


. crs 


Method 


GENSCAN 








Start 


349 ~ 






End 


588 








GI 


none 






Score 


. 97 








Exons 


349. .588 
















Seq. No. 


41961 






Seq. ID 


OJ000302_ 


15. 


0331 


.C14 


Gene No. 


87090 






Strand 


+ 








Start 


7829 






End 


8160 








Name 


OJ000302 15. 


0331.C14 .ol 


• 


Method 


AAT/GAP 








Start 


7829 






End 


8160 








GI 


none 






Score 


636 








Exons 


7829. . 8160 
















Seq. No. 


; 41961 






Seq. ID 


OJ000302_ 


15. 


0331 


.C14 


Gene No. 


87091 






-Strand 










Start 


3288 






End 


8344 








Naine 


OJ000302 15. 


0331. C14 .ol 


- as 


Method 


GENSCAN 








Start 


3288 ~ 






End 


8344 








GI 


none 






Score 


.79 








Exons 


3288. .3965, 


7118. .7524, 


8013. 


.8198, 8257. .8344 








Seq. No. 


41962 






Seq. ID 


OJ000302_ 


15. 


0331 


.C15 


Gene No. 


87092 






Strand 


+ 








Start 


85 






End 


632 








Name 


OJ000302 15. 


0331.C15.ol 


.as 


Method 


GENSCAN 








Start 


85 ~ 






End 


632 








GI 


none 






Score 


.62 








Exons 


85. .104, 230 


. .632 














Seq. No. 


41963 






Seq. ID 


OJ000302_ 


15. 


0331 


.C16 


Gene No. 


87093 






Strand 










Start 


85 






End 


483 








Name 


OJ000302 15. 


0331.C16.ol 


. as 


Method 


GENSCAN 








Start 


85 ~ 






End 


483 








GI 


none 






Score 


.47 








Exons 


85. .347, 433 


. . 483 














Seq. No. 


41964 






Seq. ID 


OJ000302_ 


15. 


0331 


.C17 


Gene No. 


87094 






Strand 


+ 








Start 


1165 






End 


1782 








Name 


OJ000302 15. 


0331.C17.ol 


. gs 


Method 


GENSCAN 








Start 


1165 






End 


1782 








GI 


none 






Score 


.74 








Exons 


1165. .1308, 


1717. .1782 














Seq. No. 


41964 






Seq. ID 


OJ000302_ 


15. 


0331 


,C17 



42145 



Gene No. 


8'?095 




Start 


3647 




Name 


OJ000302 15. 


0331.1 


Start 


3635 






6227011 






3635. .4189 




GI Descrip. 


(AC009513) F12P19 


Seq. No. 


41964 




Gene No. 


87095 




Start 


3647 




Name 


OJ000302 15. 


0331. 


91- art 


3647 






none 




P von ^ 


3647. .4192 




O C l.^ . IN • 


41964 




Gene No. 


87096 




Start 


1302 




Name 


OJ000302 15. 


,0331. 


Start 


1302 




w J. 


5852093 






1302. .1331, 


1821. 


GI Descrip. 


(AL117264) zwhl6. 


Seq. No. 


41964 




Gene No. 


87096 




Start 


1302 




vi diuc 


OJ000302 15, 


.0331. 




3760 




VJ J. 


none 




Exons 


3760. .4173, 


3761. 


Seq. No. 


41964 




Gene No. 


87096 




Start 


1302 




Name 


OJ000302 15 


.0331. 




3761 




GI 


none 




Exons 


3761. .3814, 


3836. 


9prr No 


41964 




Gene No.. 


87096 




Start 


1302 




Name 


OJ000302 15 


.0331. 


Start 


3767 






none 




1? von 


3767.-3898, 


3775. 




4058. .4189 




^po No 

O V? • IN • 


41965 




Gene No. 


87097 




Start 


6953 




Name 


OJ000302 15 


.0331. 


Start 


6953 




GI 


6815099 




Exons 


6953. .7085 





Strand 
End 

Method 

End 

Score 



+ 

4192 
AAT/NAP 
4189 
399 



Seq- ID OJ000302_15.0331.C17 

Strand + 

End 4192 

Method GENSCAN 

End 4192 

Score .59 



Seq. ID OJ000302_15.0331.C17 
Strand 

End 4282 

Method AAT/NAP 

End 4282 

Score 52 



Seq. ID OJ000302_15.0331.C17 
Strand 

End 4282 

Method TBLASTX : Mai ze 

End 4183 

Score 413 



Seq. ID OJ000302_15.0331.C17 
Strand 

End 4282 

Method TBLASTX : Cress 

End 4189 

Score 66 



Seq. ID OJ000302_15-0331.C17 
Strand 

End 4282 

Method TBLASTX : Soybean 

End 4189 

Score 110 



Seq. ID OJ000302_15.0331.C18 

Strand + 

End 7085 

Method AAT/NAP 

End 7085 

Score 84 



42146 




GI Descrip. (AP001081) hypothetical protein [Oryza sativa] 



Seq. No. 


41965 








Seq. ID 


OJ000302 


_15.0331.C18 


Gene No. 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302 15 


.0331 


.C18.01 


.np 


Method 


AAT/NAP 




Start 


1752 








End 


6465 




GI 


3413473 








Score 


424 




Exons 


1752. .1823, 


2108 


. .2249, 


2327. 


.2469, 2955. .3092, 


4431. .4568, 




4664. .4746, 


4862 


. .4954, 


6267. 


.6465 






GI Descrip. 


(AJ006308) 


tyrosine phosphatase 1 [Glycine max] 




Seq. No. 


41965 








Seq. ID 


OJ000302 


_15.0331.C18 


Gene No. 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302 15 


.0331 


.C18.01 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1752 








End 


2469 




GI 


none 








Score 


73 




Exons 


1752. .1826, 


1753 


. .1821, 


2071. 


.2253, 2106.. 2255, 


2107. .2253, 




2108. .2254, 


2327 


. .2464, 


2329. 


.2466, 2329. .2469 




Seq. No. 


41965 








Seq. ID 


OJ000302 


_15..0331.C18 


Gene No . 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302 15 


.0331 


.ClB.ol 


. gs 


Method 


GENSCAN 




Start 


1755 








End 


6572 




GI 


none 








Score 


.83 




Exons 


1755. . 1823, 


2108 


. .2249, 


2327. 


.2469, 2958.. 3083, 


3529. .3755, 




3978 . .4041, 


4431 


. ,4568, 


4664. 


.4746, 4862. .5017, 


6271 . . 6572 


Seq. No. 


41965 








Seq. ID 


OJ000302 


_15.0331.C18 


Gene No . 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302 15 


.0331 


.C18.01 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1758 








End 


4550 




GI 


none 








Score 


78 




Exons 


1758. .1826, 


2042 


. .2254, 


2093. 


.2254, 2118.. 2255, 


2327. .2359, 




2329. .2346, 


2356 


. .2454, 


2357. 


.2455, 4446. .4550, 


4452. .4541 


Seq. No. 


41965 








Seq. ID 


OJ000302 


_15.0331.C18 


Gene No. 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302 15 


.0331 


.C18.01 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1773 








End 


4574 




GI 


none 








Score 


82 




Exons 


1773. . 1820, 


2111 


. .2278, 


2118. 


.2255, 2356.-2454, 


2375. .2455, 




4446. .4574 














Seq. No. 


41965 








Seq. ID 


OJ000302 


_15.0331.C18 


Gene No. 


87098 








Strand 






Start 


1755 








End 


6572 




Name 


OJ000302.15 


.0331 


.C18.02 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2974 








End 


4562 




GI 


none 








Score 


88 




Exons 


2974. .3081, 


2976 


. .3086, 


2978. 


.3085, 4416. .4562, 


4431. .4562 


Seq. No. 


41966 








Seq. ID 


OJ000302 


_15.0331.C19 



42147 



Gene No. 


87099 


Strand 




Start 


1114 


End 


1317 


Na.ine 


OJ000302 15 0331 C19 ol as 


Method 


GENSCAN 




1114 ~ 


End 


1317 






Score 


. 98 




1114 1317 






Seq. No. 


41967 


Seq. ID 


OJ000302_15.0331 


Gene No. 


87100 


Strand 






104 


End 


1524 




OJ000302 15 0331 C20.ol.as 


Method 


GENSCAN 


O L, di- u 


104 ~ 


End 


1021 


w J. 


none 


Score 


.42 


Hi A^JilO 


104 230. 550 1021 








41967 


Seq. ID 


OJ000302 15.0331 


Gene No. 


87100 


Strand 




Start 


104 


End 


1524 


Name 


OJ000302 15.0331.C20.ol.np 


Method 


AAT/NAP 


Start 


104 


End 


1524 


GI 


7446175 


Score 


149 


Exons 


104-.230, 550. .607, 1497.. 


1524 




GI Descrip. 


transforming protein myb homolog F28A21.180 - Arabidops 



thaliana gi 1-4539396 I emb I CAB37462.il (AL035526) myb-like protein 
[Arabidopsis thaliana] gi | 5823339 | gb | AAD53108 . 1 1 AF17 6003_1 
{AF176003) putative transcription factor [Arabidopsis thaliana] 
gi|7268671|emb|CAB78879.1| (AL161549) myb-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



41968 
87101 
742 

OJ000302_15 . 0331 . C25 . ol . gs 

742 

none 

742. .882, 1696.. 1755 

41968 
87102 
3729 

OJ000302_15 . 0331 . C25 . o2 . gs 

3729 

none 

3729.. 3803, 5522. .5686 



Seq. ID OJ000302_15.0331.C25 

Strand + 

End 1755 

Method GENSCAN 

End 1755 

Score .96 



Seq. ID OJ000302_15.0331.C25 

Strand + 

End 574 9 

Method GENSCAN 

End 568 6 

Score . 65 



41968 Seq. ID 

87102 Strand 

3729 End 

OJ000302_15 . 0331 . C25 . ol . gp Method 

5534 End 

uC-osflcyp006dl2bl Score 
5534. .5749 

M176420/dbj IBAA37167! 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] • 



OJ000302_15.0331.C25 
+ 

5749 
AAT/GAP 
5749 
399 



41969 
87103 



Seq. ID OJ000302_15.0331.C26 
Strand 



42148 



start 


179 


End 


349 


Naiu© 


OJ000302 15.0331.C26,ol.gp 


Method 


AAT/GAP 


Start 


179 


End 


349 


GI 


none 


Score 


251 


Exons 


179. .349 






Seq. No. 


41970 


Seq. ID 


OJ000302_ 


Gene No. 


87104 


Strand 


+ 


Start 


362 


End 


442 


Name 


OJ000302. 15.0331.C28.ol.gs 


Method 


GENSCAN 


Start 


362 


End 


442 


GI 


none 


Score 


.83 


Exons 


362. .442 






Seq. No. 


41970 


Seq". ID 


OJ000302_ 


Gene No. 


87105 


Strand 




Start 


625 


End . 


864 


Name 


OJ000302 15.0331.C28.ol.np 


Method 


AAT/NAP 


Start 


625 


End 


864 


GI 


6907088 


Score 


143 


F vnn 


625.. 864 




sativa] 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


Seq. No. 


41971 


Seq. ID 


OJ000302_ 


Gene No. 


87106 


Strand 




Start 


33 


End 


87 


Name 


OJ000302 17.0331.Cl.ol.gs 


Method 


GENSCAN 




33 


End 


87 




none 


Score 


.86 


Rxons 


33. .87 






^f>n No 


41972 


Seq. ID 


OJ000302 


Gene No . 


87107 


Strand 


+ 


Start . 


5998 


End 


9444 


Name 


OJ000302 17.0331.C3.o2.gp 


Method 


AAT/GAP 


Start 


5998 


End 


7524 


GI 


2310235 


Score 


289 


F.xons 


5998.. 6035, 6448.. 6587, 7464. 


.7524 




QT Descrio. 


5852182/emb ICAB55420.il 9.0e- 


13 (AL117265) zhbO 




sativa] 






Sea No. 


41972 


Seq. ID 


OJ000302 


Gene No. 


87107 


Strand 


+ 


Start 


5998 


End 


9444 


Name 


OJ000302 17.0331.C3.o3.np 


Method 


AAT/NAP 


Start 


6448 


End 


9444 


GI 


4680203 


Score 


2963 


F.vnn 

Ill A VwrllO 


6448. .8136, 8245.-9444 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


41972 


Seq. ID 


OJ000302 


Gene No. 


87108 


Strand 




Start 


1 


End 


4122 


Name 


OJ000302 I7.0331.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1063 


GI 


4680203 


Score 


531 


Exons 


1..1063 







15.0331.C28 



17. 0331. C3 



zhb0012.1 [Oryza 



42149 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



(AF114171) TNP2-like protein 


[Sorghum bicolor] 


41972 


Seq. ID 


. OJ000302_17.0331.C3 


87108 


Strand 


- 


1 


End 


4122 


OJ000302 17.0331.C3.o2.np 


Method 


AAT/NAP 


1 


End 


2328 


4680203 


Score 


536 


1. .1063, 2298. .2328 






{AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


41972 


Seq. ID 


OJ000302_17.0331.C3 


87108 


Strand 




1 


End 


4122 


OJ000302 17.0331.C3.ol.gs 


Method 


GENSCAN 


14 


End 


4122 


none 


Score 


.42 


14, .453, .612. .1063, 2718. .2870, 3380.. 


'^c'^o ^rt^c yllOO 

3522, 3965 . . 412^ 


41972 


Seq. ID 


OJ000302_17.0331.C3 


87109 


Strand 




4180 


End 


7943 


OJ000302 17.0331.C3.ol.tm 


Method 


TBLASTX: Maize 


13 


End 


7871 


none 


Score 


67 


13. .144, 13. .138, 7414 . .7542 


, 7426.. 7548, 7542.. 7667, 


7548. .7667, 7677. .7871 






41972 


Seq. ID 


OJ000302_17.0331.C3 


87109 


Strand 




4180 


End 


7943 


OJ000302 17.0331.C3.o2.tw 


Method 


TBLASTX: Wheat 


13 


End 


7837 


none 


Score 


67 


13. .30, 37. .141, 44. .151, 131. .187, 139. .195, 7369. .7422, 


7377.. 7421, 7423.-7527, 7434 


..7523, 7541.. 7627, 7542.. 7628 


7608. .7832, 7628. .7837, 7629 


..7832, 7631.. 7837 


41972 


Seq. ID 


OJ000302_17.0331.C3 


87109 


Strand 




4180 


End 


7943 


OJ000302 17.0331.C3.o2.tc 


Method 


TBLASTX: Cress 


16 


End 


7548 


none 


Score 


64 


16. .324, 80. .136, 176. .328, 


7233.. 7385, 7240. .7548, 7425.. 


41972 


Seq. ID 


OJ000302_17.0331.C3 


87109 


Strand 




4180 


End 


7943 


OJ000302 17.0331.C3.ol.ts 


Method 


TBLASTX : Soybean 


64 


End 


7500 


none 


Score 


96 



7520 



64. .324, 73. .297, 83. .319, 7071. .7154, 7072. .7146, 7147. .7209, 
7204. .7500, 7236. .7487 



41972 
87109 



Seq. ID OJ000302_17.0331.C3 
Strand 



42150 



start 4180 End 7943 

Name OJ000302_17 . 0331 . C3 . ol . gp Method AAT/GAP 

Start 4180 ' End 4238 

GI 2312838 Score 63 

Exons 4180.. 4238 

GI Descrip. 1420932/gb I U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 





Seq. No. 


41972 








Seq. ID 


OJ000302_17.0331.C3 




Gene No. 


87109 








Strand 






Start 


4180 








End 


7943 




Name 


OJ000302 17. 


0331, 


,C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


6794 








End 


7142 




GI 


none 








Score 


48 




Exons 


6794. .6892, 


6799, 


. .6906, 


6897. 


.7139, 6898. .7140, 6900. .7142 




Seq. No. 


41972 








Seq. ID 


OJ000302_17.0331.C3 




Gene No . 


87109 








Strand 






Start 


4180 








End- 


7943 




Name 


OJ000302 17. 


0331. 


.C3.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7701 








End 


7943 




GI 


none 








Score 


■216 




Exons 


7701. .7943 














Seq. No. 


41972 








Seq. ID' 


OJ000302_17.0331.O3 


? r\ 


Gene No . 


87110 








Strand 






Start 


8118 








End 


9384 




Name 


OJ000302 17. 


0331 


.03. ol. 


tw 


Method 


TBLASTX: Wheat 


O 


Start 


8118 








End 


9384 


LJ 


GI 


none 








Score 


81 




Exons 


8118. .8975, 


8120 


. .8347, 


8122. 


.8991, 8986.. 9030, 8989.. 9030, 






9033. .9131, 


9037 


. .9096, 


9075. 


.9215, 9076.. 9216, 9228.. 9281, 






9229. .9309, 


9298 


. .9384, 


9324. 


.9380 






Seq. No. 


41972 








Seq. ID 


OJ000302_17.0331.C3 


"= 


Gene No. 


87110 








Strand 






Start 


8118 ' 








End 


9384 




Name 


OJ000302 17. 


.0331 


.03. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8122 








End 


8430 


^ nf 


GI 


none 








Score 


284 


~ =^ 
4 =? 


Exons 


8122. .8430, 


8127 


. .8402, 


8200. 


.8430 






Seq. No.. . 


41972 








Seq. ID 


OJ000302_17.0331.O3 




Gene No. 


87110 








Strand 






Start 


8118 








End 


9384 




Name 


OJ000302 17, 


.0331 


.03.O1. 


tc 


Method 


TBLASTX :Oress 




Start 


8357 








End 


8808 




GI 


none 








Score 


165 




Exons 


8357. .8512, 


8361 


. .8753, 


8361. 


.8804, 8365. .8808, 8371. .8808 




Seq. No. 


41973 








Seq. ID 


OJ000302_17.0331.O4 




Gene No. 


87111 








Strand 


+ 




Start 


120 








End 


356 




Name 


OJ000302 17 


.0331 


.04.O1. 


gs 


Method 


GENSCAN 




Start 


120 








End 


356 




GI 


none 








Score 


.95 




Exons 


120. .356 













, 42151 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41973 Seq. ID 

87112 Strand 

1419 End 

OJ000302_17.0331.C4 .ol.np Method 

1404 End • 

4680204 Score 



OJ000302_17.0331.C4 
+ 

5119 
AAT/NAP 
5098 
952 



1404. .2840, 2936. .4032, 4128. .4294, 4391. .4610, 4961. .5098 
{AF114171) hypothetical protein [Sorghum bicolor] 



Seq. No. 


41973 






Seq. ID 


OJ000302_ 


17 


0331. 


C4 


Gene No . 


87112 






Strand 


+ 








Start 


1419 






End 


■ 5119 








Name 


OJ000302 17.0331. 


C4 .o2. 


gs 


Method 


GENSCAN 








Start 


1419 






End 


2025 








GI 


none 






Score 


.66 








IT vr\n ^ 

1-1 AWllii? 


1419. .1793, 1834, 


.2025 














Seq. No. 


41973 






Seq. ID 


OJ000302_ 


_17 


.0331 


C4 


npne No. 


87112 






Strand 


+ 










1419 






End 


5119 








Name 


OJ000302 17.0331. 


C4.03. 


gs 


Method 


GENSCAN 








ct-a rt 


2175 






End 


5119 








GI 


none 






Score 


.84 








Rxons 


2175.. 2840, 2936 


.4011, 


4121 


..4294, 4391.. 4501, 


4586. .4658, 




4753.. 4851, 4931 


.5119 














Sea No. 


41973 






Seq. ID 


OJ000302_ 


17 


.0331 


.C4 




87113 






Strand 


+ 








Start 


12327 






End 


13193 








Name 


OJ000302 17.0331 


.C4.o5. 


gs 


Method 


GENSCAN 








Start 


12327 






End 


13193 








GI 


none 






Score 


.56 








Exons 


12327. .12482, 12894 .. 13100, 


13182. .13193 








Seq. No. 


41973 






Seq. ID 


OJ000302_ 


_17 


.0331 


.C4 


C^pne No . 


87114 






Strand 


+ 








Start 


15230 






End 


15634 








Name 


OJ000302 17.0331 


.C4.o2. 


gp 


Method 


AAT/GAP 








Start 


15230 






End 


15634 








GI 


3762862 






Score 


763 








Exons 


15230. .15634 
















Seq. No. 


41973 






Seq. ID 


OJ000302_ 


_17 


.0331 


.C4 


Gene No. 


87115 






Strand 


+ 








Start 


17150 






End 


17840 








Name 


OJ000302 17.0331 


.C4 .o3. 


gp 


Method 


AAT/GAP 








Start 


17150 






End 


17840 








GI 


3762863 






Score 


1207 








Exons 


17150. .17840 
















Seq. No. 


41973 






Seq. ID 


OJ000302 


_17 


.0331 


.C4 


Gene No. 


87116 






Strand 










Start 


1 






End 


26302 








Name 


OJ000302 17.0331 


.C4.04 


. np 


Method 


AAT/NAP 








Start 


1 






End 


26302 








GI 


4680204 






Score 


42 









42152 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq- No. 
Gene No. 
Start . _ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..53, 10198. .10429, 12434 12486, 21786 .. 21887 , 26280. .26302 
(AF114171) hypothetical protein [Sorghum bicolor] 



41973 
87116 
1 

OJ000302_17 . 0331 . C4 . ol . tw 
2034 
none 
2034 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method TBLASTX : Wheat 

End 2450 

Score 62 



2198, 2047. .2187, 2049. .2285, 2150. .2317, 2280. .2450 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method AAT/NAP 

End 8303 

Score 103 



41973 
87116 
1 

OJ000302_17.0331.C4.o3.np 
5507 
7106528 
5507.. 5625, 8278.. 8303 

(AP001278) EST D40774 {S2920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method AAT/GAP 

End 5675 

Score 227 



41973 
87116 
1 

OJ000302_17 . 0331 . C4 . ol . gp 
5530 

21474_1.R1084 

5530. .5675 . . ^.^ 

'3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 

thaliana] ' 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method GENSCAN 

End 10572 

Score .75 

7100. ,7116, 7554. .7717, 7932. .8054, 9413. .9458, 9964. .10115, 
10226.. 10572 



41973 
87116 
1 

OJ000302_17 . 0331 .C4 .o4 .gs 
7100 
none 



41973 
87116 

.1 

OJ000302_17 . 0331 . C4 . o6 . gs 
13559 
none 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method GENSCAN 

End 15354 

Score . .8 



13559. .13659, 14969. . 15098, 15289.. 15354 



41973 
87116 
1 

OJ000302_17.0331.C4 .o7 .gs 
18612 

none , 

18612. .18826, 19312 .. 19457 , 20072 .. 20310, 21895 .. 21987 , 

22654. .22774, 25334,. 25356 



Seq. ID OJ000302_17.0331.C4 
Strand 

End 26302 

Method GENSCAN 

End 25356 

Score .7 



42153 






Seq. No- 


41974 


Seq. ID 


OJ000302_17.0331.C5 




Gene No. 


87117 


Strand 


+ 




Start. 


1216 


End 


1810 




Naitie 


OJ000302 17.0331.C5.ol.gs 


Method 


GENSCAN 




Start 


1216 


End 


1810 




GI 


none 


Score 


.43 




Exons 


1216. .1341, 1618. .1733, 1751. 


.1810 






Seq. No. 


41975 


Seq. ID 


OJ000302_17.0331.C6 




Gene No. 


87118 


Strand 


+ 




Start 


52 


End 


4266 




Name 


OJ000302 17.0331.C6.ol.gs 


Method 


GENSCAN 




Start 


52 


End 


4266 




GI 


none 


Score 


. 69 




Exons 


52.. 106, 526.. 666, 1192.. 2053 


, 2232.. 2258, 2353.. 3427, 






3470. ,3862, 3907. .4266 








Seq. No. 


41975 


Seq. ID 


OJ000302 17. 0331. C6 




Gene No. 


87118 


Strand 


+ 




Start 


52 


End 


4266 




Name 


OJ000302 17.0331.C6.ol.np 


Method 


AAT/NAP 




Start 


992 


End 


4263 




GI 


6907089 


Score 


4823 




Exons 


992.. 2258, 2353.. 4263 






~ ■— * 


GI DescriD. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


41975 


Seq. ID 


OJ000302 17 . 0331 .C6 




Gene No. 


87119 


Strand 






Start 


4897 


End 


9481 




Name 


OJ000302 17.0331.C6.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3510 


End 


8043 




GI 


none 


Score 


59 


i y 

s 


Exons 


3510. .3611, 7623. .8042, 7630. 


.8043 






Seq. No. 


41975 


Seq. ID 


OJ000302_17.0331.C6 


"--1 


Gene No. 


87119 


Strand 






Start 


4897 


End 


9481 


— 


Name 


OJ000302 17.0331.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


4891 


End 


5037 


S3 


GI 


none 


Score 


123 


f ^ 


Exons 


4891. .5037, 4898. .5032 








Seq. No. 


41975 


Seq. ID 


OJ000302_17.0331.C6 




Gene No . 


87119 


Strand 






Start 


4897 


End 


9481 




Name 


OJ000302 17.0331.C6.o2.np 


Method 


AAT/NAP 




Start 


4897 


End 


9481 




GI 


7228457 


Score 


7226 




Exons 


4897. .6447, 6514. .7664, 7787. 


.8621, 8685. .9481 




GI Descri.p. 


{AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 






sativa] 








Seq. No. 


41975 


Seq. ID 


OJ000302_17.0331.C6 




Gene No. 


87119 


Strand 






Start 


4897 


End 


9481 




Name 


OJ000302 17.0331.C6.o6.tw 


Method 


TBLASTX: Wheat 



42154 





*4 ^ U U 






V von Q 


4906. . 5031/ 


Seq. No. 


41975 


Gene No. 


87119 




4897 


N3ine 


OJ000302 17 








none 




5509. .5889, 


Seq. No. 


41975 


Gene No. 


87119 




4897 


Name 


OJ000302 17 




5665 ~ 


0 J. 


none 


T? von ^ 


5665. . 5712, 


Seq. No. 


41975 


Gene No. 


87119 


Start 


4897 


£3 Name 


OJ000302 17 


\J Start 


6220 


tn GI 


none 


= ■= Exons 


6220. .6480, 


r ^ 





End 
Score 



5508 
76 





Seq. No. 


41975 




Gene No. 


87119 




Start 


4897 




Name 


OJ000302 17 




Start 


6280 




GI 


5666795 




Exons 


6280. .6480, 




GI Descrip. 


4206306 2.0 




Seq. No. 


41975 




Gene No. 


87119 




Start 


4897 




Name 


OJ000302 17 




Start 


6535 




GI 


none 




Exons 


6535.-6696, 



Seq. ID OJ000302_17.0331,C6 
Strand 

End 9481 

Method TBLASTX : Wheat 

End 5890 

Score . 163 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 

Method TBLASTX : Mai ze 

End 6027 

Score 208 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 

Method TBLASTX : Wheat 

End 6532 

Score 67 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 

Method TBLASTX : Soybean 

End 684 6 

Score 68 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 

Method TBLASTX: Wheat 

End 6986 

Score 88 



6719. .6904, 6739. .6939, 6771. .6986 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



41975 
87119 
4897 

OJ000302_17.0331,C6.ol.ts 

7593 

none 

7593. .7964, 7804, .7947 

41975 
87119 
4897 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 

Method TBLASTX : Soybean 

End 7964 

Score 90 



Seq. ID OJ000302_17.0331.C6 
Strand 

End 9481 



42155 




Name 


UJuUU jUz i / 


n '5 T 1 
. Uo Jl • 


ub . Oz . 


tm 


Me tnoa 


T«T3T aQTY • Ma ■! to 




Start 


1 /lb 








jijnQ 


ft 1 nn 

0 X U VJ 




GI 


none 








Score 


z ou 




Exons 


//lb. . O U 37^7 / 


/ / . 


Q 1 nn 
. 0 1 uu 










Seq, No. 


41975 








Seq. ID 


OJ000302_17.0331 


.C6 


Gene No. 


87119 








Strand 






ouar L 


ft o y / 










^ 4 O X 




Name 


UJUUUoUZ 1 / 


. U JO 1 . 


^b . oi . 


tm 


we tnou 


1 DXtAO 1 A. . rJciX Z6 




start 


Q 1 0*7 

olZ / 








jiina 


O ft O O 




GI 


none 








Score 


1 9^ 

1-^ b 




Exons 


O 1^ / . . 0 *1 / 


o 1^ / . 


P 4 R '5 


ft 1 "xn 
oio / . 


ft 4 A ft 
. O 4 4 O 






Seq. No. 


41975 








Seq. ID 


OJ000302_17.0331 


.C6 


Gene No. 


87119 








Strand 






b tar c 


fi 0 / 










Q4ft 1 

^ 4 O -L 




Name 


UJ UUU jU^ 1 / 


. u JO X . 


o . 0 1 • 


tw 


lYie tnoQ 






btart 


Q 1 R 1 

olOl 








CinQ 


ft fil 
D D X O 






none 








Score 


997 




Exons 


o ID 1 • . O 01^ / 


0 10 / . 


ft 1 9 

• 0 biz / 


fti Rft 
o loo . 


ft 1 ^ 
. o oxo 






Seq. No. 


41975 








Seq. ID 


OJ000302_17.0331 


.C6 


Gene No. 


87119 








Strand 






o tar L 


A Q QT 

4 o y / 








i-'na 


Q4ft1 

^ft O X 




Name 


(JJUUUoUz 1 / 


n "5 1 
, U J J 1 . 


ub . OO . 


t s 


Method 


i DX(i\o X A . boyoean 




Start 


o o n Q 








tnu 


ft 1^7 
o o / 0 




GI 


none 








Score 


1 1 Q 

Xlo 




Exons 


OOAO 0*3/10 


O "3 /I Q 

0 J4 y . 


Q Q T T 
. OO / o 










Seq. No. 


41975 








Seq. ID 


OJ000302_17.0331 


.C6 


Gene No. 


87119 








Strand 






btart 


4o y / 










y ft o X 




Name 


UJUUUJU^ 1 / 


n "3 1 
. U Jo 1 . 


ub . OO . 


gs 


DQetnou 


r'TTKTQPaXT 
olijLNbk^riiN 




btart 


o b^^ 








c^nQ 


y 04 X 






none 








Score 


Q7 

. y / 




Exons 


QCOO QQ/tl 

o bzz . . yo4 1 














Seq. No. 


41975 








Seq. ID 


OJ000302_17.0331 


.C6 


Gene No. 


87119. 








Strand 






btart 


4 o y / 










ft 1 
y 4 0 X 




Name 


UJUUUJU^ 1 / 


0*3 "3 1' 


Ub . OO . 


tw 


cje tnou 


1 OXinO X A • Wllca t 




b tar t 


Q "7 "7 Q 

o / / o 








ii«na 


y ^ D4 






none 








Score 


X D / 




Exons 


o / / o . . yz bo / 


8809. 


.9069, 


Q1 97 


Q9 
. yz o4 






beq. ino. 


4 1 y / b 








bsq. xu 


nTnnn'^nc> i7 n'^'^i 

\J\J\j\j\J 0\J C X / • UOO-L 




Gene No. 


87120 








Strand 






Start 


1041 








End 


2319 




Name 


UJUUUOUZ 1 / 


.0331.C7.o3. 


np 


Method 


z\aT /Map 




Start 


1U4 1 








End 


9 "3 1 Q 

zoiy 




T 

GI 


T c o "a C T o 

/oz Jolz 








Score 


1 9Q 

l^o 




Exons 


1041. .1067, 


2191. 


.2319 










GI Descrip. 


(AP001633) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


41976 








Seq. ID 


OJ000302_17.0331 


.C7 


Gene No. 


87121 








Strand 


+ 




Start 


12186 








End 


12895 





42156 



Name 

Start 

GI 

Exons 



OJ000302_17 . 0331 . C7 . o2 , gs Method GENSCAN 

12186 End 12884 

none Score . 8 
12186,-12884 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41976 Seq. ID 

87121 Strand 

12186 End 

0 J000302_17 . 0331 . C7 . o4 . np Method 

12186 End 

5902444 Score 
12186. .12895 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ000302_17.0331.C7 
+ 

12895 
AAT/NAP 
12895 
726 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302 17. 0331. C7 



1198 
AAT/NAP 
1198 
1887 



41976 
87122 
1 

OJ000302_17.0331.C7.ol.np 
1 

6721562 
1. .1198 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 


41976 




Seq. ID 


OJ000302_17.0331 


.07 


Gene No. 


87123 




Strand 






Start 


1432 




End 


8126 




Name 


OJ000302 17. 0331. C7 


, o2 . np 


Method 


AAT/NAP 




Start 


1432 




End 


8126 




GI 


5042454 




Score 


234 




Exons 


1432. .1485, 1720. .1903, 8060. 


.8126 






GI Descrip. 


(AC007789) putative 


polyprotein [Oryza 


sativa] 




Seq. No. 


41976 




Seq. ID 


OJ000302_17.0331 


.07 


Gene No, 


87124 




Strand 






Start 


11723 




End 


12485 




Name 


OJ000302 17. 0331, C7 


, ol, tw 


Method 


TBLASTX: Wheat 




Start 


152 




End 


544 




GI 


none 




Score 


93 




Exons 


152.. 409, 186.. 425, 


392. ,490, 


393. .485, 


497, .544 




Seq. No. 


41976 




Seq. ID 


OJ000302_17.0331 


.07 


Gene No. 


87124 




Strand 






Start 


11723 




End 


12485 




Name 


OJ000302 17, 0331. C7 


.ol. tm 


Method 


TBLASTXiMaize 




Start 


254 




End 


539 




GI 


none 




Score 


87 




Exons 


254.. 502, 255,. 539 










Seq. No. 


41976 




Seq, ID 


OJ000302_17.0331 


,07 


Gene No, 


87124 




Strand 






Start 


11723 




End 


12485 




Name 


OJ000302 17, 0331, C7 


.o2.gp 


Method 


AAT/GAP 




Start 


11723 




End 


12485 





42157 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

GI Descrip. 



5816562 Score 629 

11723. .12139, 12468.. 12485 

6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



41977 Seq. ID 

87125 Strand 

1 End 

OJ000302_17.0331.C8.ol.np Method 

1 End 

5922631 Score 
1..59, 105.:676, 719. .869, 996. .1922, 



OJ000302_17.0331.C8 
+ 

5092 
AAT/NAP 
5056 
6135 
2529. .5056 



(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 Idbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. {AF049110) [Oryza sativ 



Seq. No. 


41977 






Seq. ID 


OJ000302_17.0331.C8 




87125 






Strand 


+ 


Start 


1 






End 


5092 


Name 


OJ000302 17.0331. 


.08. ol. 


gs 


Method 


GENSOAN 


Start 


152 






End 


5092 


GI 


none 






Score 


.88 


Exons 


152. .1914, 2011. 


.4109, 


4128. . 


.5092 




Sea No. 


41977 






Seq. ID 


OJ000302_17.0331.C8 


rjonf* No - 


87126 






Strand 




start 


5422 






End 


8477 


Name 


OJ000302 17.0331 


.C8.o7. 


tw 


Method 


TBLASTX: Wheat 


Start 


280 






End 


682 


GI 


none 






Score 


285 


Exons 


280. .588, 281. .682 








Seq. No. 


41977 






Seq. ID 


OJ000302_17.0331.C8 


Gene No. 


87126 






Strand 




Start 


5422 






End 


8477 


Name 


OJ000302 17.0331 


.08.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


1262 






End 


2059 


GI 


none 






Score 


146 


Exons 


1262.. 1438, 1483 


. .1719, 


1487 


..1717, 1766. .2059, 1894.. 2055 


Seq. No. 


41977 






Seq. ID 


OJ000302_17.0331.C8 


Gene No. 


87126 






Strand 




Start 


5422 






End 


8477 


Name 


OJ000302 17.0331 


.O8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1979 






End 


"2344 


GI 


none 






Score 


133 


Exons 


1979.. 2203, 2210 


. .2344 








Seq. No. 


41977 






Seq. ID 


OJ000302_17.0331.C8 


Gene No. 


87126 






Strand - 




Start • 


5422 






End 


8477 


Name 


OJ000302 17.0331 


.08 .08 . 


tw 


Method 


TBLASTX: Wheat 


Start 


2060 






End 


2294 



42158 



GI ' 


none 








Exons 




2080 


.2292, 


2130 . 


Seq. No. 


41977 








Gene No. 


87126 










O rl Z Z 








Name 


UJUUUoUZ__l / . 


0*3 "31 
U J O J. . 




1-Tn 


Start 










GI 


none 








Exons 




2110 


. 2415 




Seq. No. 


41977 








Gene No. 


87126 








Start 


R/199 








Name 


T/^nn '3ri9 i n 
UJUUU jU^_^1 / . 


0*3 '31 


Pft n1 


1-w 

L. W 


Start 


O O Q /I 








GI 


none 








Exons 


99Q4 971 




. 2712 




Seq. No. 


41977 








Gene No. 


87126 








Start 


c;^ 99 








Name 




0*3 "31 
, U J J 1 . 


Pft o9 

^0 . vJZ . 


UILL 


Start 










GI 


none 








Exons 




94 Q1 


, £. O -J 




Seq. No. 


41977 








Gene No. 


87126 








Start 


R/l 99 








Name 


OJUUU JUZ i / 


0*3 '31 


rp n1 




Start 


o c o o 

zooo 








GI 


none 








Exons 






. .2748, 


2785 


Seq. No. 


41977 








Gene No. 


87126 








btaru 


99 
Oft zz 








Name 


TO no 'SAO IT 

OJUUU JUz 1 / 


0*3 "31 




i UW 


Start 


O T C O 

z /oo 








GI 


none 








Exons 


9*7 c^Q 9 QfI7 


97 SQ 


'^1 87 




Seq. No. ^ 


41977 








Gene No. 


87126 








Start 


99 
D4ZZ 








Name 


TO 0 0*30 9 1*7 

OJUUU jUz__± / 


n'3 "31 

. U J J 1 


PP 0*3 




Start 


"DOIT 

ozl / 








GI 


none 








Exons 


'391 1 '3'3nQ 




3319 


3355 


Seq, No. 


41977 








Gene No. 


87126 








Start 


5422 








Name 


OJ000302 17 


.0331 


.C8.06 


.tw 


Start 


3224 








GI 


none 









Score 
.2294 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2955 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



269 



OJ000302_17.0331.C8 
8477 

TBLASTX: Maize 

2425 

362 



OJ000302_17.0331.C8 
8477 

TBLASTX: Wheat 

2713 

500 



OJ000302_17.0331.C8 
8477 

TBLASTX: Maize 
2836 

376 - 



OJ000302_17.0331.C8 
8477 

TBLASTX: Soybean 

2989 

308 



OJ000302_17.0331.C8 
8477 

TBLASTX: Wheat 

3187 

420 



OJ000302_17.0331.C8 
8477 

TBLASTX: Soybean 

3603 

86 

.3601 



3603, 3359, 

OJ000302 17. 0331. C8 



Seq. ID 
Strand 
End 

Method 

End 

Score 



8477 

TBLASTX: Wheat 

3646 

338 



42159 




Exons 




0 £. £. ^ * 


. 3570 










Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331. 


C8 


Gene No. 


87126 








Strand 








J ft ^z. 








End 


8477 




XI win 

Name 






C8 olO 


. tw 


Method 


TBLASTX: Wheat 




start 










End 


3961 




GI 


none 








Score 


135 




Exons 




^ 0 • 


. 3961 










Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331. 


C8 


Gene No. 


87126 








Strand 






ouart 










End 


8477 




Naitie 


n in 0(1*^09 17 

UJ VJUUOUZ X/ 






tm 


Method 


TBLASTX: Maize 




buart 










End 


4270 




GI 


none 








Score 


424 




Exons 




0 ^ ^ 0 m 


. 4269, 


3959. 


. 4270 






O C ^ . IN U . 


41977 








Seq. ID 


OJ000302_17.0331 


C8 


Gene No. 


87126 








Strand 






Start 


5422 








End 


8477 




Name 


OJ000302 17 


.0331. 


C8.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


3964 








End 


4351 




GI 


none 








Score 


398 




Exons 


3964. .4275, 


3965. 


.4351, 


4160. 


.4351 







? : 3 


Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331.C8 




Gene No. 


87126 








Strand 






Start 


5422 








End 


8477 


= : \ 


Name 


OJ000302 17 


.0331. 


C8.05. 


tm 


Method 


TBLASTX: Maize 




Start 


4423 








End 


4696 




GI 


none 








Score 


101 




Exons 


4423. .4521, 


4424. 


.4522, 


4513. 


.4587, 4517. .4600, 4610. .4696 




Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331.C8 




Gene No. 


87126 








•Strand 






Start 


5422 








End 


8477 




Name 


OJ000302 17 


.0331. 


C8.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


4466 








End 


5080 




GI 


none 








Score 


372 




Exons 


4466.^.4957, 


4486. 


.4575, 


4627. 


.4755, 4949. .5080- 




Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331.C8 




Gene No. 


87126 








Strand 






Start 


5422 








End 


8477 




Name 


OJ000302 17 


.0331. 


C8.04. 


tm 


Method 


TBLASTX: Maize 




. Start 


4778 








End 


5041 




GI 


none 








Score 


169 




Exons 


4778. .4960, 


4900. 


.4959, 


4939. 


.5040, 4940. .5041 




Seq. No. 


41977 








Seq. ID 


OJ000302_17.0331.C8 




Gene No. 


87126 








Strand 






Start 


5422 








End 


8477 




Name 


OJ000302 17 


.0331. 


C8.o2. 


gs 


Method 


GENSCAN 




Start 


5422 








End 


8477 




GI 


none 








Score 


.67 




Exons 


5422, .5873, 


6123. 


.6312, 


6388. 


.6533, 6653. .7011, 7088. .7380, 



42160 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

C3 Seq. No. 

%j Gene No. 

Cn start 

ri= Name 

I? Start 

H GI 

Exons 

fij Seq. No. 

1 Gene No. 

Start 

-=f Name 

^4 start 

H GI . 

. Exons 



7467. .8477 

41977 . Seq. ID 

87126 Strand 
5422 End 
OJ000302_17 . 0331 . C8 . o2 . np Method 
5425 End 
6691716 Score 
5425.. 5873, 5947.. 6060, 6210.. 6312, 
6911.. 7011, 7088.. 7265, 7463.. 8351 
(AP000492) hypothetical protein [Oryza sativa] 
gil 6691717 Idbj IBAA89397.1 1 (AP000570) hypothetical protein 
[Oryza sativa] 



OJ000302 17. 0331. C8 



8477 
AAT/NAP 
8351 
2468 
6388. .6575, 



6653. .6832, 



41977 Seq. ID 

87126 Strand 
5422 End 
OJ000302_17 . 0331 . C8 . o9 . tw Method 
7941 End 
none Score 
7941. .8231 

41978 Seq. ID 

87127 Strand 
863 End 
OJ000302_17 . 0331 . C9 . ol . gs Method 
863 End 
none Score \ 
863.. 990, 1020.. 1078 



OJ000302_17.0331.C8 
8477 

TBLASTX: Wheat 

8231 

210 



OJ000302_17.0331.C9 
+ 

1078 
GENSCAN 
1078 
.86 



41978 Seq. ID OJ000302_17 . 0331 . C9 

87128 Strand + 

7609 End 9887 

OJ000302_17.0331.C9.o3.gs Method GENSCAN 

7609 End 9887 

none Score .57 

7609. .7796, 7945. .8061, 8167. .8203, 8493. .8764, 9439. .9592, 
9668. .9887 



Seq. No. 41978 

Gene No. 87129 

Start 4710 

Name OJ000302_17 . 0331 . C9 . o2 . gs 

Start 4710 

GI none 

Exons 4710.. 5174 



Seq. ID OJ000302_17.0331,C9 
Strand 

End 5174 

Method GENSCAN 

End 5174 

Score .44 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41979 
87130 
77 

OJ000302_17 . 0331 . CIO . ol . gs 
77 

none 
77. .391 

41980 
87131 



Seq. ID OJ000302_17. 0331. CIO 

Strand + 

End 391 

Method GENSCAN 

End 391 

Score .91 



Seq. ID OJ000302_17.0331.C11 
Strand + 



42161 



start 
Name 
Start 
GI 

Exons 



510 End 

OJ000302_17.0331.Cll.ol.gs Method 

510 End 

none Score 



13260 
GENSCAN 
13260 
.48 



510.. 527, 2092.. 2226, 2682.. 2888, 3418.. 3552, 5261.. 5289, 
6295.-6443, 6722. .7597, 8063. .8178, 8197. .8450, 8663. .8724, 
9135. .9251, 9502. .9585, 10095 .. 10211 , 10494 .. 11307 , 
11596. .11710, 11956. .12157, 12827.. 13260 



Seq. No. 




Seq. ID 


OJ000302_17 


. U J J J. • 1 


Gene No. 




Strand 


+ 




Start 


510 


End 


13260 




Name 


OJ000302 17.0331.Cll.o2.np 


Method 


AAT/NAP 




Start 


5169 


End 


8532 




GI 


6587849 


Score 


218 




Exons 


5169.. 5203, 8122.. 8532 








GI Descrip. 


(AC006551) Very similar to 


retrotransposon reverse 


transcrij 




[Arabidopsis thaliana] 








Seq. No. 


41980 


Seq. ID 


OJ000302_17 


.0331-Cll 


Gene No. 


87131 


Strand 


+ 




Start 


510 


End 


13260 




Name 


OJ000302 17.0331.Cll.ol.np 


Method 


AAT/NAP 




Start 


7194 


End 


7653 




GI 


4733973 


Score 


136 




Exons 


7194. .7653 








GI Descrip. 


(AC007264) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


41980 


Seq. ID 


OJ000302_17 


.0331. Cll 


Gene No . 


87131 


Strand 


+ 




Start 


510 


End 


13260 




Name 


OJ000302 17.0331.Cll.o4.np 


Method 


AAT/NAP 




Start 


10922 


End 


12347 




GI 


5852084 


Score 


90 




Exons 


10922. .10957, 12264.. 12347 








GI Descrip. 


(AL117264) 2wh0007.1 [Oryza 


sativa] 






Seq. No. 


41980 


Seq. ID 


OJ000302_17 


.0331. Cll 


Gene No. 


87131 


Strand 


+ 




Start 


510 


End 


13260 




Name 


OJ000302.17.0331.Cll.o3.gp 


Method 


AAT/GAP 




Start 


12600 


End 


12660 




GI 


688 1.R1084 


Score 


77 




Exons 


12600. .12660 








GI Descrip. 


•226661/prf 1 1 1603356CM 6.0e 


-54 trnA intron ORF 109 


[Oryza 




sativa] ' 








Seq. No. 


41980 


Seq. ID 


OJ000302_17 


.0331. Cll 


Gene No. 


87132 


Strand 






Start 


8734 


End 


9358 




Name 


OJ000302 17.0331.Cll.ol.gp 


Method 


AAT/GAP 




Start 


8734 


End 


9358 




GI 


3761363 


Score 


1142 




Exons 


8734. .9358 









GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 l.Oe-151 Oryza sativa 

indica (GIiA4) genomic DNA, chromosome 4, BAG clone: tl7804 



42162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

start 
""^f Name 
Cn Start 
fU GI 

Exons 
i'^- GI Descrip. 

'l^^ Seq. No. 

fy Gene No. 

= Start 

f=l Name 

^1 Start 

Exons 

fj Seq, No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



Seq. ID OJ000302_17,0331.C11 ■ 
Strand 

End 11453 
Method AAT/NAP 
End 11453 
Score 202 
10906. .11164, 11278. .11453 
(AP000615) ESTs AU075609 {C63344 ) , C7 1850 (E04 64 ) , C98611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



41980 
87133 
9317 

OJ000302_17 . 0331 . Cll . o3 . np 
9317 
6063554 
9317. .9490, 



41980 
87133 
9317 

OJ000302_17 , 0331 . Cll . o2 . gp 
9557 
2427387 
9557. .9932 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 17. 0331. Cll 



11453 
AAT/GAP 
9932 
731 



41980 
87134 
11447 

OJ000302_17 . 0331 . Cll . o5 . np 

11447 

226661 

11447. .11470, 12597. .12662, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_17. 0331. Cll 

13140 
AAT/NAP 
13140 
56 



13030. .13140 



trnA intron ORF 109 [Oryza sativa] 



41980 
87135 
15992 

OJ000302_17 . 0331 . Cll . ol . ts 

7210 

none 

7210. .7413, 7462. .7641 

41980 
87135 
15992 

OJ000302_17 . 0331 . Cll . ol . tm 
7230 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_17 . 0331 ,011 
17912 

TBLASTX: Soybean 

7641 

122 



Seq. ID OJ000302_17. 0331. Cll 

Strand . - 

End 17912 

Method TBLASTX: Maize 

End 7641 

Score 114 



7230. .7430, 7273. .7431, 7462. .7641, 7500. .7625 



41980 
87135 
15992 

OJ000302_17 . 0331 . Cll . ol . tw 

8142 

none 

8142. .8447, 8146. .8448 

41980 
87135 
15992 



Seq. ID OJ000302_17. 0331. Cll 
Strand 

End 17912 

Method TBLASTX : Wheat 

End 8448 

Score 288 



Seq. ID OJ000302_17. 0331. Cll 
Strand 

End 17912 



42163 



Name 


OJ000302 17.0331.Cll.o2.gs 


Method 


GENSCAN 


Start 


15992 . 


End 


17912 


GI 


none 


Score 


.95 


Exons 


15992. .16066, 16442 .. 16724, 


16805. .16975, 17053.. 17912 


Seq. No. 


41981 


Seq. ID 


OJUUUjU2 l/.UJol.CiZ 


Gene No. 


87136 


Strand 




Start 


2524 


End 


2y4o 


Name 


OJ000302 17.0331.C12.ol.np 


Metnoa 


AAT / NAP 


Start 


2524 


End 


2y4^ 


GI 


4680203 


Score 


192 


Exons 


2524. .2943 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


41981 


Seq. ID 


OJ000302_17.0331.C12 


Gene. No. 


87136 


Strand 




Start 


2524 


End 


2943 


Name 


OJ000302 17.0331.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


2602 


End 


2942 


GI 


none 


Score 


75 


Exons 


2602.. 2721, 2722.. 2826, 2735 


..2827, 2845. .2898, 2861. .2893, 




2899.. 2940, 2901.. 2942 






Seq. No. 


41981 


Seq. ID 


OJ000302_17.0331.C12 


Gene No. 


87136 


Strand 




Start 


2524 


End 


2943 


Name 


OJ000302 17.0331.C12.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2665 


End 


2913 


GI 


none 


Score 


83 


Exons 


2665. .2913, 2732. .2911 






Seq. No. 


41982 


Seq. ID 


OJ000302_17.0331.C14 


Gene No. 


87137 


Strand 


+ 


Start 


94 


End 


378 


Name 


OJ000302 17,0331.C14.ol.gp 


Method 


AAT/GAP 


Start 


94 


End 


378 


GI 


uC-osroM202017c04al 


Score 


570 


Exons 


94. .378 







GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



•5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 * 



41982 
87138 
389 

OJ000302_17.0331.C14.ol.np 
389 

1399277 
389. .704 

(U31836) calmodulin-domain protein kinase CDPK isoform 7 
[Arabidopsis thaliana] 



Seq. ID OJ000302_17.0331.C14 
Strand 

End 704 

Method AAT/NAP 

End 704 

Score 155 



41982 
87138 
389 

OJ000302_17.0331.C14.ol.gs 

392 

none 



Seq. ID OJ000302_17.0331.C14 

Strand 

End 704 

Method GENSCAN • 

End 538 

Score 1 



42164 



Ex ons 


392 . . 538 






Seq. No. 


41982 


Seq. ID 


OJ000302_17.0331.C14 


Gene No. 


87138 


Strand 




Start 


389 


End 


704 




OJ000302 17 0331 C14 ol tm 


MpI" hod 


TBLASTX " Maize 




401 ~ 


End 


541 


ox 


none 


Score 


144 


Hj ^ 1 1 0 


401 541 411 539 






Seq. No. 


41982 


Seq. ID 


OJ000302_17.0331.C14 


Gene No. 


87138 


Strand 




Start 


389 


End 


704 


Naine 


OJ000302 17 0331 C14 ol tc 


Mpt" hod 


TBLASTX * Cress 


Start 


401 ~ 


End 


541. 


GI 


none 


Score 


157 


TT von ^ 


401 541, 411 539 






Seq. No. 


41982 


Seq. ID 


OJ000302_17.0331.C14 


Gene No. 


87138 


Strand 




Start 


389 


End 


704 


Name 


OJ000302 17 0331 C14 ol ts 


Mp+- hod 


TBLASTX • Sovbean 


Start 


401 ~~ 


End 


54 1 


GI 


none 


Score 


137 


F" von Q 


401 541 411 539 






Seq. No. 


41983 


Seq. ID 


OJ000222_19.0322.C3 


Gene No. 


87139 


Strand 


+ 


o L. ax. u 


9671 


End 


9948 


LNdlLLC? 


OJ00n222 19 032? r3 ol an 


Mfat* hoH 


AAT /QAV 


O U dX L. 


9671 ~ 


End 


9948 


GI 


4968585 

*1 \J \J -^J \J 'J 


Score 


516 


Rvon Q 


9671 9948 






*^prr No 


41983 


Seq. ID 


OJ000222 19 0322 C3 


Gene No. 


87140 


Strand 


+ ■ ~ 


Start 


12685 


End 


13286 


Name 


OJ000222 19.0322.C3.o6.np 


Method 


AAT /NAP 


Start 


12685 


End 


1328 6 ' 


GI 


7484690 


Score 


67 


Exons 


12685. .12799,. 13008.. 13286 






GI Descrip. 


anthranilate N-benzoyltransferase (EC 


2.3.1.144) (clone 



pchcbtla) - clove pink (fragment) gi I 2239085 I emb I CAB06428 . 1 1 
(Z84384) anthranilate N-hydroxycinnamoyl/benzoyltransf erase 
[Dianthus caryophyllus] 



Seq. ID OJ000222_19.0322.C3 



Seq. No. 41983 

Gene No. 87141 

Start 14007 

Name OJ000222_19 . 0322 . C3 . o7 . np 

Start 14007 

GI 4680492 

Exons 14007.. 14241 

GI Descrip. (AF119222) putative reverse transcriptase [Oryza sativa] 



Strand + 

End 14241 

Method AAT/NAP 

End 14241 

Score 371 



Seq. No. 
Gene No. 



41983 
87142 



Seq. ID 
Strand 



OJ000222 19. 0322. C3 



42165 







"444 




Naitie 


\JkJ \J \J \J ^ £• £• ^ -J 




start 


AAA 
fl ^ fi 




GI 


none 


- 


Exons 


AAA f^Al 7 { 




Seq. No. 


A^ 00*^ 




Gene No. 


87142 




Start 


444 




Name 


Ojnn0222 19 




btar L 


700 ~~ 




GI 


Z O O O 




Exons 


700 1 ^'^il 

1 \J\J * • 




GI Descrip. 


/ Tvirni 77^1^ 




becj. wo. 






Gene No. 


87142 




Start 


444 




INoIuc 


OJ000222 19 






1 R'^7 ~~ 




GI 


/r^4 QO Q7 




Exons 








f AF146275) 




oeCJ • LNU . 


41983 




Gene No. 


87143 




Start 


3743 




Name 


OJ000222 19 




Start 


3743 




GI 


none 




Exons 


3743. .3786, 



End 

Method 

End 

Score 



986, 1422.. 3084 



1633. .3084 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3084 
GENSCAN 
3084 
.83 



OJ000222 19. 0322. C3 



3084 
AAT/NAP 
3084 
814 



OJ000222 19. 0322. C3 



3084 
AAT/NAP 
2484 
1644 



Seq. ID OJ000222_19.0322.C3 
Strand 

End 9068 

Method GENSCAN 

End 9068 

Score .81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41983 
87143 
3743 

OJ000222_19.0322.C3.o3.np 

5666 

6967111 

5666.. 5847, 6293.-6446, 7137. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7300 



OJ000222__19.0322.C3 

9068 
AAT/NAP 
7300 
122 



(AL138652) disease resistance protein homolog [Arabidopsis 
thaliana] 



Seq. No. 


41983 




Gene No. 


87143 




Start 


3743 




Name 


OJ000222 19 


.0322.C3.o5.np 


Start 


7450 




GI 


6649097 




Exons 


7450. .7551, 


7625. .8471 


GI Descrip. 


(AF146275) 


resistance gene 


Seq. No. 


41983 




Gene No. 


87144 




Start 


10822 




Name 


OJ000222 19 


.0322.C3.ol.ts 


Start 


835 




GI 


hone 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_19.0322.C3 

9068 
AAT/NAP 
8471 
877 



OJ000222_19.0322.C3 
16095 

TBLASTX : Soybean 

7997 

70 



42166 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



835.-1053, 1084.. 1254, 1708.. 1836, 1735.. 1863, 1739. .1843, 
1740.. 1868, 1894.. 1995, 1949.. 1996, 6876.. 7100, 7122. .7250, 
7251. .7358, 7407. .7577, 7480. .7578, 7641. .7694, 7642. .7695, 
7719. .7997 



41983 
87144 
10822 

OJ000222_19 . 0322 . C3 . ol . tm 

1658 

none 

1658, .1819, 1663. .1884, 1894. 
7644, .8018, 7948. .8019 

41983 
87144 
10822 

OJ000222_19 . 0322 . C3 . ol . tc 

1693 

none 

1693,. 1830, 1912,, 2121, 2230. 
8223, ,8285 



Seq. ID OJ000222_19.0322.C3 
Strand 

End 16095 . 

Method TBLASTX : Mai ze 

End 8019 

Score ■ 99 

.2019, 2047. .2121, 7642. ,7884, 



Seq. ID OJ000222_19.0322.C3 
Strand 

End 16095 

Method TBLASTX : Cress 

End 8285 

Score 64 

.2322, 7662. .7814, 7911. ,8159, 



41983 
87144 
10822 

OJ000222_19 . 0322 . C3 , o2 . ts 
2035 
none 

2035.. 2178, 2176.. 2316, 
8148. .8420, 8415. ,8480 



Seq, ID 
Strand 
End 

Method 
End 
Score 
2335. .2424, 



OJ000222_19.0322.C3 
16095 

TBLASTX: Soybean 
8480 
76 

2428. .2493, 8034, ,8177, 



41983 Seq. ID 

87144 Strand 
10822 . End 

OJ000222_19 . 0322 . C3 , o3 . gs Method 
10822 End 
none Score 

10822. .10902, 10907,., 10926, 11240 

12773. .12879, 13707 ,. 13738 , 13959 



OJ000222 19. 0322. C3 



16095 
GENSCAN 
16095 
.44 

11336, 11617, 
14090, 16082. 



,11709, 
, ,16095 

19. 0322. C4 



41984 Seq, ID OJ000222_ 

87145 Strand + 

1884 End 2006 

OJ000222_19,0322,C4,ol,np Method AAT/NAP 

1884 End 2006 

5922630 Score 171 

1884, .2006 

(AP000492) EST C98748 (E3038 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6016863tdbj tBAA85206.1| (AP000570) EST C98748 (E3038 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No, 
Start 



41984 
87146 
1912 



Seq. ID OJ000222_19.0322.C4 
Strand + 
End 4712 



42167 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000222 19.0322.C4.ol.gs Method GENSCAN 

1912 ~ End 4712 

none Score . 64 

1912. .2030, 2940. .3096, 3739. .3954, 4101. .4712 



Seq. ID OJ000222_19.0322.C4 

Strand + 

End 4712 

Method AAT/NAP 

End 4700 

Score 191 



41984 
87146 
1912 

OJ000222_19.0322.C4 .o3.np 
2418 
6469032 
2418. .2441, 4038. .4700 

(AB035183) N-hydroxycinnamoyl/benzoyltransferase [Ipomoea 
batatas] 

Seq. ID OJ000222_19.0322.C4 
Strand + 
End 4712 
'2.C4.o2.tm Method TBLASTX : Maize 
End 4074 
Score 144 



Seq. ID OJ000222_19.0322.C4 

Strand + 

End 4712 

?2.C4.ol.ts Method TBLASTX : Soybean 

End 4 628 

11^x1^ Score 50 

3886. .3912, 3895, .4086, 3928. .4086, 4158. .4445, 4494. .4628 

Seq. ID OJ000222_19.0322.C4 

Strand + 

End 4712 

22 . C4 . o2 . np Method AAT /NAP 

End 4700 

Score 191 



Seq. ID OJ000222_19.0322.C4 

Strand + 

End 4712 

Method TBLASTX: Maize 

End 4544 

Score 4 67 



Seq. ID ■ OJ000222_19.0322.C5 

Strand + 

End 605 

Method GENSCAN 

End 605 

Score .44 



Seq. No. 


4iyo4 


Gene No. 


0 / 14 o 


Start 


1 Q1 9 
1 y 1^ 


Name 


OJ000222 19. 


Start 


3781 


GI 


none 


Exons 


o /oi . . jyo J, 


Seq. No. 




Gene No . 


O / X 4 o 


Start 


191z 


Name 


OJ000222 19. 


Start 


3886 


GI 


none 


Exons 


Joo D . . J y 1^ , 


Seq. No. 


4 ±y o 4 


Gene No . 


O / ± fx u 


Start 


ly iz 


Name 




Start 


4041 


GI 


6469032 


Exons 


4041. .4700 


GI *Descrip. 


(AB035183) I 




batatas] 


Seq. No. 


41984 


Gene No. 


87146 


Start 


1912 


Name 


OJ000222 19 


Start 


4074 


GI 


none 


Exons 


4074. .4544, 


Seq. No. 


41985 


Gene No. 


87147 


Start 


577 


Name 


OJ000222 19 


Start 


577 


GI 


none 


Exons 


577. .605 



42168 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41986 Seq. ID 

87148 Strand 

9344 End 

OJ000222_1 9 . 0322 . C6 . o2 . gs Method 

9344 End 

none Score 
9344. .9874 



OJ000222_19.0322.C6 
+ 

9874 
GENSCAN 
9874 
1 



OJ000222 19. 0322. C6 



41986 Seq. ID 

87149 Strand 
1 End 
OJ000222_1 9 . 0322 . C6 . ol . np Method 
1 End 
7485989 Score 
1..108, 365. .637, 855. .1802 

hypothetical protein F22013.27 - Arabidopsis thaliana 
gi|3063465tgb|AAC14053.1| (AC003981) r, .^^.. 

thaliana] 



1802 
AAT/NAP 
1802 
708 



F22013 . 27 [Arabidopsis 





Seq. No. 


41986 


Seq. ID 


OJ000222__19.0322.C6 




Gene No. 


87150 


Strand 






Start ' 


12540 


End 


15087 




Name 


OJ000222 19.0322.C6.o3.gs 


Method 


GENSCAN 




Start 


12540 


End 


15087 




GI 


none 


Score 


.4 


:? Fb 


Exons 


12540. .13088, 13300 .. 13457 , 


14961. .15087 


fU 


Seq. No. 


41986 


Seq- ID 


OJ000222_19.0322*C6 




Gene No. 


87151 


Strand 




id 


Start 


15897 


End 


16101 




Name 


OJ000222 19.0322.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


363 


End 


638 




GI 


none 


Score 


171 




Exons 


363. .566, 365-. 577, 585.-638 






^ : 


Seq. No. 


41986 


Seq. ID 


OJ000222_19.0322.C6 


5. -2, 


Gene No. 


87151 


Strand 




1 s 


Start 


15897 


. End 


16101 


f =3 


Name 


OJ000222 19.0322.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


855 


End 


1298 




GI 


none 


Score 


142 




Exons 


855. .1025, 855. .1025, 862. .1026, 1005. 


,1067, 1006.. 1059, 






1022.. 1237, 1056.. 1238, 1057 


..1239, 1221. .1298, 1252. .1296 




Seq. No. 


41986 


Seq. ID 


OJ000222_19.0322.C6 




Gene No. 


87151 


Strand 






Start 


15897 


End 


16101 




Name 


OJ000222 19.0322.C6-ol.tc 


Method 


TBLASTX: Cress 




Start 


1434 


End 


1806 




GI 


none 


Score 


345 




Exons 


1434. .1802, 1435,. 1806 








Seq. No. 


41986 


Seq- ID 


OJ000222_19,0322.C6 




Gene No. 


87151 


Strand 






Start 


15897 


End 


16101 




Name 


OJ000222 19-0322. C6.ol-ts 


Method 


TBLASTX : Soybean 




Start 


1542 


End 


1803 



42169 





none 


Score 


69 




Exons 


1542.. 1673, 1686.. 1802, 1687 


. .1803 






Seq- No. 


41986 


Seq. ID 


OJ000222_19.0322 


.C6 


Gene No. 


87151 


Strand 






Start 


15897 


End 


16101 




Ndicie 


OJ000222 19.0322.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


1623 


End 


1815 




VJ J. 


none 


Score 


216 




■Lj \J 11^ 


1623... 1811, 1627.. 1815, 1636 


. .1815 






OCv.^ * INW . 


41986 


Seq. ID 


OJ000222_19.0322 


.C6 


fiioriP No . 


87151 


Strand 






Start 


15897 


End 


16101 




Name 


OJ000222 19.0322.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


14954 


End 


16099 




GI 


none 


Score 


85 




Exons 


14 954. .15028, 14 977 ... 15027 , 


15912. .15956, 15912 .. 15956, 






15913. .15963, 15947 .'. 16054, 


15956. .16051, 15958. .16056, 






16048. .16098, 16052.. 16099 








Corf Mo 


41986 


Seq. ID 


OJ000222_19.0322 


.C6 


Gene No . 


87151 


Strand 






Start 


15897 


End 


16101 




Name 


OJ000222 19.0322.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14955 


End 


16099 




GI 


none 


Score 


61 




F von s 


14955. .15074, 14 975. .15028, 


14977. .15027, 15912 .. 15956, 






15956. .16051, 15956- .16054, 


15958- .16053, 16048 .. 16098, 






16061. .16099 








Ciirr Mo 


41986 


Seq- ID 


OJ000222_19.0322 


.C6 


Gene No . 


87151 


Strand 






Start 


15897 


End 


16101 




Name 


OJ000222 19.0322-C6.o2.tc 


Method 


TBLASTX: Cress 




Start 


14975 


End 


16099 




GI 


none 


Score 


69 




Exons 


14975. .15028, 15898 15954, 


15912. .15953, 15956 .. 16054 , 






15957. .16055, 15974 16051, 


16048. .16098, 16052. .16099 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41986 
87151 
15897 

OJ000222_19.0322.C6.o2.ts 
14977 



End 

Method 
End 

none Score 
14977. .15027, 15912 .. 15956, 15913 .. 15954 , 15953 16051, 
15956. .16054, 15966 .. 16055, 15967 .. 16056, 16048 -. 16098 , 
16052- .16099 



Seq. ID OJ000222_19.0322.C6 
Strand 

16101 

TBLASTX : Soybean 
16099 
60 



41986 Seq. ID 

87151 Strand 

15897 End 

OJ000222_19 . 0322 . C6 . o3 . np Method 

15897 End 

3122724 Score 
15897. .16101 



OJ000222_19-0322.C6 

16101 
AAT/NAP 
16101 
210 



42170 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



60S RIBOSOMAL PROTEIN L38 gi | 2289009 | gb 1 AAB64338 . 1| 
60S ribosomal protein L38 [Arabidopsis thaliana] 



(AC002335) 



41987 
87152 
3667 

OJ000222_19 . 0322 . 07 . o2 . gs 
3667 
none 



Seq. ID OJ000222_19.0322.C7 



Strand + 
End 12108 
Method GENSCAN 
End 12023 
Score .48 

3667. .3956, 4095. .4232, 4346.-4448, 4943. .5148, 5332.-5383, 
5669,. 5825, 5993.. 6180, 6308.. 7818, 7948.. 9089, 9533,. 10164, 
10332. ,10499, 10819 ,. 10887 , 11892.. 12023 



41987 Seq- ID 

87152 Strand 
3667 End 
0 J000222_l 9 , 0322 . C7 . o2 . np Method 
3670 End 
6503287 Score 
3670. .3956, 4095. .4232, 4346. .4448, 4943, .5155 
(AC011713) Strong similarity to gi 1445613 ribosomal protein L7 
from Solanum tuberosum. [Arabidopsis thaliana] 



OJ000222_19.0322.C7 
+ 

12108 
AAT/NAP 
5155 
518 



41987 
87152 
3667 

OJ000222_19.0322.C7.o2.gp 
4160 

1999_1.R1084 
4160. .4232, 4346. .4448, 4943 



OJ000222_19.0322.C7 
+ 

12108 
AAT/GAP 
5312 
999 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5312 

•133019/sp|P11874|RL7_blCDI l.Oe-33 60S RIBOSOMAL PROTEIN L7 

>gi 71122_pir R5D07 ribosomal protein L7 - slime mold 

{Dictyostelium discdideum) >gi_7357_emb^CAA33035_ (X14909) 
ribosomal protein L7 (AA 1 - 246) [Dictyostelixam discoideum] ' 

Seq. ID OJ000222_19.0322.C7 

Strand + 

End 12108 

Method AAT/GAP 

End 6432 

Score 4 66 



Seq. ID OJ000222_19.0322.C7 

Strand ' + 

End 12108 

Method AAT/NAP 

End 7606 

Score 971 



Seq. ID OJ000222_19.0322,C7 

Strand + 

End 12108 

Method AAT/NAP 

End 12108 



Seq. No. 


41987 






Gene No. 


87152 . 






Start 


3667 






Name 


OJ000222 19 


.0322. 07. o3 


.gp 


Start 


5968 






GI 


701907 






Exons 


5968. .6171, 


6290. ,6432 




Seq. No. 


41987 






Gene No. 


87152 






Start 


3667 






Name 


OJ000222 19 


-0322.07-03 


.np 


Start 


6710 






GI 


6649097 






Exons 


6710. .7606 






GI Descrip. 


(AF146275) 


resistance 


gene 


Seq. No. 


41987 






Gene No. 


87152 






Start 


3667 






Name 


OJ000222 19 


.0322. 07. o5 


.np 


Start 


10381 







42171 



GI 6094097 Score 142 

Exons 10381. .10451, 11857.. 12108 

GI Descrip. PROBABLE 60S RIBOSOMAL PROTEIN L7 gi | 7504 085 I pir | | T29034 
hypothetical protein F53G12.10 - Caenorhabditis elegans 
gi I 2088722 I gb I AAB54165.lt {AF003139) strong similarity to the 
L30P family of ribosomal proteins [Caenorhabditis elegans] 





41987 




Seq. ID 


OJ000222_ 


19,0322 


.C7 




87153 




Strand 


+ 






Start 


18183 




End 


20352 






Name 


OJ000222 19. 0322. C7 


.o4 .gp 


Method 


AAT/GAP 






Start 


18130 




End 


19129 






GI 


none 




Score 


754 






Exons 


18130, .18260, 18501 


. .18570, 


18662, .18821, 19068. 


,19129 




Seq. No. 


41987 




Seq. ID 


OJ000222_ 


19,0322 


.C7 


Gene No. 


87153 




Strand 


+ 






Start 


18183 




End 


20352 






Name 


OJ000222 19. 0322. C7 


. o4 .gs 


Method 


GENSCAN 






Start 


18183 




End 


20352 






GI 


none 




Score 


.83 


.19262, 




Exons 


18183. .18260, 18501 


. .18570, 


18662. .18821, 19196, 






19398. .19614, 19792 


. .19856, 


20102.. 20352 







Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



H Seq. No. 
^,3 Gene No. 

Start 
I'Z. Name 

Start 

GI 

Exons . . . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



41987 
87154 
1 

•OJ000222_19.0322,C7.ol.np 
1 

7435570 
1..124, 345 
1631. .1730, 



578, ,674, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
998. .1092, 



OJ000222 19, 0322. C7 



3408 
AAT/NAP 
2405 
1176 

1206. .1297, 



1392, .1537, 



.488, 

1923. .2030, 2106. .2139,_.224 6. .2405 
raethionyl aminopeptldase (EC 3.4.11.18) F6E13.31 - Arabidopsis 
thaliana gi 1 3212871 1 gb I AAC23422 . 1 1 (AC004005) putative 
methionine aminopeptldase [Arabidopsis thaliana] 



41987 Seq, ID 

87154 Strand 

1 End 

OJ000222_19 , 0322 . C7 . ol . gs Method 

345 End 

none Score 



OJ000222_19.0322.C7 

3408 
GENSCAN 
3408 
.86 



345. ,488, 578. ,674, 998. .1092, 1206. .1297, 1392. .1537, 
1631. .1730, 1923. .2030, 2106. ,2151, 2276. .2411, 2913. .3030, 
3156.. 3243, 3270., 3408 



Seq. ID OJ000222_19.0322.C7 
Strand 

End 3408 

Method AAT/GAP 

End 3223 

none Score 589 

1967. .2030, 2106. .2145, 2276. .2411, 2913, .3032, 3201. .3223 



41987 
87154 
1 

OJ000222_19,0322.C7.ol.gp 
1967 



41987 
87155 
12933 



Seq. ID OJ000222_19.0322.C7 
Strand 

End 13610 



42172 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000222_19 . 0322 , C7 . o3 . gs 

12933 

none 

12933. .13610 



Method GENSCAN 
End 13610 
Score .83 



41987 
87156 
20291 

OJ000222_19 . 0322 . C7 . ol . tm 
1 

none 



OJ000222 19. 0322. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..132, 1..123, 3. .125, 333. .485, 343. .489, 344. .490, 349. .531, 
579.-674, 580. .675, 742. .810, 992. .1090, 996. .10.94, 998. .1093, 
1180. .1296, 1189. .1296, 1205, .1297, 1391. .1537, 1392. .1538, 
1392. .1538, 1614. .1724, 1628. .1723, 1628. .1729, 1911. .2030, 
1922. .2029 



20674 

TBLASTX: Maize 

2030 

157 



41987 Seq. ID 

87156 Strand 

20291 End 

OJ000222_19 . 0322 . C7 . o4 . tc Method 

18 End 

none Score 

18. .125, 19. .132, 343.-489, 344. .490, 

41987 Seq., ID 

87156 Strand , 

20291 End 

OJ000222_19.0322.C7.ol.ts Method 

992 End 

none Score 



OJ000222_19.0322.C7 
20674 

TBLASTX: Cress 

609 

153 

579. ,608, 580. .609 
OJ000222_19,0322.C7 
20674 

TBLASTX: Soybean 

2033 

91 



992. .1090, 996. .1094, 998. .1093, 1189. .1296, 1190. .1297, 



Seq. ID OJ000222_19.0322.C7 
Strand 

End 20674 

Method TBLASTX: Cress 

End 2033 

Score 83 





1391.. 1468, 


1392. .1469, 


1446 




1628. .1729, 


1911,-2033, 


1922 


Seq. No. 


41987 






Gene No. 


87156 






Start 


20291 






Name 


OJ000222 19 


.0322.C7,ol. 


tc 


Start 


996 






GI 


none 






Exons 


996. .1094, 


998.. 1093, 1183.. 




1380. .1442, 


1381. .1443, 


1391 




1628. .1723, 


1628. .1729, 


1914 


Seq. No. 


41987 






Gene No. 


87156 






Start 


20291 






Name 


OJ000222 19 


.0322.C7.o5. 


tm 


Start 


3636 






GI 


none 






Exons 


3636. .3938, 


3637. .3759, 


3795 


Seq. No. 


41987 






Gene No. 


87156 






Start 


20291 






Name 


OJ000222 19 


.0322.C7,o2. 


tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000222_19.0322.C7 
20674 

TBLASTX: Maize 

3939 

94 



OJ000222_19.0322.C7 
20674 

TBLASTX: Wheat 



42173 



start 


ODD / 








Cjno 


OO DO 


GI 


none 








Score 


1 Q 0 


Exons 


.3667 , . 3858, 


3672 . 


'a o c T 

. 385 / 








Seq. No. 


4 1987 








Seq, ID 


OJ000222_19.0322.C7 


Gene No. 


871DD 








Strand 




Start 


20291 








End 


20674 


Name 


OJ000222 19. 


0322. 


C7.05. 


to 


Method 


TBLASTX: Cress 


Start 


3670 








End 


12111 


GI 


none 








Score 


88 


Exons 


3670. .3897, 


4086. 


>l o c o 


A '\ 


.4233, 4341. .4454, 4349.-4396, 




4940. .5158, 


4940. 


. Ol J4 , 


yi Q /I O 
4 y4z . 


.5160, 11889. .11927, 11931. .12 




12052. .12111 










Seq. No. 


41987 








Seq. ID 


OJ000222_19.0322.C7 


bene ino. 


87156 








Strand 




Start 


20291 








End 


20674 


Name 


OJ000222 19. 


0322. 


C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3703 








End 


12111 


GI 


none 








Score 


78 


Exons 


3703. .3897, 


4086. 


.4253, 


4105. 


.4233, 4341.. 4454, 4349.. 4396, 




4940. .5158, 


4945. 


.5160, 


11889 


. .11927, 


11931. .12032, 12052.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



41987 
87156 
20291 

OJ000222_19.0322 

3940 

none 

3940.. 3963, 4087 
4334. .4450, 4341 
4942.. 5175, 4942 
5220.. 5297, 5233 
11897. .12004, 11 
12008. .12049, 12 
12159. .12188, 12 



C7.o3.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_19.0322.C7 
20674 

TBLASTX: Maize 

12258 

38 



..4233, 4087. .4233, 4101. .4247, 4101. .4253, 
..4454, 4345.-4464, 4346.-4447, 4937.-5164, 
..5157, 5165. .5209, 5205. .5237, 5209. .5229, 
..5307, 11886. .11927, 11891 .. 11929, 
909., 12034, 11931.-12035, 12007 . .12051, 
051.. 12071, 12052.-12117, 12157 .. 12183, 
180.. 12248, 12184.-12258 



41987 
87156 
20291 

OJ000222_19.0322,C7,ol.tw 

4048 

none 

4048. .4242, 4095. .4253, 4105. 
•4339. .4464, 4341. .4454, 4937. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4233, 4334 
.4993 



OJ000222 19. 0322. C7 



20674 

TBLASTX: Wheat 
4993 
113 

4450, 4334. .4444, 



Seq. ID OJ000222_19.0322-C7 
Strand 

End 20674 

Method TBLASTX : Cress 

End 7420 

Score 139 
6676.. 6747, 6881. .6964, 7082.. 7138, 7163,-7291, 



41987 
87156 
20291 

OJ000222_19 . 0322 . C7 . o3 . tc 
6668 
none 

6668. .6838, 
7334. .7420 

41987 
87156 



Seq. ID 
Strand 



OJ000222 19. 0322. C7 



42174 



start 


20291 








End 


20674 




OJ000222 19. 


0322 


.C7.o6. 


tm 


Method 


TBLASTX: Maize 


04- arl" 


6689 ~" 








End 


7054 


iZT 


none 








Score 


133 


F" von ^ 


6689. . 6838, 


6875 


. .7054 








Seq. No. 


41987 








Seq. ID 


OJ000222_19.0322.C7 


Gene No. 


87156 








Strand 






20291 








End 


20674 




OJ000222 19. 


0322 


.C7.o2. 


ts 


Method 


TBLASTX : Soybean 




6700 ~ 








End 


7243 




none 








Score 


75 


TT von ^ 


6700. . 6756, 


6701 


. .6766, 


6746. 


.6994, 7007.. 7150, 7163.. 7243 


Seq. No. 


41987 








Seq. ID 


OJ000222_19.0322.C7 


Gene No. 


87156 








Strand 




Start 


20291 








End 


20674 


Name 


OJ000222 19. 


0322 


.C7.04. 


tm 


Method 


TBLASTX: Maize 


Start 


7163 








End 


7537 


GI 


none 








Score 


246 


Exons 


7163. .7537 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



OJ000222 19. 0322. C7 



41987 - Seq.. ID 

87156 Strand 

20291 End 

OJ000222_19 . 0322 . C7 . o5 . ts Method 

7244 End 

4397495 Score 
7244. .7468 

4234955 2.0e-22 (AF098971) NBS-LRR-like protein cD8 [Phaseolus 
vulgaris] 



20674 

TBLASTX : Soybean 

7468 

199 



41987 
87156 
20291 

OJ000222_19.0322.C7. 

10442 

none 

10442. .10504, 10443, 
10859. .10894, 11081. 
11182. .11229, 18182, 
18489. .18566, 18493, 
18652. .18825, 18655, 
19045. .19149, 19062, 
19395. .19613, 19397, 
19781. .19858, 19781, 
20091. .20189, 20097, 
20223. .20363 



o2.tm 



.10499, 
.11158, 
.18259, 
.18564, 
.18822, 
.19148, 
.19618, 
.19858, 
.20360, 



Seq. ID OJ000222_19.0322.C7 
Strand 

End 20674 

Method TBLASTX : Maize 

End 20368 

Score 75 



10812. .10865, 10816.. 

11085. .11168, 11166.. 

18183. .18260, 18197.. 

18494. .18571, 18498.. 

18662. .18826., 18699.. 

19069. .19158, 19387.. 

19397. .19624, 19398.. 

19782. .19859, 19782.. 

20099. .20368, 20099.. 



10869, 
11225, 
18262, 
18569, 
18857, 
19578, 
19622, 
19859, 
20356, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41987 
87156 
20291 

OJ000222_1 9 . 0322 . C7 . o2 . tc 

10816 

none 

10816, .10869, 11084. .11161, 
11184. .11210, 18494. .18559, 



Seq. ID OJ00.0222_19.0322.C7 
Strand 

End 20674 

Method TBLASTX : Cress 

End 20356 

Score 70 
11085. .11162, 11176. .11229, 
18498. .18563, 18661 .. 18822, 



42175 



18699. .18803, 19090 .. 1914 9, 19397 19483, 19398 .. 19622 , 
19545. .19616, 19782 19859, 19790 19849, 20099 20356, 
20104. .20226, 20217 .. 2027 6, 20308.. 20355 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



f2 Seq- 



No. . 
Gene No. 
Start 
Name 
fU Start 
C3 GI 
[J Exons 

If^ Seq. No. 

Gene No. 
B Start 
12 Name 

Start 

I- GI 

Exons 
sJ GI Descrip. 

12 Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq- No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41987 
87156 
20291 

OJ000222_19 , 0322 . C7 . o4 , ts 
10816 
none 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000222_19.0322.C7 
20674 

TBLASTX: Soybean 

19095 

68 



10816. ,10869, 11084. .11158, 11085 ,. 11174 , 11166 .. 11222, 
11182. .11229, 18494. .18559, 184 95 ,. 18563, 184 98 .. 18563, 
18661. ,18822, 18699, .18815, 19045, .19095 



41987 Seq. ID 

87156 Strand 
20291 End 
OJ000222_19 . 0322 . C7 . o5 . gp Method 
20291 End 
none Score 
20291. ,20674 

41988 Seq, ID 

87157 Strand 
4709 End 
OJ000222_19 , 0322 . 08 . o2 , gs Method 
4709 End 
none Score 
4709. .4837, 6180. .6314 

41988 Seq, ID 

87157 Strand 

4709 End 

OJ000222_19 . 0322 . C8 . ol . np Method 

6186 End 

6815099 Score 
6186.. 6384, 7095.. 7205 

(AP001081) hypothetical protein [Oryza sativa] 



OJ000222_19,0322,C7 

20674 
AAT/GAP 
20674 
686 



OJ000222_19.0322.C8 
+ 

7205 
GENSCAN 
6314 
.43 



OJ000222_19.0322,C8 
+ 

7205 
AAT/NAP 
7205 
82 



41988 
87158 
2230 

OJ000222_19 . 0322 . C8 , ol . gs 

2230 

none 

2230. .2610 

41988 
87159 
7593 

OJ000222_19 . 0322 . C8 , o3 , gs 

7593 

none 

7593.. 7787 

41989 
87160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_19.0322,C8 

2610 
GENSCAN 
2610 
.62 



Seq. ID OJ000222_19.0322.C8 
Strand 

End 7787 

Method GENSCAN 

End 7787 

Score .77 



Seq. ID OJ000222_19.0322.C9 
Strand + 



42176 



start 
Name 
Start 
GI 

Exons 



171 End 5617 

OJ000222_19 . 0322 . C9 . ol . gs Method GENSCAN 

171 End 5617 

none Score .66 

171. .278, 418. .593, 2569.-2628, 2763. .3181, 4002, .4411, 

4754. .5617 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



41989 * Seq. ID 

87160 Strand 

171 End 

OJ000222_19 . 0322 . C9 . ol . np Method 

2782 End- 

4887754 Score 



OJ000222_19.0322.C9 
+ 

5617. 
AAT/NAP 
5614 
1563 



2782. .3181, 4002. .4411, 4754. .5614 

(AC006533) ankyrin-like protein [Arabidopsis thaliana] 



41989 
87161 
7647 

OJ000222_19.0322.C9.o3.gs 

7647 

none 



Seq. ID OJ000222_19.0322.C9 

Strand + . 

End 14315 

Method GENSCAN 

End 14315 

Score .83 



7647. .7688, 8678. .8831, 8984. .9095, 9257. .9425, 9479. .9589, 
10760. .10841, 11497. .11591, 12220 .. 12291, 12371 12450, 
12527. .12626, 13207 .. 13254 , 13834 .. 13974 , 14061.. 14315 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41989 Seq. ID 

87161 Strand 

7 647 End 

OJ000222_1 9 . 0322 . C9 . o2 . np Method 

9090 End 

7486473 Score 



OJ000222_19.0322.C9 
+ 

14315 
AAT/NAP 
14309 
444 



9090. .9700, 10757. .10841, 114 97 .. 11591, 12220 12291 , 
12371. .12450, 12527. .12626, 13369. . 13429, 13814., 14309 
hypothetical protein F6E13.10 - Arabidopsis thaliana 
gi|3212854|gb|AAC23405.1| (AC004005) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



41989 Seq. ID 

87161 Strand 

7647 End 

OJ000222_19.0322.C9.ol.gp Method 

9247 End 

uC-osf Icypl74c01bl Score 



.OJ000222_19.0322.C9 
+ 

14315 
AAT/GAP 
11623 
979 



9247.. 9589, 10760 .. 10841, 11497.. 11623 

'3212854 7.0e-20 (AC004005) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 41989 

Gene No. 87161 

Start 7647 

Name OJ000222_19.0322.C9.o2.gp 

Start 12246 

GI uC-osflcypll2d02bl 

Exons 12246. ,12291, 12371 .. 12450, 
13369. .13437, 13834,. 13868 

GI Descrip. ' 6002641/gb | AAF00075 . 1 1 AF094825_1 3.0e-19 (AF094825) RNA-binding 



Seq. ID OJ000222_19.0322.C9 

Strand + 

End 14315 

Method AAT/GAP 

End 13868 

Score 624 
12527. .12626, 13207 .. 13254 , 



42177 




protein homolog [Brassica napus] ' 



^ \J • • 


41989 








Seq. ID 


OJ000222_19.0322.C9 




87162 








Strand 






5716 








End 


6833 


Name 


OJ000222 19. 


0322, 


, C9.o2. 


as 


Method 


GENSCAN 


Start 


5716 ~ 








End 


6833 


GI 


none 








Score 


. 62 


Exons 


5716. .5755, 


5990. 


. .6116, 


6367. 


.6459, 6649.. 6704, 6718. .6833 


Secj . No . 


41989 








Seq. ID 


OJ000222_19.0322.C9 




87163 








Strand 




q-|- ay-f 


14223 








End 


14688 




OJ000222 19. 


0322. 


.09. o3. 




Method 


AAT/GAP 


Start 


14223 ~ 








End 


14688 


ox 


none 








Score 


917 




14223 14688 














41989 








Seq. ID 


OJ000222_19.0322.C9 


Gene No. 


87164 








Strand 




Start 


14835 








End 


16676 




OJ000222 19. 


0322, 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 




2748 ~ 








End 


5622 


w J. 


none 








Score 


117 


U" V /-\ r\ c 


2748 2879 


2776 


. .2880, 


2806. 


.3180, 2880.. 3179, 3989.. 4228, 




3991 4407. 


3992 


. .4435, 


4004 . 


.4420, 4037. .4129, 4070. .4405, 




4106 4408 


4753 


. . 5160, 


4754 . 


.4963, 4770. .4985, 4825. .5163, 




5164. .5520, 


5165 


. .5524, 


5531. 


.5620, 5545.. 5622 


qpo No 


41989 








Seq. ID 


OJ000222_19.0322,C9 




87164 








Strand 




Start 


14835 








End 


16676 


Name 


OJ000222 19. 


0322 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 




3061 ~ 








End 


4438- . 




none 








Score 


122 


F von ^ 


3061 . . 3180, 


3991 


. . 4398, 


3991. 


.4293, 3992.. 4429, 4070.. 4438 


Seq. No. 


41989 








Seq. ID 


OJ000222_19.0322.C9 


Gene No. 


87164 








Strand 




Start 


14835 








End 


16676 


Naiue 


OJ000222 19. 


,0322 


.C9.o2 . 


tc 


Method 


TBLASTX :Oress 


Start 


3136 ~ 








End 


4414 


GI 


none 








Score 


64 


P von Q 


3136 .3180, 


3992 


. .4186, 


4003. 


.4287, 4004. .4288, 4106. .4390, 




4220. .4414 












qofT Mn 

■v' ^ . V_/ . 


41989 ■ 








Seq. ID 


OJ000222_19.0322.C9 


flp-np No 


87164 








Strand 




start 


14835 








End 


16676 


Name 


OJ000222 19, 


.0322 


.09. o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4751 








End 


5076 


GI 


none 








Score 


205 


Exons 


4751. .4963, 


4765 


. .5076, 


4852. 


.5076 




Seq. No. 


41989 








Seq. ID 


OJ000222_19.0322.C9 


Gene No. 


87164 








Strand 




Start 


14835 








End 


16676 



42178 





Name 


OJ000222 19.0322.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


5036 


End 


5572 






GI, 


none 


Score 


119 






Exons 


5036. .5134, 5041. .5133, 5179 


..5469, 5252.. 5572 






Seq. No. 


41989 


beq. lu 




.C9 




Gene No. 


o71d4 


bcrana 








Start 


14835 


cjna 


1 Do / o 






Name 


OJ000222 19.0322.C9.ol.tc 


Method 


ibijAb i A : uress 






Start 


5200 


End 


5530 






GI 


none 


Score 


271 






Exons 


5200. .5505, 5249.. 5530 










Seq. No. 


41989 


Seq. ID 


OJ000222_19.0322 


.C9 




Gene No. 


on c A 

0 /1d4 


Strand 








Start 


14835 


End 


16676 






Name 


OJ000222 19.0322.C9.ol.ts 


Method 


TBLASTX: Soybean 






Start 


5218 


End 


5617 






GI 


none 


Score 


65 






Exons 


5218.. 5376, 5218.. 5520, 5249 


..5548, 5534. .5617, 5563. .5616 




Seq. No. 


41989 


Seq. ID 


OJ000222_19.0322 


.C9 




Gene No. 


87164 


Strand 








Start 


14835 


End 


16676 






Name 


OJ000222_19.0322.C9.o2.tm 


Method 


TBLASTX: Maize 




rri. 


Start 




End 


14305 






GI 


none 


Score 


119 




I y 


Exons 


13833. .13865, 13847 .. 13975, 


13882. .13974, 14059 .. 14097, 




i J 




14061. .14084, 14089. .14154, 


14117. .14155, 14120. .14155, 




id 




14145. .14231, 14174. .14194, 


14211. .14243, 14225. .14302, 








14226. .14303, 14252^.14305 










Seq. No. 


41989 


Seq. ID 


OJ000222_19.0322 


.C9 




Gene No. 




Strand 








Start 


14835 


End 


16676 






Name 


OJ000222 19.0322.C9,o4.gs 


Method 


GENSCAN 






Start 


14835 


End 


16676 






GI 


none 


Score 


.8 






Exons 


14835. .15425, 15588 .. 15667, 


16075. .16272, 16589.. 16676 




l:i=l 


Seq. No. 


41990 


Seq. ID 


OJ000222_19.0322 


,C11 




Gene No. 


87165 


Strand 


+ 






Start . 


66 


End 


123 






Name 


OJ000222 19.0322.Cll:ol.gp 


Method 


AAT/GAP 






Start 


66 


End 


123 






GI 


16490 1.R1084 


Score 


85 






Exons 


66. .123 










GI Descrip. 


M584525/emb|CAB40756.1| 7.0e-38 (AL049607) protein phosphal 






2C-lilce protein [Arabidopsis 


thaliana] ' 








Seq. No. 


41990 


Seq. ID 


OJ000222_19.0322 


.Cll 




Gene No. 


87166 


Strand 








Start 


224 


End 


923 






Name 


OJ000222 19.0322.Cll.ol.np 


Method 


AAT/NAP 






Start 


224 


End 


923 






GI 


6006375 


Score 


594 






Exons 


224. .637, 897. .923 









42179 




GI Descrip. {AP000559) Similar to 0RF3 protein - rice tungro bacilliform 
virus &RTU0RFS_2 (C40785) [Oryza sativa] 



oeq. INO. 


A 1 QQ1 
ft J, ^ 5 J. 








Seq. ID 


OJ000222_19. 0322.012 


Liene no . 


ft71 (^1 
0 f XD / 








Strand 


+ 


o L.ar u 










End 


4191 


Name 




. 0322 


. C12 . ol , 




Method ' 


GENSOAN 


o tar u 


J. O J. J 








End 


4191 




none 








Score 


.52 


TT von Q 


1315 1482, 


1742 


. .1952, 


2782. 


.3210, 3322.. 4191 


Seq. No. 


41991 








Seq. ID 


OJ000222_19. 0322.012 












Strand 


+ 


o car l- 










End 


4191 


Name 


0,7000999 1 Q 


.0322 


.C12.02. 


np 


Method 


AAT/NAP 


o tart. 


97ftft ~ 








End 


4179 












Score 


519 


f von Q 


97fift 3225 


3322 


. .4179 










f flRO^SI fi3^ 1 


[Sl-hydroxycinnamoyl/benzoyltransf erase [ Ipomoea 




ha-f-Ata*? 1 

L.C1 ucio J 












Seq. No. 


41991 








Seq. ID 


OJ000222_19. 0322. 012 


(aene wo. 


87168 








Strand 




otarr 


1 








End 


359 


Name 


OJ000222 19 


.0322 


.C12.01. 


np 


Method 


AAT/NAP 


btarr 


1 








End 


359 




6006375 








Score 


617 


Exons 


1. .359 












GI Descrip. 


(AP000559) 


Similar to 0RF3 protein - rice tungro bacillifori 




virus &RTU0RFS_2 


(C40785) [Oryza sativa] 


Seq. No. 


41991 








Seq. ID 


OJ000222_19. 0322. 012 


vaene ino . 


87169 








Strand 




o naru 


2806 








End 


4107 


Name 


OJ000222 19 


.0322 


.C12.01. 


tm 


Method 


TBLASTX: Maize 


o uar L. 


2806 








End 


3558 




none 








Score 


126 


Exons 


2806. .2964, 


2822 


. .2914, 


2823. 


.2963, 2940.. 3101, 2953.. 3108, 




2960. .3109, 


3067 


. .3210, 


3100. 


.3216, 3114.. 3215, 3141.. 3221, 




3303. .3557, 


3313 


. .3558 








Qorr "KIo 
OtrC^ > INU . 


41991 








Seq. ID 


OJ000222_19. 0322. 012 




87169 








Strand 




o car I. 


2806 








End 


, 4107 


Name 


OJ000222 19 


.0322 


.012.01. 


tc 


Method • 


• TBLASTX :Oress 


o rar L. 


2821 








End 


3449 


oJ, 


none 








Score 


50 


P von ^ 


2821. .2895, 


2890 


. .2934, 


2896. 


.2931, 2938.. 3138, 2940. ,3143, 




2947. .3165, 


3315 


. .3449, 


3316. 


.3432 




Seq. No. 


41991 








Seq. ID 


OJ000222_19. 0322.012 


Gene No. 


87169 








Strand 




Start 


2806 








End 


4107 


Name 


OJ000222 19 


.0322 


.012.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


2890 








End 


4107 


GI 


none 








Score 


50 


Exons 


2890. .2946,. 


2952 


. .3143, 


2953. 


.3165, 3316.. 3432, 3318.. 3458, 



42180 




3637.. 3924, 3973.. 4107 



Sec^. No. 


41991 




Seq. ID 


OJ000222 19.0322.C12 




87169 




Strand 




Start 


2806 




End 


4107 




OJ000222 19. 0322 .C12 .o2 


, tm 


Method 


TBLASTX: Maize 


Start 


3559 ~ 




End 


4023 


GI 


none 




Score 


467 


Exons 


3559.. 4023, 3571.. 4020, 


3572. 


.4021 




Sf»fT No. 


41992 




Seq. ID 


OJ000222_19.0322.C13 


fjfanp No - 


87170 




Strand 


+ 


Start 


4884 




End 


5124 


allies 


OJ000222 19.0322.C13.o2 




Method 


AAT/GAP 


Start 


4884 ~ 




End 


5124 


GI 


2797070 




Score 


442 




4884 5124 








Seq. No. 


41992 




Seq. ID 


OJ000222_19.0322.C13 


Gene No. 


87171 




Strand 




Start 


391 




End 


7839 


Name 


OJ000222 19.0322.C13.ol 


. gs 


Method 


GENSCAN 


Start. 


391 




End 


7832 


GI 


none 




Score 


,72 


Exons 


391. .413, 761, .801, 952 


. .1077 


, 1209.. 


2739, 2793.-4286, 




4411. .4606, 5804. .5856, 


5985. 


.6432, 6506., 6604, 6711.. 6863, 




6965.. 7218, 7328.. 7514, 


7614. 


.7832 





Seq. No. 


41992 




Seq. ID 


OJ000222_19 . 0322 . C13 


Gene No. 


87171 




Strand 




Start 


391 




End 


7839 


Name 


OJ000222 19 


.0322.C13.ol.tw 


Method 


TBLASTX: Wheat 


Start 


985 




End 


1414 


GI 


none 




Score 


153 


Exons 


985. .1011, 


1067. ,1414, 1068 


, .1406 




Seq, No. 


41992 




Seq. ID 


OJ000222_19.0322.C13 


Gene No. 


87171 




Strand 




Start 


391 




End 


7839 


Name 


OJ000222 19 


.0322.C13.ol.np 


Method 


AAT/NAP 


Start 


1698 




End 


3651 


GI 


6649097 




Score 


958 


Exons 


1698. .1729, 


2784. .3651 






GI Descrip. 


(AF146275) 


resistance gene 


analog PIC27 [Oryza sativa] 


Seq. No. 


41992 




Seq. ID 


OJ000222_19 . 0322 .C13 


Gene No, 


87171 




Strand 




Start 


391 




End 


7839 


Name 


OJ000222 19 


.0322.C13.o3.ts 


Method 


TBLASTX: Soybean 


Start 


2072 




End 


3117 


GI 


none 




Score 


79 


Exons 


2072. .2299, 


2357.. 2491, 2400.. 2531, 2720.. 2776, 2818.. 2862, 




2896. .3117 








Seq. No. 


41992 




Seq. ID 


OJ000222_19.0322.C13 


Gene No. 


87171 




Strand 




Start 


391 




End 


7839 



42181 



Name 

Start 

GI 



OJ000222_19.0322.C13.o3.tm 

2819 

none 



Exons 


2819. .3043, 


2824 . 


.3195, 


3223. 


Secj. No. 


41992 










87171 










391 








NaiTie 


OJ000222 19. 


0322 . 


C13.01. 


to 


Start 


2941 ~ 








CZJ 


none 








Exons 


2941. .3027, 


3028. 


.3183, 


3223. 




3626. .3667 








Se<5 . No . 


41992 










87171 










391 








Naine ■ 


OJ000222 19. 


0322 , 


C13.01. 


ts 


O L. Cli. U 


3118 ~ 








GI 


none 








Exons 


3118. .3195, 


3119, 


.3184, 


3220. 




41992 










ft71 71 










•J J ^ 








Name 


OJ000222 19, 


0322 


.C13.01, 


gp 


o tart. 












701 Qn7 

/ Lf X -/ f 








Exons 










beq. NO. 


4 1 QQ9 

*1 X -7 








Gene No. 


87171 








Start 


391 








Name 


OJ000222 19 


.0322 


,C13.ol 


. tm 


Start 


5817 










none 










5817 5858* 


5818 


. . 5859, 


5942. 




6008 . . 6031, 


6024 


. .6140, 


6037. 




6209 6322. 


6218 


. . 6325, 


6299. 




6379. .6435, 


6500 


. .6604, 


6508. 




6708. .6878, 


6712 


. .6891, 


6887. 


Qfiri No 

C \.i . 1^ V./ . 


41992 










87171 








o tdi- u 


391 








Name 


OJ000222 19 


.0322 


.C13.o3 


. gp 


o UdX L 


6268 








GI 


none 








Exons 


6268, .6432, 


6506 


. .6604, 


6711. 


Seq. No. 


41992 








Gene No. 


87171 








Start 


391 








Name 


OJ000222 19 


.0322 


.C13.02 


.ts 


Start 


6338 








GI 


none 








Exons 


6338. .6364, 


6380 


. .6424, 


6391. 



Method " TBLASTX: Maize 
End 3333 
Score 79 



Seq. ID OJ000222_19.0322.C13 
Strand 

End 7839 

Method TBLASTX : Cress 

End 3693 

Score 63 

3279, 3397.. 3486, 3553.. 3693, 



Seq. ID OJ000222_19.0322.C13 
Strand 

End 7839 

Method TBLASTX : Soybean 

End 3660 

Score 62 



Seq. ID OJ000222_19.0322.C13 
Strand 

End 7839 

Method AAT/GAP 

End 4349 

Score 689 



Seq. ID OJ000222_19.0322.C13 
Strand 

End 7839 
Method TBLASTX : Mai ze 
End 6922 
Score 40 

.5968, 5944. .5988, 5944. .5982, 
.6138, 6037. .6141, 6208. .6321, 
.6451, 6299. .6370, 6374, .6433, 
.6600, 6569,. 6601, 6701.. 6838, 
.6922 



Seq. ID OJ000222_19.0322.C13 
Strand 

7839 
AAT/GAP 
7007 
1068 



End 

Method 
End 
Score 
.7007 



Seq. ID OJ000222_19.0322-C13 
Strand 

End . 7839 

Method TBLASTX : Soybean 

End 7772 

Score 47 

.6420, 6498.. 6605, 6500.. 6604, 



42182 



6724. .6795, 6726. ,6803, 7695.-7772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



41992 Seq. ID 

87171 Strand 

391 End 

OJ000222_19 . 0322 . 013 . o2 . tm Method 

7066 End 

none Score 



OJ000222_19.0322.C13 
7839 

TBLASTX: Maize 

7839 

41 



7066. .7131, 7075. .7131, 7121. .7216, 7158. .7208, 7293. .7349, 

7294. .7347, 7345. .7362, 7350. .7514, 7373. .7516, 7374. .7520, 

7375. .7533, 7415. .7546, 7594. .7713, 7602. .7757, 7614. .7766, 

7774. .7794, 7792. .7839, 7793. .7828 



41993 
87172 
53 

OJ000222_19.0322.C14 .ol.gp 
53 

none 

53. .300, 404. .574, 1097. .1193 

41993 
87172 
53 

OJ000222_19 . 0322 . 014 . ol . gs 
166 
none 



Seq. ID OJ000222_19. 0322. 014 
Strand 

End 3053 

Method AAT/GAP 

End 1193 

Score 939 



Seq. ID OJ000222_19. 0322.014 
Strand 

End 3053 

Method GENSCAN 

End 3053 

Score .71 



166. .300, 404. .574, 1097. .1208, 1586. .1641, 1714. .1812, 
2532.. 2765, 2889.. 2942, 2994.. 3053 



41993 
87172 
53 

OJ000222_19. 0322. 014. ol.tm 
2480 
none 



Seq. ID OJ000222_19.0322.C14 
Strand 

End 3053 

Method TBLASTX : Mai ze 

End 2948 

Score 76 



2480. .2608, 2509. .2607, 2512. .2739, 2529. .2768, 2821. .2943, 
2889. .2948 



41994 
87173 
97 

OJ000222_19. 0322. 015. ol.gs 
97 

none 

97. .187, 3516. .3616 

41995 
87174 
1512 

OJ000222_1 9 . 0322 . CI 6 . ol . gs 

1512 

none 

1512. .2303 

41996 
87175 



Seq. ID OJ000222_19. 0322. 015 
Strand 

End 3616 

Method GENSCAN 

End 3616 . 

Score .52 



Seq. ID OJ000222_19. 0322. 016 
Strand 

End 2303 

Method GENSCAN 

End 2303 

Score .91 



Seq. ID OJ000222_18.0322.C1 
Strand + 



42183 




start 




End 


3275 




Name 


/^Tnnnooo iq moo c} r\0 ntc 
UJUUUZZ^: lo . U • Ul . OZ . y S 


Method 


GENSCAN 




Start 


o n o c 


End 


3207 




GI 


none 


Score 


.65 




Exons 


onoR ofio^; oij4'5 oooq O^Qfi 


.2638, 2707. .2860, 2887. .3207 


Seq. No. 




Seq. ID 


OJ000222_18.0322 


.CI 


Gene No. 


87175 


Strand 


+ 




Start 


2025 


End 


3275 




Name 


OJ000222 18.0322.Cl.ol.np 


Method 


AAT/NAP 




Start 


2856 


End 


3275 




GI 


4204315 


Score 


175 




Exons 


2856. .3275 








GI Descrip. 


(AC003027) Unknown protein [Arabidopsis thaliana] 




Seq. No. 


41996 


Seq. ID 


OJ000222_18.0322 


.CI 


Gene No. 


87175 


Strand 


+ 




Start 


2025 


End 


3275 




Name 


OJ000222 18.0322.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2928 


End 


3141 




GI 


none 


Score 


152 




Exons 


2928. .3047, 2946. ,3083, 2948 


.3082, 3054.. 3119, 3079. .3141 


beq. No. 


41997 


Seq. ID 


OJ000222_18,0322 


.C2 


Gene No. 


87176 


Strand 


+ 




Start 


1 


End 


2963 




Name 


bJ000222 18.0322.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2963 




GI 


7248395 


Score 


763 




Exons 


1..221, 1910. .2963 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No- 


41997 


Seq. ID 


OJ000222_18.0322 


.C2 


Gene No. 


87176 


Strand 


+ 




b uart 


1 


End 


2963 




Name 


OJ000222 18.0322.C2.ol.gs 


Method 


GENSCAN 




Start 


457 


End 


2543 




GI 


none 


Score 


,85 




Exons 


457,-480, 833, .1352, 1363. .1527, 1987. 


.2543 




Seq. No. 


41997 


Seq. ID 


OJ000222_18,0322 


.C2 


oene ino. 


87176 


Strand 


+ 




Start 


1 


End 


2963 




Name 


OJ000222 18.0322,C2.o3.np 


Method 


AAT/NAP 




Start 


1248 


End 


2637 






7106512 


Score 


648 




Exons 


1248.. 1301, 1915,, 2637 








GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




oeq. INO. 


41997 


Seq, ID 


OJ000222_18.0322 


.C2 


Gene No. 


87177 


Strand 


+ 




Start 


5480 


End 


5671 




Name 


OJ000222 18.0322.C2.o4.np 


Method 


AAT/NAP 




Start 


5480 


End 


5671 




GI 


7106512 


Score 


80 . 




Exons 


5480. .5540, 5614. .5671 









42184 



GI Descrip. 



(AP001278) EST C98429 (E0138) corresponds to* a region of the 
predicted gene,; hypothetical protein [Oryza sativa] 

OJ000222 18. 0322. C2 



3478 
AAT/NAP 
3478 
170 



OJ000222_18.0322.C3 
+ 

3351 
AAT/NAP 
3351 
260 



+ 

5458 
GENSCAN 
5458 
.72 





beg. wo. 


41997 


Seg. ID 




bene wo. 


87178 


Strand 




btar u 


3226 


End 




Name 


OJ000222 18.0322.C2.o2..np 


Method 




o Laru 


3226 


End 






7106513 


Score 




Exons 


3226.. 3334, 3435.-3478 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 




beg. wo. 


41998 


Seg. ID 




bene wo . 


87179 


Strand 




b rari. 


1 


End 




Name 


OJ000222 18.0322.C3.ol.np 


Method 




buar u 


1 


End 




PT 


4958867 


Score 




Exons 


1..63, 90. .250, 3232. .3351 






GI Descrip. 


(AB027572) RNA polymerase subunit beta 




beg. wo. 


41998 


Seg. ID 




Gene No. 


87180 


Strand 




start 


4196 


End 




Name 


OJ000222_18 . 0322 . C3 . o2 . gs 


Method 




Start 


4196 


JliIlU. 


hi 


GI 


none 


Score 


ll 


Exons 


4196. .4370, 5340.. 5458 




= i I 


beg. wo. 


41998 


Seg. ID 


. =^ 


bene wo . 


87181 


Strand 


J~ 

5 y 


b uart 


8703 


End 




Name 


.OJ000222 18.0322.C3.ol.gp 


Method 


~ 


buart 


8703 


End 


[J 


GI 


5004001 


Score 




Exons 


8703. .8922, 10384. .10588 






beg • wu • 


41998 


Seg. ID 




bene wo . 


87181 


Strand 


~ ~ 


b tar u 


8703 


End 




Name 


OJ000222 18.0322.C3.o4.gs 


Method 




bcari. 


10192 


End 




GI , .. 


none 


Score 




Exons 


10192. .10227, 10384.. 10623 






beg . wo . 


41998 


Seg. ID 




bene wo . 


87182 


Strand 






6241 


End 




Name 


OJ000222 18.0322.C3.o3.gs 


Method 




Start 


6241 


End 




GI 


none 


Score 




Exons 


6241.. 6395, 9013.. 9154 






Seg. No. 


41998 


Seg. ID 




Gene No. 


87182 


Strand 




Start 


6241 


End 




Name 


OJ000222 18.0322.C3.o2.np 


Method 



OJ000222 
+ 

10623 
AAT/GAP 
10588 
822 



+ 

10623 
GENSCAN 
10623 
.57 



18. 0322. C3 



OJ000222_18.0322.C3 

9154 
GENSCAN 
9154 
.8 



OJ000222_18.0322.C3 

9154 
AAT/NAP 



42185 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



7827 - End 
5852084 Score 
7827. .7915 

(AL117264) zwh0007.1 [Oryza sativa] 



7915 
86 



41998 
87183 
11862 

OJ000222_18.0322.C3.ol.ts 
10 

none 



Strand 
End 

Method 
End 
Score 

10. .84, 13. .84, 79. .204, 81. .197, 83. 



Seq. ID OJ000222_18.0322.C3 



41998 
87183 
11862 

OJ000222_18.0322.C3.o5.gs 

11862 

none 

11862. .11921 

41999 
87184 
283 

OJ000222_18 .0322.C4 .ol.gs 
283 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11921 

TBLASTX: Soybean 

236 

75 

.235, 84. .236 
OJ000222_18.0322.C3 

11921 
GENSCAN 
11921 
.42 



Seq. ID OJ000222_18.0322.C4 



Strand 
End 

Method 

End 

Score 



+ 

3826 
GENSCAN 
3826 
.8 



283. .393, 669. .757, 796. .862, 1692. .1838, 3758.-3826 



41999 
87185 
123 

OJ000222_18 .0322.C4.ol.np 
123 

6721516 
123. .471, 886. .1121 

(AP001072) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 18. 0322. C4 



1121 
AAT/NAP 
1121 
575 



42000 
87186 
2741 

OJ000222_18. 0322. C5. ol.gs 

2741 

none 

2741.. 2944, 3056. .3703 



42000 
87187 
5703 

OJ000222_18. 

5703 

none 

5703. .5942, 



0322.C5.o2.gs 



7143. .7235 



42000 
87187 
5703 



Seq. ID OJ000222_18.0322.C5 

Strand + 

End 3703 

Method GENSCAN 

End 3703 

Score .76 



Seq. ID OJ000222_18.0322.C5 
Strand 

End 7334 

Method GENSCAN 

End 7235 

Score . 61 



Seq. ID OJ000222_18.0322.C5 
Strand 

End 7334 



42186 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
U Start 
tn Name 
ry start 
h GI 
; , Exons 

GI Descrip- 



OJ000222_18 . 0322 . C5 . ol . gp 

5764 

2311945 

5764.. 5942, 7143.. 7334 



. Method AAT/GAP 
End ' 7334 
Score 663 



42001 Seq. ID 

87188 Strand 

1 End 

OJ000222_18 . 0322 .C6.ol.np Method 

1 End 

5690095 Score 
1..27, 544. .1517 

(AJ238507) transposase related protein [Zea mays] 



OJ000222_18.0322.C6 

.+ 

1517 
AAT/NAP 
1517 
517 



42001 Seq. ID 

87188 Strand 

1 End 

OJ000222_18 . 0322 . C6 . ol . tm Method 

1240 End 

none Score 



OJ000222_18.0322.C6 
+ 

1517 

TBLASTX: Maize 

1517 

138 

,1512 



1240. .1389, 1240. .1371, 1416. .1517, 1417, 

OJ000222 18. 0322, C7 



42002 Seq. ID 

87189 Strand 
1 End 
OJ000222_18 .0322 . C7 . ol . np Method 
1 End 
2126090 Score 
1. .728 

transposase (insertion sequence ISIO) 
gil 455676|bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, ISlOL/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 402 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



728 

AAT/NAP 
728 
1266 

Escherichia coli 



Seq. No. 


42003 








Seq. ID 


OJ000222_ 


_18 


.0322 


.C9 


Gene No. . 


87190 








Strand 


+ 








Start 


1530 








End 


3057 








Name 


OJ000222 18 


.0322 


.C9.''ol. 


gs 


Method 


GENSCAN 








Start 


1530 








End 


3057 








GI 


none 








Score 


.99 








Exons 


1530. .2260, 


2403 


. .3057 














Seq. No. 


42003 








Seq. ID 


OJ000222 


_18 


.0322 


.C9 


Gene No. 


87191 








Strand 


+ 








Start 


4959 








End 


5872 








Name 


OJ000222 18 


.0322 


.C9.o2. 


gs 


Method 


GENSCAN 








Start 


4959 








End 


5872 








GI 


none 








Score 


.76 








Exons 


4959.-4994, 


5450 


. .5872 














Seq. No. 


42003 








Seq. ID 


OJ000222 


_18 


.0322 


.09 


Gene No. 


87192 








Strand 


+ 








Start 


7259 








End 


11924 








Name 


OJ000222 18 


.0322 


.C9.o3, 


gs 


Method 


GENSCAN 








Start 


7259 








End 


11924 









42187 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. . . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



none Score .45 

7259. .7412, 7508. .7571, 8113. .8484, 9340. .9489, 9573. .10245, 
11767. .11924 



Seq. ID 
Strand 
End 

Method 
End 
Score 



42003 
87193 
11961 

OJ000222_18.0322.C9.ol.gp 
11961 

32197_1.R1084 
11961. .12049 

•4455192/emb|CAB36515.1| 2.0e-13 (ALQ35440) putative protein 
[Arabidopsis thaliana] ' 



OJ000222 
+ 

12049 
AAT/GAP 
12049 
122 



18. 0322. C9 



42003 
87194 
7118 

OJ000222_18.0322.C9.ol.np 
7118 
7340909 

7118. .7296, 10153. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10481, 12088.. 12129 



OJ000222_18.0322.C9 

12129 
AAT/NAP 
12129 
182 



(AP001550) hypothetical protein [Oryza sativa] 



42004 
87195 
921 

OJ000222_18. 0322. CIO. ol.gs 

921 

none 

921. .1242, 1669. .1946 

42004 
87195 
921 

OJ000222__18. 0322. CIO. ol.np 
1319 
6017097 
1319. .1431, 



Seq. ID OJ000222_18. 0322. CIO 

Strand + 

End 2717 

Method GENSCAN 

End 1946 

Score .78 



1539.. 1581, 1669. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1764, 



OJ000222 
+ 

2717 
AAT/NAP 
2717 
168 
2574 . .2717 



18. 0322. CIO 



(AC009895) hypothetical protein [Arabidopsis thaliana] 
gil6091766|gb|AAF03476,l|AC009327_15 {AC009327) hypothetical 
protein [Arabidopsis thaliana] 



Seq. ID OJ000222_18. 0322. CIO 

Strand + 

End 5584 

Method AAT/nA? 

End 5584 

Score 341 
.4981, 5486. .5584 



42004 
87196 
3318 

OJ000222_18 .0322. CIO. o2.np 
3318 
7484897 

3318.. 3534, 4572.-4659, 4790 

cytochrome P450 homolog F23E13.220 - Arabidopsis thaliana 
gi|2961392|emb|CAA18139.1| (AL022141) cytochrome P450 like 
protein (fragment) [Arabidopsis thaliana] 



42004 Seq. ID 

87197 Strand 

3331 End 

OJ000222 18.0322.C10.ol.tm Method 



OJ000222_18 . 0322 .CIO 
7507 

TBLASTX: Maize 



42188 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



929 End 2729 

none Score 85 

929. .1000, 931. .1020, 933. .1010, 1125. .1166, 1146. .1166, 

1321. .1446, 1326. .1445, 1489. .1542, 1490. .1516, 1520. .1579, 

1524. .1580, 1525. .1590, 1667. .1747, 1668. .1760, 2649. .2729 



42004 
87197 
3331 

OJ000222_18 . 0322 . CIO . ol . tw 

1194 

none 

1194. .1244, 1198. .1245, 1198. 
1323. .1430, 1533. .1580, 1533. 
1667. .1762, 2647. .2715 

42004 
87197 
3331 

OJ000222_18 . 0322 . CIO . o2 . tm 

3296 

none 

3296.. 3346, 3296.. 3346, 3336, 
3447. .3536, 4569. .4613, 4570. 
4615. .4671, 4633. .4671, 4634, 
4790. .4894, 4896..4958\ 4897. 
5460. .5588 

42004 
87197 
3331 

OJ000222_18 . 0322 . CIO . o2 . gs 
3331 
none 



Seq. ID OJ000222_18. 0322. CIO 
Strand 

End 7507 

Method TBLASTX : Wheat 

End 2715 

Score 74 

.1245, 1320. .1430, 1321. .1431, 
.1583, 1537. .1590, 1666.. 1809, 



Seq. ID OJ000222_18. 0322. CIO 
Strand 

End 7507 

Method TBLASTX : Mai ze 

End 5588 

Score 72 

.3389, 3385.. 3531, 3400.. 3534, 
.4602, 4591.. 4635, 4592.-4636, 
.4654, 4787.. 4891, 4789.. 4896, 
.4959, 4898.. 4963, 5452.. 5586, 



Seq. ID OJ000222_18. 0322. CIO 

Strand . - 

End 7507 

Method GENSCAN 

End 7507 

Score .71 



3331. .3637, 4874. .5008, 6014. .6048, 7210. .7289, 7444. .7507 



Seq, ID OJ000222_18.0322.C11 

Strand + 

End 1712 

Method AAT/NAP 

End 1712 

Score 105 



42005 
87198 
1 

OJ000222_18.0322.Cll.ol.np 
1 

6566263 
1..241, 1680. .1712 

(AB008015) similar to xylan endohydrolase [Arabidopsis thaliana] 



42006 
87199 
76 

OJ000222_18 . 0322 . C12 . ol . gs 
76 

none 



Seq. ID OJ000222_18.0322.C12 

Strand + 

End 5078 

Method GENSCAN 

End 5078 

Score .63 



76. .176, 818. ,946, 2302. .2634, 2926. .3071, 4358. .4516, 
4943. .5078 



42006 
87200 
5119 



Seq. ID OJ000222_18.0322.C12 
Strand + 
End 5316 



42189 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000222_18.0322.C12.ol.gp 

5119 

2797770 

5119. .5316 



Method AAT/GAP 
End 5316 
Score 244 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 18.0322.C12 



2678 
AAT/NAP 
2678 
304 



42006 
87201 
1744 

OJ000222_18.0322.C12.ol.np 
1744 
6069646 
1744. .2678 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] qi | 6907112 | dbj | BAA90639. 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ000222 18.0322.C12 



42006 Seq. ID 

87201 Strand 

1744 End 
OJ000222_18 . 0322 . C12 . ol . tm Method 

1783 End 

none Score 

1783. .1866, 1868. .1957, 2012. .2212, 2046. .2213, 2079. ,2213, 
2256.. 2300 



2678 

TBLASTX: Maize 

2300 

126 



42007 Seq. ID 

87202 Strand 

1 End 

OJ000222_18 . 0322 . C15 . o3 .np Method 

1 End 

4680183 Score 
1..33, 3354. .3442 
(AF111709) gag-pol protein 

42007 
87202 
1 

OJ000222_18.0322,C15,o4.np 
2807 
6815109 

2807. .2841, 4149. .4239, 4307, 



18.0322.C15 



OJ000222 
+ 

4812 
AAT/NAP 
3442 
115 



[Oryza sativa subsp. indica] 



Seq. ID OJ000222_18.0322.C15 

Strand + 

End 4812 

Method AAT/NAP 

End 4812 

Score 328 
.4812 



(AP001081) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 18.0322.C15 



42007 
87203 
988 

OJ000222_18, 0322.C15.ol.np 
988 

7486726 
988. .1905, 4399. ,4422 

hypothetical protein F9D12,2 - Arabidopsis thaliana 
gi|3319345|gb|AAC26234,l| {AF077407) contains similarity to 
maize transposon MuDR {GB:M76978) [Arabidopsis thaliana] 



4422 
AAT/NAP 
4422 
424 



Seq. No. 



42007 



Seq, ID OJ000222_18.0322.C15 



42190 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



87203 Strand 

988 End 

OJ000222__18 . 0322 . C15 . ol . ts Method 

1178 End 

none Score 
1178. .1576 



4422 

TBLASTX: Soybean 

1576 

200 



OJ000222 18.0322.C15 



42007 Seq. ID 

87203 Strand 
98.8 End 4422 

OJ000222_18 - 0322 . C15 . o2 . np Method AAT/NAP 
1260 End 3321 

6721561 Score 127 

1260. .1278, 3231. .3321 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


42007 


Seq. ID 


OJ000222_ 


_18.0322.C15 




87203 


Strand 


- 




iD L.CIX L. 


988 


End 


4422 




IN ClillC 


OJ000222 18.0322,C15.ol.gp 


Method 


AAT/GAP 






2616 


End 


2723 




\j± 


uC-osflcyp088bl2bl . 


Score 


134 




Exons 


2616. .2723 






sativa genomic 




•5257255/dbj 1 AP000364 . 1 1 AP000364 3.0e- 


36 Oryza : 


DNA, chromosome 8, clone : P0026F07 ' 






Seq. No. 


42008 


Seq. ID 


OJ000222 


_18.0322.C16 


Gene No. 


87204 


Strand 






Start 


223 


End 


952 




Name 


OJ000222 18.0322.C16.ol.gs 


Method 


GENSCAN 




Start 


223 


End 


952 




GI 


none 


Score 


.74 




Exons 


223.-288, 753. .952 








Seq. No'. 


42009 


Seq. ID 


OJ000222 


_18.0322.C17 


Gene No. 


87205 


Strand 


+ 




Start 


699 


End 


2756 




Name 


OJ000222 18.0322.C17.ol.gp 


Method 


AAT/GAP 




Start 


699 


End 


2756 




GI 


none 


Score 


856 




Exons 


699.. 904, 2386.. 2516, 2625 


. .2756 






Seq. No. 


42010 


Seq. ID 


OJ000222 


__18.0322.C18 


Gene No. 


87206 


Strand 


+ 




Start 


6439 


End 


13449 




Name 


OJ000222 18.0322.C18.o4 .gs 


Method 


GENSCAN 




Start 


6439 


End 


13449 




GI 


none 


Score 


.45 


8789. .8870, 


Exons 


6439. .6526, 7540. .7607, 7773. .8522, 8609. .8701, 




8999. .9064, 10115 .. 10759, 


10877. .10959, 11168.. 


11254, 




11479. .13449 








Seq. No. 


42010 


Seq. ID 


OJ000222 


_18.0322.C18 



42191 



Gene No. 87206 

Start 6439 

Name OJ000222_18.0322.C18.ol.gp 

Start 10900 

GI 699647 

Exons 10900. .11150 

Seq. No. 42010 

Gene No. 87206 

Start 6439 

Name OJ000222_18 . 0322 . C18 ,o2 . gp 

Start 11626 

GI none 

Exons 11626. .12101 

Seq. No. 42010 

Gene No. 87206 

Start 6439 

Name OJ000222_18 . 0322 .C18 .o3.gp 

Start 13020 

GI 3107763 

Exons 13020.. 13280 

~t Seq. No. 42010 

li Gene No. 87207 

Start 23 

fy Name OJ000222_18 . 0322.C18 . ol . gs 

[J Start 23 

= :H GI none 

[S, Exons 23.. 550 

FLf Seq. No. 42010 

= Gene No. 87208 



Strand 
End 

Method 

End 

Score 



+ 

13449 
AAT/GAP 
11150 
468 



Seq. ID OJ000222_18.0322.C18 

Strand + 

End 13449 

Method AAT/GAP 

End 12101 

Score 930 



Seq. ID OJ000222_18.0322.C18 

Strand + 

End 13449 

Method AAT/GAP 

End 13280 

Score 494 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_18 . 0322 .C18 
550 

GENSCAN 

550 

.98 



Start 


640 


Name 


OJ000222 18.0322.C18.ol.np 


Start 


640 


GI 


4218011 


Exons 


640. .690, 2318. .2908, 3011.. 




4677.. 4778, 6346. .6913 


GI Descrip. 


(AC006135) putative protein 


Seq. No. 


42010 


Gene No. 


87208 


Start 


640 


Name 


OJ000222 18.0322.C18.o2.gs 


Start 


1107 


GI 


none 


Exons 


1107. .1252, 1400. .1460 


Seq. No. 


42010 


Gene No. 


87208 


Start 


640 


Name 


OJ000222 18.0322.C18.o3.gs 


Start 


2234 


GI 


none 


Exons 


2234.. 2908, 3011.. 3081, 3173 



Seq. ID OJ000222_18.0322.C18 
Strand 

End 6913 

Method AAT/NAP 

End 6913 

Score 1136 
3081, 3173. .3254, 3451. .3885, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_18.0322.C18 

6913 
GENSCAN 
1460 
.56 



Seq. ID OJ000222_18.0322.C18 
Strand 

End 6913 

Method GENSCAN 

End 4269 

Score .93 

.3259, 3456.. 3950, 4044.,. 4269 



42192 



O C ■ IN U • 










Seq. ID 


OJ000222_18.0322.C18 




O r ^ u o 








Strand 




Start 


640 








End 


6913 


Name 


OJ000222 18. 


0322. 


C18.02. 


tm 


Method 


TBLASTX: Maize 


Start 


2441 








End 


3646 




none 








Score 


238 




2441. .2638, 


2660. 


.2908, 


2685. 


.2909, 2742.. 2909, 3008.. 3079, 




3017 3079, 


3168 . 


.3248, 


3171. 


.3257, 3175.. 3258, 3178.. 3261, 




3451. .3516, 


3455. 


.3511, 


3499. 


.3645, 3500.. 3646 


Cfarr No 

o C V.^ ■ L>H^ • 


42010 








Seq- ID 


OJ000222_18. 0322. 018 


Gene No. 


87208 








Strand 




Start 


640 








End 


6913 


Naitie 


OJ000222 18. 


0322. 


C18.01. 


ts 


Method 


TBLASTX : Soybean 


O L. Ct J. U 


2597 








End 


3248 


O J. 


none 








Score 


208 


ill AtJllO 


2597 2638, 


2660. 


.2704, 


2717. 


.2908, 2724.. 2909, 3008.. 3079, 




3171. .3248 












Seq. No. 


42010 








Seq. ID 


OJ000222_18. 0322.018 


Gene No. 


87208 








Strand 




art 


640 








End 


6913 


Name 


OJ000222 18, 


0322, 


CI8-0I, 


tw 


Method 


TBLASTX: Wheat 




2729 ~ 








End 


3251 


o J. 










Score 


95 


Hi AUiiO 


2729 2908, 


2730 


. .2912, 


3008. 


.3079, 3171. .3251 


Seq. No. 


42010 








Seq. ID 


OJ000222_18. 0322. 018 


Gene No. 


87208 








Strand 




Start 


640 








End 


6913 


IN dlllC 


OJ000222 18 


. 0322 


.C18 .o2 


. tc 


Method 


TBLASTX lOress 


qi- a r*t 


2741 ~ 








End 


3079 




none 








Score 


168 


von 


2741. . 2908, 


2742 


. .2912, 


3008. 


.3079 




Seq. No. 


42010 








Seq. ID 


OJ000222_18 . 0322 . 018 


Gene No. 


87208 








Strand 




Start 


640 








End 


6913 




OJ000222 18 


. 0322 


.018 .ol 


. tc 


Method 


TBLASTX :Oress 


Start 


3168 ~ 








End 


3774 


\j± 


none 








Score 


92 


TT vnn 
Hi Aw 1 1 o 


3168 . . 3290, 


3168 


. .3257, 


3451. 


.3774, 3455.-3754, 3634. .3765 


Seq. No. 


42010 








Seq. ID 


OJ000222_18. 0322. 018 


Gene No. 


87208 








Strand 




^t Art 


640 








End 


6913 




OJ000222 18 


. 0322 


.C18 .o2 


. ts 


Method 


TBLASTX: Soybean 


91- Art 

O L. dX. I. 


3443 ~ 








End 


3754 


O J. 


none 








Score 


301 


R von «i 


3443. .3754, 


3454 


. .3753 








Seq. No. 


42010 








Seq. ID 


OJ000222_18. 0322. 018 


Gene No. 


87208 








Strand 




Start 


640 








End 


6913 


Name 


OJ000222 18 


.0322 


.C18.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


3529 








End 


3748 


GI 


none 








Score 


151 



42193 



Exons 


^^99 3747, 3533 


Seq. No. 


42010 


Gene No. 


87209 


Start 


t ^ ■J 


Name 




Start 




GI 


none 


Exons 


7S^3 7589. 7745 


Seq. No. 




Gene No. 


87210 


Start 


10984 


Name 


OJ000222 18.0322 


Start 


10984 


GI 


none 


Exons 


10984. .11028, 10 



Seq. ID 

Strand 

End 

:i8.o3.tc Method 
End 
Score 

.8005, 7773. .8027 

Seq. ID 

Strand 

End 

:i8.o3.tm Method 
End 
Score 



OJ000222_18.0322.C18 
8027 

TBLASTX: Cress 

8027 

67 



OJ000222_18.0322.C18 
11290 

TBLASTX: Maize 

11290 

60 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 

Name 

Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42010 
87211 
12490 

OJ000222_18. 0322. CIS. ol.tm 

12490 

none 

12490. .12570, 12493 .. 12564 , 
12617. .12682, 12670 .. 12801, 
12814. .12912, 12816. .12911, 
12922. .13008, 12931 .. 12999, 
13128. .13307, 13146. .13424, 



Seq. ID OJ000222_18.0322.C18 
Strand 

End 13425 

Method TBLASTX : Mai ze 

End 13425 

Score 102 
12616. .12666, 12617 .. 12682 , 
12673. .12804, 12708 .. 12821, 
12830. .12928, 12915 .. 12971, 
12994. .13092, 12994 .. 13089, 
13156. .13425 



42011 Seq. ID 

87212 Strand 

352 End 

OJ000302_12 . 0323 . CI . ol . gs Method 
352 

none Score 

352. .439, 489. .554, 736. .808, 1007 



OJ000302_12.0323,C1' 
+ 

2481 
GENSCAN 
2481 
.79 

1122, 1838. .1946, 2408. .2481 



42011 Seq. ID 

87213 Strand 
4448 End 
OJ000302_12 . 0323 . CI . o3 . gs Method 
4448 End 
none Score 
4448.-4529, 4999. .5369, 5408. .5506 

42011 Seq. ID 

87214 Strand 
604 6 End 
OJ000302_12 . 0323 . CI . o3 . np Method 
604 6 End 
6907106 Score 



12. 0323. CI 



OJ000302 
+ 

5506 
GENSCAN 
5506 
.81 



OJ000302 12. 0323. CI 



7104 
AAT/NAP 
7104 
416 



6046. .6275, 6425. ,6815, 6889. .7104 

(AP001129) EST AU068291 (C12960) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



42194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42011 Seq. ID 

87215 Strand 

1 End 4885 

OJ000302 12.0323.Cl.ol.np Method AAT/NAP 

1 " End 885 

6907086 Score 843 
1..44, 106. .885 

(AP001129) hypothetical protein [Oryza sativa] 



OJ000302 12. 0323. CI 



42011 Seq. ID 

87215 Strand 

I End 

OJ000302_12 . 0323 . CI . o2 . np Method 

72 End 

4680186 Score 
72. .90, 1818. .2001, 2470. .2567, 4858., 

{AF111709) unknown [Oryza sativa subsp. indica] 



OJ000302_12.0323.C1 

4885 
AAT/NAP 
4885 
166 
4885 



42011 
87215 
1 

OJ000302_12 . 0323 . CI . o2 . gs 

2912 

none 

2912. .3074, 3320. .3438 

42011 
87216 
5884 

OJ000302_12 . 0323 . CI . o4 . gs 

5884 

none 

5884. .6414, 6420.. 6575, 6993. 



Seq. ID OJ000302_12.0323.C1 

Strand ' 

End 4885 

Method GENSCAN 

End 3438 

Score .95 



Seq. ID* OJ000302_12.0323.C1 
Strand 

End 7276 

Method GENSCAN 

End 727 6 

Score .78 



7150, 7177. .7276 



42011 


Seq. ID 


OJ000302 


87216 


Strand 




5884 


End 


7276 


OJ000302 12.0323.Cl.ol.tm 


Method 


TBLASTX: 


6651 


End 


7005 


none 


Score 


224 


6651. .6860, 6651.. 6857, 6727. 


.6867, 6868. .6921, 


6875.. 6985, 6958.. 7005 






42012 


Seq. ID 


OJ000302 


87217 


Strand 


+ 


171 


End 


621 


OJ000302 12.0323.C2.ol.gs 


Method 


GENSCAN 


171 


End 


621 


none 


Score 


.89 


171. .345, 384. .416, 432. .512, 


605. .621 




42013 


Seq. ID 


OJ000302 


87218 


Strand 


+ 


479 


End 


4021 


OJ000302 12.0323.C3.ol.gs 


Method 


GENSCAN 


479 


End 


4021 


none 


Score 


.51 



42195 





479 529. 1999. .2147, 2332.. 


2468, 3906 


.4021 






Seq. No. 


42013 


Seq. ID 


OJ000302_12. 


0323. 


C3 


Gene No. 


87219 


Strand 


+ 








O ^ ^ .J 


End 


7562 






Name 


n.Tnnn^D? 0323 C3 o3 as 


Method 


GENSCAN 








\J ^ ^ -J 


End 


7562 






bi 


none 


Score 


.86 






Exons 


fi'^^S fi442 6834 7562 










Seq. No. 


42013 


Seq. ID 


OJ000302_12. 


0323. 


C3 


Gene No. 


87220 


Strand 


+ 








O -J ^ 


End 


8955 






Naiue 


o.Tnnn^n? 12 0323 C3 o4.as 


Method 


GENSCAN 






Q4- ^ 


ft '^QS ~ 

O O Z7 ^ 


End 


8955 








none 


Score 


. 87 






Exons 


ft'^Q'=i ftQiSS 










beq . wo • 


4201 ? 


Seq. ID 


OJ000302 12 


.0323. 


C3 


Gene No. 


87221 


Strand 


+ 






Start 


11435 


End 


13323 






Name 


OJ000302 12.0323.C3.ol.np 


Method 


AAT/NAP 






04- -a r-l- 


11435 


End 


13323 








.7340873 


Score 


1150 






Exons 


11435. .11675, 11735.. 13323 










kjx uescrip. 


(AP001551) Similar to Arabidopsis thaliana chromosome 4 


BAG 


clone F28A21 ; putative protein. (AL035526) [Oryza 


sativa] 


Seq. No. 


42013 


Seq. ID 


OJ000302_12 


.0323 


.C3 


Gene No. 


87222 


Strand 


+ 








15373 


End 


16401 






Name 


OJ000302 12.0323.C3.o7.gs 


Method 


GENSCAN 






otaru 


15373 


End 


16401 








none 


Score 


1 






Exons 


15373. .16401 










Seq. No. 


42013 


Seq- ID 


OJ000302_12 


.0323 


.C3 


Gene No. 


87223 


Strand 


+ 








16831 


End 


17193 






Name 


OJ000302 12.0323.C3.o2.gp 


Method 


AAT/GAP 






ocar u 


16831 


End 


17193 






bi 


none 


Score 


674 






Exons 


16831. .17193 










Seq. No. 


42013 


Seq. ID 


OJ000302_12 


.0323 


.C3 


Gene No. 


87224 


Strand 


+ 








22391 


End 


23692 






Name 


OJ000302 12.0323.C3.o9.gs 


Method 


GENSCAN 






Q-l- a -r-H 
O UalT L 


22391 


End 


23692 






PT 


none 


Score 


.61 








22391. .22584, 22727 22872, 


22965. .23215, 23489.. 23692 




Seq. No. 


42013 


Seq. ID 


OJ000302_12 


.0323 


.C3 


Gene No. 


87225 


Strand 








Start 


4571 


End 


5812 






Name 


OJ000302 12.0323.C3.o2.gs 


Method 


GENSCAN 






Start 


4571 


End 


5812 







42196 



GI none 

Exons 4571.. 5196, 5458.. 5812 

Seq. No. 42013 

Gene No. 87225 

Start 4571 

Name OJ000302__12 . 0323 . C3 . ol . gp 

Start 4710 

GI none 

Exons 4710.. 5179 

Seq. No. 42013 

Gene No. 87226 

Start 9372 

Name OJ000302_12 . 0323 . C3 . o5 . gs 

Start 9372 

GI none 

Exons 9372.. 9731 

Seq. No. 42013 

Gene No. 87227 

Start 17656 

Name OJ000302_12 . 0323 .C3 . ol . tm 

Start 11564 

GI none 

Exons 11564. .11674, 1174 9 .. 11913, 
11800. .11877, 11871. .12194, 
11950.. 12192, 12072. .12191, 
12193. .12519, 12297. .12623, 
13076.. 13135 

Seq. No. 42013 

Gene No. 87227 

Start 17656 

Name OJ000302_12 . 0323 . C3 . o2 . tc 

Start 11740 

GI none 

Exons 11740. .11970, 11791 .. 12273, 
12670.. 12771 

Seq. No. 42013 

Gene No. 87227 
Start 17656 

Name OJ000302_12 . 0323 . C3 . o3 . t s 
Start 11764 

GI none 

Exons 11764. .12123, 12046 12426, 

12346. .12483 

Seq. No. 42013 
Gene No. 87227 
Start 17656 

Name OJ000302_12 . 0323 . C3 . ol . tw 

Start 11848 
GI none 

Exons 11848. .12270, 12157.. 12624 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



63 



OJ000302_12.0323.C3 

5812 
AAT/GAP 
5179 
817 



OJ000302_12.0323.C3 

9731 
GENSCAN 
9731 
.8 



Seq. ID OJ000302_12.0323.C3 
Strand 

End 20296 

Method TBLASTX : Mai ze 

End 13135 

Score 52 ■ 
11764. .12006, 11764. .11925, 
11881. .12225, 11896. .12294, 
12088. .12483, 12193 .. 13035, 
12336. .12482, 12705 .. 13037 , 



Seq. ID OJ000302_12.0323.C3 
Strand 

End 20296 

Method TBLASTX : Cress 

End 12771 

Score 92 
12108. .12245, 12109. .12672, 



Seq. ID OJ000302_12.0323.C3 



Strand 
End 

Method 

End 

Score 



20296 

TBLASTX: Soybean 

12483 

164 



12072. .12269, 12321 .. 12425, 



Seq. ID OJ000302_12.0323.C3 
Strand 

End 20296 

Method TBLASTX : Wheat 

End 12624 

Score 182 



42197 



Seq. No. 


42013 




Gene No.* 


87227 






17656 




Ndine 


OJ000302 12 0323-C3. 


o2.ts 


b tare 


1 94Qft ~ 

J. ^ *3 70 




PT 








12498. . 12605, 12499. 


.12960, 


Seq. No. 


42013 




Gene No. 


87227 






17656 




Nsme 


OJ000302 12 . 0323 .C3 - 


ol , tc 




12795 ~ 












12795. . 13325, 12799. 


.13332 


Seq. No. 


42013 




Gene No. 


87227 






17656 




Naine 


OJ000302 12 . 0323 .C3 . 


ol.ts 




1 ?Qfil "~ 

X ^ 7 U J. 




r* T 


lif lie 




Hi Aw 1 1 0 


12961. .13344, 13044, 


, .13325 


Seq. No, 


42013 




Gene No. 


87227 






17656 




Name 




. o2 . tm 








PT 


none 






13136. .13207, 13137 , 


. .13256, 


Seq. No. 


42013 




Gene No. 


87227 






17656 




Name 


OJ000302 12 . 0323, C3 


. o4 . tm 


b uan. 


J. / U «J -J 




PT 








17035. .17202, 17037 


. .17207, 


beq • , NO • 


4 ^ U J. O 




Gene No. 


87227 




Start . 


17656 




Naxtie 


OJ000302 12 . 0323.C3 


. o8 . gs 


O Lor U 


J. / U <J u 




PT 


none 




Exons 


17fiSfi 17717 18889 


. , 18930, 




20000 . . 20258 




beq. NO. 


J. J 




lasne NO . 






Start 


17656 




Name 


OJ000302 12. 0323. C3 


. o3 . tm 


Start 


19140 




GI 


none 




Exons 


19140. .19196, 19140 


, .19196, 




19268. .19411, 19272 


. .19424, 



Seq. ID OJ000302_12.0323.C3 
Strand 

End 20296 

Method TBLASTX : Soybean 

End 12960 

Score 364 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000302_12.0323.C3 
20296 

TBLASTX: Cress 

13332 

503 



OJ000302_12.0323.C3 
20296 

TBLASTX : Soybean 

13344 

410 



OJ000302_12.0323.C3 
20296 

TBLASTX :Maize 

13328 

147 

28, 13138.. 13326 
OJ000302_12,0323.C3 
20296 

TBLASTX: Maize 

17207 

210 



OJ000302_12.0323.C3 

20296 
GENSCAN 
20258 
. 67 



19049. .19207, 19273 .. 194 10, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19141 

20001 



OJ000302 12. 0323. C3 



20296 

TBLASTX: Maize 
20258 
92 

19197, 19265. .19414, 
20087, 20001. ,20087, 



42198 



20184. .20219, 20208.. 20258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



42013 
87227 
17656 

OJ000302_12.0323.C3.o3.gp 

20000 

none 

20000. .20296 

42014 
87228 
2144 

OJ000302_12 . 0323 . C4 . o2 . np 

2144 

7340868 



Seq. ID OJ000302_12.0323.C3 
Strand 

End 20296 

Method AAT/GAP 

End 20296 

Score 490 



Seq. ID OJ000302_12.0323.C4 

Strand +' 

End 5249 

Method AAT/NAP 

End 5249 

Score 181 



2144. .2261, 3830. .4007, 5198. .5249 

(AP001551) hypothetical protein [Oryza sativa] 



OJ000302_12.0323.C4 
+ 

5249 
AAT/NAP 
2592 
82 



42014 Seq. ID 

87228 Strand 
2144 End 
OJ000302_12 . 0323 . C4 . ol . np Method 
2443 End 
6069646 Score 
2443. .2592 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 I dbj I BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42014 
87229 
5660 

OJ000302_12 . 0323 . C4 . o2 . gs 

5660 

none 

5660. .5824 

42015 
87230 
1813 

OJ000302_12 . 0323 .C5.ol.gs 

1813 

none 

1813. .1857, 



Seq. ID OJ000302_12.0323.C4 
Strand 

End 5824 

Method GENSCAN 

End 5824 

Score .54 



Seq. ID OJ000302_12.0323.C5 

Strand + 

End 2436 

Method GENSCAN 

End 2436 

Score .58 



2323.-2436 



42015 
87231 
3450 

OJ000302_12.0323.C5.o2.gs 
3450 
none 
3450. . 

42015 



.3505, 4142. .4209, 4589. 



OJ000302_12.0323.C5 
+ 

5979 
GENSCAN 
5979 
.68 

.4649, 5523. .5755, 5975.-5979 
Seq. ID OJ000302_12.0323.C5 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42199 



L J 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



87232 


Strand 




410 


End 


2589 


OJ000302 12.0323.C5.ol.np 


Method 


AAT/NAP 


410 


End 


2260 


7523502 


Score 


169 


410. .498, 1740. .1880, 2148. 


.2260 


sativa] 


{AP001633) hypothetical protein [Oryza 


42015 


Seq. ID 


OJ000302 


87232 


Strand 




410 


End 


2589 


OJ000302 12.0323.C5.ol.gp 


Method 


AAT/GAP 


2132 


End 


2589 


4968598 


Score 


815 


2132. .2589 






42015 


Seq. ID 


OJ000302 


87233 


Strand 




6170 


End 


7620 


OJ000302 12.0323.C5.o2.np 


Method 


AAT/NAP 


6170 


End 


7620 


4006827 


Score 


932 



12. 0323. C5 



6170. .7620 . 

(AC005970) putative serine protease [Arabidopsis thalianaj 



42015 
87233 
6170 

OJ000302_12. 

6173 

none 

6173. .6241, 
6777. .6878, 
7328. .7618, 



0323.C5.ol.tc 



6278.. 6370, 6443. 
6791. .6979, 6930, 
7371. ,7610 



Seq. ID OJ000302_12.0323.C5 
Strand 

End 7 620 

Method TBLASTX: Cress 

End 7 618 

Score 7 6 

.6484, 6542.. 6691, 6716.. 7051, 
.7067, 7100. .7183, 7250. .7315, 



42015 
87233 
6170 

OJ000302_12.0323.C5.ol.tm 
6179 
none 

6179. .6244, 
7250. .7315, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 12. 0323. C5 



6524.. 6691, 6695. 
7367. .7447, 7380. 



7620 

TBLASTX: Maize 
7619 
207 

7051, 6714.. 7028, 7121.. 7219, 
7448, 7442. .7618, 7443. .7619 



42015 
87233 
6170 

OJ000302_12. 0323.C5.ol.ts 

6188 

none 

6188.. 6241, 6287.. 6361, 6452. 
6791. .6853, 6857. .7051, 6858. 
7100. .7183, 7140. .7181, 7194. 
7368. .7595 

42015 
87233 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302 12. 0323. C5 



7620 

TBLASTX: Soybean 
7595 
47 

6484, 6539.. 6691, 6713.. 6856, 
6893, 6860.. 7000, 6927.. 7052, 
7244, 7253. .7315, 7328. .7594, 



Seq. ID 
Strand 



OJ000302 12. 0323. 05 



42200 



start 


6170 




End 


7620 


Name 


OJ000302 12 


.0323. 


C5.o2.tw Method 


TBLASTX: Wheat 


Start 


6740 




End 


7036 


GI 


none 




Score 


59 


Exons 


6740. . 6874, 


6813. 


.6875, 6926.. 6979, 6930.. 7016, 6992.. 7036 


Seq. No. 


42015 




Seq. ID 


OJ000302_12 . 032 3. C5 


Gene No. 


87233 




Strand 




Start 


6170 




End 


7620 


Name 


OJ000302 12 


.0323. 


C5.ol.tw Method 


TBLASTX: Wheat 


Start 


7247 




End 


/ bl^ 


GI 


none 




Score 


134 


Exons 


7247. .7315, 


7328. 


.7612, 7329.. 7571 




Seq. No. 


42016 




Seq. ID 


OJ000302_12.0323.C6 


Gene No. 


87234 




Strand 




Start 


1 




End 


546 


Name 


OJ000302 12 


.0323. 


C6.ol.np Method 


AAT/NAP 


Start 


1 




End 


510 


GI 


7435656 




Score 


210 


Exons 


1. .510 








GI Descrip. 


subtilisin- 


like proteinase (EC 3.4.21. 


-) 2 - tomato 



gi 1 1771162 I emb I CAA67430.il (X98930) SBT2 [Lycopersicon 
esculentum] gi | 3687307 | emb | CAA07 000 . 1 | (AJ006379) 
subtilisin-like protease [Lycopersicon esculentum] 



F ; i 


Seq. No. 


42016 






Seq. ID 


OJ000302_12.0323.C6 


r 


Gene No. 


87234 






Strand 




E J 


Start 


1 






End 


546 




Name 


OJ000302 


12. 0323. C6- 


ol .gs 


Method 


GENSCAN 




Start 


61 






End 


546 




GI 


none 






Score 


.98 




Exons 


61. .546 












Seq. No. 


42017 






Seq. ID 


OJ000302_12.0323.C7 




Gene No. 


87235 






Strand 






Start 


607 






End 


1006 




Name 


OJ000302 


12. 0323. C7. 


ol .gp 


Method 


AAT/GAP 




Start 


202 






End 


995 


f ^ 


GI 


none 






Score 


1327 




Exons 


202. .775, 


872. .995 










Seq. No. 


42017 






Seq. ID 


OJ000302_12.0323.C7 




Gene No. 


87235 






Strand 






Start 


607 






End 


1006 




Name 


OJ000302 


12. 0323. C7. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


595 






End 


1006 




GI 


none 






Score 


78 




Exons 


595. .651, 


596. .652, 


634. .714, 


642. .719, 


647. .724, 706. .777, 






709. .777, 


716. .778, 


866. .1000, 


867. .1004, 868. .1005, 872. .1006 




Seq. No. 


42017 






Seq. ID 


OJ000302_12.0323.C7 




Gene No. 


87235 






Strand 






Start 


607 






End 


1006 




Name 


OJ000302 


12. 0323. C7. 


ol . gs 


Method 


GENSCAN 




Start 


607 






End 


1004 




GI 


none 






Score 


.72 



42201 




Exons 












Seq. No. 


fl Z U X / 


Seq. ID 


OJ000302 12. 


0323. 


C7 


Gene No. 


87235 


Strand 








Start 


607 


End 


1006 






Name 




Method 


AAT/NAP 






Start 




End 


1004 






GI 


1 \j / D / DU 


Score 


141 






Exons 












GI Descrip. 


tAJjiJoDDo; puuauive piuueiii 


[Arabidopsis thaliana] 






Seq. No. 


42018 


Seq. ID 


OJ000302_12 


0323 


C8 


Gene No. 


87236 


Strand 


+ 






bcaru 


6 


End 


5833 






Name 


OJ000302 12.0323.C8.ol.gs 


Method 


GENSCAN 






Start 


6 


End 


5833 






GI 


none 


Score 


.44 






Exons 


6. .373, 3102. .3186, 5399. .5833 








beq. wo. 


42018 


Seq. ID 


OJ000302_12 


. 0323 


.C8 


Gene No. 


87237 


Strand 








Start 


1 


End 


3950 






Name 


OJ000302 12.0323.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2141 






GI 


7106508 


Score 


62 






Exons 


1..127, 244. .351, 2099. .2141 










GI Descrip - 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42018 


Seq. ID 


OJ000302_12 


.0323 


.C8 


Gene No . 


87237 


Strand 








Start 


1 


End 


3950 






Name 


■OJ000302 12.0323.C8.o2.np 


Method 


AAT/NAP 






b tar u 


789 


End 


3950 






GI 


7076760 


Score 


649 






Exons 


789. .885, 2010,. 2136, 2253.. 


2337, 2413 


..2487, 2753 


. .2973, 




3109.. 3178, 3796.. 3950 










GI Descrip. 


{AL138658) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42018 


Seq. ID 


OJ000302_12 


.0323 


.C8 


Gene No. 


87238 


; Strand 








buart 


6285 


'End 


7774 






Name 


OJ000302 12.0323.C8.o2.gs 


Method 


GENSCAN 






Start 


6285 


End 


7774 






GI 


none 


Score 


.59 






Exons 


6285.. 6350, 6532.. 6718, 6830 


..6998, 7139. .7409, 7685.-7774 


C> A M XT « 

Seq. No. 


42018 


Seq. ID 


OJ000302_12 


.0323 


.C8 




87239 


Strand 








Start 


8012 


End 


8121 






Name 


OJ000302 12.0323.C8.ol.gp 


Method 


AAT/GAP 






Start 


8012 


End 


8121 






GI 


uC-osflcyp082b07al 


Score 


169 






Exons 


8012. .8121 










GI Descrip. 


•218221/clbj 1010675 IRICSINE1R6 3.0e-30 


Oryza sativa 


p-SINEl- 



gene, repeat sequence' 



Seq. No. 42018 Seq. ID OJ000302_12 . 0323 . C8 



42202 



Gene No. 


■ 87240 






Strand 




Start 


8959 






End 


9423 


Naine 


OJ000302 12. 


,0323. 


C8 . o2 . tm 


Method 


TBLASTX: Maize 


btaru 


832 






End 


2368 




none 






Score 


153 


Exons 


832.. 903, 1995.. 2129, 1996.. 2127, 2005 


2136, 2250. .2339, 








.ZOO-/ 






Seq. No. 


4zUiO 






Seq. ID 


OJ000302_12.0323.C8 


Gene No . 


an O A C\ 
O /Z4U 






Strand 




Start 


Q Q c; Q 






End 


9423 


Name 


UJUUU JUZ , 




L-O . OJ- . L.W 


Method 


TBLASTX: Wheat 


C 4- -3 >~-t- 

o tart 


O O /I T 






End 


2887 


T 


none 






Score 


85 


Exons 


2247. .2336, 


2252. 


.2368, 2253. 


.2336, 2413. .2487, 2413.. 2487, 




Z4 iD . . ft , 


Z O DO . 


9fi4Q 9^19 


.2649, 2573.. 2653, 2573.-2656, 






0741 


•ZOO/, Z/4Z. 


.2885 




Seq. No. 


4201o 






Seq. ID 


OJ000302_12.0323.C8 


Gene No. 


Q T o >i n 
o /Z4U 






Strand 




Start 


o o c n 






End 


9423 


Name 


UJUUUoUz IZ 


n "50 1 
. U Jz J . 


L'O .OX .US 


Method 


TBLASTX: Soybean 


otar t 


2291 






End 


2849 




none 






Score 


41 


Exons 




09 Q9 

z z y z • 


•ZOOO, Z44U. 


.2487, 2443. .2481, 2561. .2653, 




zoDo . . zd4 y , 


OT /I 1 
z / 4 1 . 


0P4Q on L9K 
.ZOfiO, Z/40. 


.2849 




Seq. No. 


4^Ulo 






Seq. ID 


OJ000302_12.0323.C8 


Gene No. 


o / Z4 U 






Strand 




Start 


Q ft C Q 

yyoy 






End 


9423 


Name 


OJ000302 12 


.0323. 


C8.ol.tm 


Method 


TBLASTX: Maize 


b uart. 


2446 






End 


3165 




none 






Score 


90 


Exons 


0 A A OA QH 
Z44D..Z40/, 


Z O OO • 


• ZUfs^, ZO/O. 


.2653, 2741.. 2938, 2757. .2939, 




JIU 0 . . 0 1 DO 










Seq. No. 


4zUlo 






Seq. ID 


OJ000302_12.0323.C8 


Gene No. 


Q T 0 >i n 
o / Z4 U 






Strand 




o t ar t 


8959 






End 


9423 


Name 


OJ000302 12 


.0323. 


C8.o3.gs 


Method 


GENSCAN 


o uar L 


8959 






End 


9423 




none 






Score 


.57 


Exons 


8959. .9063, 


9301. 


. 9423 






Seq. No. 


42019 






Seq. ID 


OJ000302_12. 0323. CIO 


Gene No. 


87241 






Strand 


+ 


otar u 


276 






End 


843 


Name 


OJ000302 12 


.0323. 


CIO .ol . gs 


Method 


GENSCAN 


ouarr 


276 






End 


843 




none 






Score 


.89 


Exons 


276. .450, 575, .843 






Seq. No. 


42019 






Seq. ID 


OJ000302_12 . 0323 . CIO 


Gene No. 


87242 






Strand 




Start 


2375 






End 


2530 


Name 


OJ000302 12 


.0323. 


.ClO.ol.np 


Method 


AAT/NAP 


Start 


1798 






End 


2092 



42203 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 
W start 
%J Name 
[fi start 
fy GI 
5^ Exons 

Seq. No. 
O Gene No. 
fy start 

Name 

Start 
H GI 
'"4 Exons 

Kj Seq. No. 
f2 Gene No. 
:J Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



6815099 Score 99 

1798. .2092 

(AP001081) hypothetical protein [Oryza sativa] 



42019 Seq. ID 

87242 Strand 

2375 End 
OJ000302__12 . 0323 . CIO . o2 . gs Method 

2375 End 

none Score 
2375.. 2530 



OJ000302_12. 0323. CIO 

2530 
GENSCAN 
2530 
.57 



42020 Seq. ID 

87243 Strand 

544 6 End 
OJ000302_12 . 0323 . Cll . ol . np Method 

544 6 End 

6721516 Score 

5446. .5725, 6017, .6214, 6622.-6873, 



OJ000302_12 . 0323 .Cll 

8095 
AAT/NAP 
8095 
434 
8052. .8095 



(AP001072) hypothetical protein [Oryza sativa] 



42020 Seq. ID 

87243 Strand 

544 6 End 

OJ000302_12 . 0323 . Cll . ol . ts Method 

7155 End 

none Score 
7155.. 7277, 7341.. 7673 

42020 Seq. ID 

87243 Strand 
5446 End 
OJ000302_12 . 0323 . Cll . ol . tw Method 
7188 End 
none Score 
7188.. 7322, 7194.. 7277, 7335.. 

42021 Seq. ID 

87244 Strand 
47 End 
OJ000302_12 . 0323 . C12 . ol . gs Method 
47 End 
none Score 
47. .49, 308. .467, 639. .968 

42021 Seq. ID 

87244 Strand 

47 End 

OJ000302_12 . 0323 . C12 . o2 . tm Method 

193 End 

none Score 
193. .285, 195. .287, 215. .286, 

42021 Seq. ID 

87244 Strand 

47 End 

OJ000302_12 . 0323 . C12 . ol . np Method 



OJ000302_12. 0323. Cll 
8095 

TBLASTX : Soybean 

7673 

83 



OJ000302_12. 0323. Cll 
8095 

TBLASTX: Wheat 

7577 

89 



.7577, 7349.. 7438 



OJ000302_12 . 0323 . C12 
+ 

1043 
GENSCAN 
968 
.42 



OJ000302_12.0323.C12 
+ 

1043 

TBLASTX: Maize 

577 

104 



314. .577, 325. .546, 335. .568 



OJ000302_12.0323.C12 
+ 

1043 
AAT/NAP 



42204 





start 


305 


End 


1043 






/ *± O Z7 O V> *J 


Score 


753 




Exons 










\3± uesciTip, 


oo 1 oY'oi~oin Vi OTTio lo(^ — m^siTO 


retrotransposon Opie-2 








U68408) 5' 


end not determined 














Seq. No. 


42021 


o6q • X U 


n.Tnnn'^n9 i9 n'^9'^ Pi9 




Gene No. 


87244 










47 




1 04 

X V 4 J 




Nditie 






i DXiriO i.A. WilcclL 








End 


646 








Score 


238 




Exons 


'^9'^ fi4fi ^4*^ =ifi4 








Seq. No. 


42021 


ocq . X u 


n.TOOO'^09 1 9 0*^9^ n 9 




Gene No. 


87244 


o LX ano 


+ 




Qi- a 7-1- 


47 


FnH 
£jI1vJ. 


104^ 

X U *i J 




Name 


wUUUVJ>.}vJ^ X^ . \J ^ .V^X^C. .WJ. • UIll 


LYie unou. 


1 D XjriO 1 A . vidi X Z 




Q+- a Y-l- 

o uairt 


71 ~~ 

/ X o 


End 


1042 






none 


Score 


464 






71 ^ 104? 71ft Q4ft 








Seq. No. 


42021 


beq. xu 


nTnoo^o9 19 n'^9'^ pi 9 




Gene No. 


87244 


Strand 


+ 


in 


ocart 


4 7 


hjnQ 


104"^ 
XU*t J 


I y 


Name 


L/uUUUOU^ X ^ . U O . ^X^ . ox . LW 


Me unoo. 


1 DXiAo 1 A . vvfiea L. 




ocaru 


7 1 ft 

/ xo 


HinQ 


Q^4 
y D 4 




PT 


none 


Score 


267 


III 


CfXons 


71ft Q4ft 71Q Qfi4 






- ~ 

I y 


Q^iT Mo 

ocq • iNu • 


4 9099 


Seq. ID 


OJ000302_12.0323.C13 






87245 


Strand 


+ 




start 


1 


End 


2295 




Name 


OJ000302 12.0323.C13.ol.np 


Method 


AAT/NAP 






1 


End 


2292 




PT 


6630685 


Score 


2808 




Exons 


1. .2292 






I J 




(AP000969) Similar to copia-type pol polyprotein. (AF105716) 






[Oryza sativa] 








Seq. No. 


42022 


Seq. ID 


OJ000302_12.0323.C13 




Gene No. 


87245 


Strand 


+ 






1 


End 


2295 




Name 


OJ000302 12.0323.C13.ol.gs 


Method 


GENSCAN 




o uart 


91 


End 


2295 




ox 


none 


Score 


.4 




P von c 


91. .2295 










42022 


Seq. ID 


OJ000302_12.0323.C13 




Gene No. 


87246 


Strand 






Start 


3056 


End 


3856 




Name 


OJ000302 12.0323.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


636 




GI 


none 


Score 


536 




Exons 


6. .425, 16. .465, 22. .465, 474. .575, 478. .636, 526. .564 



42205 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42022 
87246 
3056 

OJ000302_12.0323.C13.o3.ts 
13 

none 

13. .417, 27. .134, 213. .365 

42022 
87246 
3056 

OJ000302_12 . 0323 . C13 . o3 . to 
16 

none 
16. .414 

42022 
87246 
3056 

OJ000302_12 .0323 . 013 . o4 . tw 
16 

none 

16. .180, 30. .173, 34. .177 

42022 
87246 
3056 

OJ000302_12. 0323. 013. o3.tw 
199 
none 



Seq. ID OJ000302_12. 0323. 013 
Strand 

End 3856 

Method TBLASTX : Soybean 

End 417 

Score 296 



Seq. ID OJ000302_12. 0323. 013 
Strand 

End 3856 

Method TBLASTX : Oress 

End 414 

Score 184 



Seq. ID OJ000302_12. 0323. 013 
Strand 

End 3856 

Method TBLASTX : Wheat 

End 180 

Score 213 



Seq. ID' OJ000302_12. 0323. 013 
Strand 

End 3856 

Method TBLASTX : Wheat 

End 540 

Score 100 



199. .276, 283. .429, 292. .429, 293. .436, 451. .540, 477. .530 



42022 
87246 
3056 

OJ000302_12. 0323. 013. o4.tm 
637 
none 



Seq. ID OJ000302_12. 0323. 013 
Strand 

End .3856 

Method TBLASTX : Mai ze 
End 924 

Score 291 



637. .885, 657. .884, 874. .924, 876. .923 



42022 
87246 
3056 

OJ000302_12. 0323. 013. ol.ts 
652 

5509260 



Seq. ID OJ000302_12. 0323. 013 
Strand 

End 3856 

Method TBLASTX : Soybean 

End 1265 

Score 731 



652.. 1260, 747.. 1265, 990.. 1265 



42022 
87246 
3056 

OJ000302_12 . 0323 . 013 . ol . tw 
781 
none 



Seq. ID OJ000302__12. 0323. 013 



Strand 
End 

Method 

End 

Score 



3856 

TBLASTX: Wheat 

1251 

84 



781. .870, 877. .903, 894. .1247, 904. .1251, 912. .1250 



42206 



Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323. 


C13 


Gene No. 


87246 










Strand 






Start 


3056 










End 


3856 




Nanie 


OJ000302 12. 


0323. 


C13.02. 


tc 




Method 


TBLASTX: Cress 




Start 


873 










End 


1146 






none 










Score 


197 






873. .1019, 874. .1146, 919.. 


1020 






Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323. 


C13 


Gene No. 


87246 










Strand 






Start 


3056 










End 


3856 




Name 


OJ000302 12. 


0323. 


C13.03. 


tm 




Method 


TBLASTX: Maize 




Start 


925 










End 


1392 






none 










Score 


587 




Exons 


925. .1392, 925. .1044, 927.. 


1391 






Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323 


.C13 


Gene No. 


87246 










Strand 






Start 


ouo o 










End 


3856 




Name 


OJ000302 12. 


0323 


C13.05 


tm 




Method 


TBLASTX: Maize 




Start 


1434 










End 


1626 






none 










Score 


256 




P vrjns 


1434. .1625, 


1435 


.1626 












Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323 


.C13 


Gene No. 


87246 










Strand 






Start 


JUDD 










End 


3856 




Name 


OJ000302 12. 


0323 


.C13.02 


.tw 




Method 


TBLASTX: Wheat 




Start 


1441 










End 


1872 






none 










Score 


102 






1441. .1602, 


1615 


, .1872 












Sea No 


42022 










Seq. ID 


OJ000302_12.0323 


.C13 


Gene No. 


87246 










Strand 






Start 


3056 










End 


3856 




Name 


OJ000302 12, 


0323 


.C13.01 


. tm 




Method 


TBLASTX: Maize 




Start 


1627 










End 


2375 




GI 


none 










Score 


913 






1627. .2289, 


1629 


. .2303, 


1636. 


.2304, 2190.. 2294, 2192.. 2305, 




2192. .2314, 


2346 


. .2375 












Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323 


.C13 


Gene No. 


87246 










Strand 






Start 


3056 










End 


3856 




Name 


OJ000302 12 


0323 


.C13.02 


.ts 




Method ' 


TBLASTX : Soybean 




Start 


1636 










End 


2301 




ox 


none 










Score 


306 




Exons 


1636. .2019, 


1641 


. .2012, 


1648. 


.2019, 2053.. 2301, 2061.. 2228 


Seq. No. 


42022 










Seq. ID 


OJ000302_12.0323 


.C13 


Gene No. 


87246 










Strand 






Start 


3056 










End 


3856 




Name 


OJ000302 12 


.0323 


.C13.01 


.tc 




Method 


TBLASTX: Cress 




Start 


1816 










End • 


2256 




GI 


none 










Score 


69 




Exons 


1816. .1905, 


1909 


. .2043, 


2029, 


.2256, 2055.. 2222 





42207 




Seq. No. 


42022 


Seq. ID 


OJ000302_ 


_12.0323. 


C13 


Gene No. 


87246 


Strand 












End 


3856 






NsiTie 


n.Tnnn'^np ^9 n*^?^ n nS tw 

^UVJWiJv^ X^.\^<J^«^.^JL<J.^«J. L.VV 


Method 


TBLASTX: Wheat 




Q+- a r-'f- 


1 QHQ ~ 


End 


2229 










Score 


105 






Exons 


IQHQ 90*^4 1 ^O'^O 2053 


.2229, 2109.. 2228, 


2110. .2229 


Seq. No. 


42022 


Seq. ID 


OJ000302_ 


_12.0323. 


C13 


Gene No. 


87246 


Strand 










3056 


End 


3856 






Nsme 


n.T000309 19 0393 PI 3 n9 as 


Method 


GENSCAN 








305^ ~ 

J U J D 


End 


3856 










Score 


.86 






Exons 


3056 3211 3809 3856 










O . LN w • 


42023 


Seq. ID 


OJ000302 


_12.0323. 


C14 


Gene No. 


87247 


Strand 








Start 


28 


End 


1492 






Nd.rcie 


OJ000302 12.0323.C14.ol.np 


Method 


AAT/NAP 






Q-l- a r-+- 
OUa.il- 


28 


End 


1472 








6907088 


Score 


1059 






EjXons 


28. .425, 922. .1159, 1335. .1472 










(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42023 


Seq. ID . 


OJ000302 


_12.0323. 


C14 


Gene No. 


87247 


Strand 










28 


End 


1492 






Na.ine 


OJ000302 12.0323.C14.ol.gs 


Method 


GENSCAN 






O Ca.i U 


29 


End 


1492 








none 


Score 


.76 






EiXons 


29.-82, 922. .1026, 1062. .1159 


, 1335.. 1492 






Seq. No. 


42024 


Seq. ID 


OJ000302 


_12.0323. 


C15 


Gene No. 


87248 


Strand 


+ 








5746 


End 


7687 






Name 


OJ000302 12.0323.C15.o2.gs 


Method 


GENSCAN 








5746 


End 


7687 








none 


Score 


.42 






Hi AUliO 


5746. .5765, 7465. .7687 










O C ^ • IN . 


42024 


Seq. ID 


OJ000302 


_12.0323. 


C15 


Gene No. 


87249 


Strand 








Start 


1094 


End 


8174 






KTamo 

IN AILIC 


OJ000302 12.0323.C15.ol.np 


Method 


AAT/NAP 






Q-t- a r-l- 

o uai U 


1094 


End 


8174 








6721516 


Score 


517 






Exons 


1094. .1287, 3660. ,3994, 4403. 


.4643, 8142. .8174 






oX UcoL>I.J.p. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Sprr No 


42025 


Seq. ID 


OJ000302 


_12.0323. 


C17 


Gene No. 


87250 


Strand 








Start 


543 


End 


965 






Name 


OJ000302 12.0323.C17.ol.gs 


Method 


GENSCAN 






Start 


543 


End 


965 






GI 


none 


Score 


.93 






Exons 


543. ,617, 840.. 965 











42208 



Seq. No- 42026 Seq. ID 

Gene No. 87251 Strand 

Start 1301 End 

Name OJ000302_12 . 0323 . C18 . ol . gs Method 

Start 1301 End 

GI none Score 

Exons 1301.. 1666 



OJ000302_12. 0323. CIS, 
+ 

1666 
GENSCAN 
1666 
.93 



Seq. No. 42026 

Gene No. 87252 

Start 4284 

Name OJ000302_12. 0323. CIS. ol.gp 

Start 4284 

GI 61605_3.R1084 

Exons 4284.. 4567 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000302_ 
+ 

4567 
AAT/GAP 
4567 
449 



12. 0323. CIS 



(X98321) peroxidase [Arabidopsis 



Seq. No. 42026 

Gene No. 87253 

Start 2172 

Name OJ000302_12 . 0323 . C18 . ol . tm 

Start 251 

GI none 

Exons 251.. 322, 252.. 323, 276.. 323, 
1568.. 1624, 1577.. 1639 



Seq. ID OJ000302_12.0323.C18 
Strand 
End 

Method 
End 
Score 

280. .324, 1321. .1431, 1321. .1452, 



4673 

TBLASTX: Maize 

1639 

82 

1321. .1431, 1321, 



Seq. No. 


42026 


Seq. ID 


OJ000302_ 


12. 


0323 


.C18 


Gene No. 


87253 


Strand 










Start 


2172 


End 


4673 








Name 


OJ000302 12.0323.C18.o2.gs 


Method 


GENSCAN 








Start 


2172 


End 


4673 








GI 


none 


Score 


.67 








Exons 


2172.. 2278, 4445.. 4673 












Seq. No, 


42027 


Seq. ID 


OJ000302_ 


12. 


0323 


.C19 


Gene No. 


87254 


Strand 


+ 








Start 


667 


End 


960 








Name 


OJ000302 12.0323.C19.ol.gs 


Method 


GENSCAN 








Start 


667 


End 


960 








GI 


none 


Score 


.92 








Exons 


667. .960 












Seq. No. 


42027 


Seq. ID 


OJ000302_ 


12. 


0323 


.C19 


Gene No. 


87255 


Strand 










Start 


386 


End 


2340 








Name 


OJ000302 12.0323.C19.ol.np 


Method 


AAT/NAP 








Start 


386 


End 


2340 








GI 


5852178 


Score 


89 








Exons 


386. .480, 652. .757, 789. .949 


, 2243. .2340 








GI Descrip. 


(AL117265) zhb0008,l [Oryza 


sativa] 










Seq. No. 


42027 


Seq. ID 


OJ000302_ 


_12. 


0323 


.C19 


Gene No. 


87255 


Strand 










Start 


386 


End 


2340 








Name 


OJ000302 12.0323.C19.o2.gs 


Method 


GENSCAN 









42209 






1 X 4 J 


End 


2226 




none 




. 77 


Exons 


114'^ 19ftQ 91*^4 000^ 






Seq. No. 


42028 


Seq. ID 


OJ000302_12.0323.C20 


Gene No. 


87256 


Strand 


+ 




4 


End 


1287 


Name 


UJUUUjUZ 1^ . UO^ J . • Ul . y o 




GENS CAN 


bear u 






1287 


Gl 


none 






Exons 


9R4 1 9ft7 
Z04 . . izo / 






beq. wo. 


4 9 09 Q 




OJ000222 16 0321 C2 


Gene No- 


Q T 9 t;T 


Strand 


+ ~ 


Start 


909 
ZUZ 


End 


3777 


Name 


OJ000222 16.0321.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


121 


End 


3693 




none 


Score 


183 


Exons 


191 9Q4 Ifi'^ 9Q'^ '^1'^ 409 


494. .655 


, 1013. .1141, 1014. .i: 




1 9Qfi 1490 14Q4 1 Sft*^ 9914 


.2288, 2215.. 2304, 2336.. 2599, 




O'Vl^ 9^7fi 941*^ 9fini 979S 


.2844, 2936.. 3181, 2938.. 3081, 




^011 "^Iftl '^4R1 "^fil 9 '^4S? 


.3491, 3609.. 3692, 3610.. 3693 


Seq. No. 


/I O O 0 Q 


Seq. ID 


OJ000222_16.0321.C2 


Gene No. 


87257 


Strand 


+ 


Start 


202 


End 


3777 


Name 


nT00n999 1 0*^91 CO n1 rrc; 


Method 


GENSCAN 


start 


909 
ZUZ 


End 


3750 


GI 


none 


Score 


.86 


Exons 


ooo >ino c;i n ^;qo qqp i91R 
ZUZ..4UU, oiu-.oyU/ yyo..izio 


, 1710. .1810, 2004. .2116, 




91 Q^^ 99Q1 9'^PO 9^0"^ 970^^ 


.2844, 2936.. 3181, 3454.. 3750 


beq. wo. 


4909Q 


Seq. ID 


OJ000222_16.0321.C2 


Gene No. 


87257 


Strand 


+ 


Start 


202 


End 


3777 


Name 


n.Tn00999 1 0*^91 CO n4 -hm 


Method 


TBLASTX: Maize 


b tar u 


9T^ 


End 


592 


n T 


none 


Score 


130 


Exons 


97*^ AOl 97"^ 401 974 409 


504. .590 


, 508.. 591, 509.. 592, 




c-| c ^Q9 






Seq. No. 


42029 


Seq. ID 


OJ000222_16.0321.C2 


Gene No. 


87257 


Strand 


+ 




202 


End 


3777 


Name 


OJ000222 16.0321.C2.o3.tm 


Method 


TBLASTX: Maize 


b uar L 


593 


End 


1419 




none 


Score 


238 


Exons 


593. .688, 996. .1214, 1001. .1213, 1267. 


.1419, 1298. .1411 


beq. NO. 


42029 


Seq. ID 


OJ000222_16.0321.C2 




87257 


Strand 


+ 


Start 


202 


End 


3777 


Name 


OJ000222 16.0321.C2.ol.np 


Method 


AAT/NAP 


Start 


1691 


End 


3777 


GI 


4959322 


Score 


1224 


Exons 


1691.. 1924, 2004.. 2121, 2198. 


.2291, 2380.. 2595, 2706.. 2844, 




2936.. 3181, 3454.. 3777 







42210 



GI Descrip. ,(AF105149) kaurene synthase [Zea mays] 



Seq. No. 


42029 


taene wo • 




btar u 




Name 


07000999 1 0^91 C2 o2 tm 


Start 


9 s ~ 




none 


Exons 


o*?^!; 94^Q 9^1^ 9440 9*^7^ 




2441.. 2626, 2716.. 2805, 2721. 


O £i *^ 

oeq. iNo . 


42029 

*x ^ W ^ ^ 


vjene wo . 


879^=^7 


Start 


909 


Name 


n.T000999 16 0321 C2 ol.tm 


b tarr 


'^199 ~ 


GI 


none 


Exons 


'519 9 '590fi "^44^ 37fiS 3452 


Seq. No, 


42030 


Gene No. 


87258 


otart 


4<) 


Name 


n.T000999 Ifi 0321 C3 ol.no 


Start 




GI 


/ j4 Uo OU 


Exons 


4Q 103 1334 1435- 2814. .28 


GI Descrip. 


(APUUlDOi) CjO i UZft UOfi -LO J ; 




predxctea gene., nypouneuicdx 


Seq- No. 


42030 


Gene No. 


87258 


ouar u 


4 Q 


Name 


07000999 Ifi 0321 C3 ol.as 


Start 




GI 


none 




1363 1486, 2439., 2591, 3066. 




aaTk ^IQ"^ fiftP4 6QR1 7993 




TQOO Q1^9 


Seq. No. 


42030 


Gene No. 


87258 




49 


Name 


O.7000999 1 6 0321 C3 ol.tc 


Start 






none 


Exons 


3167 3238- 3260.. 3349, 3383. 




ai:^ 0 f^f^AA f;fi6Q 67Q7 6888 

DDlZ.-DDfi4^ ODO:?..D/:7/f oooo. 




TQO/I Q191 R911 ft363 fi940 


Seq. No. 


42030 


Gene No. 


87258 


Start 


49 


Name 


OJ000222 16. 0321. C3. ol.tm 


Start 


6400 


GI 


none 


Exons 


6400. .6585, 6404. .6586, 6404. 




6668. .6790, 6669.-6785, 6670. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2440, 2425 
2804 



OJ000222_16.'0321.C2 
+ 

3777 

TBLASTX: Maize 
2805 
105 

2598, 2441.. 2599, 



Seq. ID OJ000222_16.0321.C2 

Strand + 

End 3777 

Method TBLASTX : Maize 

End 3772 

Score 82 

3772, 3468.. 3704, 3478.. 3756 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222_16.0321.C3 
+ 

8366 
AAT/NAP 
2858 
92 



OJ000222_16.0321.C3 
+ 



8366 
GENSCAN 
8142 
.57 

3452, 4033. .4293, 6513. .6587, 
7293, 7467. .7579, 7738. .7833, 



Seq. ID OJ000222__16.0321.C3 

Strand + 

End 8366 

Method TBLASTX : Cress 

End 8363 

Score 56 

.3457, 6392.. 6586, 6392.. 6586, 
.6977, 7171. .7272, 7924. .8139, 
.8296 

Seq. ID OJ000222_16.0321.C3 

Strand + 

End 8366 

Method TBLASTX : Mai ze 

End 67 90 

Score 224 

.6586, 6657. .6785, 6667. .6786, 
.6786 



42211 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42030 Seq. ID 

87258 Strand 
4 9 End 
OJ000222_1 6 . 0321 . C3 . o2 . np Method 
7172 End 
4959322 Score 

7172. .7377, 7455,-7583, 7739.-7833, 7923. .8138, 8240 

(AF105149) kaurene synthase [Zea mays] 



OJ000222_16.0321.C3 
+ 

8366 
AAT/NAP 
8366 
736 

8366 



42030 
87258 
49 

OJ000222_16 . 0321 .C3 . o2 . tm 
7503 
none 

7503.. 7580, 7745 
7924.-8124, 8211 



7840, 7750-.7839, 7920 
8270 



Seq- ID OJ000222_16.0321.C3 

Strand + 

End 8366 

Method TBLASTX : Mai ze 

End 8270 

Score 7 9 

8066, 7921.. 8136, 



42031 


Seq. ID 


OJ000222_ 


16. 


0321 


.C4 


87259 


Strand 


+ 








1 


End 


699 








OJ000222 16.0321.C4.ol.np 


Method 


AAT/NAP 








1 


End 


699 








4959322 


Score 


372 








1..97, 376. .699 












(AF10514 9) kaurene synthase 


[Zea mays] 










42031 


Seq. ID 


OJ000222_ 


16. 


0321 


.C4 


87260 


Strand 


+ 








5424 


End 


5960 








OJ000222 16.0321.C4 .o3.gs 


Method 


GENSCAN 








5424 


End 


5960 








none 


Score 


.87 








5424.. 5431, 5882.. 5960 












42031 


Seq. ID 


OJ000222_ 


_16. 


0321 


.C4 


87261 


Strand 


+ 








9015 


End 


11367 








OJ000222 16.0321.C4.o5.gs 


Method 


GENSCAN 








9015 


End ■ 


11367 








none 


Score 


.68 









9015. .9114, 9258.-9388, 9616. .9738, 10324 .. 10402 , 104 91 10602 , 
10705. .10811, 10822. .11090, 11092.. 11367 



42031 Seq. ID 

87261 Strand 
9015 End 
OJ000222_16 . 032 1 . C4 . ol . gp Method 
9433 End 
4878407 Score 
9433. .9860 

6069643/dbj IAP000616.1IAP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



OJ000222_16.0321.C4 
+ 

11367 
AAT/GAP 
9860 
669 



42031 
87262 



Seq. ID OJ000222_16.0321.C4 
Strand + 



42212 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21307 End 22155 

OJ000222_16.0321.C4.o3.gp Method AAT/GAP 

21244 . End 22155 

10403_1.R1084 Score 1688 

21244. .22155 

•6069643/dbj lAP000616.il AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 • 

42031 Seq. ID OJ000222_16 . 0321 . C4 

87262 Strand + 

21307 End 22155 

OJ000222 16.0321.C4 .o3.np Method AAT/NAP 

21270 End 21768 

7446487 Score 411 

21270. .21768 

proline rich protein homolog WCOR518 - wheat (fragment) 

gi 1 1657851 1 gb IAAB18205.il (U73214) cold acclimation protein 

WCOR518 [Triticum aestivum] 



42031 
87262 
21307 

OJ000222_16 . 032 1 . 04 . o8 - gs 

21307 

none 

21307. -.21771 

42031 
87263 
29198 

OJ000222_1 6 . 0321 . C4 . o6 . gp 
29198 

58519_1.R1084 

29198. .29365, 30887 .. 31000, 
'2961284/emb|CAA76418| 1 . Oe 
dehydrogenase-like protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_16.0321.C4 
+ 

22155 

GENSCAN 

21771 

1 . 



16. 0321. 04 



Seq. ID OJ000222_ 
Strand + 
End 33424 
Method AAT/GAP 
End 31773 
Score 855 
31562. .31773 

-24 (Y16848) cinnamyl alcohol 
subunit a [Arabidopsis thaliana] 



>gi_44 67103_emb_OAB37537_ (AL035538) cinnamyl alcohol 
dehydrogenase-like protein, LCADa [Arabidopsis thaliana] ' 



OJ000222_16.0321.C4 
+ 

33424 
AAT/NAP 
33157 
955 



42031 Seq. ID 

87263 Strand 
29198 End 
OJ000222_16 . 0321 . 04 . o5 . np Method 
29260 End 
7430941 Score 
29260. .29365, 30887 .. 31000, 31562 .. 32102, 32697 .. 32850, 
32952. .33157 

cinnamyl-alcohol dehydrogenase (EC 1.1.1.195) LCADa - 
Arabidopsis thaliana gi | 2961284 j emb j CAA76418 . Ij (Y16848) 
cinnamyl alcohol dehydrogenase-like protein, subunit a 
[Arabidopsis thaliana] gi I 4467103 I emb I OAB37537 . 1 1 (AL035538) 
cinnamyl alcohol dehydrogenase-like protein, LCADa [Arabidopsis 
thaliana] gi | 7270780 I emb I OAB80462 . 1 1 (AL161592) cinnamyl alcohol 
dehydrogenase-like p 



Seq. No. 
Gene No. 



42031 
87263 



Seq. ID OJ000222_16.0321.C4 
Strand + 



42213 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No._ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



29198 End 
OJ000222_16 . 0321 . C4 . olO . gs Method 

30199 End 

none Score 

30199. .30341, 30887 ,, 31000, 
32952. .33154 

42031 Seq. ID 

87263 Strand 

29198 End 

OJ000222_16 . 0321 . C4 . o7 . gp Method 

32703 . End 

none Score 

32703. .32850, 32952.. 33424 



33424 
GENSCAN 
33154 
.9 

31562. .32102, 32697 .. 32850, 



16. 0321. C4 



42031 
87264 
1 

OJ000222_16.0321.C4.o2.np 
1 

4680341 



OJ000222 
+ 

33424 
AAT/GAP 
33424 
1090 



OJ000222 16. 0321. C4 



Seq. ID 
Strand 

End 29449 
Method AAT/NAP 
End 26363 
Score 654 

1..112, 12786. .12835, 13134 .. 13506, 13565 .. 13648 , 13674 .. 13751, 
26280. .26363 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



42031 Seq. ID 

87264 Strand 

1 End 

OJ000222_16 . 0321 . C4 . o2 . gs Method 

1957 End 

none Score 
1957. .2919 

42031 Seq. ID 

87264 Strand 

1 End 

OJ000222_16 . 0321 . C4 , o4 . gs Method 

7395 End 

none Score 
7395.. 7810, 7999.. 8059 



OJ000222__16.0321.C4 

29449 
GENSCAN 
2919 
.98 



OJ000222_16.0321.C4 

29449 
GENSCAN 
8059 
.48 



OJ000222 16. 0321. C4 



42031 Seq. ID 

87264 Strand 
1 End 29449 

OJ000222_16 . 0321 . C4 . o2 . gp Method AAT/GAP 

10006 End 11701 

LIB3477-003-P1-K1-E9 Score 134 

10006. .10041, 11636.. 11701 

'2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' . 



42031 Seq. ID 

87264 Strand 

1 End 

OJ000222_16 . 0321 . C4 . o4 . gp Method 

23678 End 



OJ000222_16.0321.C4 

29449 

AAT/GAP 

26185 



42214 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



40661 1.R1084 Score 1077 

23678. .23982, 25624 25703, 25854 .. 26009, 26137.. 26185 
M587519/gb|AAD25750.1|AC007060_8 3.0e-52 (AC007060) Strong 
similarity to F19I3.7 gi_3033380 putative coatomer epsilon 
siibunit from Arabidopsis thaliana BAG gb_AC004238. ESTs 
gb_Z17908, gb_AA728673, gb_N96555, gb_H76335, gb_AA712463, 
gb_W43247, gb__T45611, g' 



42031 
87264 
1 

OJ000222_16.0321.C4,o9.gs 

23889 

none 

23889. .23982, 25624 25703, 
26851. .27002, 27 963 .. 2804 6, 

42031 
87264 
1 

OJ000222_16.0321.C4.o4.np 

23892 

4587519 

23892. .23982, 25624 .. 25703, 
26851. .27008, 27963 .. 28046, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25854 

28151 



OJ000222 16. 0321. C4 



29449 
GENSCAN 
29449 
.82 

26036, 26137. .26272, 
28533, 29221. .29449 



OJ000222 16. 0321. C4 



Seq. ID 
Strand 

End 29449 

Method AAT/NAP 

End 28321 

Score 1019 
25854. .26009, 26137 



.26272, 



.w^... .^,v..^, 28151. .28321 

(AC007060) Strong similarity to F19I3.7 gi 13033380 putative 
coatomer epsilon subunit from Arabidopsis thaliana BAG 
gb|AC004238. ESTs gb|Z17908, gb|AA728673, gb|N96555, gb|H76335, 
gb|AA712463, gb|W43247, gb|T45611, g. . . 



42031 Seq. ID 

87264 Strand 

1 End 

OJ000222_16 . 0321 . C4 , o5 . gp Method 

26212 End 

37748_1.R1084 Score 

26212. .26272, 26851 



OJ000222_16.0321.C4 

29449 
AAT/GAP 
28434 
1061 



27002, 27963. .28046, 28151,. 28434 
4587519/gb|AAD25750.1|AC007060_8 l.Oe-50 (AC007060) Strong 
similarity to F19I3.7 gi_3033380 putative coatomer epsilon 
subunit from Arabidopsis thaliana BAG gb_AC004238. ESTs 
gb_Z17908, gb_AA728673, gb_N96555, gb_H76335, gb_AA712463, 
gb_W43247, gb_T45611, g' 



Seq. No. 


42031 






Seq. ID 


OJ000222_16.0321 


.C4 


Gene No. 


87265 






Strand 






Start 


33361 






End 


35694 




Name 


OJ000222 16. 


0321.C4.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


38 






End 


678 




GI 


none 






Score 


76 




Exons 


38. .97, 366. 


.662, 370. 


.678 








Seq, No. 


42031 






Seq. ID 


OJ000222_16.0321 


.C4 


Gene No. 


87265 






Strand 






Start 


33361 






End 


35694 




Name 


OJ000222 16. 


0321.C4,o5 


.tc 


Method 


TBLASTX: Cress 




Start 


1963 






End 


2197 




GI 


none 






Score 


93 





42215 



Rxons 


1963.. 2196, 1964.. 2197 


Seq. No. 


42031 


Gene No. 


87265 


Start 


33361 


Nd.nie 


OJ000222 16. 0321.C4 .o5. tm 




1963 ~ 


\jl 


none 




1963. .2196, 1964. .2197 


Seq. No. 


42031 


Gene No. 


87265 


Start 


33361 


lm cuuc 


OJ000222 16.0321.C4 .o4.ts 


o uaiTu 


1964 


CT 


none 


l_j 4^ Nm/ i X 


1964.. 2128, 1966.. 2127, 2125 


oeq. wo. 


*3 ^ \J -J X 


Gene No. 


87265 


Start 


33361 


Name 


OJ000222 16.0321.C4 .o3.tm 




11085 




none 


EiXons 


11085 11342, 11086. .11343, 




21708 . .21788 


Seq, No. 


42031 


Gene No. 


87265 


Start 


33361 


Name 


OJ000222 16. 0321. C4 .06. tc 


o tar c 


11089 ~ 




none 




11089. .11340, 11199. .11339, 


oeq. wo. 




Gene No. 


87265 


Start 


33361 


Naitie 


OJ000222 16.0321.C4.o6.ts 


Qt Art 


11092 






Hxons 


11092 11304, 11296. . 11391, 




21514 . .21726, 21718.. 21762 


Seq. No. 


42031 


Gene No. 


87265 


Start 


33361 


Name 


OJ000222 16.0321.C4.o2.tw 


Start 


12823 


GI 


none 



Exons 



Seq. No. 
Gene No. 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Maize 

End 2197 

Score 177 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Soybean 

End 2197 

Score 109 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Mai ze 

End 21788 

Score 337 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX: Cress 

End 21762 

Score 193 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Soybean 

End 21762 

Score 183 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Wheat 

End 14274 

Score 53 



13010. .13060, 13010. .13099, 13011 .. 13067 , 13085 .. 13129, 
13105. .13131, 13106. .13132, 13145 .. 13198 , 1314 6 .. 13247 , 
13146. .13244, 14215. .14274 



42031 
87265 



Seq. ID OJ000222_16.0321.C4 
Strand 



42216 




start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


13809 








End 


33141 






GI 


none 








Score 


109 






Exons 


13809. 


.13883, 


31722. 


. 31808, 


31730. .31810, 31872 


. .31916, 






31887. 


.31982, 


31976. 


. 32101, 


31980. .32111, 32691 


. .32855, 






32692. 


.32847, 


32694. 


. 32855, 


32956. .33141, 32957 


. .33139 




Sea No. 


42031 








Seq. ID 


OJ000222 


_16.0321 


.C4 


C!pnA No - 


87265 








Strand 








start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


o4 . tc 


Method 


TBLASTX: 


Cress 




Start 


23886 








End 


26272 






GI 


none 








Score 


108 






Exons 


23886. 


.23984, 


23887. 


.23988, 


25621. .25713, 25626 


. .25703, 






25852. 


.26010, 


25852. 


.26007, 


25854. .26009, 26137 


. .26271, 






26138. 


.26272, 


26153. 


.26272 










Sea No. 


42031 








Seq. ID 


OJ000222 


_16.0321 


.04 




87265 








Strand 








Start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


o3.ts 


Method 


TBLASTX : Soybean 




Start 


23898 








End 


28312 






GI 


none 








Score 


87 






Exons 


23898. 


.23984, 


23908. 


-23985, 


25621. .25704, 25632 


. . 25703. 






25850. 


.25933, 


25852. 


26010. 


25854. .26009, 26850 


27005. 






26854. 


.27012, 


27972. 


.28052. 


28151. .28312, 28152 


. .28265 




Qprf No 


42031 








Seq. ID 


OJ000222 


_16.0321 


.C4 


f^priP No 


87265 








Strand 








Start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


25617 








End 


28487 






GI 


none 








Score 


135 






Exons 


25617. 


.25703, 


25621. 


.25704, 


25852. .26085, 25852 


. .26007, 






25853. 


.26008, 


25854. 


.26018, 


26097. .26270, 26136 


. .26273, 






26137. 


.26295, 


26137. 


.26271, 


26138. .26272, 26850 


. .27005, 






26851. 


.27003, 


27961. 


.28047, 


27961. .28044, 27963 


. .28049, 






28149. 


.28313, 


28151. 


.28312, 


28407. .28487 






Seq. No. 


42031 








Seq. ID 


OJ000222 


_16.0321 


.C4 


Gene No. 


87265 








Strand 








Start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


26134 








End 


26278 






GI 


none 








Score 


81 






Exons 


26134. 


.26277, 


26138. 


.26278, 


26201. .26278 






Sea No 


42031 








Seq. ID 


OJ000222 


_16.0321 


.C4 


Gene No. 


87265 








Strand 








Start 


33361 








End 


35694 






Name 


OJ000222 16. 0321. C4. 


o3. tc 


Method 


TBLASTX: 


Cress 




Start 


26833 








End 


28312 






GI 


none 








Score 


80 






Exons 


26833. 


.26982, 


26834. 


.26983, 


26850. .27005, 26850 


. .27005, 






26851. 


.27012, 


27972. 


.28049, 


27973. .28047, 28149 


. .28265, 





28151. .28312 



42217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42031 
87265 
33361 

OJ000222_16.0321.C4.ol.ts 

30884 

none 

30884. .31000, 30885 31004 , 
31563. .31700, 31712 .. 31810, 
31883. .31933, 31976. . 32110, 
32699. .32851, 32951 .. 33139, 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method TBLASTX : Soybean 

End 33139 

Score 154 
30885. .31004, 31562 .. 31648 , 
31713. .31808, 31872. .31922, 
31983. .32111, 32691... 32864, 
32968. .33126 



42031 
87265 
33361 

OJ000222_16 . 0321 . C4 . o2 . tm 
30884 



Seq. ID OJ000222_16.0321.C4 
Strand 

35694 

TBLASTX: Maize 
33144 
184 



End 

Method 
End 

none Score 
30884.. 31000, 30885 .. 31004 , 31563 .. 31700, 31563 .. 31625, 
31565.. 31651, 31709. . 31810, 31710 .. 31808, 31872 .. 31916, 
31883.. 32101, 31980. .32102, 32691 .. 32855, 32694 .. 32855, 
32947. .33144, 32951.. 33139 



42031 
87265 
33361 

OJ000222_16.0321.C4.o2.tc 

30884 

none 

30884. .31000, 30885 .. 31004 , 
31562. .31639, 31563 31700, 
31872. .31922, 31883 .. 32101, 
32694. .32852, 32780 .. 32875, 

42031 
87265 
33361 

OJ000222_16. 0321. C4. oil. gs 

33361 

none 

33361. .33450, 33593.. 35461 

42031 
87265 
33361 

OJ000222_16.0321.C4.o6.np 
33545 
4835759 
33545. .35694 



Seq. ID OJ000222_16.0321.C4 

Strand - 

End 35694 

Method TBLASTX: Cress 

End 33144 

Score 153 
30894. .31004, 30913 31014 , 
31715. .31810, 31716. .31808, 
31986. .32111, 32691. .32864, 
32950. .33144, 32951.. 33139 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_16.0321.C4 

35694 
GENSCAN 
35461 
.52 



OJ000222_16.0321.C4 

35694 
AAT/NAP 
35694 
2152 



(AC007202) T8K14.9 [Arabidopsis thaliana] 



42031 
87265 
33361 

OJ000222_16.0321.C4.ol.tc 

33555 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_16.0321.C4 
35694 

TBLASTX: Cress 

34111 

332 



42218 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



33555. .33863, 33572 33874 , 33878 .. 33931, 3387 9 ,. 33932, 
33932. .34021, 33933 34028 , 34053 .. 34109, 34055.. 34111 



42031 Seq. ID 

87265 Strand 

33361 End 

OJ000222_16 . 0321 . C4 . o5 . ts Method 

34196 End 

none Score 

34196. .34357, 34197. .34358 



42031 Seq. ID 

87265 Strand 

33361 End 

OJ000222_16.0321.C4 .o8.gp Method 

34381 End 

uC-osflcypl51bl2bl Score 
34381. .34846 

'4835759/gb|AAD30226.1|AC007202_8 4 
[Arabidopsis thaliana] ' 



OJ000222_16.0321.C4 
35694 

TBLASTX: Soybean 

34358 

127 



OJ000222_16.0321.C4 

35694 
AAT/GAP 
34846 
908 



,0e-58 (AC007202) T8K14.9 



42031 
87265 
33361 

OJ000222_16 . 0321 . C4 . o7 . np 
35298 
283044 
35298.-35694 

hybrid proline-rich protein - maize gi | 433707 | emb | CAA42959 | 
(X60432) prolin rich protein [Zea mays] 



Seq. ID OJ000222_16.0321.C4 
Strand 

End 35694 

Method AAT/NAP 

End 35694 

Score 147 



42032 Seq. ID 

87266 Strand 

332 End 

OJ000222_16 . 0321 . C5 . ol . gp Method 

332 End 

572426 Score 
332. ,411 



42032 
87267 
810 

OJ000222_16.0321.C5.o2.gp 
810 

572426 

810. .966, 1065. .1258 

42032 
87268- 
119 

OJ000222_1 6 . 0321 . C5 . ol . gs 

119 

none 

119. .360, 416. .621 

42032 
87269 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000222_16.0321.C5 
+ 

411 

AAT/GAP 

411 

138 



OJ000222_16.0321.C5 
+ 

1258 
AAT/GAP 
1258 
549 



OJ000222_16.0321.C5 
621 

GENSCAN 

621 

.5 



OJ000222 16. 0321. C5 



42219 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



2053 End 4026 

OJ000222_16.0321.C5.o3.gp Method AAT/GAP 

1839 End 2973 

3766647 Score 1192 
1839.. 2358, 2866.-2973 

2388566 2.0e-43 (AC000098) Similar to Arabidopsis Fe(II) 
transport protein {gb_U27590) . [Arabidopsis thaliana] 



42032 Seq. ID 

87269 Strand 

2053 End 

OJ000222_16 . 0321 . C5 . o2 . gs Method 

2053 End 

none Score 

2053.. 2358, 2866.. 3015, 3348.-3986 



OJ000222_16.0321,C5 

4026 
GENSCAN 
3986 
.89 



OJ000222 16-0321. C5 



42032 Seq. ID 

87269 Strand 
2053 End 4026 

OJ000222_16 . 0321 - C5 . ol . np Method AAT/NAP 

2056 End 3996 

3252866 Score 770 

2056. .2358, 2866. .3015, 3348. .3379, 3416. .3996 
(AF033535) putative zinc transporter [Arabidopsis thaliana] 



42032 
87269 
2053 

OJ000222_16.0321.C5.o4.gp 
3657 
3766646 
3657. .4026 

3252866 2.0e-ll (AF033535) putative zinc transporter 
[Arabidopsis thaliana] 



Seq. ID OJ000222_16-0321.C5 
Strand 

End 4026 

Method AAT/GAP 

End 4026 

Score 699 



Seq. ID OJ000222_16-0321.C5 
Strand 

End 9071 

Method TBLASTX : Mai ze 

End 1397 

Score 105 

857.-967, 858-. 974, 860.-982, 861. .986, 1062--1289, 1064. .1297, 
1109. .1288, 1373.. 1396, 1377-.1397 



42032 
87270 ^ 
7892 

OJ000222_16 . 0321 . C5 . o3 . tm 
857 
none 



42032 
87270 
7892 

OJ000222_16 - 0321 . C5 - ol - tc 
2053 
none 



Seq- ID OJ000222_16.0321.C5 
Strand 

End 9071 

Method TBLASTX : Cress 

End 3879 

Score 196 



2053.-2367, 2057.. 2323, 2855.. 3019, 2866.. 3018, 3609.. 3779, 
3655.-3879, 3657.-3779 



42032 
87270 
7892 

OJ000222 16.0321.C5.o2.tm 



Seq. ID OJ000222_16-0321.C5 
Strand 

End 9071 

Method TBLASTX : Maize 



42220 



start . 2053 

GI none 

Exons 2053,. 2367, 2057.. 2359, 2855 

Seq. No. 42032 

Gene No. 87270 

Start 7892 

Name OJ000222_16 . 0321 . C5 . ol . ts 

Start 2053 

GI none 

Exons 2053.. 2367, 2057.. 2359, 2855 

Seq. No. 42032 

Gene No. 87270 

Start 7892 

Name OJ000222_16 . 0321 . C5 . ol . tm 

Start 3424 

GI none 

Exons 3424.. 3471, 3483.. 3761, 3514. 

Seq. No. 42032 

Gene No. 87270 

Start 7892 

Name OJ000222_16.0321.C5.o2.ts 

Start. 3537 

GI none 

Exons 3537.. 3629, 3627.. 3791, 3628. 

Seq. No. 42032 

Gene No. 87270 

Start 7892 

Name OJ000222_1 6 . 032 1 . C5 . o4 . gs 

Start 7892 

GI none 

Exons 7892.. 7984, 8756.. 8901, 9014, 

^ Seq. No. 42033 

Gene No. 87271 

Start 12 

Name OJ000222_16 . 0321 . C7 . ol . gp 

Start 12 

GI none 

Exons - 12. .310 

Seq. No. 42033 

Gene No. 87271 

Start 12 

Name OJ000222_16 . 0321 . C7 . ol . gs 

Start 124 

GI none 

Exons 124.. 360, 1442.. 1684, 2314 

Seq. No. 42033 

Gene No. 87271 

Start 12 

Name OJ000222_16.0321.C7.o2.gp 

Start 285 ' 



End 2919 
Score 216 
.2917, 2866. .2919 

Seq. ID OJ000222_16.0321.C5 
Strand 

End 9071 

Method TBLASTX : Soybean 

End 3019 

Score 183 
..3019, 2866. .3018 

Seq. ID OJ000222_16.0321.C5 
Strand 

End 9071 

Method TBLASTX : Mai ze 

End 3770 

Score 293 
..3762, 3600.. 3770 

Seq. ID OJ000222_16.0321.C5 
Strand 

End 9071 

Method TBLASTX : Soybean 

End 384 6 

Score 120 
..3786, 3814. .3846 

Seq. ID OJ000222_16.0321,C5 
Strand 

9071 
GENSCAN 
9071 
.61 



End 

Method 
End 
Score 
.9071 



Seq. ID OJ000222_16.0321.C7 

Strand + 

End 3327 

Method AAT/GAP 

End 310 

Score 456 



Seq. ID OJ000222_16.0321.C7 
Strand + 

3327 ■ 
GENSCAN 
3327 
.96 



End 

Method 
End 
Score 
.3327 



Seq. ID OJ000222_16.0321.C7 

Strand + 

End 3327 

Method AAT/GAP 

End 1515 



42221 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



none 

285. .360, 1442. .1515 



Score 



280 



42033 Seq. ID OJ000222_16 . 0321 . C7 

87271 Strand + 

12 End 3327 

OJ000222_16 . 0321 . C7 . ol . np Method AAT/NAP 

652 End 3321 

7485729 Score 1157 

652. .842, 1443. .1684, 2314. .3321 

hypothetical protein F18F4.150 - Arabidopsis thaliana 
gi I 2827659 |emb|CAA16613. II {AL021637) putative protein 
[Arabidopsis thaliana] gi | 7268800 | emb | CAB79005 . 1 1 (AL161552) 
putative protein [Arabidopsis thaliana] 



42033 Seq. ID 

87271 Strand 

12 End 

OJ000222_16.0321.C7.o3.gp Method 

2679 End 

LIB3434-014-P1-K1-G2 Score 
2679.. 3032 

'2827659/emb|CAA16613.1| 2.0e-33 (AL021637) putative protein 
[Arabidopsis thaliana] ' 



OJ000222_16.0321.C7 
+ 

3327 
AAT/GAP 
3032 
672 



42033 Seq. ID 

87272 Strand 

9492 End 

OJ000222_16 . 0321 . C7 . o4 . gp Method 

9492 End 

none Score 
9492. .9684 



OJ000222_16.0321.C7 
+ 

9684 
AAT/GAP 
9684 
386 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 
+ 

16178 
AAT/GAP 
16178 
1405 



16. 0321. C7 



42033 
87273 
14141 

OJ000222_16.0321.C7.o6.gp 
14141 

727_1.R1084 

14141. ,14264, 14891. .14931, 15016 .. 15116, 15416 .. 15560, 
15646. .15735, 15881.. 16178 

'133867/sp|P25460|RSll_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ {X55967) ribosomal protein Sll [Zea 
mays] ' 



42033 
87273 
14141 

OJ000222_16 . 0321 . C7 . o3 . gs 

14630 

none 

14630. .14716, 14891. .14931, 
15623. .15735, 15881 .. 15977 ^ 

42033 
87273 



Seq. ID OJ000222_16.0321.C7 

Strand + 

End 16178 

Method GENSCAN 

End 15977 

Score .91 
15016. .15116, 15416. .15564, 



Seq. ID OJ000222_16.0321.C7 
Strand + 



42222 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



14141 End 

OJ000222_16 . 0321 . C7 . o4 . np Method 

14879 End 

133867 Score 



16178 
AAT/NAP 
15974 
659 



14879. .14931, 15016 .. 15116, 15416 .. 15560, 15646 .. 15735, 
15881. .15974 

40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA39438 | (X55967) ribosomal protein 
Sll [Zea mays] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 
+ 

18787 
AAT/GAP 
18310 
763 



16, 0321. C7 



42033 
87274 
16959 

OJ000222_16 . 0321 . C7 . o7 . gp 
16852 

727_2.R1084 

16852. .16970, 17479 .. 17519, 
18257.. 18310 

'133867/sp|P25460|RSll_MAIZE 5.0e-48 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] ' 



17607. .17707, 18040 18184 , 



42033 
87274 
16959 

OJ000222_16 . 0321 . C7 . o4 . gs 

16959 

none 

16959. .16970, 17479 17519, 
18315. .18346, 18492.. 18588 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 
+ 

18787 
GENSCAN 
18588 
.82 



16. 0321. C7 



17607. .17707, 18040 18188 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



42033 
87274 
16959 

OJ000222_16.0321.C7.o5.np 
17467 
133867 

17467. .17519, 17607 .. 17707 , 
18492.. 18585 

-40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | S16577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA394 38 | {X55967) ribosomal protein 
Sll [Zea mays] 



OJ000222 
+ 

18787 
AAT/NAP 
18585 
658 



16. 0321. C7 



18040. .18184, 18257. .18346, 



42033 Seq. ID. 

87274 Strand 

16959 End 

OJ000222_16 . 0321 . C7 . o8 . gp Method • 

18035 End 

727 1.R1084 Score 



OJ000222_16.0321.C7 
+ 

18787 
AAT/GAP 
18787 
883 



18035. .18184, 18257. .18346, 18492.. 18787 

'133867/sp|P25460|RSll_MAIZE 9.0e-71 40S RIBOSOMAL PROTEIN Sll 

>gi_82722_pir S16577 ribosomal protein Sll - maize 

>gi_22470_emb_CAA39438_ (X55967) ribosomal protein Sll [Zea 
mays] ' 



Seq. No. 



42033 



Seq. ID OJ000222_16.0321.C7 



42223 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



• 



Strand 

End 14349 
Method GENSCAN 
End 14349 
none Score .45 

3787.. 3800, 3919., 3991, 4355.. 4508, 5580,. 5743, 6439,. 6503, 
6916. .7397, 8000. ,8301, 8401-.. 8596, 10129 .. 10319, 11603 11709, 
13370. .13587, 13711 ,. 14053, 14145.. 14349 



87275 . 
3787 

OJ000222_16 . 0321 . C7 . o2 . gs 
3787 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 16. 0321. C7 



42033 
87275 
3787 

OJ000222_16.0321.C7.o2.np 
6899 
4966353 
6899. .7397, 8000. .8343 

{AC006341) ESTs gb|T76348, gb|N65615 and gb|Z18119 come from 
this gene. [Arabidopsis thaliana] 



14349 
AAT/NAP 
8343 
555 



42033 
87275 
3787 

OJ000222_1 6 . 0321 . C7 . o5 , gp 
9723 

uC-osflcyp028hllbl 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 16. 0321. C7 



14349 
AAT/GAP . 
11036 
865 

9723. .9870, 9974. .10043, 10129 10319, 10918. .11036 
'1620896/dbj IBAA13507I 4.0e-45 (D87956) protein involved in 
sexual development [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] ' 



42033 Seq. ID 

87275 Strand 

3787 End 

OJ000222_1 6 , 0321 . C7 . o3 . np Method 

9775 End 

7385111 Score 



OJ000222_16.0321.C7 

14349 
AAT/NAP 
13518 
702 



9775, .9870, 9974. .10043, 10129 10319, 10918 .. 11013, 
11603. .11709, 12124. .12166, 12338 .. 12427 , 12650 .. 12721, 
13370. .13518 



GI Descrip. 


{AF221849) 


FLIO 


[Mus musculus] 










Seq. No. 


42033 






Seq. ID 


OJ000222 


_16.0321 


.C7 


Gene No. 


87276 






Strand 








Start 


20155 






End 


24264 






Name 


OJ000222 16 


.0321 


.C7,o4.ts 


Method 


TBLASTX: 


Soybean 




Start 


2314 






End 


2672 






GI 


none 






Score 


69 






Exons 


2314. .2376, 


2428 


..2670, 2541.. 


2672 








Seq. No. 


42033 






Seq. ID 


OJ000222 


_16.0321 


.C7 


Gene No. 


87276 






Strand 








Start 


20155 






End 


24264 






Name 


OJ000222 16 


.0321 


.C7.o2.tm 


Method 


TBLASTX: 


Maize 




Start 


2707 






End 


3048 






GI 


none 






Score 


523 






Exons 


2707. .3048, 


2709 


..2993, 2788.. 


3027 









42224 



Seq. No. 42033 

Gene No. 87276 

Start 20155 

Name OJ000222_16 . 0321 . C7 . o6 . ts 

Start 3004 

GI none 

Exons 3004. .3216, 3081.. 3218 

Seq. No. 42033 

Gene No. 87276 

Start 20155 

Name OJ000222_16 . 0321 . C7 . o5 . tc 

Start 3046 

GI none 

Exons 3046.. 3219, 3081.. 3218, 3186. 

Seq. No. 42033 

Gene No. 87276 

Start 20155 

Name OJ000222_16 . 0321 . C7 . o6 . tm 

Start 3144 

GI none 

Exons 3144.. 3314, 3145.. 3327, 3344. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_16.0321.C7 
24264 

TBLASTX: Soybean 

3218 

198 



OJ000222_16.0321.C7 
24264 

TBLASTX: Cress 
3315 
183 

3308, 3220.. 3315 

OJ000222 16. 0321. C7 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3400 



24264 

TBLASTX: Maize 

3400 

272 



Seq. No. 


42033. 








Gene No. 


87276 








Start 


20155 








Name 


OJ000222 16. 


0321, 


.07.04. 


tm 


Start 


7025 








GI 


none 








Exons 


7025. .7048, 


7043 


. .7285, 


7044. 


Seq. No. 


42033 








Gene No. 


87276 








Start 


20155 








Name 


OJ000222 16. 


0321 


.C7.o2. 


tc 


Start 


7028 








GI 


none 








Exons 


7028. ,7066, 


7058 


. .7369, 


7104. 


Seq. No. 


42033 








Gene No. 


87276 








Start 


20155 








Name 


OJ000222 16. 


0321 


.C7.o5. 


ts 


Start 


7040 








GI 


none 








Exons 


7040. .7264, 


7104 


. .7256 




Seq. No. 


42033 








Gene No. 


87276 








Start 


20155 








Name 


OJ000222 16. 


.0321 


.C7.o7. 


ts 


Start 


7265 








GI 


none 








Exons 


7265. .7396, 


7281 


. .7400, 


7290. 



Seq. ID OJ000222_16.0321.C7 
Strand 

24264 

TBLASTX: Maize 
7286 
360 



End 

Method 
End 
Score 
,7286 



Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method TBLASTX: Cress 

End 7383. 

Score 209 

.7370, 7231. .7383, 7246. .7380 

Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method TBLASTX : Soybean 

End 7264 

Score 163 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.7403, 7984. .8091 



OJ000222_16.0321.C7 
24264 

TBLASTX: Soybean 
8091 
95 



42225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42033 
87276 
20155 

OJ000222_i6 . 0321 . C7 . o7 . tm 
7346 
none 



Seq. ID OJ000222_16.0321..C7- 
Strand 

End 24264 

Method TBLASTX : Mai ze 

End 8365 

Score 92 



7346. ,7396, 7978. .8091, 8000. .8071, 8002. .8091, 8176. .8241, 
8177.-;8242, 8288. .8365, 8301. .8345 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . o3 . tm 
9731 



OJ000222 16. 0321. C7 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
9731. .9757, 9732. .9752, 9773. .9871, 9775. .9870, 9775. .9873, 
9821 .9871, 9972.. 10046, 9972.. 10043, 9974.. 10045, 10114 .. 10320 , 
10125. .10319, 10915. .11016, 10916 .. 11014 , 11600 .. 11653, 
11601. .11654 



24264 

TBLASTX: Maize 

11654 

34 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . o4 . tc 
9772 
none 



Seq. ID OJ000222_16.0321.C7 
Strand 

24264 

TBLASTX: Cress 
11002 ' 
44 



End 

Method 
End 
Score 

9772.. 9873, 9824.. 9871, 9974.. 10045, 9978.. 10046, 10125 .. 10319, 
10129. .10320, 10915. .11001, 10916.. 11002 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . o3 . ts 
9823 
none 



Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method TBLASTX : Soybean 

End 13459 

Score 206 



9823. .9873, 9974. .10045, 10114 .. 10320, 10115 .. 10306, 
10125.. 10319, 10915.. 11016, 10916. . 11014, 10920 11018 , 
11600.. 11710, 11601.-11711, 12119.. 12169, 12338 .. 12433, 
12339. .12431, 12339 ,. 12446, 12650 .. 12724, 12654 .. 12722 , 
13355.. 13459 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . o2 . ts 
14884 



none 

14884. 

15019. 

15414. 

15644. 

15944. 

17610. 

18035. 

18255. 



.14931, 
.15117, 
.15569, 
.15736, 
.15991, 
.17708, 
.18196, 
.18347, 



14888. 

15059, 

15415. 

15645 

17472 

17650 

18038 

18256 



.14929, 
.15121, 
,15576, 
.15737, 
.17519, 
.17712, 
.18196, 
.18348, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
15015. .15 
15061 
15422 
15878 
17476. .17 
17652. .17 
18244. .18 
18489. .18 



15 
15 
15 



OJ000222_16.0321.C7 
24264 

TBLASTX : Soybean 

18554 

70 

116, 15018. .15119, 
120, 15414. .15560, 
613, 15643. .15735, 
943, 15879. .15926, 
517, 17609. .17710, 
711, 18033. .18185, 
345, 18254. .18346, 
554, 18490.. 18537 



Seq. No. 



42033 



Seq. ID OJ000222_16.0321.C7 



42226 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



87276 
20155 

OJ000222_16.0321.C7,o5.tm 
14884 



none 

14884. 

15006. 

15412. 

15643. 

16041. 

17607. 

18034. 

18255. 

18552. 



.14931, 
.15116, 
.15564, 
.15735, 
.16061, 
.17708, 
.18123, 
.18347, 
.18620, 



14888 
15016 
15414 
15644 
17472 
17650 
18035 
18256 
18561 



.14929, 
.15117, 
.15560, 
.15736, 
.17519, 
.17712, 
.18196, 
.18348, 
, .18632, 



Strand 
End 

Method 

End 

Score 

14890. .14 

15059. .15 

15414 

15878 

17476 

17652 

18037 

18489 

18740 



15 
15 
17 
17 
18 
18 
18 



24264 
TBLASTX:Ma 
18763 
70 

934, 15006,. 
121, 15061.. 
569, 15415.. 
934, 15879.. 
517, 17597.. 
711, 18033.. 
186, 18254.. 
545, 18490., 
763 



ize 



15116, 
15120, 
15576, 
15926, 
17707, 
18185, 
18346, 
18537, 



42033 
87276 
20155 

OJ000222_16.0321.C7. 

14884 

none 

14884. .14931, 14888, 
15061. .15117, 15414. 
15644, .15736, 15646. 
15879. .15926, 17472, 
17603, .17704, 17604. 
18035, ,18196, 18039, 
18259. .18351, 18489. 



o3, to 



,14929, 
.15569, 
,15735, 
,17519, 
.17705, 
,18185, 
.18542, 



Seq, ID 
Strand 
End 

Method 

End 

Score 
15013, .15114, 
15415. .15576, 
15648. .15740, 
17476. .17517, 
17650. .17709, 
18255. .18347, 
18490. .18537 



OJ000222 16. 0321. C7 



24264 

TBLASTX: Cress 
18542 
70 

15059. .15118, 
15421. .15576, 
15878. .15931, 
17597. .17704, 
17652. .17708, 
18257. .18346, 



42033 
87276 
20155 

OJ000222_16.0321.C7.o9.gp 
20078 

17853 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 16, 0321. C7 



24264 
AAT/GAP 
22157 
1704 

20736, 20943. .21010, 
21564, 21656. .21695, 



20078. .20252, 20359 .. 20515, 20622, 
21098. .21241, 21320. .21397, 21482. 
21920. .21994, 22129.. 22157 

•3033397 l,0e-131 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . ol . tw 

20151 

none 

20151. ,20243, 20154 .. 2024 6, 
20344. .20457, 20357 .. 20491, 

42033 
87276 
20155 

OJ000222_1 6 , 0321 . C7 . ol . tm 
20153 
none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20155. .20253, 
20358. .20492 



OJ000222 16. 0321. C7 



24264 

TBLASTX: Wheat 
20492 
83 

20156. .20254, 



Seq. ID OJ000222_16.0321.C7 



Strand 
End 

Method 

End 

Score 



24264 

TBLASTX: Maize 

24040 

147 



20153. .20254, 20153 .. 20245, 20154 20255, 20155 ., 20253, 



42227 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20344. 
20619. 
20945. 
21318. 
21639. 
21918. 
22321. 
22753. 
23277. 
24000. 



.20457, 
.20741, 
.21013, 
.21401, 
.21698, 
.21995, 
.22410, 
.22824, 
.23333, 
.24038 



20357. 
20620. 
20945. 
21321, 
21656. 
21925. 
22322. 
22902. 
23277. 



.20518, 
.20730, 
.21010, 
.21398, 
.21697, 
.22002, 
.22417, 
.22928, 
.23333, 



20358. 
20621. 
21092. 
21476. 
21915. 
22121. 
22332. 
22905. 
23939, 



.20516, 
.20731, 
.21244, 
.21565, 
.21992, 
.22240, 
.22412, 
.23057, 
.24019, 



20359, 

20940, 

21098, 

21480. 

21917 

22126 

22752 

22934 

23939 



.20517, 
.21011, 
.21244, 
.21566, 
.21997, 
.22239, 
.22808, 
.22996, 
.24040, 



42033 
87276 
20155 

OJ000222__16.0321.C7. 

20155 

none 

20155. .20253, 20156. 

20473. .20520, 20614, 

20620. .20739, 20943, 

21092. .21244, 21097, 

21356. .21397, 21476, 

21664. .21702, 21915, 

22124. .22228, 22126, 

22334. .22417, 22752 

22911. .23018, 22934 



ol.ts 



.20260, 
.20736, 
.21008, 
.21279, 
.21568, 
.21995, 
.22233, 
.22808, 
.22996 



Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method TBLASTX : Soybean 

End 23018 

Score 99 
20357. .20518, 20358 .. 20516, 
20619. .20735, 20619 .. 20741 , 
20945. .21010, 21090. .21236, 
21098. .21244, 21327 .. 21398 , 
21480. .21566, 21657 .. 21698 , 
21917. .21997, 21918 .. 21998 , 
22318. .22410, 22334 .. 22417 , 
22753. .22827, 22765.-22827, 



42033 
87276 
20155 

OJ000222_16.0321.C7.ol.tc 
20155 
none 

20155.. 20253, 20156 .. 20260, 20357 . ,20518, 20358 .. 20516, 
20619. .20705, 20620.. 20706 



Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method TBLASTX : Cress 

End 20706 

Score 99 



42033 
87276 
20155 

OJ000222_16 . 0321 . C7 . o5 . gs 
20155 
none 



Seq. ID OJ000222_16.0321.C7 
Strand 

End 24264 

Method GENSCAN 

End 24037 

Score .7 



20155.. 20252, 20359 .. 20547 , 20947 .. 21010, 21098 21241, 

21320.. 21457, 21482 .. 21564 , 21656 ,. 21695, 21920 .. 21994 , 

22129, .22241, 22358 .. 22412, 22904 .. 23055, 23278 .. 23332 , 
23939.. 24037 



42033 
87276 
20155 

OJ000222_16.0321.C7,o6.np 

20158 

6136087 

20158. .20252, 20359 .. 20515, 
21098. .21241, 21320. .21397, 
21920. .21994, 22129 22247 , 
22904. .23055, 23278 .. 23332, 



Seq- ID 
Strand 
End 

Method 
End 
Score 



OJ000222 16. 0321. C7 



24264 
AAT/NAP 
24264 
1557 

20622. .20736, 20943 .. 21010, 
21482. .21564, 21656 -- 21695, 
22323. .22412, 22766 .. 22805, 
23939. .24054, 24186.-24264 



42228 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



PROBABLE UDP-N-ACETYLGLUCOSAMINE PYROPHOSPHORYLASE 
gi I 3033397 lgb|AAC12841. II {AC004238) putative 

UDP-N-acetylglucosamine pyrophosphorylase [Arabidopsis thaliana] 



42033 Seq. ID 

87276 Strand 

20155 End 

OJ000222J16 . 0321 . C7 . o7 . tc Method 

21327 End 

none Score 



21327. .21398, 21333. 
21480. .21569, 21660. 
21921, .21995 



.21368, 21356. .21397, 21476 
.21695, 21661. .21687, 21917 



OJ000222_16.0321.C7 
24264 

TBLASTX: Cress 

21997 

81 

21568, 
21997, 



42033 Seq. ID 

87276 Strand 

20155 End 

OJ000222_1 6 . 0321 . C7 . o6 . tc Method 

22144 End 

none Score 



OJ000222 16. 0321. C7 



22144. .22242, 22145 22246, 22333. 
22752. .22808, 22753 .. 22809, 22908, 
23939. .24049 



24264 

TBLASTX: Cress 
24049 
91 

22410, 22334. .22417, 
23057, 22934. .22996, 



42033 Seq. ID 

87276 Strand 

20155 End 

OJ000222_1 6 . 0321 . C7 , olO . gp Method 

22770 End 

uC-osroM202036d05bl Score 



OJ000222_16.0321.C7 

24264 
AAT/GAP 
23332 
423 



22770. .22805, 22904 23055, 23278.-23332 

'3033397 l.Oe-12 (AC004238) unknown protein [Arabidopsis 
thaliana] ' 



42033 Seq. ID 

87276 Strand 

20155 End 
OJ000222_16. 0321. C7. oil. gp Method 

23783 End 

4879971 Score 
23783. .23883 



OJ000222_16.0321.C7 

24264 
AAT/GAP 
23883 
119- 



42034 Seq. ID 

87277 Strand 
1412 End 
OJ000222_16 . 0321 . C8 . ol . gp Method 
1412 End 
LIB3477-003-P1-K1-E9 Score 
1412. .1494 

•2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR {ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000222_16.0321.C8 
+ 

1494 
AAT/GAP 
1494 
97 



42034 Seq. ID 

87278 Strand 

90 End 

OJ000222 16.0321.C8.ol.gs Method 



OJ000222_16.0321.C8 
318 

GENSCAN 



42229 



• 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



90 End 

none Score 
90. .318 

42034 Seq. ID 

87279 Strand 

532 End 

OJ000222_16 . 032 1 . C8 . o3 . np Method 

532 End 

1477584 Score 



318 
.64 



OJ000222__16.0321.C8 

5727 
AAT/NAP 
5727 
433 

.2333, 2431. .2646, 



532. .595, 980. .1212, 1802. .2047, 2192, 
2741. .2839, 2911. .3040, 3130. .3286, 3437. .3598, 3685. .3801, 
3909. ,4103, 4566. .4808, 5295. .5518, 5678. .5727 
(U50768) abietadiene cyclase [Abies grandis] 



42034 
87279 
532 

OJ000222_16.0321.C8.o2.gs 
868 



none 
868. . 
2887. 
5290. 



1212, 1802.. 2047, 2192. 



Seq. ID OJ000222_16.0321.C8 
Strand 
End 

Method 
End 
Score 
.2333, 2530 



.3027, 3130.. 3307, 3685.. 3796, 3913 
5563 



5727 
GENSCAN 
5563 
.79 

2646, 2741. .2763, 
.4130, 4590. .4770, 



42034 
87279 
532 

OJ000222_16 . 0321 . C8 . ol . np 
889 

4959322 

889.. 1212, 1802.. 2047, 2192.. 2333, 2431,. 2646, 2741.. 2839, 
2911.. 3027, 3130,, 3366 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 16. 0321. C8 



5727 
AAT/NAP 
3366 
1352 



GI Descrip. (AF105149) kaurene synthase [Zea mays] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start 



42034 

87279 ' Strand 

532 End 

OJ000222_16 , 0321 , C8 . o2 . tm Method 

925 End 

none Score 

925. .1218, 926. .1213, 1802.-1861 



Seq. ID OJ000222_16.0321.C8 



42034 
87279 
532 

OJ000222_16 . 0321 . C8 . ol . tc 
973 



5727 

TBLASTX: Maize 

1861 

196 



OJ000222 16. 0321. C8 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
973. ,1062, 1174. ,1215, 1789, .1977, 1802. .2047, 1818. .2045, 
2192. .2335, 2424. .2645, 2428. .2613, 2448. .2651, 2740. .2817, 
3247. .3348, 3505. .3594, 3681. .3800, 3914. ,4123, 3987. ,4109, 
4592. ,4771, 4626, ,4781, 5348. .5431, 5348, ,5440, 5432. .5530 



5727 

TBLASTX: Cress 

5530 

163 



42034 
87279 
532 



Seq. ID OJ000222_16.0321.C8 
Strand 

End 5727 



42230 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000222_16.0321.C8.o3-tm 

2227 

none 

2227.-2328, 2231.. 2335, 2234. 
2428. .2601, 2432. .2593, 2588. 

42034 
87279 
532 

OJ000222_16 . 0321 . C8 . ol . tm 

3688 

none 

3688.. 3771, 3693.. 3800, 3693. 
3915. .4121, 4589.-4693, 4592. 

42035 
87280 
46 

OJ000222_08 . 0317 . CI . ol . gs 
46 

none 
46. .165 



Method TBLASTX: Maize 
End 2651 
Score 45 

.2332, 2415-.2552, 2415.. 2585, 
.2647, 2589-. 2651, 2598. .2651 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3797, 3892 
.4687, 4593 



OJ000222 16. 0321. C8 



5727 

TBLASTX: Maize 
4693 
77 

3972, 3914-.4096, 
4688 



Seq. ID OJ000222_08.0317.C1 

Strand + 

End 165 

Method GENSCAN 

End 165 

Score - 97 



Seq- No- 


/i o n o c 


oeq. ±u 


nTnnn999 nft 

\J\J \J\J\J ^ ^ ^ uo. 


fT^i 7 n 


Gene No. 


O T O O 1 

87281 


Strand 






ouar 




End 


687 




Name 


OJ000222 08.0317.Cl.o2.gs 


Method 


GENSCAN 




Start 


632 


End 


687 




GI 


none 


Score 


.74 




Exons 


632. .687 








Seq. No. 


42036 


Seq. ID 


OJ000222_08. 


0317. C2 


Gene No. 


87282 


Strand 


+ 




Start 


230 


End 


328 




Name 


OJ000222 08.0317.C2.ol.gs 


Method 


GENSCAN 




Start 


230 


End 


328 




GI 


none 


Score 


.73 




Exons 


230. .328 








Seq, No. 


. 42036 


Seq. ID 


OJ000222_08. 


0317. C2 


Gene No. 


87283 


Strand 






Start 


1643 


End 


2463 




Name 


OJ000222 08.0317.C2.o2.gs 


Method 


GENSCAN 




Start 


1643. 


End 


2463 




GI 


none 


Score 


.87 




Exons 


1643. .1876, 2281. .2463 








Seq. No. 


42036 


Seq. ID 


OJ000222_08. 


0317. C2 


Gene No. 


87283 


Strand 






Start 


1643 


End 


2463 




Name 


OJ000222 08.0317.C2-ol.gp 


Method 


AAT/GAP 




Start 


1920 


End 


2015 




GI 


LIB3477-003-P1-K1-E9 


Score 


105 




Exons 


1920. .2015 








GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 


2-0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



42231 



Seq. No. 


42037 


Seq. ID 


OJ000222 08.0317. 


C3 




87284 


Strand 








4 44 


End 


651 




IN a. J.Llt7 


OJ000222 08.0317.C3.ol.tm 


Method 


TBLASTX: Maize 






444 ~ 


End 


651 






none 


Score 


148 






444 575. 450. .575. 452. .589, 


562. . 651, 


579. .650 




Seq. No. 


42038 . 


Seq. ID 


OJ000222_08.0317.. 


C4 


Gene No. 


87285 


Strand 


+ 






1 


End 


12966 






OJ000222 08.0317.C4.o3.np 


Method 


AAT/NAP 






1 


End 


12966 




Vj J. 


7510076 


Score 


97 






1..29, 2901. .2947, 9979. .10009, 12205. 


.12350, 12785.. 12966 




hypothetical protein Y50E8A.i 


- Caenorhabditis elegans 




Seq. No. 


42038 


Seq. ID 


OJ000222_08.0317, 


C4 




87285 


Strand 


+ 






1 


End 


12966 




M o rn O 


OJ000222 08.0317.C4.o2.gs 


Method 


GENSCAN 






3532 


End 


4545 




ox 


none 


Score 


.73 




R von Q 


3532.. 3690, 4125.. 4201, 4392. 


.4545 






Seq. No. 


42038 


Seq. ID 


OJ000222_08.0317 


C4 


Gene No. 


87285 


Strand 


+ 




O L.dl. L. 


1 


End 


12966 




LN dillc 


OJ000222 08.0317.C4.o2.np 


Method 


AAT/NAP . 




o udi. u 


3532 


End 


4990 




O-L 


6006366 


Score 


144 




R von ^ 


3532.. 3668, 4949.. 4990 










(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42038 


Seq. ID 


OJ000222_08.0317 


.C4 


Gene No. 


87286 


Strand 






Start 


638 


End 


3026 




Name 


OJ000222 08.0317.C4.ol.np 


Method 


AAT/NAP 




O L.dX L. 


638 


End 


1725 






7304999 


Score 


201 




Elxons 


638. .747, 915.. 1190, 1319.. 1725 






f^T np«!PT"ir> 


deoxyguanosine kinase gi | 4877287 | emb I CAB43121 . 1 1 (AJ133749 




deoxyguanosine kinase 1 [Mus 


musculus] 






Seq. No. 


42038 


Seq. ID 


OJ000222_08.0317 


.C4 


C^pne No - 


87286 


Strand 






o udx u 


638 


End 


3026 




LNdllLC 


OJ000222 08.0317.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


645 


End 


1070 




GI 


none 


Score 


121 




Exons 


645. .746, 656-. 745, 669. .746, 


810. .1070, 813. .1070 




Seq. No. 


42038 


Seq. ID 


OJ000222_08.0317 


.C4 


Gene No. 


87286 


Strand 






Start 


638 


End 


3026 




Name 


OJ000222 08.0317.C4.ol.ts 


Method 


TBLASTX: Soybean 





42232 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



• 



661 End 1013 

none Score 85 

661. .738, 666. .743, 669. .746, 810. .920, 811. .915, 897. .1013, 
943. .972 



42038 
87286 
638 

OJ000222_08 . 0317 . 04 . ol . gs 
670 
none 



Seq. ID OJ000222_08.0317.C4 
Strand 

End 3026 

Method GENSCAN 

End 3026 

Score .86 



670. .737, 813. .1219, 1315. .1777, 2616. .3026 



42038 
87286 
638 

OJ000222_08.0317.C4.ol.tc 
888 
none 



Seq. ID OJ000222_08.0317.C4 
Strand 

End 3026 

Method TBLASTX: Cress 

End 1567 

Score 132 



888. .1181, 890. .1186, 909. .1094, 910. .1203, 916. .1191, 
1292. .1555, 1316. .1567, 1317. .1565 



42038 
87286 
638 • 

OJ000222_08.0317.C4.o2.ts 
1023 
none 



Seq. ID OJ000222_08.0317.C4 
Strand 

End 3026 

Method TBLASTX : Soybean 

End 1182 

Score 7 9 



1023. .1139, 1029. .1136, 1030. .1140, 1141. .1182, 1143. .1181 



42038 
87286 
638 

OJ000222_08.0317.C4.ol.tm 
1370 
none 



Seq. ID OJ000222_08.0317.C4 
Strand 

End 3026 

Method TBLASTX : Mai ze 

End 2687 

Score 221 



1370. .1780, 1372. .1623, 1377. .1778, 1651. .1779, 2616. .2687, 
2617. .2685 



42039 
87287 
1579 

OJ000222_08.0317.C5.ol.gs 
1579 
none 



Seq. ID OJ000222_08.0317.C5 



Strand 
End 

Method 

End 

Score 



3186 
GENSCAN 
3186 
.94 



1579. .1638, 2163. .2503, 2586. .3186 



42039 Seq. ID OJ000222_08 . 0317 . C5 

87287 Strand + 

1579 End 3186 

OJ000222_08 . 0317 . C5 . ol . gp Method AAT/GAP 

2166 End 2719 

uC-osflcypl59cllbl Score 896 

2166. .2503, 2586. .2719 

•2605617/dbj 1BAA23337I 2.0e-72 (D88617) OSMYBl [Oryza sativa] ' 



42039 



Seq. ID OJ000222_08.0317.C5 



42233 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



87287 Strand + 

1579 End 3186 

OJ000222 08.0317.C5.ol.np. Method AAT/NAP 
2241 ~ End 3183 

421983 Score 795 

2241. .2503, 2586. .2832, 2881. .2959, 3018.. 3183 
DNA-binding protein myb2 - barley gi | 19055 | emb | CAA50221 | 
(X70876) MybHv5 [Hordeum vulgare] 



OJ000222_08.0317.C5 



42039 Seq. ID 

87288 Strand 

19021 End 22359 

OJ000222 08.0317.C5.o3.np Method AAT/NAP 

19021 ~ End 21488 

7267559 Score 892 
19021. .19138, 19229. .19317, 
20990.. 21488 

(AL161514) putative protein [Arabidopsis thaliana] 



19801. .20334, 20774 .. 208 98 , 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
19021. .20334, 20774 .. 20898 , 20990,-21131, 21234 21480, 
22199. .22359 



42039 
87288 
19021 

OJ000222_08 . 0317 . C5 - o4 . gs 
19021 



OJ000222_08.0317.C5 
+ 

22359 
GENSCAN 
22359 
. 96 



42039 Seq. ID 

87288 Strand 
19021 End 
OJ000222_08 . 0317 . C5 . o3 . gp Method 
21012 End 
25736_1.R1084 Score 
21012. .21131, 21234.. 21834 

M587525/gb|AAD25756.1|AC007060_14 4.0e-24 (AC007060) Contains 
thePF 00650 CRAL/TRIO phosphatidyl-inositol-transf er protein 
domain? ESTs gb_T76582, gb_N06574 and gb_Z25700 come from this 
gene. [Arabidopsis thaliana]* 



OJ000222_08.0317.C5 
+ 

22359 
AAT/GAP 
21834 
1398 



42039 
87289 
23512 

OJ000222_08.0317.C5.o5.gs 
23512 
none 



Seq. ID OJ000222_08.0317,C5 



Strand 
End 

Method 

End 

Score 



+ 

24752 
GENSCAN 
24752 
.73 



23512.. 23613, 23688 .. 23815, 24325.-244 68, 24620.. 24752 



42039 Seq. ID 

87290 Strand 

2742 End 

0 J000222_08 . 0317 . C5 . o2 . gp Method 

2742 End 

none Score 
2742. .3110 



OJ000222_08.0317.C5 

3110 
AAT/GAP 
3110 
738 



Seq. No. 



42039 



Seq. ID OJ000222_08.0317.C5 



42234 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



87291 Strand 

5597 End 

OJ000222_08 . 0317 . C5 . o2 . np Method 

5597 End 

5852093 Score 
5597.. 5700, 10294.. 10377 
{AL117264) zwhl6.1 [Oryza sativa] 



10377 
AAT/NAP 
10377 
42 



42039 
87292 
23536 

OJ000222_08 . 0317 . C5 . o4 . np 
23536 
4731571 



Seq. ID OJ000222_08.0317.C5 
Strand 

End 28862 

Method AAT/NAP 

End 28577 

Score 130 



23536. .23606, 27689 .. 27819, 27923 .. 28157 , 28273. .28577 
(AF121780) DNA polymerase I [Rhodothermus obamensis] 



42039 


Seq. ID 


OJ000222_ 


_08.0317.C5 


87292 


Strand 






23536 


End 


28862 




OJ000222 08.0317.C5.o6.gs 


Method 


GENSCAN 




24864 


End 


28862 




none 


Score 


.84 


. .27819, 


24864. .24964, 25560 .. 25744 , 


27271. .27381, 27597 


27923. .28157, 28273 .. 28404 , 


28497. .28862 




42039 


Seq. ID 


OJ000222 


_08.0317,C5 


87292 


Strand 






23536 


End 


28862 




OJ000222 08.0317.C5.o4.gp 


Method 


AAT/GAP 




26860 


End 


28063 




none 


Score 


921 


. .28063 


26860. .26903, 27271 .. 27381, 


27597. .27819, 27923 


42039 


Seq. ID 


OJ000222 


_08.0317.C5 


87293 


Strand 






29865 


End 


30098 




OJ000222 08.0317.C5.ol.tc 


Method 


TBLASTX: 


Cress 


2196 


End 


2709 




none 


Score 


480 




2196. .2504, 2240. .2377, 2441. .2506, 2583. .2690, 


2584. .2709 


42039 


Seq. ID 


OJ000222 


_08.0317.C5 


87293 


Strand 






29865 


End 


30098 




OJ000222 08.0317.C5.ol.tw 


Method 


TBLASTX: Wheat 


2222 


End 


2700 




none 


Score 


147 




2222. .2326, 2237. .2377, 2238. .2504, 2441. .2506, 


2583. .2699 


2583. .2699, 2584. .2700 








42039 


Seq. ID 


OJ000222 


_08.0317.C5 


87293 


Strand 






29865 


End 


30098 




OJ000222 08.0317.C5.o2.tm 


Method 


TBLASTX: 


Maize 


2228 


End 


2709 




none 


Score 


464 





42235 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



2228.-2374, 2229.. 2504, 2441.. 2506, 2583.. 2702, 2583.. 2705, 
2584. .2709 



42039 
87293 
29865 

OJ000222_08.0317 .C5.ol.ts 
2235 
none 

2235. .2504, 
2584. .2709 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000222_08.0317.C5 
30098 

TBLASTX : Soybean 

2709 

462 



2240. .2374, 2441. .2506, 2583. .2690, 2583. .2708, 



42039 
87293 
29865 

OJ000222_08 , 0317 . C5 . ol . tm 
19231 



Seq. ID OJ000222_08.0317.C5 
Strand - 

30098 

TBLASTX: Maize 
21451 
189 



End 

Method 
End 

none Score 
19231. .19353, 19239 .. 19352, 19830 20345, 19831 20343, 
20771. .20944, 20773 208 98 , 20984 .. 21130, 20988 .. 21131, 
21231.. 21431, 21232.. 21429, 21232 21450, 21233 .. 21451, 
21234. .21434 



beq. NO. 


fi Z U J ^ 




Gene No. 


O T O fi '3 




Start 


o n o c ■ 

29865 




Name 




OZ • t-W 


Start 






GI 


none 




Exons 


19830. .20150, 19831. 


.20151 


Seq. No. 


42039 




Gene No. 


87293 




Start 


29865 




Name 


OJ000222 08. 0317. C5 


o3. tc 


Start 


19834 




GI 


none 




Exons 


19834. .19968, 20020 


. .20118, 


Seq. No. 


42039 




Gene No. 


87293 




Start 


29865 




Name 


OJ000222 08. 0317. C5 


.o3.ts 


Start 


19834 




GI 


none 




Exons 


19834. .19863, 19861 


. .19974, 




20020. .20178, 20179 


. .20250, 


Seq. No. 


42039 - 




Gene No. 


87293 




Start 


29865 




Name 


OJ000222 08. 0317. C5 


.o2. tc 


Start 


20119 




GI 


none 




Exons 


20119. .20178, 20179 


. .20250, 




20771. .20941, 20984 


. .21028, 




21233. .21451, 21240 


. .21431, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_08.0317.C5 
30098 

TBLASTX: Wheat 

20151 

420 



OJ000222_08.0317.C5 
30098 

TBLASTX: Cress 

20118 

137 



Seq. ID OJ000222_08.0317.C5 
Strand 

End 30098 

Method TBLASTX : Soybean 

End 20250 

Score 44 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 08. 0317. C5 



30098 

TBLASTX: Cress 
21473 
61 

20269. .20343, 20770 .. 20898 , 
20988. .21032, 21039 .. 21131, 
21249. .21473 



42236 



Seq. No. 


42039 




Seq. ID 


OJ000222_08.0317 


.C5 


Gene No. 


87293 




Strand 






Start 


29865 




End 


30098 




Name 


OJ000222 08. 0317. C5. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


20256 




End 


21451 




GI 


none 




Score 


92 




Exons 


20256. .20342, 20256. 


.20345, 


20257. .20343, 20771 .. 2094 4 , 






20773. .20898, 20984. 


.21130, 


20988. .21131, 21231. .21431, 






21233. .21451, 21234 . 


.21434 








Seq. No. 


42039 




Seq. ID 


OJ000222_08.0317 


.C5 


Gene No . 


87293 . 




Strand 






Start 


29865 




End 


30098 




Naitie 


OJ000222 08. 0317. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


27312 




End 


27818 




GI 


none 




Score 


78 




Exons 


27312. .27383, 27315. 


.27410, 


27596. .27817, 27597.. 27818 




Seq. No. 


42039 




Seq. ID 


OJ000222_08.0317 


.C5 


Gene No. 


87293 




Strand 






Start 


29865 




End 


30098 




Name 


OJ000222 08. 0317. C5. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


27922 




End 


28404 




GI 


none 




Score 


226 




Exons 


27922. ^28158, 27924 . 


.28172, 


27926. .28192, 28258 .. 28299, 






28271. .28303. 28339. 


.28404 








Seq. No. 


42039 




Seq. ID 


OJ000222_08.0317 


.C5 


Gene No. 


87293 




Strand 






Start 


29865 




End . 


30098 




Name 


OJ000222 08. 0317. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


28045 




End 


28728 




GI 


none 




Score 


175 




Exons 


28045. .28158, 28045. 


.28158, 


28047. .28163, 28258 .. 28404 , 






28272. .28403, 28494 . 


.28685, 


28495.. 28728 




Seq. No. 


42039 




Seq. ID 


OJ000222_08.0317 


.C5 


Gene No . 


87293 




Strand 






Start 


29865 




End 


30098 




Name 


OJ000222 08. 0317. C5. 


o7 . gs 


Method 


GENSCAN 




Start 


29865 




End 


30098 




GI 


none 




Score 


.58 




Exons 


29865. .30098 










Seq. No. 


42040 




Seq. ID 


OJ000222_08.0317 


.C6 


Gene No. 


87294 




Strand 






Start 


1 




End 


932 




Name 


OJ000222 08. 0317. C6. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


932 




GI 


7340860 




Score 


36 




Exons 


1..21, 659. .811, 880 


, .932 









GI Descrip. (AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza ^sativa] 

Seq. No. 42040 Seq. ID OJ000222_08 . 0317 . C6 

Gene No. 87294 Strand 



42237 





]_ 




End ' 


932 






ol . gs 


Mpt hnd 


GENSCAN 




£.y J. 




End 


322 




Ti o n o 




Score 


. 42 


Exons 










O c • IN U • 


*l ^ y •* X 




Seq. ID 


OJ000222 08 0317 C7 


Gene No. 


87295 




Strand 


+ ~ 


Start 


1 




End 


3662 


Name 


OJ000222 08. 0317. C7, 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


3396 


GI 


6978903 




Score 


1775 


Exons 


1..803, 2159. .2561, 


2969. . 


3069, 3167.. 


3396 


GI Descrip. 


(AC021199) putative 


hydroxymethyltransf erase [Arabidopsis 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42041 
87295 
1 

OJ000222_08 . 0317 . C7 . ol . gp 
21 

LIB3431-058-P1-K1-A10 
21. .472 

'2244749/emb|CAB10172.1| 7. 
hydroxymethyltransferase [Arabidopsis thaliana] ' 



Seq. ID OJ000222_08.0317.C7 

Strand + 

End 3662 

Method AAT/GAP 

End 472 

Score 847 

Oe-37 (Z97335) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42041 Seq. ID 

87295 Strand 
1 End 
OJ000222_08 . 0317 . C7 . o2 . gp Method 
2336 End 
4421_1.R1084 Score 
2336.. 2561, 2969.. 3069, 3167.. 3662 

'4455318/emb|CAB36853.1| 4.0e-47 (AL035528) glycine 
hydroxymethyltransferase-like protein [Arabidopsis thaliana] ' 



OJ000222_08.0317.C7 
+ 

3662 
AAT/GAP 
3662 
1487 



42041 
87296 
6029 

OJ000222_08 . 0317 . C7 . ol . tm 

135 

none 



Seq. ID OJ000222_08.0317.C7 
Strand 

End 13339 

Method TBLASTX : Mai ze 

End 3401 

Score 823 



135. .803, 236. .799, 2104. .2256, 2156. .2218, 2309. .2563, 
2323.-2568, 3002.. 3070, 3003.. 3071, .3162.. 3401, 3166.. 3381 



Seq. No. 42041 

Gene No. 87296 

Start 6029 

Name OJ000222_08 . 0317 . C7 . ol . ts 

Start 135 

GI none 
Exons 



Seq. ID OJ000222_08.0317.C7 
Strand 

End 13339 

Method TBLASTX: Soybean 

End 3401 

Score 828 



135. .812, 236. .799, 689. .838, 2104. .2256, 2156. .2218, 
2291.. 2563, 2323.. 2568, 3002.. 3070, 3003 .. 3071, 3162 .. 3230, 
3166.. 3381, 3264.. 3401 



Seq. No, 
Gene No. 



42041 
87296 



Seq. ID 
Strand 



OJ000222 08. 0317. C7 



42238 



m 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6029 

OJ000222_08.0317.C7,ol.tw 

216 

none 

216. .659, 236. .661, 416, .661 



End 

Method 

End 

Score 



13339 

TBLASTX: Wheat 

661 

768 



42041 
87296 
6029 

OJ000222_08.0317.C7.ol.tc 
281 
none 



Seq. ID OJ000222_08.0317.C7 
Strand 

13339 

TBLASTX: Cress 
2407 
681 



End 

Method 
End 
Score 

281. .799, 282. .803, 285. .815, 461. .817, 2156. .2218, 2158. .2262, 
2309. .2407, 2323.. 2406 





O C • LN u • 


42041 




bene wo . 


070QC 




Start 


6029 




Name 


OJ000222 08. 




o uar u 


2261 






none 




Exons 












beq. NO. 


4 9(14 1 

4 Z U *» J. 


=1 


Gene No. 


87296 




Start 


6029 


y 


Name 


OJ000222 08 




ouart 


9407 ~ 

^ *i U / 






none 




Exons 


9dm 9SfiQ 


Ti 


oeq « iNo • 


'i ^ \J *3 X 






87296 




Start 


6029 




Name 


OJ000222 08 




Start 


3002 




GI 


none 


Si 


Exons 


3002. .3070, 




Seq. No. 


42041 


~5 


Gene No. 


87296 




Start 


6029 




Name 


OJ000222 08 




Start 


6025 




GI 


none 




Exons 


6025. .6072, 




Seq. No. 


42041 




Gene No. 


87296 




Start 


6029 




Name 


OJ000222 08 




Start 


6029 




GI 


6573780 




Exons 


6029. .6381, 




GI Descrip. 


(AC009243) 



Seq. ID OJ000222_08.0317.C7 
Strand 

End 13339 

Method TBLASTX : Wheat 

End 3052 

Score 453 



Seq. ID OJ000222_08.0317.C7 
Strand 

End 13339 

Method TBLASTX: Cress 

End 2589 

Score- 235 



Seq. ID OJ000222_08.0317.C7 
Strand 

End 13339 

17.C7.o3.tc Method TBLASTX : Cress 

End 3401 

Score 76 

3002.. 3070, 3003.. 3071, 3162.. 3401, 3166.. 3381 

Seq, ID OJ000222_08.0317.C7 
Strand 

End 13339 

17.C7.o3.tw Method TBLASTX: Wheat 

End 6151 

Score 58 

60'25..6072, 6029.. 6151, 6030.. 6125, 6125,. 6148 

Seq. ID OJ000222_08,0317.C7 
Strand 

End 13339 

17.C7.o2.np Method AAT/NAP 

End 9502 

Score 395 



42239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

3 Exons 

2 GI Descrip. 

:l Seq. No. 

y Gene No. 

3 Start 
J Name 
i Start 

Si 

Exons 

3 Seq. No. 

J Gene No. 

I Start 

Name 

i start 

3 GI 

3 Exons 

Seq. No, - 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1» 



42041 
87296 
6029 

OJ000222__08.0317.C7.o3.gs 
6029 
none 

6029. .6658, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_08.0317.C7 

13339 
GENSCAN 
13339 
.44 



6814. .7212, 8228.-8276, 8305. .8403, 
12245. .12342, 12491 .. 12658 , 12783 12902 , 13144 



10938. .11074, 
.13339 



42042 
87297 
108 

OJ000222_08.0317.C8.ol.gs 

108 

none 

108. .233, 568. .702, 782. .889, 



42042 
87298 
1652 

OJ000222_08. 
1652 
5852093 
1652. .1735, 



0317.C8.ol.np 



3028.. 3157, 4800. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
922. .999, 

Seq. ID 
Strand 
End 

Method 
End 
Score 
.4878 



OJ000222_08.0317.C8 
+ 

1717 
GENSCAN 
1717 
.58 
1214. .1717 



OJ000222 
+ 

4878 
AAT/NAP 
4878 
96 



08. 0317. C8 



{AL117264) zwhl6.1 [Oryza sativa] 



42042 
87299 
6380 

OJ000222_08 . 0317 . C8 . o3 . gs 

6380 

none 

6380.. 6829, 8005. .8079 

42042 
87300 
2821 

OJ000222_08 . 0317 . C8 . o2 . gs 

2821 

none 

2821. .2927, 4180. .4204 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222_08.0317.C8 
+ 

8079 
GENSCAN 
8079 
.71 



OJ000222_08.0317.C8 

4204 
GENSCAN 
4204 
.88 



OJ000222_08.0317.C8 



6805 
AAT/NAP 
6805 
31 



42042 
87301 
6488 

OJ000222__08.0317.C8.o2.np 
6488 
6323756 

myosin^i?W5p gi | 2498024 | sp | Q04439 I YMZ9_YEAST HYPOTHETICAL 
MYOSIN-LIKE PROTEIN IN ILV2-ADE17 INTERGENIC REGION 
aill084931jpir| IS54570 probable membrane protein YMRl09w - yeast 

unknown [Saccharomyces cerevisiae] gi 1 1699241 1 gb I AAB37419 . 1 1 
Myo5p=actin patch localized myosin I variant/MY05 product 
[Saccha 



42240 



Seq. No. 

Gene No. ~ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ000222_08.0317.C9 

Strand + 

End 631 

Method AAT/GAP 

End 631 

Score 844 



42043 
87302 
194 

OJ000222_08 . 0317 . C9 . ol . gp 
194 

uC-osroM202028g02al 

194. .631 ^ . X. . 1 , 

'1931643 6.0e-10 (U95973) DnaJ isolog [Arabidopsis thalxana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



42043 
87303 
440 

OJ060222_08.0317 .C9.o6.tm 
392 
none 

392. .421, 455. .601, 456. .602 

42043 
87303 
440 

OJ000222_08.0317 .C9.ol.gs 
440 
none 

440.. 938, 1737.. 2089, 2180.. 2356 

42043 Seq. ID 

87303 Strand 

440 End 

OJ000222_08 . 0317 .C9. ol .np Method 

443 End 

1931643 Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_08 ,0317.09 
4772 

TBLASTX: Maize 

602 

151 



OJ00Q222_08 . 0317 . C9 

4772 
GENSCAN 
2356 
.77 



OJ000222_08.0317.C9 

4772 
AAT/NAP 
4772 
469 



443. .893, 1737. .1839, 4657. .4772 
(U95973) DnaJ isolog [Arabidopsis thaliana] 



42043 
87303 
440 

OJ000222_08.0317 .C9.ol.tc 
461 
none 



Seq. ID OJ000222_08.0317.C9 
Strand 

End ' 4772 

Method TBLASTX : Cress 

End 2335 

Score 71 



461. .616, 665. .889, 717. .827, 2177. .2209, 2243.-2335 



42043 
87303 
440 

OJ000222_08.0317 .C9.ol.ts 
461 
none 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 4772 

Method TBLASTX : Soybean 

End 2335 

Score 80 



461. .610, 477. .614, 668. .856, 675. .878, 1736, .1879, 2177. .2236, 
2225. .2335 



42043 
87303 
440 

OJ000222_08.0317 ,C9,ol.tw 

461 

none 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 4772 

Method TBLASTX : Wheat 

End 878 

Score 43 



42241 



Exons 



461. .613, 567. .605, 632. .856, 672. .878, 675. .878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42043 
87303 
440 

OJ000222_08.0317.C9.o2.tm 

604 - 

none 

604. .747, 606. ,878, 608. .877 



Seq. ID OJ000222_08. 0.317. C9 
Strand 

End 4772 

Method TBLASTX: Maize 

End 878 

Score 294 



Seq. ID OJ000222_08.0317.C9 
Strand 

4772 
AAT/GAP 
2353 
806 



End 

Method 

End 

Score 



42043 
87303 
440 

OJ000222_08.0317.C9.o2.gp 
1843 

uC-osroM202028g02bl 
1843.. 2089, 2180. .2353 

M981382/gb|AAD35931.1|AE001751_ll 7.0e-13 (AE001751) dnaJ 
protein [Thermotoga maritima] ' 

Seq. ID OJ000222_08.0317.C9 
Strand 

End 4772 
Method TBLASTX : Mai ze 
End 2374 
Score 170 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 5823 

Method TBLASTX : Mai ze 

End 5823 

Score 75 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6461 

Method TBLASTX : Wheat 

End 6262 

Score 84 



beq. NO. 


ft ^Ufi J 








Gene No . 


O / JU-5 








start 










Name 




0317 . 


C9. ol . 


tm 


Start 


lo44 








GI 


none 








Exons 


1844. .1987, 


1844 . 


.1984, 


2018. 






2047 . 


-2103, 


2180. 


Seq. No. 


4 ZUftO 








Gene No . 


O / JUfi 








Start 


5554 








Name 


OJ000222 08 


.0317. 


C9.o5. 


tm 


Start 


5554. 








GI 


none 








Exons 


5554.-5823, 


5675. 


,5821 




Seq. No. 


42043 








Gene No. 


87305 








Start 


5901 








Name 


OJ000222 08 


.0317. 


C9.02. 


tw 


Start 


5901 








GI . 


none 








Exons 


5901. .5960, 


5962. 


.6168, 


5963. 


Seq. No. 


42043 








Gene No. 


87305 








Start 


5901 








Name 


OJ000222 08 


.0317. 


C9.o3. 


tm 


Start 


5993 








GI 


none 








Exons 


5993. .6061, 


6018. 


.6074, 


6092. 


Seq. No. 


42043 








Gene No. 


87306 








Start 


6494 








Name 


OJ000222 08 


.0317. 


C9.07. 


tm 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6461 

Method TBLASTX: Maize 

End 64 61 

Score 52 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6991 

Method TBLASTX : Mai ze 



42242 



Start 








Gl 


none 






TT von Q 


6494 6691, 


6495. 


.6671 


Seq. No. 


42043 






Gene No. 


87306 














Name 


ninr\C)779 oft 


0317 . 


C9 . o3 . tw 


Start 


DOU D 






Gl 


none 






TT V Y*i o 


6S06 6538. 


6539. 


.6697, 6540 


Seq. No. 


42043 






Gene No. 


87306 








6494 






Name 




0317 . 


C9 . o2 . ts 


otar L 








Gi 


none 








6536 6697, 


6549. 


.6683, 6749 


Seq. No. . 


42043 






Gene No. 


87306 






C+- a r-'f- 

o uar I- 


6494 






Name 




0317 . 


C 9 . o 4 . tm 


Start 








Gl 


none 






Exons 


fifiQ*^ 6776. 


674 6 


.6856, 6760 


Seq. No. 


42044 






Gene No. 


87307 






b tart 








Name 


nTnnn999 Oft 


. 0317 


CIO ol.as 


Start 


1 ^9ft ~ 






Gl 


none 






EjXons 


1328 1367 






Seq. No. 


42045 






Gene No. 


87308 






C-H a T-f- 

o uar u 


11199 






Name 


OJ000222 08 


.0317 


.Cll.o3.gs 


Start 


11199 






Gl 


none 






Exons 


11199. .11306, 11583. .11625, 


Seq. No. 


42045 






Gene No. 


87308 






Start 


11199 






Name 


OJ000222 08 


.0317 


.Cll.o2.np 


Start 


11793 






Gl 


4972728 







End 
Score 



6691 
110 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6991 

Method TBLASTX : Wheat 

End 6915 

Score 82 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6991 

Method TBLASTX : Soybean 

End 6949 

Score 53 



Seq. ID OJ000222_08.0317.C9 
Strand 

End 6991 

Method TBLASTX: Maize 

End 6991 

Score 64 



Seq. ID OJ000222_08. 0317. CIO 
Strand 

End 1367 

Method GENSCAN 

End 1367 

Score .49 



Seq. ID OJ000222_08.0317.C11 

Strand + 

End 14434 

Method GENSCAN 

End 14434 

Score .74 



Seq. ID OJ000222_08.0317.C11 

Strand + 

End 14434 

Method AAT/NAP 

End 12025 

Score 105 



Exons 

Gl Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



11793. .12025 
(AF132171) unknown [Drosophila melanogaster] 



42045 
87309 
646 

OJ000222_08,0317.Cll.ol.gs 



Seq. ID OJ000222_08.0317.C11 
Strand 

End 822 

Method GENSCAN 



42243 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



646 
none 
646. .822 

42045 



End 
Score 



822 
.86 



Seq. ID OJ000222_08.0317.C11 
Strand 

End 9418 
Method GENSCAN 
End 9418 
Score ,84 

2684, ,2890, 3274, .3442, 3808. .3905, 4302. .4409, 4627. .4736, 
5028. .5128, 5290. .5474, 5794. ,5910, 6679. .6784, 6927. .7015, 
7458, .7601, 7713. .7805, 8076. .8188, 8286, .8468, 8600, .9255, 
9369. .9418 



87310 
2684 

OJ000222_08.0317.Cll,o2.gs 
2684 
none 



42045 
87310 
2684 

OJ000222_08. 

2726 

none 

2726. .2773, 
3274. ,3609, 
3690. .3917, 
4299. .4421, 
4609. .4740, 
5030. .5089, 
5292. .5474, 



0317,Cll.ol.tm 



2820.. 2933, 2821, 

3275. .3610, 3440. 

3692.. 3949, 3987. 

4302. .4412, 4303. 

4626. .4742, 4628, 

5083.. 5130, 5090, 

5743. ,5913, 5744, 



42045 
87310 
2684 

OJ000222_08.0317.Cll.o2.tc 

2823 

none 

2823. .2927, 3274. .3411, 3314. 
3691.. 3762, 3801.. 3896, 3802. 

42045 
87310 
2684 

OJ000222_08.0317.Cll.o2.ts 

3226 

hone 

3226.. 3378, 3469.. 3609, 3470. 
3975. .4013, 3981. .4055, 4627, 
5280.. 5393 



Seq. ID OJ000222_08.0317.C11 
Strand 

End 9418 

Method TBLASTX : Mai ze 

End 5913 

Score 37 

.2931, 2822. ,2938, 3272. .3415, 
.3610, 3685.. 3906, 3690.. 3917, 
.4103, 3987. .4100, 3988. .4101, 
.4431, 4303. .4422, 4304.. 4435, 
.4735, 4633. .4743, 5029, ,5100, 
.5146, 5290. .5475, 5292. .5477, 
.5911, 5745.. 5912 

Seq. ID OJ000222_08,0317.C11 
Strand 

End 9418 
Method TBLASTX : Cress 
End 4100 
Score 67 

.3388, 3463. .3609, 3690. .3767, 
.3897, 3981. .4016, 4026. .4100 

Seq. ID OJ000222_08.0317.C11 
Strand 

End 9418 

Method TBLASTX : Soybean 

End 5393 

Score 130 

.3610, 3690.. 3890, 3706.. 3897, 
,4737, 4634. .4738, 5026. .5103, 



Seq. ID OJ000222_08.0317.C11 
Strand 

End 9418 

Method TBLASTX : Wheat 

End 3884 

none Score 93 

3292.. 3402, 3466.. 3609, 3801.. 3884 



42045 
87310 
2684 

OJ000222_08.0317.Cll.o2.tw 
3292 



Seq. No. 



42045 



Seq. ID OJ000222_08.0317.C11 



42244 



Gene No. 
Start" 
Name 
Start 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 
3 Start 
i Name 
f Start 

\l GI 
y Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Strand 

End 9418 
Method AAT/NAP 
End 8633 
Score 1978 

3496"3610, 3694.. 3905, 3990.. 4100, 4302.. 4409, 4627. .4736, 
5028. .5128, 5281. .5474, 5746. .5910, 6183. .6301, 6385.-6472, 
6679. .6784, 6927. .7015, 7458. .7601, 7713. .7805, 7891. .7957, 
8076. .8188, 8286. .8381, 8459. .8633 

{AJ270306) putative beta-galactosidase [Arabidopsis thaliana] 



87310 
2684 

OJ000222_08 . 0317 . Cll . ol . np 
3496 
6686892 



42045 
87310 
2684 

OJ000222__08 . 0317 . Cll . ol . gp 
4281 

LIB3475-004-P1-K2-A4 



Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 9418 

Method AAT/GAP 

End 5368 

Score 692 



4281. .4409, 4627. .4736, 5028. .5128, 5290. .5368 
M138137/emb|CAA10173| l.Oe-25 (AJ012796) ss-galactosidase 
[Lycopersicon esculentum] ' 



42045 
87310 
2684 

OJ000222_08.0317.Cll.ol.tc 

5292 

none 

5292.. 5408, 5743.. 5913, 5744 
6378.. 6473, 6383.. 6472, 6384 
7452. .7601, 7453.-7599, 7472 
7737. .7814, 7891-.7968, 7892 
8286.-8393, 8287.. 8382, 8456 



42045 
87310 
2684 

OJ000222_08. 0317. Cll. ol.tw 
5743 
none 

5743. .5883, 
6383. .6472, 



Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 9418 

Metriod TBLASTX : Cress 

End 8557 

Score 67 

.5809, 5767.. 5913, 6183.. 6302, 
.6473, • 6679. .6774, 6926. .7015, 
.7603, 7473. .7607, 7710. .7808, 
.7972, 8075. .8191, 8076. .8189, 
.8557 



OJ000222 08. 0317. Cll 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5744, .5884, 6183. .6302, 6184. .6303, 6378. .6473, 
6384. .6491 



9418 

TBLASTX: Wheat 

6491 

69 



Seq. No. 
Gene No. 
Start 



42045 
87310 
2684 

OJ000222_08 . 0317 . Cll . o2 . tm 

6195 

none 

6195.. 6302, 6196.. 6303, 6235. 
6393.. 6473, 6679.. 6774, 6926. 
7453.. 7602, 7455.. 7607, 7710. 
7892. .7972, 8075. .8191, 8076. 
8286.. 8393, 8290.. 8382, 8300. 

42045 
87310 
2684 



Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 9418 

Method TBLASTX : Mai ze 

End 8557 

Score 52 

-6315, 6378-. 6473, 6383.. 6472, 
.7015, 6930.. 7025, 7452.. 7601, 
.7799, 7711. .7791, 7891. .7968, 
.8192, 8076.. 8192, 8273.. 8311, 
.8395, 8318. .8452, 8456. .8557 

Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 9418 



42245 



Name 

Start 

GI 

Exons 



OJ000222_08 . 0317 . Cll . ol . ts 

6225 

none 

6225.. 6302, 6238.. 6303, 6383. 

6926. .7015, 7455. .7601, 7462. 

7891. .7968, 7892. .7972, 8075. 

8290. .8382, 8456. .8554 





Seq. No. 


42045 




Gene No. 


87311 




otar u 


1 1 fins 




Naine 


nif\nc)'>97 nfi 0317 Cll.o3.tc 




Start 






GI 


none 




Cxons 


nftOS 12026, 14291. .14446 




Seq. No. 


4zU4 0 






R731 1 




Start 


11808 




Name 


OJ000222 08.0317.Cll.o3.ts 




Start 


11808 




GI 


none 




Exons 


11808. .12026, 11891.. 12025 




Seq. No. 


42046 




Gene No. 


87312 




Start 


307 




Name 


OJ000222 09.0330.C2.ol.gs 




Start 


307 




GI 


none 




Exons 


307. .366, 663. .713, 1601.. 






2375.. 2528, 4783.. 4793 



Method TBLASTX: Soybean" 
End 8554 
Score 4 3 

.6472, 6384.. 6473, 6679.. 6774, 
.7599, 7472.. 7603, 7710.. 7799, 
.8191, 8076.. 8192, 8286.. 8393, 



Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 14 4 46 

Method TBLASTX : Cress 

End 14446 

Score 227 



Seq. ID OJ000222_08. 0317. Cll 
Strand 

End 144 46 

Method TBLASTX : Soybean 

End 12026 

Score 223 



Seq. ID OJ000222_09.0330.C2^ 

Strand + 

End 47 93 

Method GENSCAN 

End 4793 

Score . 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



42046 Seq. ID 

87312 Strand 
307 End 
OJ000222_09 . 0330 . C2 . ol . gp Method 
1577 End 
286806 Score 
1577.. 1729 

5441872/dbj lAP000366.il AP000366 2.0e-21 Oryza sativa genomic 
DNA, chromosome 2, clone :P0437H03 (contig a) 



OJ000222_09.0330.C2 
+ 

4793 
AAT/GAP 
1729 
255 



42046 
87312 
307 

OJ000222_09.0330.C2.o2.gp 
2075 

44036_1.R1084 
2075.. 2374, 2461.. 2931 
'5852182/emb I CAB55420.il 
sativa] * 

42046 
87313 
5923 

OJ000222 09.0330.C2.ol.np 



Seq. ID OJ000222_09.0330.C2 

Strand + 

End 47 93 

Method AAT/GAP 

End 2931 

Score 1481 

9.0e-13 (AL117265) zhb0012.1 [Oryza 



Seq. ID OJ000222_09.0330.C2 

Strand + 

End 8074 

Method AAT/NAP 



42246 



start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5802 End 8074 

7228448 Score 124 

5802.. 5996, 6348.. 6589, 8000.. 8074 

(AP001366) ESTs AU068685 (C30691) , AU068684 (C30691) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAG F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



42046 
87313 
5923 

OJ000222_09 . 0330 . C2 . o2 . gs 

5923 

none 

5923. .7176 

42046 
87313 
5923 

OJ000222_09.0330.C2.o3.gs 

7846 

none 

7846. .8042 



Seq. ID OJ000222_09.0330.C2 

Strand + 

End 8074 

Method GENSCAN 

End 7176 

Score .74 



Seq. ID OJ000222_09.0330.C2 

Strand + 

End 8074 

Method GENSCAN 

End 8042 

Score . 98 



42047 Seq. ID OJ000222_09 . 0330 . C3 

87314 Strand + 

1 End 557 

OJ000222 09.0330.C3.ol.np Method AAT/NAP 

1 End 506 

7228448 Score 387 

1. .506 

(AP001366) ESTs AU068685 (C30691) , AU068684 (C30691 ) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 
Arabidopsis thaliana BAG F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 


42047 




Seq. ID 


OJ000222_09.0330 


Gene No. 


87314 




Strand 


+ 


Start 


1 




End 


557 ' 


Name 


OJ000222 09. 0330. C3. 


ol.tm 


Method 


TBLASTX: Maize 


Start 


2 




End 


338 


GI 


none 




Score 


229 


Exons 


2. .232, 3. .233, 273. 


.338 






Seq. No. 


42047 




Seq. ID 


OJ000222_09.0330 


Gene No. 


87314 




Strand 


+ 


Start 


1 




End 


557 


Name 


OJ000222 09. 0330. 03. 


ol . gs 


Method 


GENSCAN 


Start 


36 




End 


557 


GI 


none 




Score 


.65 


Exons 


36.. 557 








Seq. No. 


42047 




Seq. ID 


OJ000222_09.0330 


Gene No. 


87314 




Strand 


+ 


Start 


1 




End 


557 


Name 


OJ000222 09. 0330. 03. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


48 




End 


353 



42247 





none 




Exons 




^4Q 120 353 


Seq. No. 


4^U4o 




Gene No. 


87315 




Start 


1 




Name 


OJ000222 09. 


0330.C4.ol.np 


ouart 


1 




GI 


5725434 




Exons 


1..29, 1829. 


.2118, 2386.. 2540, 




{AL109787) putative protein [A 


Seq. No. 


42048 




Gene No. 


87315 






1 




Name 


OJ000222 09. 


0330.C4.ol.gs 


start 


1802 




C T 


none 




Exons 


1802. .2493, 


2525. .2682 


Seq. No. 


42048 




Gene No. 


87316 






3721 




Name 


OJ000222 09. 


0330.C4^.ol.tm 


Start 


2089 




GI 


none 




Exons 


2089. .2247, 


2365.-2538, 2966.. 


Seq. No. 


42048 




Gene No. 


87316 




0 uari- 


3721 




Name 


OJ000222 09. 


0330.C4.ol.tc 


Start 


2098 




GI 






tiXons 


2098. .2271, 


2978.. 3085, 3088. 


Seq. No. 


42048 




Gene No. 


87316 




0 Ucir L 


3721 




Name 


OJ000222 09 


.0330.C4.ol.ts 


Start 


3118 




GI 


none 




Exons 


3118. .3546 




Seq. No. 


42048 




Gene No. 


87316 






3721 




Name 


OJ000222 09 


.0330.C4 .o2.gs 


Start 


3721 




GI 


none 




Exons 


3721. .3873 




Seq. No- 


42049 




Gene No. 


87317 




Start 


1336 




Name 


OJ000222 09 


.0330.C5.ol.gs 


Start 


1336 





Score 



308 



Seq. ID OJ000222_09.0330.C4 

Strand + 

End 3585 

Method AAT/NAP 

End 3585 

Score 480 



Seq. ID OJ000222_09.0330.C4 

Strand + 

End 3585 

Method GENSCAN 

End 2682 

Score . 6 



Seq. ID OJ000222_09.0330.C4 
Strand 

End 3873 

Method TBLASTX : Mai ze 

End 3546 

Score 98 



Seq. ID OJ000222_09.0330.C4 
Strand 

End 3873 

Method TBLASTX : Cress 

End 3384 

Score 93 



Seq. ID OJ000222_09.0330.C4 
Strand 

End 3873 

Method TBLASTX : Soybean 

End 354 6 

Score 268 



Seq. ID OJ000222_09.0330.C4 
Strand 

End 3873 

Method GENSCAN 

End 3873 

Score .79 



Seq. ID OJ000222_09.0330.C5 

Strand + 

End 8312 

Method GENSCAN 

End 4134 



42248 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
1336. .4134 

42049 Seq. ID 

87317 Strand 

1336 End 

OJ000222_09.0330.C5.ol.np Method 

1342 End 

4519936 Score 
1342. .4079 

(AB019186) RPRl [Oryza sativa] 



,99 



OJOO0222 
+ 

8312 
AAT/NAP 
4079 
1098 



09. 0330. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1954. .2070, 2173. .2223, 2260. .2391, 2434. .2514, 2629. .2745, 
3121. ,3255 



42049 
87317 
1336 

OJ000222_09 . 0330 . C5 . ol . tc 
1954 
none 



OJ000222_09.0330.C5 
+ 

8312 

TBLASTX: Cress 
3255 
42 



Seq. No. 


42049 








Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 








Strand 


+ 


Start 


1336 








End 


8312 


Name 


OJ000222 09 


.0330. 


.C5.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


2260 








End 


3483 


GI 


none 








Score 


55 


Exons 


2260. .2352, 


2335. 


. .2748, 


2367. 


.2531, '2734. .2874, 3160. .3309, 




3358. .3483 












Seq. No. 


42049 








Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 








Strand 


+ 


Start 


1336 








End 


8312 


Name 


OJ000222 09 


.0330 


. C5.o3. 


np 


Method 


AAT/NAP 


Start 


2355 








End 


8312 


GI 


5306245 








Score 


112 


Exons 


2355. .2376, 


6859 


. .6997, 


7172. 


.7406, 7577. .8146, 8270. .8312 


GI Descrip. 


(AC006438) 1 


unknown protein [Arabidopsis thalianaj 


Seq. No. 


42049 








Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 








Strand 


+ 


Start 


1336 








End 


8312 


Name 


OJ000222 09 


.0330 


.C5.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2413 








End 


2715 


GI 


none 








Score 


256 


Exons 


2413. .2715 












Seq. No. 


42049 








Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 








Strand 


+ 


Start 


1336 








End 


8312 


Name 


OJ000222 09 


.0330 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2649 








End 


2904 


GI 


none 








Score 


222 


Exons 


2649. .2732, 


2650 


. .2904, 


2787. 


.2903 




Seq. No. 


42049 








Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 








Strand 


+ 



42249 




start 


1336 


End 


8312 


Nsitie 


OJ000222 09 0330 C5 o2 tw 


Method 


TBLASTX: Wheat 


Start 


2923 ~~ 


End 


3330 


ox 




Score 


205 




2923 3330, 3189 3329 






Seq. No. 


42049 


Seq. ID 


OJ000222_09.0330.C5 


Gene No. 


87317 


Strand 


+ 


Start 


1336 


End 


8312 


Name 


OJ000222 09 0330 C5 ol tm 


Method 


TBLASTX: Maize 


Start 


3121 ~~ 


End 


3675 


GI 


none 


Score 


67 


F.xon 


3121 3240, 3130 3675. 3189 


. .3440 




Seq. No. 


42050 


Seq. ID 


OJ000222 09. 0330. C6 


Gene No. 


87318 


Strand 


+ 


Start 


267 


End 


769 


Name 


OJ000222 09. 0330 .C6.ol .as 


Method 


GENSCAN 


Start 


267 ~ 


End 


769 


GI 


none 


Score 


. 92 




267 456. 507. .635, 654. .769 






Qprr Nn 


42051 


Seq. ID 


OJ000222 09. 0330. C7 


Gene No. 


87319 


Strand 


+ ~ 


Start 


635 


End 


2791 


Name 


OJ000222 09 0330 C7 ol tm 


Method 


TBLASTX: Maize 




\j -J ^ 


End 


1464 








72 




632 718 1073 1117 1139 


1321 1151 


1435, 1154 1354. 




1411 . . 1464 






Sea. No. 


42051 


Seq. ID 


OJ000222 09. 0330. C7 


Gene No. 


87319 


Strand 


+ 


Start 


635 


End 


2791 


Name 


OJ000222 09.0330.C7.ol.np 


Method 


AAT/NAP 


Start 


635 


End 


2791 




7485614 


Score 


375 


Exons 


635.. 1700, 2672.. 2791 







GI Descrip. hypothetical protein F17I5.180 - Arabidopsis thaliana 



gi I 3297823 lemb I CAA19881.il {AL031032) putative protein 
[Arabidopsis thaliana] gi | 7270348 | emb | CAB80116 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


42051 






Seq. ID 


OJ000222_09.0330 


.C7 


Gene No. 


87319 






Strand 


+ 




Start 


635 






End 


2791 




Name 


OJ000222 


09. 0330. C7. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


827 






End 


1479 




GI 


none 






Score 


62 




Exons 


827. .946, 


980. .1126, 


1163. 


.1420, 1186. 


.1398, 1417. .1479 




Seq. No. 


42051 






Seq. ID 


OJ000222_09.0330 


.C7 


Gene No. 


87319 






Strand 


+ 




Start 


635 






End 


2791 




Name 


OJ000222 


09. 0330. C7. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


1229 






End 


1479 




GI 


none 






Score 


172 





42250 





1229 1408 1229 1399 


1417 . 


. 1479 






Sea No 


42052 




Seq. ID 


OJ000222 09. 0330 


-C9 


Gene No . 


87320 




' Strand 


+ ~ 




Start 


454 




End 


2304 




Name 


OJ000222 09.0330.C9.o2. 


gp 


Method 


AAT/GAP 




Start 


454 




End 


1602 




GI 


342 1 R1084 




Score 


1766 






454~ 1602 










vJ -L 1— ' C O i_ • 


' 4 574 406/ab 1 AAD24 042 11 


O.Oe+00 (AF121139) RIM2 protein 






o a. X V Cl J 










Sea No 


42052 




Seq. ID 


OJ000222_09.0330 


.C9 


Gene No. 


87320 




nH 


-1- 




Start 


454 




oilkX 






Name 


OJ000222 09.0330.C9.ol. 


np 




AAT /NAP 




Start 


457 






^ J *i 




GI 


4680203 




Q r^o r*o 


1^10 

X >J X w 






457.. 1604, 2268.. 2304 










GI DescriD. 

^ J—' ^ ^ ^ ■ 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


42052 




Seq, ID 


OJ000222_09,0330 


.C9 


Gene No. 


87320 




Strand 


+ 




Start 


454 




End 


2304 






OJ000222 09.0330.C9.ol. 


gs 


Method 


GENS CAN 




O L.C11. U 


683 




End 


1258 




ox 


none 




Score 


,53 




IT von Q 


683. .905, 1086. ,1258 










Seq. No. 


42052 




Seq. ID 


OJ000222_09,0330 


.C9 


Gene No. 


87320 




Strand 


+ 




Start 


454 




End 


2304 




Name 


OJ000222 09.0330.C9.o2. 


tw 


Method 


TBLASTX: Wheat 




O L.CI.L L. 


797 




■ End 


1148 




GI 


none 




Score 


93 






797. .904, 887. .1138, 895. .1137, 897. .1148 




Seq. No. 


42052 




Seq. ID 


OJ000222_09.0330 


.C9 


Gene No. 


87320 




Strand 


+ 




Start 


454 




End 


2304 . 






OJ000222 09.0330.C9.ol. 


ts 


Method 


TBLASTX : Soybean 






1069 




End 


1498 






none 




Score 


102 




TT von <5 


1069.. 1152, 1070.. 1144, 


1145. 


,1207, 1202. .1498, 1256, .1480 


Seq. No. 


42052 




Seq, ID 


OJ000222_09.0330 


,C9 


Gene No. 


87320 




Strand 


+ 




Start 


454 




End 


2304 






OJ000222 09.0330.C9.ol. 


tc 


Method 


TBLASTX: Cress 




o L. ax L. 


1231 




End 


1579 




ox 


none 




Score 


296 




Exons 


1231.. 1383, 1238,. 1579, 


1423. 


.1560 






Seq. No. 


42052 




Seq. ID 


OJ000222_09.0330 


.C9 


Gene No. 


87320 




Strand 


+ 




Start 


454 




End 


2304 




Name 


OJ000222 09.0330.C9.ol. 


tm 


Method 


TBLASTX: Maize 





42251 



OL.Cti.l- 


1 


End 


1606 1 ' 






none 


Score 


59 






IP'^ft ^'^91 l'?43 1606 1366 


.1605 






Seq. No. 


42052 


Seq. ID 


OJ000222_09.0330 


.C9 


Gene No. 


87320 


Strand 


+ 




O U Cli- u 


1 J Tt 


End 


2304 




LN dlLlC 


o.Tnnn?^? dq (T^^d oi tw 


Method 


TBLASTX: Wheat 




04- a yf 
0 Ucii. U 


1 '^fifi 

J. J V)D 


End 


1608 ' 








Score 


329 




C von Q 


1 '^fifi I'^QQ l'?67 1603 1367 


.1603, 1369.. 1608 




0 0 ^ • • 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87321 * 


Strand 


+ 




Start 


280 


End 


9219 




N3nie 


OJ000222 09.0330.C10.o4.np 


Method 


AAT/NAP 




0 LCL J. L. 


280 


End 


4241 






6742729 


Score 


1721 




TT von Q 


280-.328, 890,. 974, 1602.. 2785, 4187.. 


4241 






{AF121139) RIM2 protein [Oryza sativa] 








42053 


Seq. ID 


OJ000222_09.0330 


.CIO 




87321 


Strand 


+ 




Start 


280 


End 


9219 




Name 


OJ000222 09.0330.C10..ol.gs 


Method 


GENSCAN 






634 


End 


9219 






none 


Score 


.8 




Exons 


634. .698, 738. .870, 1624. .1849, 1912.. 


2757, 2902.. 3009, 






3186.. 3280, 3282.. 3967, 4079. 


.4252, 4349.-4459, 4547. .4619, 




4722.. 4820, 8980.. 9219 








ta/ ^ \^ ■ L> . 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87321 


Strand 


+ 




Start 


280 


End 


9219_ 




Name 


OJ000222 09.0330.C10.o2.np 


Method 


AAT/NAP 




Start 


766 


End 


2828 




GI 


6721561 


Score 


82 




Exons 


766. .875, 2802. .2828 









GI Descrip. 



(AP001073) ,EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj I BAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42053 Seq. ID 

87321 Strand 
280 End 
OJ000222_09 . 0330 . CIO . ol . gp Method 
3389 End 
uC-osf lcypl7 6f lObl Score 
3389. .3867 

'6041757/gb|AC011806.1|AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence' 



OJ000222_09. 0330. CIO 
+ 

9219 
AAT/GAP 
3867 
842 



42053 
87321 



Seq. ID OJ000222_09. 0330. CIO 
Strand + 



42252 




start 


280 . 


End 


9219 




Name 


OJ000222 09 . 0330 .CIO . o3 . gp 


Method 


AAT/GAP 




Start 


5425 


End 


5566 




GI 


21474 1.R1084 


Score 


212 




Exons 


5425. .5566 








GI Descrip- 


•3894159 2.0e-10 (AC005312) 


hypothetical protein [Arabidops 




thaliana] ' 








Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87322 


Strand 


+ 




Start 


10263 


End 


11875 




Name 


OJ000222 09.0330.C10.o2.gs 


Method 


GENSCAN 




Start 


10263 


End 


11875 




GI 


none 


Score 


.56 




Exons 


10263. .10331, 10422. .10610, 


10851. .11416, 11485. .11610, 






11695. .11875 








Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87322 


Strand 


+ 




Start 


10263 


End 


11875 




Name 


OJ000222 09 . 0330 .CIO . o4 . gp 


Method 


AAT/GAP 




Start 


10682 


End 


11135 




GI 


53921 1.R1084 


Score 


904 




Exons 


10682. .11135 








GI Descrip. 


M176420/cibj tBAA37167 1 2 . Oe 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87322 


Strand 


+ 




Start 


10263 


End 


11875 




Name 


OJ000222 09.0330.C10.o5.np 


Method 


AAT/NAP ■ 




Start 


10743 


End 


11866 




GI 


4894963 


Score 


1056 




Exons 


10743. .11416, 11485. .11610, 


11695. .11866 




GI Descrip. 


(AF140553) DNA-binding protein WRKY3 


[Avena sativa] 




Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87323 


Strand 


+ 




Start 


11880 


End 


11940 




Name 


OJ000222 09..0330.C10.o5.gp 


Method 


AAT/GAP 




Start 


11880 


End 


11940 




GI 


3762246 


Score 


. 114 




Exons 


11880. .11940 








Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87324 


Strand 






Start 


644 


End 


733 




Name 


OJ000222 09.0330.C10.ol.np 


Method 


AAT/NAP 




Start 


644 


End 


733 




GI 


4680183 


Score 


124 




Exons 


644. .733 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


42053 


Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87325 


Strand 






Start 


1316 


End 


1471 




Name 


OJ000222 09.0330.C10.o3.np 


Method 


AAT/NAP 





42253 






1 '^1 
xox o 








End 


1471- 

± *i / J. 






/ O / X 








Score 


1 1 Q 

X X Z7 




HiXons 


i-iic 1471 
XOXO. . Xfi fx 














v7± uescx^xp. 




liypothetical 


protein [Oryza 


Gat"! \TA 1 




Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 






O UdX L 










End 


5390 




Nsine 


VJJUUVJ^^Z VJ-7 


.0330 


.C10.O5 


• tw 


Method 


TBLASTX: Wheat 




O Uai L 


1 ^^^^^ 








End 


1856 






none 








Score 


253 




Exons 


1 fin^i 1 ft 

XDVJD . . XO O 4 f 


1620 


. .1646, 


1647. 


.1856, 1650. .1856 




Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 








R9ftQ 








End 


5390 




Nsnie 




.0330 


.C10.O2 


. ts 


Method 


TBLASTX: Soybean 






1790 ~ 








End 


1964 






none 








Score 


119 




Exons 


1 79n 1 ft 4 9 


1851 


. .1964 










oeq . LNo . 










Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 






Start 


5289 








End 


5390 




Name 


07000999 OQ 


.0330 


.C10.O2 


. tw 


Method 


TBLASTX: Wheat 






1 QQ7 ~ 








End 


2407 






none 








Score 


87 




cjXons 


1 QQ7 9 04 7 


1998 


, .2060, 


2046. 


.2288, 2066. .2242, 2316. .2405, 




9091 9407 


2322 


. .2405 










Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 








S9ftQ 








End 


5390 




Name 


n TO 00999 OQ 


.0330 


.ClO.ol 


.tw 


Method 


TBLASTX: Wheat 






940R ~ 








End 


2775 




PT 


none 








Score 


433 




Exons 


940ft 97'^9 


2409 


. .2750, 


2416. 


.2775 






Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 
















End 


5390 




Name 


n.T000999 OQ 


.0330 


.C10.O3 


. tm 


Method 


TBLASTX: Maize 




OUaXTU 


94 R1 ~~ 
^ 4 ^ X 








End 


2747 




PT 
oX 


none 








Score 


284 




Exons 


94m JIM 


2462 


. .2737 










Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


.CIO 


Gene No. 


87326 








Strand 






o Lax C 


'^9ft Q 








End 


5390 




Name 


O.T000999 OQ 


.0330 


.CIO. 06 


. tw 


Method 


TBLASTX: Wheat 




ocarc 










End 


4418 




GI 


none 








Score 


61 




Exons 


3894. .3974, 


4065 


. .4247, 


4115. 


.4240, 4347. .4418 




Seq. No. 


42053 








Seq. ID 


OJ000222_09.0330 


-CIO 


Gene No. 


87326 








Strand 






Start 


5289 








End 


5390 





42254 




Name OJ000222_09 . 0330 . CIO . o2 . gp Method AAT/GAP 

Start 5289 End 5390 

GI LIB3477-003-P1-K1-E9 . Score 135 

Exons 5289.. 5390 

GI Descrip.. • 24 98586/sp | Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 





S 1 PRECURSOR (ORY S 


I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 








Seq. No. 


42053 




Seq. ID 


OJ000222 09. 0330. CIO 


Gene No . 


87327 




Strand 




Start 


7617 




End 


7946 


Name 


OJ000222 09. 0330. CIO 


.o4 . tm 


Method 


TBLASTX: Maize 


Start 


7617 




End 


7946 


GI 


none 




Score 


73 


Exons 


7617. .7676, 7707. .7946 






Seq. No. 


42053 




Seq. ID 


OJ000222_09.0330.C10 


Gene No. 


87328 




Strand 




Start 


10733 




End 


11821^ 


Name 


OJ000222 09. 0330. CIO 


.ol . tm 


Method 


TBLASTX: Maize 


Start 


10733 




End 


11024 


GI 


none 




Score 


204 


Exons 


10733. .10888, 10743. 


.10901, 


10893. .11024, 10910.. 11023 


Seq. No. 


42053 




Seq. ID 


OJ000222_09. 0330. CIO 


Gene No . 


87328 




Strand 




Start 


10733 




End 


11821 


Name 


OJ000222 09. 0330. CIO 


.o3. tw 


Method 


TBLASTX: Wheat 


Start 


10733 




End 


11030 


GI 


none 




Score 


216 


Exons 


10733. ,10882, 10740. 


.10910, 


10890. .10976, 10911. .10985, 




10916. .10978, 10953. 


.11030, 


10973. .11029 


Seq. No- 


42053 




Seq. ID 


OJ000222_09. 0330. CIO 


Gene No. 


87328 




Strand 




Start 


10733 




End 


11821 


Name 


OJ000222 09. 0330. CIO 


.o2.tc 


Method 


TBLASTX: Cress 


Start 


10770 




End 


11027 


GI 


none 




Score 


86 


Exons 


10770. .10856, 10781. 


.10846, 


10896. .11027, 10910.. 11011 


Seq. No. 


42053 




Seq. ID 


OJ000222_09. 0330. CIO 


Gene No . 


87328 




Strand 




Start 


10733 




End 


11821 


Name 


OJ000222 09. 0330. CIO 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10878 




End 


11821 


GI 


none 




Score 


35 


Exons 


10878. .10910, 10911. 


.10982, 


10911. .10982, 10976. .11008, 




10977. .11021, 11351. 


.11410, 


11352. .11414, 11480. .11635, 




11482. .11607, 11692. 


.11799, 


11693. .11821 


Seq. No. 


42053 




Seq. ID 


OJ000222_09. 0330. CIO 


Gene No. 


87328 




Strand 




Start 


10733 




End 


11821 


Name 


OJ000222 09. 0330. CIO 


.ol.tc : 


Method 


TBLASTX: Cress 


Start 


11322 




End 


11815 


GI 


none 




Score 


91 



42255 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



11322. .11417, 11324. .11422, 11480 .. 11611 , 11485 .. 11610, 
11693. .11815, 11695.. 11802 



42053 
87328 
10733 



Seq. ID OJ000222_09. 0330. CIO 
Strand 

End 11821 



OJ000222 09.0330.C10.o2.tm Method TBLASTX:Maize 



11382 
none 



End 
Score 



11809 
59 



11382. .11417, 11482. .11607, 11483 .. 11635, 11483 .. 11614 , 
11692. .11805, 11693.. 11809 



42053 
87328 
10733 



Seq. ID OJ000222_09. 0330. CIO 
Strand 

End 11821 



OJ000222 09.0330.C10.o4. tw Method TBLASTXrWheat 



11382 
none 



End 
Score 



11809 
65 



11382. .11417, 11482. .11607, 11483 .. 11635, 114 83 .. 11635, 
11657. .11779, 11692. .11805, 11693. .11809 



42054 
87329 
4236 

.OJ000222 09.0330.Cll.o2.tw Method TBLASTXrWheat 



Seq. ID OJ000222_09.0330.C11 
Strand 

End 9150 



1939 
none 



End 
Score 



4808 
84 



1939. .2007, 4554. .4808, 4582. .4773 



Seq. ID OJ000222_09.0330.C11 
Strand 

9150 



42054 
87329 

4236 End 

OJ000222_09 . 0330 . CI 1 . ol . tm Method TBLASTX : Maize 

4186 End 4607 

none Score 178 

4186. .4221, 4227. .4442, 4228. .4455, 4229. .4447, 4230. .4451, 

4510.. 4602, 4512.. 4607 

42054 Seq. ID OJ000222_09 . 0330 . Cll 

87329 Strand 

4236 End 9150 

OJ000222_09 . 0330 . Cll . o2 . gs Method GENSCAN 

4236 End 9150 

none Score .81 

4236.. 5339, 5445.. 5534, 5682.. 6520, 7096. .7173, 7316.. 7799, 

8072.. 8156, 8363.-8535, 8554.. 9150 

42054 Seq. ID OJ000222_09 . 0330 . Cll 

87329 Strand 

4236 End 9150 

OJ000222_09 . 0330 . Cll . o2 . ts Method TBLASTX: Soybean 

4332 End 4920 

none Score 62 

4332.-4448, 4554. .4916, 4639.-4758, 4813. .4920 



42054 
87329 



Seq. ID OJ000222_09-0330.C11 
Strand 



42256 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4236 ' End 9150 

OJ000222_09.0330.Cll.ol.np Method AAT/NAP 

4407 End 9075 

6815097 Score 3424 

4407.. 5172, 5314.. 6977, 7092.. 7702, 8208.. 9075 

(APOOIOSI) Similar to putative copia polyprotein (AC006248) 

[Oryza sativa] 



Seq. No. 


42054 








Seq. ID 


OJ000222_09.0330 


Cll 


Gene No. 


87329 








Strand 






Start 


4236 








End 


9150 




Name 


OJ000222 09. 


0330 


.C11.02 


. tm 


Method 


TBLASTX: Maize 




Start 


4608 








End 


4898 




GI 


none 








Score 


171 




Exons 


4608. .4898, 


4609 


. .4887 










Seq. No. 


42054 








Seq. ID 


OJ000222_09.0330 


.Cll 


Gene No. 


87329 








Strand 






Start 


4236 








End 


9150 




Name 


OJ000222 09. 


0330 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


4887 








End 


5693 




GI 


none 








Score 


152 




Exons 


4887. .4967, 


5235 


. .5312, 


5334. 


.5420, 5454.. 5693 




Seq. No. 


42054 








Seq. ID 


OJ000222_09.0330 


.Cll 


Gene No. 


87329 








Strand 






Start 


4^ Jd 








End 


9150 




Name 


OJ000222 09. 


0330 


.C11.03 


- tm 


Method 


TBLASTX: Maize 




Start 


5250 








End 


5684 




GI 


none 








Score 


138 




Exons 


5250. .5420, 


5460 


, .5684 










Seq. No. 


42054 








Seq.. ID 


OJ000222_09.0330 


.Cll 


Gene No. 


87329 








Strand 






Start 


4236 








End 


9150 




Name 


OJ000222 09. 


0330 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5341 








End 


5786 




GI 


5509260 








Score 


82 




Exons 


5341. .5421, 


5349 


. .5420, 


5448. 


.5786, 5580... 5732 




GI Descrip. 


- 














Seq. No. 


42054 








Seq. ID 


OJ000222_09.0330 


.Cll 


Gene No. 


87329 








Strand 






Start 


4236 








End 


9150 




Name 


OJ000222 09. 


0330 


.Cll.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


5472 








End 


5733 




GI 


none 








Score . 


80 




Exons 


5472. .5732, 


5473 


. .5733 










Seq. No, 


42054 








Seq. ID 


OJ000222_09.0330 


.Cll 


Gene No. 


87329 








Strand 






Start 


4236 








End 


9150 




Name 


OJ000222 09. 


0330 


.C11.02 


.tc 


Method 


TBLASTX: Cress 




Start 


8737 








-End 


9009 




GI 


none 








Score 


187 




Exons 


8737. .9009 















42257 



Seq. No. 


42055 


Seq. ID 


OJ000222_ 


09. 


0330 


.C12 


Gene No. 


87330 


Strand 


+ 








Start 


109 


End 


1280 








Name 


OJ000222 09.0330.C12.ol.gs 


Method 


GENSCAN 








Start 


109 


End 


1280 








GI 


none 


Score 


.61 








Exons 


109. .211, 428. .670, 1219. .1280 










Seq. No. 


42056 


Seq. ID 


OJ000222_ 


09. 


0330 


.C13 


Gene No. 


87331 


Strand 


+ 








Start 


896 


End 


1660 








Name 


OJ000222 09.0330.C13.ol.gs 


Method 


GENSCAN 








Start 


896 


End 


1660 








GI 


none 


Score 


.42 








Exons 


896. .996, 1531.. 1660 












Seq. No. 


42057 


Seq. ID 


OJ000222_ 


09. 


0330 


.C14 


Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o2.np 


Method 


AAT/NAP 








Start 


6865 


End 


12553 








GI 


7340881 


Score 


378 








Exons 


6865.. 7109, 7494.. 7576, 7662.. 


7934, 9375.. 9488, 


9594. .9623, 




12493.. 12553 












GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42057 


Seq. ID 


OJ000222_ 


09. 


0330 


.C14 


Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o2.gs 


Method 


GENSCAN 








Start 


8765 


End 


11086 








GI 


none 


Score 


.48 








Exons 


8765. .8869, 10120 .. 10713, 10757.. 11086 










Seq. No. 


42057 


Seq. ID 


OJ000222_ 


09. 


0330 


.C14 


Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o3.np 


Method 


AAT/NAP 








Start 


10186 


End 


11083 








GI 


5042448 


Score 


1324 








Exons 


10186. ,10773, 10814.. 11083 












GI Descrip. 


(AC00778 9) putative ORFO protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 












Seq. No. 


42057 


Seq. ID 


OJ000222_ 


09. 


0330 


.C14 


Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o3.gs 


Method 


GENSCAN 








Start 


11343 


End 


12698 








GI 


none 


Score 


.51 








Exons 


11343. .12698 












Seq. No. 


42057 


Seq. ID 


OJ000222_ 


09. 


0330 


.C14 


Gene No. 


87332 


Strand 










Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o4.np 


Method 


AAT/NAP 








Start 


11343 


End 


25505 









42258 






GI 


4680179 


Score 


7022 








Exons 


11343. .12650, 13620. .13678, 


22315. .25505 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 








Seq. No, 


42057 


Seq. ID 


OJ000222_09. 


0330 


.C14 




Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.ol.gp 


Method 


AAT/GAP 








Start 


14716 


End 


15097 








GI 


uC-osflcyp033a04bl 


Score 


687 








Exons 


14716. .15097 












GI Descrip. 


•6016845/cibj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genom: 






DNA, chromosome 1, clone : P0711E10 ' 










Seq. No. 


42057 


Seq. ID 


OJ000222_09- 


0330 


-C14 




Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 








Name 


OJ000222 09.0330.C14.o5.gs 


Method 


GENSCAN 








Start 


14820 


End 


18719 








GI 


none 


Score 


.44 








Exons 


14820. .14884, 16199 .. 17235, 


17602. .18719 








Seq. No. 


42057 


Seq. ID 


OJ000222_09. 


0330 


-C14 




Gene No. 


87332 


Strand 


+ 








Start 


6865 


End 


25505 






=f 


Name 


OJ000222 09.0330.C14.o7.gs 


Method 


GENSCAN 






11 


Start 


23628 


End 


25394 






LJ 


GI 


none 


Score 


-76 






=1 


Exons 


23628.-24255, 24532 .. 24720, 


24946. .25394 








Seq- No. 


42057 


Seq. ID 


OJ000222_09- 


0330 


.C14 




Gene No. 


87333 


Strand 










Start 


3779 


End 


9545 








Name 


OJ000222 09-0330-C14.ol-np 


Method 


AAT/NAP 






1 


Start 


3779 


End 


9545 








GI 


3777527 


Score 


1396 








Exons 


3779-. 5450, 5520-.6489, 9516. .9545 










GI Descrip. 


.(AF053008) gag-pol polyprotein [Glycine max] 






3 


Seq. No. 


42057 


Seq. ID 


OJ000222_09- 


0330 


.C14 




Gene No. 


87334 


Strand 










Start 


13246 


End 


13803 








Name 


OJ000222 09.0330.C14.o4.gs 


Method 


GENSCAN 








Start 


13246 


End 


13803 








GI 


none 


Score 


1 








Exons 


13246.-13803 












Seq. No. 


42057 


Seq- ID 


OJ000222_09. 


0330 


-C14 




Gene No. 


87335 


Strand 










Start 


26536 


End 


27003 








Name 


OJ000222 09.0330.C14-o8.gs 


Method 


GENSCAN 








Start 


26536 


End 


27003 








GI 


none 


Score 


.72 








Exons 


26536. .27003 












Seq. No. 


42057 


Seq. ID 


OJ000222_09. 


0330 


.C14 




Gene No. 


87336 


Strand 









42259 



start 
Name 
Start 
GI 

Exons 



28865 End - 40271 

0 J000222_09 . 0330 . C14 . o9 . gs Method GENSCAN 

28865 End 39054 

none Score .41 

28865. .29599, 30233 304 67 , 31132 .. 31180, 3194 6 .. 32481, 

32655. .32739, 32745 32808, 33402 .. 33761, 33962 .. 34 101, 

34338. .34521, 34555 34 650, 35856.-37938, 38231.. 39054 



Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87336 




Strand 




Start 


28865 




End 


40271 


Name 


OJ000222 09. 


0330.C14 .o5.np 


Method 


AAT/NAP 


Start 


34290 




End 


40271 


GI 


6466937 




Score 


2243 


Exons 


34290. .38721 


, 40236.. 40271 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops: 




thaliana] 








Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09. 


0330.C14 .olS.tm 


Method 


TBLASTX: Maize 


Start 


3801 ~ 




End 


4045 


GI 


none 




Score 


115 


Exons 


3801. . 3899, 


3893. .4045, 3906. 


.4040 




Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09. 


0330.C14.o4.ts 


Method 


TBLASTX : Soybean 


Start 


3801 ~ 




End 


4441 


GI 


none 




Score 


42 


Exons 


3801. .3905, 


3896.. 4252, 3939. 


.3977, 4047. .4292, 4268. .4441 


Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09. 


0330. C14. oil. tw 


Method 


TBLASTX: Wheat 


Start 


3828 




End 


4279 


GI 


none 




Score 


129 


Exons 


3828. .3899, 


3908. .4045, 4043. 


.4279 




Seq. No. . 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09. 


0330.C14.ol.tc 


Method 


TBLASTX: Cress 


Start 


3908 




End 


4474 


GI 


none 




Score 


78 


Exons 


3908. .4048, 


3909.. 4007, 4032. 


.4166, 4046. .4168, 4163. .4270, 




4165. .4236, 


4280. .4474, 4290. 


.4436 




Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330.C14 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09. 


0330.C14.o4.tm 


Method 


TBLASTX: Maize 


Start 


4046 




End 


4501 


GI 


none 




Score 


145 



42260 



Exons 


4046. .4276, 


4047. 


.4247, 


4262. 


.4501, 4289. .4498 




Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


ji -3 Q O 

4 D Job 




Name 


OJ000222 09. 


0330. 


C14.012 


.tm 


' Method 


TBLAo i A : Maize 




Start 


4568 








End 


>i n ^ o 
4 9d J 




GI 


none 








Score 


o c; c 
Zoo 




Exons 


4568.-4963 














Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


46388 




Name 


OJ000222 09. 


0330. 


C14.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


4598 








End 


5144 




GI 


none 








Score 


58 




Exons 


4598. .4807, 


4799 


.5143, 


4911. 


.4982, 5013. .5144 




Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


ji /- O Q Q 

4 D Jo O 




Name 


OJ000222 09. 


0330.C14.o2. 


ts 


Method 


TBLASTX : boyoean 




Start 


4808 








End 


D Jll 




GI 


5509260 








Score 


61 




Exons 


4808. .5311, 


4890 


. .4982, 


5022. 


. 5273 






GI Descrip. 
















Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330 


C14 


Gene No . 


87337 








Strand 






Start 


44908 








End 


4dJoo 




Name 


OJ000222 09 


.0330 


.C14.02. 


tc 


Method 


TBLAo i A : Caress 




Start 


4925 








End 


5198 




GI 


none 








Score 


o / 




Exons 


4925. .5197, 


5013 


. .5198 










Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


46388 




Name 


OJ000222 09 


.0330 


.C14 .o5 


.tm • 


Method 


TBLASTX: Maize 




Start 


4964 








End 


5284 




GI 


none 








Score 


232 




Exons 


4964. .5284, 


4965 


. .5273 










Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


46388 




Name 


OJ000222 09 


.0330 


.C14.03 


.ts 


Method 


TBLASTX : Soybean 




Start 


5627 








End 


6102 




GI 


none 








Score 


134 




Exons 


5627. .5782, 


5791 


. .6102, 


5834, 


.6097 






Seq. No. 


42057 








Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 








Strand 






Start 


44908 








End 


46388 




Name 


OJ000222 09 


.0330 


.C14.03 


.tc 


Method 


TBLASTX: Cress 




Start 


5645 








End 


6063 




GI 


none 








Score 


167 





42261 




Exons 5645.. 5755, 5794.. 6063 



Seq. No. 


42057 


Seq. ID 


OJ000222 09.0330- 


C14 


Gene No. 


87337 


Strand 


- 




Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.o6.tm 


Method 


TBLASTX: Maize 




Start 


5705 


End 


6129 




GI 


none 


Score 


231 




Exons 


5705.. 5767, 5782.. 6129, 5783 


. .6115 






Seq. No. 


42057 


Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.ol.tw 


Method 


TBLASTX: Wheat 




Start 


5938 


End 


35389 




GI 


none 


Score 


703 




Exons 


5938. .6129, 24501 .. 25127, 24503 25126, 


34804. .34947, 






35008, .35079, 35088. .35297, 


35096. .35389 




Seq. No. 


42057 


Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.o7.ts 


Method 


TBLASTX : Soybean 




Start 


6137 ~ 


End 


6471 




GI 


none 


Score 


86 




Exons 


6137. .6439, 6163.. 6471, 6295 


. .6375 






Seq. No. 


42057 


Seq. ID 


OJ000222_09.0330. 


C14 


Gene No . 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09-0330. C14.o8.tw 


Method 


TBLASTX: Wheat 




Start 


11597 


End 


46380 




GI 


none 


Score 


301 




Exons 


11597. .11701, 11601. . 11960, 


11631. .11951, 11726. .11959, 






46048. .46152, 46222.. 46380 








Seq. No. 


42057 


Seq. ID 


OJ000222__09.0330. 


C14 


Gene No. 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.ol4.tm 


Method 


TBLASTX: Maize 




Start 


11841 


End 


12137 




GI 


none 


Score 


205 




Exons 


11841. .12137, 11882. .12028, 


12069. .12125 




Seq. No. 


42057 


Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.ol0.tw 


Method 


TBLASTX: Wheat 




Start 


12407 


End 


12611 




GI 


none 


Score 


63 




Exons 


12407. .12448, 12408 .. 12455, 


12471. .12611, 12485. .12604 




Seq- No. 


42057 


Seq. ID 


OJ000222_09.0330. 


C14 


Gene No. 


87337 


Strand 






Start 


44908 


End 


46388 




Name 


OJ000222 09.0330.C14.o4.tw 


Method 


TBLASTX: Wheat 




Start 


22668 


End 


37155 





42262 




GI 


none 




Score 


529 




Exons 


22668. .23150, 22772. 


.23107, 


22779. .23141, 36669 .. 37151, 






36673. .37155 










Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.08. ts 


Method 


TBLASTX: Soybean 




Start 


22707 




End 


37112 




GI 


none 




Score 


148 




Exons 


22707. .22907, 36912. 


.37109, 


36912. .37112 




Seq. No. 


42057 ... 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09. 0330. 014 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


22737 




End 


37091 




GI 


none 




Score 


375 




Exons 


22737. .23204, 36615. 


.37091, 


36634.-36945, 36985.. 37086 




Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


23091' 




End 


36692 




GI 


none 




. Score 


' 57 




Exons 


23091. .23123, 23091. 


.23135, 


23127. .23486, 23222 23485, 






36333. .36692, 36334. 


.36675 








Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


23199 




End 


36617 




GI 


none 




Score 


372 




Exons 


23199. .23501, 23206. 


.23280, 


23219. .23500, 36318 .. 36617, 






36319. .36585 










Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No . 


87337 




. Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.o3. tm 


Method 


TBLASTX: Maize 




Start 


23220 




End 


36600 




GI 


none 




Score 


405 




Exons 


23220. .23792, 23231. 


.23266, 


23288. .23458, 23537 .. 23638, 






36041. .36196, 36043. 


.36210, 


36048. .36233, 36069 .. 36596, 






36070. .36582, 36319. 


.36600 








Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


23502 




End 


36308 




GI 


none 




Score 


624 




Exons 


23502. .24017, 23534. 


.23842, 


23580. .23927, 36006.. 36308 




Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 



42263 




Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09.0330.C14 


.o9.ts 


Method. 


TBLASTX : Soybean 


Start 


23508 




End 


36311 


GI 


none 




Score 


187 


Exons 


23508. .23753, 23531. 


.23752, 


36066. .36311, .36103 36306 


Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


Gene No. 


87337 




Strand 




Start 


44908 




End 


46388 


Name 


OJ000222 09.0330.C14 


.o3.tw 


Method 


TBLASTX: Wheat 


Start 


24018 




End 


35711 


GI 


none 




Score 


■ 561 


Exons 


24018. .24494, 24048. 


.24482, 


24239. .24493, 35420 .. 35473, 




35473.-35595, 35508. 


.35711 







Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222_09.0330.C14 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


24249 




End 


35642 




GI 


none 




Score 


128 




Exons 


24249. .24464, 24383. 


.24457, 


24477. .24680, 24489.-24 656, 






24596. .24679, 35210. 


.35461, 


35211. .35453, . 354 67. .35640, 






35505. .35642 










Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


. o5 . ts 


Method 


TBLASTX : Soybean 




Start 


24287 




End 


24542 




GI 


none 




Score 


269 




Exons 


24287. .24541, 24288. 


.24542 








Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


24543 




End 


35618 




GI 


none 




Score 


71 ' 




Exons 


24543, :24653, 35237. 


.35461, 


35238. .35456, 35473 .. 35505, 






35523. .35618 










Seq. No. 


42057 




Seq. ID 


OJ000222_09.0330 


.C14 


Gene No. 


87337 




Strand 






Start 


44908 




End 


46388 




Name 


OJ000222 09.0330.C14 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


24681 




End 


35209 




GI 


none 




Score 


226 




Exons 


24681. .24842, 24689. 


.24835, 


24840. .25280, 24842 24 937 , 






25007. .25267, 34645. 


.34683, 


34804. .34923, 35008 .. 3504 6, 





35090. .35209 



Seq. No. 
Gene No. 
Start 
Name 



42057 
87337 
44908 
OJ000222 



09.0330.C14.o7.tw 



Seq. ID 
Strand 
End 
Method 



OJ000222_09.0330.C14 
46388 

TBLASTX: Wheat 



42264 



start 


25128 




GI 


none 




Exons 


25128. .25460, 25155. 


.2523.5, 




34678. .34767 




Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09.0330.C14 


. o8 . tm 


Start 


25317 




GI 


none 




Exons 


25317. .25463, 34288. 


.34350, 




34396. .34479, 34684. 


.34803, 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09. 0330. 014 


.oll.tm 


Start 


28673 




GI 


none 




Exons 


28673. .29074, 28842. 


.29075 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09.0330.C14 


.o9.tw 


Start 


28688 




GI 


none 




Exons 


28688. .29053, 28818. 


.29045 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09.0330.C14 


. ol3. tm 


Start 


32091 




GI 


none 




Exons 


32091. .32357, 32185. 


.32343 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09.0330.C14 


.olO.tm 


Start 


35643 




GI 


none 




Exons 


35643. .35879, 35655. 


.35879, 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 




Name 


OJ000222 09.0330.C14 


.o9.tm 


Start' 


37140 




GI 


none 




Exons 


37140. .37274, 37365. 


.37436, 


Seq. No. 


42057 




Gene No. 


87337 




Start 


44908 





End 
Score 



34767 
358 



Seq. ID OJ000222_09.0330.C14 
Strand 

End 46388 

Method TBLASTX: Maize 

End 41285 

Score 66 
34289. .34315, 34375 .. 34608, 
39487. .39549, 41199. .41285 

Seq. ID OJ000222_09.0330.C14 
Strand 

End 46388 

Method TBLASTX: Maize 

End 29075 

Score 155 



Seq. ID OJ000222_09.0330.C14 
Strand 

End 4 6388 

Method TBLASTX : Wheat 

End 29053 

Score 135 



Seq. ID OJ000222_09. 0330. 014 
Strand 

End 46388 

Method TBLASTX: Maize 

End 32357 

Score 100 



Seq. ID OJ000222_09. 0330.014 
Strand 

End 46388 

Method TBLASTX : Mai ze 

End 36038 

Score 74 
35895. .36038, 35899.. 36030 

Seq. ID OJ000222_09. 0330.014 
Strand 

End 46388 

Method TBLASTX: Maize 

End 37967 

Score 127 
37536. .37778, 37845.. 37967 

Seq. ID OJ000222_09. 0330.014 
Strand 

End 46388 



42265 




Name 


OJ000222 0#0330.C14.o6.np 


Method 


AAT/NAP 






Start 


44469 


End 


46388 






GI 


4539664 


Score 


160 






Exons 


44469. .44496, 45933. .46388 










GI Descrip. 


(AF061282) hypothetical protein [Sorghum bicolor] 






Seq. No. 


42057 


Seq. ID 


OJ000222_09 


0330 


.C14 


Gene No. 


87337 


Strand 








Start 


44908 


End 


46388 






Name 


OJ000222 09.0330.C14.oll.gs 


Method 


GENSCAN 






Start 


44908 


End 


46191 






GI 


none 


Score 


.6 






Exons 


44908. .45018, 45340 .. 45376, 


45947. .46191 






Seq. No. 


42058 


Seq. ID 


OJ000222_09 


.0330 


.C15 


Gene No. 


87338 


Strand 


+ 






Start 


443 


End 


660 






Name 


OJ000222 09.0330.C15.ol.gs 


Method 


GENSCAN 






Start 


443 


End 


660 






GI 


none 


Score 


.89 






Exons 


443. .469, 535. .660 











5a 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42058 Seq. ID 

87339 Strand 

908 End 
OJ000222_09. 0330. 015. o2.gs Method 

908 End 

none Score 

908.. 1337, 1539.. 1777 



OJ000222_09.0330.C15 

1777 
GENSCAN 
1777 
.97 



OJ000222 09.0330.C15 



42058 Seq. ID 

87339 Strand 
908 End 1777 

OJ000222_09 . 0330 . 015 . ol , np Method AAT/NAP 
911 End 1777 

7447326 Score 549 

911.. 1337, 1539.. 1777 

germin-like protein 1 - barley gi | 2815292 | emb | CAA75907 . 1| 
(Y15962) Germin-like protein 1 [Hordeiim vulgare] 



42058 
87340 
6194 

OJ000222_09. 0330. 015. ol.ts 

896 

none 



Seq. ID OJ000222_09. 0330. 015 



Strand 
End 

Method 

End 

Score 



8678 

TBLASTX : Soybean 

1727 

75 



896. .1075, 990. .1049, 1112. .1207, 1112. .1195, 1187. .1339, 
1194.. 1337, 1538.. 1702, 1590.. 1727 



42058 
87340 
6194 

OJ000222_09. 0330. 015. ol.tm 

905 

none 

905.. 1075, 908.. 1066, 912. 
1539.. 1763, 1541.. 1705 



Seq. ID OJ000222_09. 0330. 015 



Strand 
End 

Method 
End 
Score 
1076, 1115. 



8678 

TBLASTX: Maize 

1763 

149 

.1354, 1116.. 1349, 



42266 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42058 
87340 
6194 

OJ000222_09.0330.C15.ol.tc 
908 
none 



Seq. ID OJ000222_09.0330.C15 



Strand 
End 

Method 
End 
Score 



8678 

TBLASTX: Cress 
1705 
90 



908,-1075, 990. .1070, 1112. .1195, 1113. .1169, 1187, .1339, 
1194.. 1337, 1538.. 1705, 1548.. 1703 



42058 
87340 
6194 

OJ000222_09.0330.C15.ol.tw 

926 

none 



Seq. ID OJ000222_09*.0330.C15 



Strand 
End 

Method 

End 

Score 



8678 

TBLASTX: Wheat 

1784 

46 



926. .1078, 931. .999, 932. .1066, 990. .1070, 1115. .1336, 
1115. .1339, 1643. .1705, 1644. .1784 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42058 
87340 
6194 

OJ000222_09.0330.C15.o2.np 

6194 

7489454 

6194. ,6433, 7064. .7665, 7705, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8111, 8148.. 8678 



OJ000222_09.0330.C15 

8678 
AAT/NAP 
8678 
1526 



bacterial blight-resistance protein Xal - rice 
gi|2943742|dbj IBAA25068.il (AB002266) XAl [Oryza sativa] 



42059 
87341 
9970 

OJ000222_09.0330.C16.o4.gs 

9970 

none 



Seq. ID OJ000222_09.0330.C16 



Strand 
End 

Method 

End 

Score 



+ 

12067 
GENSCAN 
12067 
,45 



9970.. 10305, 10394. .10425, 10793 .. 11061, 11304.. 12067 



42059 Seq. ID 

87342 Strand 

1 End 

OJ000222_09.0330.C16.ol.np Method 

1 End 

7489454 Score 



OJ000222_09.0330.C16 

8187 
AAT/NAP 
8187 
1242 



l.,763, 5608.. 5858, 7823. .8187 

bacterial blight-resistance protein Xal - rice 

gi I 2943742 I dbj IBAA25068.il (AB002266) XAl [Oryza sativa] 



42059 
87342 
1 

OJ000222_09.0330.C16.o2.tm 
50 

none 



Seq. ID OJ000222_09.0330.C16 



Strand 
End 

Method 

End 

Score 



8187 

TBLASTX: Maize 

417 

39 



50, ,85, 79. .234, 121. .231, 259. ,417, 269. .415 



42059 
87342 



Seq. ID 
Strand 



OJ000222 09.0330.C16 



42267 




start 


1 


End 


8187 






OJ000222 09.0330.C16.o3.gs 


Method 


GENSCAN 




Start 


5589 ~ 


End 


8187 






none 


Score 


.96 




von Q 


5589. .5887, 7884.-8187 








Seq. No. 


42059 


Seq. ID 


OJ000222_09.0330. 


C16 


Gene No. 


87343 


Strand 






q-t- a rt 


11474 


End 


11935 




IN diiic 


OJ000222 09.0330.C16.ol.tm 


Method 


TBLASTX: Maize 




qi-a rt 


11474 


End 


11935 






none 


Score 


151 






11474. .11650, 11527. .11631, 11708 .. 11935, 11737.. 11925 




Seq. No. 


42060 


Seq. ID 


OJ000222__09.0330. 


C17 


Gene No.' 


87344 


Strand 


+ 




Start 


468 


End 


553 




IN diUC 


OJ000222 09.0330.C17.ol.gs 


Method 


GENSCAN 




t,J Ud^ L. 


468 


End 


553 






none 


Score 


.62 




F. icons 


468. .553 








Ctarr No 

kJ C . L>l W a 


42060 


Seq. ID 


OJ000222_09.0330 


.C17 


Gene No. 


87345 


Strand 


+ 




Start 


1164 


End 


3065 




Name 


OJ000222 09.0330.C17.ol.gp 


Method 


AAT/GAP 




q-j- a rt 


986 


End 


1367 






uC-osflcyp033a04bl 


Score 


695 




Kxons 


986. .1367 










'6016845/clbj | AP000570 . 1 1 AP000570 3.0e- 


-59 Oryza sativa genomic 


DNA, chromosome 1, clone : P0711E10 ' 






Seq. No. 


42060 


Seq. ID 


OJ000222_09.0330 


.017 


Gene No. 


87345 


Strand 


+ 




qf art 
o u d^ u 


1164 


End 


3065 




TvT ;3 m o 

iNdillC 


OJ000222 09.0330.C17.o2.gs 


Method 


GENSCAN 




q+- a rt 


1164 


End 


3065 




ox 


none 


Score 


.89 




Exons 


1164. .1235, 2256. .2417, 2505. 


.3065 






Seq. No. 


42060 


Seq. ID 


OJ000222_09.0330 


.C17 


Gene No . 


87346 


Strand 


+ 




Start 


3311 


End 


7831 






dJ000222 09.0330.C17.o2.tw 


Method 


TBLASTX: Wheat 




q-l- a rl- 

O UdX L 


3013 


End 


6820 






none 


Score 


52 




R von s 

Hi Awl 1 0 


3013. .3075, 6253. .6819, 6284. 


.6820 






q^arr Mo 


42060 


Seq. ID 


OJ000222_09.0330 


.C17 


Gene No. 


87346 


Strand 


+ 




Start 


3311 


End 


7831 




Name 


OJ000222 09.0330.C17.ol.np 


Method 


AAT/NAP 




Start 


3311 


End 


7831 




GI 


4680179 


Score 


5354 




Exons 


3311. .4396, 4430. .7831 








GI Descrip. 


{AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 





42268 




Seq. No. 


42060 








Seq- ID 


OJ000222^09.0330. 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09. 


0330, 


.C17.09, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3494 








End 


3753 




GI 


none 








Score 


211 




Exons 


3494. .3541, 


3554, 


. .3751, 


3556.. 


.3753 






Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330, 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09. 


.0330, 


.C17.07, 


.tw 


Method 


TBLASTX: Wheat 




Start 


3787 








End 


4138 




GI 


none 








Score 


293 




Exons 


3787. .3981, 


3788, 


. .4138 










Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330, 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09, 


.0330, 


.017. o6 


. tm 


Method 


TBLASTX: Maize 




Start 


3788 








End 


4093 




GI 


none 








Score 


232 




Exons 


3788. .4093, 


3802 


. .3918 










Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09 


.0330 


.017. o7 


. tm 


Method 


TBLASTX: Maize 




Start 


4421 








End 


4774 




GI 


none 








Score 


182 




Exons 


4421. .4774, 


4501 


. .4590 










Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09 


.0330 


.017.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


4457 








End 


4894 




GI 


none 








Score 


163 




Exons 


4457. .4666, 


4507 


. .4665, 


4711. 


.4824, 4712. .4825, 4853.-4894 


Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name 


OJ000222 09.0330 


.017.05 


. tm 


Method 


TBLASTX: Maize 




Start 


4964 








End 


5350 




GI 


none 








Score 


265 




Exons 


4964. .5350, 


4972 


. .5292 










Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330 


.017 


Gene No. 


87346 








Strand 


+ 




Start 


3311 








End 


7831 




Name ' 


OJ000222 09 


.0330 


.017.04 


.tw 


Method 


TBLASTX: Wheat 




Start 


4990 








End 


5476 




GI 


none 








Score 


52 




Exons 


4990. .5433, 


4994 


. .5044, 


5099. 


.5476 






Seq. No. 


42060 








Seq. ID 


OJ000222_09.0330 


.017 



42269 



u 



LIS 



C3 



Gene No. 87346 

Start 3311 

Name OJ000222_09 . 0330 . C17 . o3 . tm 

Start 5363 

GI none 

Exons 5363.. 5542, 5371.. 5517, 5549.. 

Seq. No. 42060 

Gene No. 87346 

Start 3311 

Name OJ000222_09.. 0330 . C17 . ol . ts 

Start 5417 

GI none 

Exons 5417.. 5449, 5419.. 5448, 5453. 

Seq. No. 42060 

Gene No. 87346 

Start 3311 

Name OJ000222_09 . 0330 . C17 . o5 . tw 

Start 5525 

GI none 

Exons 5525.. 5827, 5527.. 5811 

Seq. No. 42060 

Gene No. 87346 

Start 3311 

Name OJ000222_09 . 0330 . C17 . o3 . tw 

Start 5828 

GI none 

Exons 5828.. 6250, 5860.. 6249 

Seq. No. 42060 

Gene No. 87346 

Start 3311 

Name OJ000222_09 . 0330 .017 . o3 . ts 

Start 5834 

GI none 

Exons 5834.. 6079, 5836.. 6078 

Seq. No. . 42060 

Gene No. 87346 

Start 3311 

Name . OJ000222_09. 0330 .017 . o2 .tm 

Start 5899 

GI none 

Exons 5899.. 6249, 5900.. 6253, 5900. 



Strand + 

End 7831 

Method TBLASTX: Maize 

End 5863 

Score 167 

.5863, 5689.. 5742, 5770.. 5820 

Seq. ID OJ000222_09.0330.C17 

Strand + 

End 7831 . 

Method TBLASTX : Soybean 

End 5812 

Score 57 

.5812, 5455. .5493, 5521. .5811 

Seq. ID OJ000222_09.0330.C17 

Strand + 

End 7831 

Method TBLASTX : Wheat 

End 5827 

Score 375 



Seq. ID OJ000222_09.0330.C17 

Strand + 

End 7831 

Method TBLASTX : Wheat 

End 6250 

Score 595 



Seq. ID OJ000222_09.0330.C17 

Strand + 

End 7831 

Method TBLASTX : Soybean 

End 6079 

Score 197 



Seq. ID OJ000222_09. 0330.C17 

Strand + 

End 7831 

Method TBLASTX : Mai ze 

End 6262 

Score 481 
.6262 



Seq. No. 4,2060 

Gene No. 87346 

Start 3311 

Name OJ000222_09 . 0330 .017 . o2 .ts 

Start 6608 

GI none 

Exons 6608.. 6868, 6613.. 6867 

Seq. No. 42060 

Gene No. 87346 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000222_09 . 0330 .C17 
+ 

7831 

TBLASTX: Soybean 

6868 

290 



OJ000222_09.0330.C17 
+ 



42270 




start 


3311 




End 


7831 




Na.in.© 


OJ000222 09.0330.C17.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6666 ~ 




End 


6958 




GI 


none 




Score 


75 




Exons 


6666. .6818, 6667. .6954, 


6668. 


.6958 






Seq. No. 


:42b60 




Seq. ID 


OJ000222_09.0330 


.C17 


Gene No. 


87346 




Strand 


+ 




Start 


3311 




End 


7831 




Naitie 


OJ000222 09.0330.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


6827 ~ 




End 


7453 




GI 


none 




Score 


683 




Rxons 


6827. .7453, 6883. .7341, 


6920. 


.7450 






Seq. No. 


42060 




Seq. ID 


OJ000222_09.0330 


.C17 


Gene No. 


87346 




Strand 


+ 




Start 


3311 




End 


7831 




Name 


OJ000222 09.0330.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


7007 ~ 




End 


7606 




GI 


none 




Score 


212 




Exons 


7007. .7168, 7015. .7161, 


7166. 


.7606, 7168. .7590 




Seq. No. 


42060 




Seq. ID 


OJ000222_09.0330 


.C17 


Gene No. 


8734 6 




Strand 


+ 




Start 


3311 




End 


7831 




Naicie 


OJ000222 09 0330 C17 o6 


. tw 


Method 


TBLASTX: Wheat 




Start 


7453 ~~ 




End 


7786 




GI 


none 




Score 


319 




Exons 


7453. .7722, 7454. .7786, 


7457 . 


.7765 






Seq. No. 


42061 




Seq. ID 


OJ000222_09.0330 


.C18 


Gene No. 


87347 




Strand 


+ 




Start 


111 




End 


556 




Naine 


OJ000222 09.0330.C18 .ol 


. as 


Method 


GENSCAN 




Start 


111 ~ 




End 


556 




GI 


none 




Score 


.48 




Exons 


111. .350, 443. .556 










Seer. No. 


42061 




Seq. ID 


OJ000222_09.0330 


.C18 


Gene No. 


87348 




Strand 






Start 


1 




End 


1349 




Name 


OJ000222 09.0330.C18.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1349 




GI 


5852180 




Score 


468 




Exons 


1..505, 557. .675, 1313. 


.1349 








GI Descrip. 


{AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


42062 




Seq. ID 


OJ000222_06.0323 


.CI 


Gene No. 


87349 




Strand 






Start 


544 




End 


830 




Name 


OJ000222 06. 0323. CI. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


541 




End 


830 




GI 


none 




Score 


245 




Exons 


541. ,753, 543. .830, 544 


. .828, 


744. .830, 


782. .817 




Seq. No. 


42062 




Seq. ID 


OJ000222_06.0323 


.CI 


Gene .No. 


87349 




Strand 







42271 



start 544 End 

Name OJ000222_0 6 . 0323 . CI . ol . tc Method 

Start 543 End 

GI none Score 

Exons 543. .830, 546 .. 671/ 622 .. 828 

Seq. No. 42062 Seq. ID 

Gene No. 87349 , Strand 

Start 544 End 

Name OJ000222_06 . 0323 . CI . ol . tm Method 

Start 543 End 

GI none Score 

Exons 543.. 815, 543. -.830, 544.. 828 



830 

TBLASTX: Cress 

830 

61 



OJ000222_06.0323.C1 
830 

TBLASTX: Maize 

830 

123 



Seq. No. 42062 Seq. ID 

Gene No. 8734 9 Strand 

Start 544 End 

Name OJ000222_06 . 0323 , CI . ol . gs Method 

Start 544 End 

GI none Score 

Exons 54 4.. 830 



OJ000222_06.0323.C1 
830 

GENSCAN 

830 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42062 Seq. ID OJ000222_06 - 0323 . CI 

87349 Strand 

544 End 830 

OJ000222_06 . 0323 . CI . ol . np Method AAT/NAP 

544 End 830 

1346301 Score 408 

544. .830 

3-HyDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi | 107 1805 | pir | | S4 6314 hydroxymethylglutaryl CoA 
reductase - rice gi 1455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42063 
87350 
1 

0 J000222^06 . 0323 . C2 . ol . np 
1 

6498441 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..114, 211. .934, 1106. .1315, 1821. .1862 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ000222_06.0323.C2 
+ 

1862 
AAT/NAP 
18 62 
1448 



Seq. No. 


42063 






Seq. ID 


OJ000222_06.0323 


.C2. 


Gene No. 


87350 






Strand 


+ 




Start 


1 






End 


1862 




Name 


OJ000222 


06.0323.C2.ol 


. gs 


Method 


GENSCAN 




Start 


93 






End 


1815 




GI 


none 






Score 


.48 




Exons 


93. .1296, 


1302. .1815 










Seq. No. 


42063 






Seq. ID 


OJ000222_06.0323 


.C2 


Gene No. 


87351 






Strand 






Start 


2436 






End 


7206 




Name 


OJ000222 


p6.0323.C2.ol 


.ts 


Method 


TBLASTX : Soybean 





42272 




start 


68' 




End 


373 




GI 


none 




Score 


205 




Exons 


68. .373 










Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323. 


C2 


Gene No. 


87351 




b urana 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2,o2.tw 


Method 


TBLASTX: Wheat 




Start 


68 




End 


424 




GI 


none 




Score 


329 




Exons 


68. .424, 70 


. .231 








Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323. 


C2 


Gene No. 


87351 




ot rana 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2,ol.tm 


Method 


TBLASTX: Maize 




Start 


70 




End 


427 




GI 


none 




Score 


234 




Exons 


70. .318, 71 


..325, 344. .427, 


388. .426 






Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323 


C2 


Gene No. 


87351 




Strand 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start 


782 




End 


1240 




GI 


none 




Score 


236 




Exons 


782. .1003, 


806. .1030, 871. .1047, 1091. 


.1240, 1102.. 1239 




Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323 


.C2 


Gene No. 


87351 




Strand 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1303 




End 


1803 




GI 


none 




Score 


210 




Exons 


1303. .1647, 


1341.. 1484, 1677 


..1799, 1678.. 1803 




Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323 


.C2 


Gene No. 


87351 




Strand 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2.o2.gs 


Method 


GENSCAN 




Start 


2436 




End 


7206 




GI 


none 




Score 


.73 




Exons 


. 2436. .4022, 


4152. .4311, 4415 


..4583, 4728.. 5695, 5866.. 6158, 




6956. .6977, 


7083. .7206 








Seq. No. 


42063 




Seq. ID 


OJ000222_06.0323 


.C2 


Gene No. 


87351 




Strand 






Start 


2436 




End 


7206 




Name 


OJ000222 06 


.0323.C2.o2.np 


Method 


AAT/NAP 




Start 


2439 




End 


5676 




GI 


6907089 




Score 


4212 




Exons 


2439. .4311, 


4415. .5676 








GI Descrip. 


(AP001129) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


42064 




Seq. ID 


OJ000222_06.0323 


.C3 


Gene No. 


87352 




Strand 


+ 




Start 


899 




End 


2986 





42273 






LN CUUC 


OJ000222 06 0323 


.C3.ol.gs 


Method 


GEN SCAN 






O UCtl. L 


O J ^ 




End 


2986 












Score 


84 








899 985 1170 


1232, 2670.. 2986 








Seq. No. 


42064 




Seq. ID 


OJ000222_ 


_06.0323.C3 




Gene No. 


87353 




Strand 


+ 








8327 




End 


8648 








OJ000222 06 0323 


, C3 - o3 . gs 


Method 


GEN SCAN 








8327 ~ 




End 


8648 












Score 


. 68 








8327 8344 8405 


. .8648 










Seq. No. 


42064 




Seq. ID 


OJ000222 


_06.0323.C3 




Gene No. 


87354 




Strand 










4374 




End 


7395 








OJ000222 06 0323 


. C3.o2.gs 


Method 


GENSCAN 








4374 ~ 




End 


7395 








none 




Score 


.56 








4374 4490, 4974 


..5119, 6839. 


.7177, 7266.. 7395 






Seq. No. 


42065 




Seq. ID 


OJ000222^ 


_06.0323.C4 




Gene No. 


87355 




Strand 


+ 






Cf art 


18374 




End 


18676 






Nsiue 


0.7000222 06 0^23 


. C4 . o3 . gs 


Method 


GENSCAN 






o L.dX. L 


XO J f *± 




End 


18676 








none 




Score 


.62 




; Li 




1 1 ft 67 6 












O C Vj^ . IN . 


42065 




Seq. ID 


OJ000222 


06. 0323. C4 


^"5 


Gene No. 


87356 




Strand 








Start 


3430 




End 


4673 






1^ diuc 


OJ000222 06.0323 


.C4 .ol.np 


Method 


AAT/NAP 






O Udl. L 


3430 




End 


4673 






v7 J. 


7228441 




Score 


92 








3430.. 3469, 4504 


. .4673 












(AP001366) hypothetical protein [Oryza 


sativa] 




v3 


o c • LN \ J . 


42065 




Seq. ID 


OJ000222 


^06. 0323. C4 


l3 




87357 




Strand 






f 1 


O UdX. U 


6916 




End 


15837 






Name 


OJ000222 06.0323 


.04 .ol. tm 


Method 


TBLASTX: Maize 




O UdX L 


6741 




End 


8818 






GI 


none 




Score 


54 






Exons 


6741. .6806, 6742 


..6825, 6821. 


.6928, 6823.. 6918, 


6825. .6929, 






6897.. 7049, 6914 


..7048, 6916. 


.7077, 6917.. 7051, 


7127. .7228, 






7128.. 7229, 7143 


..7229, 7661. 


.7789, 7664. .7792, 


7668. .7796, 






7919.. 7990, 7923 


..7991, 8081. 


.8530, 8084. .8146, 


8130. .8495, 






8429.. 8542, 8597 


..8689, 8597. 


.8734, 8601.. 8732, 


8791, .8817, 






8792. .8818 












Seq. No. 


42065 




Seq. ID 


OJ000222 


_06.0323.C4 




Gene No. 


87357 




Strand 








Start 


6916 




End 


15837 






Name 


OJ000222 06.0323 


.C4.ol.gp 


Method 


AAT/GAP 






Start 


6748 




End 


8275 






GI 


38739 1.R1084 




Score 


1260 





42274 



Exons 6748. .7049, 7126. .7226, 7664 .. 7792, 7922 .. 7990, 8084. .8275 

GI Descrip. ' 4902879/emb | CAB43602 . 1 | l.Oe-24 (AJ006943) phosphoribosyl 
pyrophosphate synthase isozyme 4 [Spinacia oleracea] ' 



Seq. No. 


42065 


Seq. ID 


OJ000222 


_06.0323.C4 


Gene No. 


87357 


Strand 


- 




Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.o4.ts 


Method 


TBLASTX: 


Soybean 


Start 


6896 


End 


7190 




GI 


none 


Score 


112 




Exons 


6896.. 7033, 6916.. 7032, 7137 


. .7190 






Seq. No. 


42065 


Seq. ID 


OJ000222 


_06.0323.C4 


Gene No. 


87357 


Strand 






Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


6913 


End 


7199 




GI 


none 


Score 


125 




Exons 


6913.. 7047, 6914., 7048, 6917 


..7066, 7125, .7199 




Seq. No. 


42065 


Seq. ID 


OJ000222 


06 . Qozo . C4 


Gene No. 


87357 


Strand 






Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.o2.gs 


Method 


GENSCAN 




Start 


6916 


End 


15837 




GI 


none 


Score 


.58 




Exons 


6916. .7049, 7127. .7226, 7664 


..7828, 7922. .8495, 


8598. .8789, 




10442. .11894, 12358. ,13187, 


13269. .13435, 13534 


, .13875, 




14313. ,14393, 14578 ,, 14701 , 


14836. .14950, 15222 


- .15283, 




15491. .15837 








Seq. No. 


42065 


Seq. ID 


OJ000222 


_06.0323.C4 


Gene No. 


87357 


Strand 






Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.o2.np 


Method 


AAT/NAP 




Start 


6919 


End . 


8713 




GI 


4902879 


Score 


1188 




Exons 


6919. .7046, 7127. .7226, 7664 


..7792, 7922.. 7990, 


8084. .8495 




8598. .8713 








GI Descrip. 


(AJ006943) phosphoribosyl pyrophosphate synthase isozyme 4 




[Spinacia oleracea] 








Seq. No, 


42065 


Seq. ID 


OJ000222 


_06.0323.C4 


Gene No. 


87357 


Strand 






Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


7749 


End 


8728 




GI 


none 


Score 


57 




Exons 


7749. .7793, 7751. .7792, 7919 


..7990, 7920. .7985, 


8076. .8489 




8081. .8497, 8597. .8689, 8597 


. .8728 






Seq. No. 


42065 


Seq. ID 


OJ000222 


_06.0323.C4 


Gene No, 


87357 


Strand 






Start 


6916 


End 


15837 




Name 


OJ000222 06.0323.C4.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


7919 


End 


8698 




GI 


none 


Score 


80 





42275 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7919. .7993, 7920. .7982, 8129. .8548, 8130. .8501, 8597. .8686, 
8597. .8698 



OJ000222_06.0323.C4 

15837 
AAT/GAP 
8887 
830 



42065 Seq. ID 

87357 Strand 
6916 End 
OJ000222_06 . 0323 . C4 . o2 . gp Method 
8347 End 
71940_1.R1084 Score 
8347. .8495, 8598. .8887 

M512664/gb|AAD21718.1| 4.0e-32 (AC006931) putative ribose 
phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4544471_gb_AAD22378.1_AC006580_10 (AC006580) putative ribose 
phosphate pyrophosphokinase [Arabidopsis thaliana] 
>gi_4902472_emb_CAB43553.1_ {AJ012407) phosphoribosyl 
diphosphate synthase [Arabidopsis thaliana] ' 



Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323 




Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


.o3.gp 


Method 


AAT/GAP 




Start 


10187 




End 


10569 




GI 


none 




Score 


736 




Exons 


10187. .10569 










Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323 


.C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10196 




End 


10786 




GI 


none 




Score 


374 




Exons 


10196. .10240, 10259 


. .10285, 


10429. .10785, 10433. .10786 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323 


.04 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Uame 


OJ000222 06. 0323. C4 


.o2. to 


Method 


TBLASTX: Cress 




Start 


10477 




End 


11004 




GI 


none 




Score 


173 




Exons 


10477. .10869, 10481 


. .10870, 


10879. .11004 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323 


,C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


.06. tm 


Method 


TBLASTX: Maize 




Start 


10915 




End 


11200 




GI 


none 




Score 


150 




Exons 


10915. .11061, 10916 


, .11113, 


10916, .11062, 11065. .11133, 






11066. .11200, 11073 


. .11198 








Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323 


.C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


11201 




End 


11517 




GI 


none 




Score 


327 




Exons 


11201. .11515, 11202 


.'.11516, 


11215. .11517 





42276 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


. o3 . ts 


Method 


TBLASTX: Soybean 




Start 


11543 




End 


11904 




GI 


none 




Score 


181 




Exons 


11543. .11722, 11548 


. .11712, 


11722. .11904, 11726. .11890 




Seq. No. 


42065 




Seq. ID 


OJ000222_06,0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11643 




End 


12715 




GI 


none 




Score 


317 




Exons 


11643. .11897, 11644 


. .11904, 


11645. .11896, 11646. .11897, 






12356. .12454, 12357 


. .12410, 


12401, .12679, 12416. ,12715, 






12561. .12680 










Seq. No. 


42065 




Seq. ID 


OJ000222_06,0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


. ol.tw 


Method 


TBLASTX: Wheat 




Start 


11660 




End 


12527 




GI 


none 




Score 


302 




Exons 


11660. .11896, 11662 


, .11904, 


12356. ,12415, 12362 .. 124 15, 






12413. .12526, 12421 


. .12525, 


12432. ,12527 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


-o5.tc 


Method 


TBLASTX: Cress 




Start 


11674 




End 


11908 




GI 


none 




Score 


137 




Exons 


11674. .11907, 11684 


. .11908 








Seq. No. 


42065 




Seq. ID 


OJ00p222_06.0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


12827 




End 


13420 




GI 


none 




Score 


192 




Exons 


12827, .13186, 12828 


. .13187, 


13269. .13346, 13280.. 13420 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323. 


C4 


Gene No. 


87357 




Strand 






Start 


6916 




End 


15837 




Name 


OJ000222 06. 0323. C4 


.o2,tm 


Method 


TBLASTX: Maize 




Start 


13322 




End 


14616 




GI 


none 




Score 


137 




Exons 


13322.. 13444, 13323 


. .13436, 


13324. .13437, 13531 .. 13875, 






13534. .13596, 13547 


. .13876, 


13556. .13891, 13633 13887 , 






14307. .14450, 14310 


. .14396, 


14312. .14422, 14575. .14616 




Seq. No. 


42065 




Seq. ID 


OJ000222_06.0323. 


C4 


Gene No. 


87357 




Strand 






Star.t 


6916 




End 


15837 





42277 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000222_06 . 0323 . C4 . o3 . tc Method TBLAS-TX : Cress 

15508 End 15822 

none Score 101 

15508. .15642, 15509 15628, 15679 15822, 15680.. 15793 



42066 
87358 
1 

OJ000222_06.0323.C5.ol.np 
1 

6642669 



Seq. ID OJ000222_06.0323.C5 
Strand + 

3756 
AAT/NAP 
3744 
515 



End 

Method 
End 
Score 

1..42, 141. .180, 351. .447, 495. .540, 1111. .1223, 2443. .2556, 
2800. .3116, 3261. .3311, 3480. .3572, 3652. .3744 

{AC015450) putative DNA-binding protein [Arabidopsis thaliana] 



42066 Seq. ID 

87358 Strand 

1 . End 3756 

OJ000222_06.0323.C5.ol.gs Method GENSCAN 

173 End 3756 

none Score .59 

173. .180, 495. .540, 609. .686, 1111. .1203, 2428. 
2609. .2673, 3050. .3116, 3261. .3311, 3480. .3572, 



OJ000222_06.0323.C5 
+ 



,2547, 
3652. .3756 



OJ000222_06.0323.C5 
+ 

5537 
AAT/NAP 
5537 
105 



42066 Seq. ID 

87359 Strand 
5447 • End 

OJ000222_06 . 0323 . C5 . o2 . np Method 
5447 End 
2499488 Score 
5447. .5537 

PYROPHOSPHATE—FRUCTOSE 6-PHOSPHATE 1- PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE)) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi I 483547 | emb | CAA83682 t (Z32849) pyrophosphate-dependent 
phosphof ructokinase alpha subunit [Ricinus communis] 



Seq. No. 


42066 








Seq. ID 


OJ000222_06.0323.C5 


Gene No. 


87360 








Strand 


+ 


Start 


5454 








End 


5543 


Name 


OJ000222 06 


.0323. 


C5.01. 


tm 


Method 


TBLASTX: Maize 


Start 


3002 








End 


3762 


GI 


none 








Score 


136 


Exons 


3002. .3115, 


3024. 


,3119, 


3027. 


,3116, 3261.-3314, 3263. .3313 




3477. .3575, 


3478. 


.3549, 


3479. 


,3574, 3634.-3759, 3649.. 3762 


Seq. No. 


42066 








Seq. ID 


OJ000222_06-0323.C5 


Gene No. 


87360 








Strand 


+ 


Start 


5454 








End 


5543 


Name 


OJ000222 06 


.0323. 


C5.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


3485 








End 


3738 


GI 


none 








Score 


144 


Exons 


3485. .3574, 


3486. 


.3575, 


3486. 


-3575, 3634.. 3738, 3651.. 3737 


Seq. No. 


42066 








Seq. ID 


OJ000222_06.0323-C5 


Gene No. 


87360 








Strand 


+ 


Start 


5454 








End 


5543 



42278 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000222_06 . 0323 . C5 . ol . gp Method AAT/GAP 
5454 End 5543 

65692_1.R1084 Score 139 

5454. .5543 

'3790102 3.0e-51 (AF095521) pyrophosphate-dependent 
phosphofructokinase alpha subunit [Citrus X paradisi] * 



42067 Seq. ID 

87361 Strand 
365 End 
OJ000222_06 . 0323 . C6 . ol . np Method 
365 End 
2499488 Score 
365. .629, 849. .961, 1566. .1754, 1843. 
2357. .2410, 2927. .3007, 3094. .3187, 



OJ000222_06.0323.C6 
+ 

4981 
AAT/NAP 
4978 
2089 

..1910, 2031.. 2114, 
3293.. 3366, 3434.. 3544, 



3635. .3679, 3783. .3839, 3962. .4066, 4150. .4266, 4360. .4463, 
4579. .4744, 4853.-4978 

PYROPHOSPHATE— FRUCTOSE 6-PHOSPHATE 1-PHOSPHOTRANSFERASE ALPHA 
SUBUNIT (PFP) (6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE)) 
(PYROPHOSPHATE-DEPENDENT 6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) 
gi I 483547 |emblCAA83682 | (Z32849) pyrophosphate-dependent 
phosphofructokinase alpha subunit [Ricinus communis] 



42067 
87361 
365 

OJ000222_06 . 0323 . C6 . ol . gp 
453 

65692_1.R1084 
453. .629, 849. .964, 1568. .1654 

'3790102 3.0e-51 (AF095521) pyrophosphate-dependent 
phosphofructokinase alpha subunit [Citrus X paradisi] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_06.0323.C6 
+ 

4981 
AAT/GAP 
1654 
634 



42067 
87361 
365 

OJ000222_06.0323.C6.ol.gs 
457 



Seq. ID OJ000222_06.0323.C6 
Strand + 

4981 
GENSCAN 
4981 
.95 



End 

Method 
End 

none Score 
457.-. 629, 849. .961, 1566. .1754, 1843. .1910, 2031. .2114, 
2357.. 2410, 3094.. 3187, 3293.. 3366, 3434.. 3544, 3635.-3679, 
3783. .3839, 4150. .4266, 4360. .4463, 4579. .4744, 4853. .4981 



42067 
87361 
365 

OJ000222_06.0323.C6.o2.gp 
1660 

LIB3434-047-P1-K1-G6 



Seq. ID OJ000222_06.0323.C6 

Strand + 

End 4981 • 

Method AAT/GAP 

End 3034 

Score 635 



1660. .1754, 1843. ,1910, 2031. .2114, 2357. .2410, 2927. .3034 
'2499488/sp|Q41140|PFPA_RICCO 8.0e-60 PYROPHOSPHATE— FRUCTOSE 
6-PHOSPHATE 1-PHOSPHOTRANSFERASE ALPHA SUBUNIT (PFP) 
(6-PHOSPHOFRUCTOKINASE (PYROPHOSPHATE) ) (PYROPHOSPHATE-DEPENDENT 
6-PHOSPHOFRUCTOSE-l-KINASE) (PPI-PFK) >gi_4 83547__emb_CAA83682_ 
(Z32849) pyrophosphate-dependent phosphofructokinase alpha 
subunit [Ricinus communis] * 



42279 



Seq, No. 42067, Seq. ID OJ000222_06 . 0323 . C6 

Gene No. 87362 Strand + 

Start 5097 End 5213 

Name OJ000222_06 . 0323 . C6 . o3 . gp Method AAT/GAP 

Start 5097 End 5213 

GI LIB3433-037-P1-K1-D6 Score 141 

Exons 5097.. 5213 

GI Descrip. ' 455458/gb | L28995 | RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds' 



Seq. No. 42067 

Gene No, 87363 

Start 8022 

Name OJ000222_06 . 0323 . C6 . o2 . np 

Start 8022 

GI 6572073 

Exons 8022.. 8167, 8284.. 8358, 8448 
9362.. 9474, 9587.. 9684, 9768 



Seq. ID OJ000222_06.0323.C6 

Strand + 

End 10202 

Method AAT/NAP 

End 10153 

Score 739 

.8533, 8820. ,8926, 9112. .9283, 
.9855, 10055.. 10153 



GI Descrip. {AL133452) putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



42067 
87363 
8022 

OJ000222_06.0323.C6.o4, 
9449 

LIB3433-031-P1-K1-C1 



gp 



Seq. ID 

Strand 

End . 

Method 

End 

Score 



OJ000222_ 
+ 

10202 
AAT/GAP 
10202 
612 



06, 0323, C6 



9449. .9474, 9587. .9684, 9768. .9855, 10055. .10202 
'5630087/gb|AAD45832,l|AC004876_5 6,0e-10 (AC004876) similar to 
predicted proteins AAB54240 ( PID: g2088822 ) and S67138 
{PID:g2132925) [Homo sapiens]' 



Seq. No. 42067 Seq. ID 

Gene No. 87364 Strand 

Start 10987 End 

Name OJ000222_06. 0323.C6.o5 .gp Method 

Start 10987 End 

GI 55842_1.R1084 Score 

Exons 10987. .11452 

GI Descrip. ' 455458/gb | L28995 | RIC3H3M 9,0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene 
cds' 



OJ000222_06,0323.C6 
+ 

11452 
AAT/GAP 
11452 
896 



complete 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No, 
Start 
Name 
Start 



42067 
87365 
13414 

OJ000222_06.0323.C6.o4,gs 

13414 

none 

13414. .13591, 13633. .13883, 
14524. .14900, 15105 .. 15263, 

42067 
87366 
17670 

OJ000222_06.0323.C6.o6.gp 
17670 



Seq. ID OJ000222_06.0323.C6 

Strand + 

End 15983 

Method GENSCAN 

End 15983 

Score .68 
14135. .14162, 14315. .14484, 
15950. .15983 

Seq. ID OJ000222_06.0323.C6 

Strand + 

End 18009 

Method AAT/GAP 

End 18009 



42280 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start 
Name 



2428129 " Score 635 

17670. -18009 

455458/gb|L28995|RIC3H3M 9.0e-58 Oryza sativa 

3-hydroxy-3-methylglutaryl coenzyme A reductase gene, complete 
cds 



42067 Seq. ID 

87366 Strand 
17670 End 
OJ000222_06.0323.C6.o4.np Method . 

17872 End 
1346301 Score 
17872. .18009 

3-HYDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE (HMG-COA 
REDUCTASE) gi 1 1071805 |pir| | S46314 hydroxymethylglutaryl CoA 
reductase - rice gi 1 455459 (L28995) 3-hydroxy-3-methylglutaryl 
coenzyme A reductase [Oryza sativa] 



OJ000222_06.0323.C6 
+ 

18009 
AAT/NAP 
18009 
183 



42067 Seq. ID 

87367 Strand 
5325 End 
OJ000222_06 . 0323 . C6 . o2 . gs Method 
5325 End 
none Score 

5325. .5515, 6256. .6367-, 6616.. 6848, 

7657. .7781, 7892. .8087, 8180. .8409 



OJ000222_06.0323.C6 

8409 
GENSCAN 
8409 
.51 

7035. .7149, 7275. .7446, 



42067 
87368 
10824 

OJ000222_06.0323.C6.o3.gs 

10824 

none 

10824. .11276 



42067 
87369 
12724 

OJ000222_06 

434 

none 

434. .610, 4 
848. .985, 1 
1837. .1911, 
2030. .2125, 
2924, .3010, 
3292, .3366, 
3433. .3543, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



0323.C6.ol.tm 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000222_06.0323.C6 

11276 
GENSCAN 
11276 
.77 



OJ000222 06. 0323. C6 



3632. 
3960. 
4359. 
4579. 



.3682, 
.4067, 
.4463, 
.4746, 



54. .645, 454. .657 
564.. 1755, 1565- . 
1841.. 1912, 1842 
2030.. 2125, 2350 
3092.. 3178, 3093 
3292.-3369, 3308 
3433.. 3546, 3434 
3644.. 3679, 3780 
3962.. 4066, 4143 
4359.. 4463, 4360 
4583.. 4747, 4848 



14808 

TBLASTX: Maize 
4966 
218 

, 846, ,962, 846. ,968, 847.-969, 
1756, 1565.. 1756, 1567.. 1773, 
..1913, 2026. .2124, 2028.-2117, 
..2409, 2354. .2410, 2915. .3031, 
..3170, 3093.. 3191, 3094.. 3192, 
-.3448, 3428.. 3544, 3432.. 3542, 
-.3553, 3609.. 3680, 3631.-3675, 
.,3839, 3782.. 3835, 3955.. 4065, 
..4271, 4150. .4266, 4355, ,4462, 



42067 
87369 
12724 

OJ000222 06.0323.C6.ol.ts 



.-4464, 4573.-4746, 4574. .4759, 
..4964, 4850. .4966, 4852.-4965 

Seq. ID OJ000222__06.0323-C6 
Strand 

End 14808 

Method TBLASTX : Soybean 



42281 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 4960 
Score 171 

846*. 968, 847. .969, 1550. .1753, 

.1770, 1842. .1913, 2028. .2117, 

.3009, 2924. .3010, 3093. .3191, 

.3366, 3430. .3543, 3432. .3539, 

.3666, 3632. .3682, 3779. .3835, 

.4066, 3965. .4066, 4147. .4242, 

.4460, 4359. .4463, 4360. .4464, 
.4959, 4850. .4960 

Seq. ID OJ000222_06.0323.C6 
Strand 

End 14808 

Method TBLASTX : Wheat 

End 1665 

Score 190 



454 
none 

454.-645, 456. .629, 820. .963, 

1564.. 1755, 1565.. 1756, 1591. 

2030. .2116, 2354. .2410, 2914. 

3094.. 3192, 3104.. 3202, 3292. 

3433.. 3540, 3434.. 3553, 3628. 

3780.. 3839, 3955.. 4062, 3962. 

4149.. 4262, 4150.. 4266, 4359. 

4574.. 4759, 4579.-4755, 4846. 

42067 
87369 
12724 

OJ000222_06.0323.C6.o3.tw 
517 
none 

517, .645, 519. .629, 846. .956, 846. .962, 847. .963, 847. .969, 
848. .988, 1564. .1665, 1565. .1663, 1576. .1665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42067 
87369 
12724 

OJ000222_06 . 0323 . C6 . o4 . to 

843 

none 

843. .866, 847. .963, 852. .908, 
2028.. 2117, 2924.. 2953, 2945. 

42067 
87369 
12724 

OJ000222_06.0323.C6.ol.tw 

4359 

none 

4359.. 4460, 4359.. 4463, 4360. 
4583. .4717, 4584. .4718 

42067 
87369 
12724 

OJ000222__06.0323.C6.o2.tc 

4 619 

none 

4619. .4759, 4624. .4746, 4682. 
4852.-4944, 5061.. 5090, 10892 

42067 
87369 
12724 

OJ000222_06.0323.C6.o2.tw 

4851 

none 

4851. .4964, 4852. .4965, 4853. 
5012. .5071 



Seq. ID OJ000222_06.0323.C6 
Strand 

End 14808 

Method TBLASTX : Cress 

End 3007 

Score 38 

1565. .1756, 1830. .1913, 
.3007 

Seq. ID OJ000222_06.0323.C6 
Strand 

End 14808 

Method TBLASTX : Wheat 

End 4718 

Score 111 

.4506, 4574. .4717, 4582. .4716, 



Seq. ID OJ000222_06.0323.C6 
Strand 

End 14808 

Method TBLASTX : Cress 

End 11068 

Score 201 

.4768, 4850. .4954, 4850. .4930, 
. .11068 

Seq. ID OJ000222_06.0323.C6 
Strand 

End 14808 

Method TBLASTX : Wheat 

End 5071 

Score 178 

.4966, 4853. .4966, 5002.-5070, 



Seq- No. 



42067 



Seq. ID OJ000222_06.0323.C6 



42282 





Gene No . 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06.0323.C6.o3.tc 


Method 


TBLASTX: Cress 




Start 


8285 


End 


10129 




GI 


none 


Score 


62 




Exons 


8285,-8365, 8431. .8532, 8818 


.-8925, 8819.. 8929, 9112.. 9267, 






9114.. 9236, 9393.. 9470, 9394 


.-9474, 9578. .9682, 9593. .9685, 






. 9769. .9858, 9771. .9854, 10052. .10129 






Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323.C6 




Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06 . Oozo . Co . oo . tm 


Method 


TBLASTX: Maize 




Start 


8296 


End 


8532 




GI 


none 


Score 


80 




Exons 


8296.. 8361, 8297. .8368, 8361 


..8495, 8431.-8532, 8431. .8532 




Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323.C6 




Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06 . 0323 . C6 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


8818 


End 


9643 




GI 


none 


Score 


127 




Exons 


8818.. 8928, 8819.. 8929, 9110 


..9268, 9111. .9236, 9112. .9270, 






9112.-92.76, 9376.. 9474, 9387 


..9470, 9530.. 9643, 9578.. 9643 




Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323.C6 


f\l 


Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 


: : E 


Name 


OJ000222 06.0323.C6.o3.ts 


Method 


TBLASTX : Soybean 




Start 


9112 


End 


9474 




GI 


none 


Score 


202 


.ru 

E 


Exons 


9112.. 9270, 9114.. 9236, 9385 


. .9474, 9390. .9470 


f 1 


Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323.C6 




Gene No . 


87369 


Strand 




s. 


Start 


12724 


End 


^14808 


t'l 


Name 


OJ000222 06 . 0323 . C6 . o4 . tm 


Method 


TBLASTX: Maize 




Start 


11400 


,End 


13722 


L ^ 


GI 


none 


Score 


36 


r 


Exons 


114 00.. 11414, 11511. .11573, 


11539. .11586, 11540. .11584, 






"ll^/^T TTTIT 

11560 .. 11619/ 11601.-11717, 


11642. .11728, 11686. .11718, 






^^"lil^ 

11712 .. 11741, 11716.-11742, 


11740. .11775, 11741. .11782, 






11742. .11777, 12508.-12591, 


12512. .12592, 12512 .. 12592, 






12522. .12596, 12571 12615, 


12593. .12616, 12594 .. 12617, 






12619.-12816, 12689. .12814, 


12692- .12820, 12697 -. 12816, 






13027. .13278, 13030 .. 13281 , 


13354. .13401, 13359. .13403, 






13670. .13720, 13675,. 13722 








Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323.C6 




Gene No . 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06-0323. C6.o3.np 


Method 


AAT/NAP 




Start 


12724 


End 


14808 




GI 


6554473 


Score 


536 




Exons 


12724- .12815, 13023 -. 13266, 


13355. .13430, 14246. . 14475, 






14602- .14808 







42283 



GI Descrip. (AC012394) putative RNA-binding protein [Arabidopsis thaliana] 
gi|6642681|gb|AAF20261.1|AC015450_22 (AC015450) putative 
RNA-binding protein. [Arabidopsis thaliana] 



Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323. 


C6 


Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06.0323.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


14347 


End 


14785 




GI 


none 


Score 


124 




Exons 


14347. .14475, 14357 .. 14476, 


14576. .14653, 14 596 .. 14775, 






14714 . . 14785 








Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323. 


C6 


Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06.0323.C6.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14374 


End 


14794 




GI 


none 


Score 


89 




Exons 


14374. .14460, 14375 .. 14443, 


14440. .14 475, 14 444 .. 14 488 , 






14597 . .14 653, 14602 .. 14772, 


14696. .147 94, 14714. .14794 




Seq. No. 


42067 


Seq. ID 


OJ000222_06.0323, 


C6 


Gene No. 


87369 


Strand 






Start 


12724 


End 


14808 




Name 


OJ000222 06.0323.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


14377 


End 


14758 




GI 


none 


Score 


101 




Exons 


14377. .14475, 14378 .. 14476, 


14576. .14653, 14596 .. 14757 , 






14711. .14758 








Seq. No. 


42068 


Seq. ID 


OJ000222_06.0323 


.C7 


Gene No. 


87370 


Strand 


+ 




Start 


1 


End 


2780 




Name 


OJ000222 06.0323.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2777 




GI 


1346301 


Score 


1180 




Exons 


1..21, 1165. .1349, 1963. .2309, 2538. .2777 




GI Descrip. 


3-HYDROXY-3-METHYLGLUTARyL- 


COENZYME A 


REDUCTASE (HMG-COA 


REDUCTASE) qi | 1071805 | pir | |S4 6314 hydroxymethylglutaryl 


CoA 




reductase - rice gi 1455459 


(L28995) 3- 


-hydroxy-3-methylglutaryl 




coenzyme A reductase [Oryza 


sativa] 






Seq. No. 


42068 


Seq. ID 


OJ000222_06.0323 


.C7 


Gene No. 


87370 


Strand 


+ 




Start 


1 


End 


2780 




Name 


OJ000222 06.0323.C7,ol.gs 


Method 


GENSCAN 




Start 


1271 


End 


2780 




GI 


none 


Score 


.94 




Exons 


1271.. 1349, 1963.. 2309, 2538.. 2780 






Seq. No. 


42068 


Seq. ID 


OJ000222_06.0323 


.C7 


Gene No. 


87371 


Strand 






Start 


3173 


End 


4215 




Name 


OJ000222 06.0323.C7.o2.gs 


Method 


GENSCAN 




Start 


3173 


End 


4215 




GI 


none 


Score 


.53 





42284 



Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3173.. 3314, 3587.. 3690, 4015.. 4215 



42068 
87372 
8301 

OJ000222_06 . 0323 . C7 . ol . ts 
1155 
none 



Seq, ID OJ000222_06.0323.C7 
Strand 

End 11290 

Method TBLASTX : Soybean 

End 2779 

Score 72 



1155. .1283, 1165. .1299, 1166. .1324, 1280. .1351, 1296. .1337, 
1312.. 1380, 1958.. 2311, 1959.. 2312, 1962.. 2318, 2209.. 2334, 
2210..2317-, 2535.. 2762, 2537.. 2779, 2537.. 2767 



42068 
87372 
8301 

OJ000222_06.0323.C7.ol.tc 
1165 



Seq. ID OJ000222_06.0323.C7 
Strand 

11290 

TBLASTX: Cress 
2762 
240 



End 

Method 
End 

none Score 
1165. .1410, 1166. .1351, 1210. .1380, 1958. .2311, 1959. .2312, 
1962.. 2312, 2535.. 2762, 2537.. 2758 



42068 
87372 
8301 

OJ000222_06 . 0323 . 07 . ol . tm 

1165 

none 

1165. .1410, 1166. .1351, 1168. 
2535. .2762, 2537.. 2767 

42068 
87372 
8301 

OJ000222_06. 0323.C7 .o4 .gs 
8301 
none 



OJ000222_06.0323.C7 
11290 

TBLASTX: Maize 
2767 
274 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1380, 1958. .2311, 1959. .2312, 



Seq. ID OJ000222_06,0323.C7 
Strand 

End 11290 

Method GENSCAN 

End 11290 

Score .56 



8301. .8782, 8825. .8921, 10813 .. 10868, 11250. .11290 



Seq. ID Ojb00222_06.0323.C8 

Strand + 

End 6430 

Method AAT/NAP 

End 6020 

Score 567 



42069 
87373 
4395 

OJ000222_06,0323.C8.ol.np 
4395 
7486887 
4395. .4477, 5147. .6020 

hypothetical protein T12H17.200 - Arabidopsis thaliana 
gi I 2827558 I emb I CAA16566.il '(AL021635) putative DNA binding 
protein [Arabidopsis thaliana] gi | 7269128 I emb | CAB79236 . 1 1 
(AL161558) putative DNA binding protein [Arabidopsis thaliana] 



42069 Seq. ID 

87373 Strand 

4395 End 

OJ000222_06 . 0323 . C8 . ol . gp Method 

4440 End 

1631453 Score 
4440. .4693 



OJ000222__06.0323.C8 
+ 

6430 
AAT/GAP 
4693 
464 



42285 




Seq. No. 


42069 




Seq. ID 


OJ000222_06 . 0323 


-C8 


Gene No . 


87373 




Strand 


+ 




Start 


4395 




End 


6430 




Name 


OJ000222 06. 0323. 08. o2. 




Method 


AAT/GAP 




Start 


5914 




End 


6430 




GI 


2800496 




Score 


843 




Exons 


5914. .6430 










Seq. No. 


42069 




Seq. ID 


OJ000222_06 . 0323 


.C8 


Gene No . 


87374 




Strand 


+ 




Start 


6766 




End 


7068 




Name 


OJ000222 06.0323.C8.ol. 


to 


Method 


TBLASTX: Cress 




Start 


5390 




End 


5587 




GI 


none 




Score 


191 




Exons 


5390. .5587 










Seq. No. 


42069 




Seq. ID 


OJ000222_06 . 0323 


.C8 


Gene No . 


87374 




Strand 


+ 




Start 


6766 




End 


7068 




Name 


OJ000222 06.0323.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5390 ~ 




End 


5584 




GI 


none 




Score 


200 




Exons 


5390. .5584 










Seq. No. 


42069 




Seq. ID 


OJ000222_06.0323 


'v*. .. . 

.C8 


Gene No . 


87374 




Strand 


+ 




Start 


6766 




End 


7068 




Name 


OJ000222 06.0323.C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5390 ~ 




End 


5638 




GI 


none 




Score 


196 




Exons 


5390. .5584, 5401. .5577, 


5570 


. .5638 






Seq. No. 


42069 




Seq. ID 


OJ000222_06. 0323 


-C8 


Gene No . 


87374 




Strand 


+ 




Start 


6766 




End 


7068 




Name 


OJ000222 06.0323.C8.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5390 




End 


5637 




GI 


none 




Score 


197 




Exons 


5390.. 5608, 5390.. 5560, 


5581 


. .5637 






Seq. No. 


42069 




Seq. ID 


OJ000222_06.0323 


,C8 


Gene No. 


87374 




Strand 


+ 




Start 


6766 




End 


7068 




Name 


OJ000222 06.0323.C8.o3. 


gp 


Method 


AAT/GAP 




Start 


. 6766 




End 


7068 




GI 


uC-osf Icypl27gl0al 




Score 


552 




Exons 


6766. .7068 










GI Descrip. 


M176420/clbj IBAA37167 | 


2.0e- 


11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










Seq. No. 


42070 




Seq. ID 


OJ000222_06.0323 


.C9 


Gene No. 


87375 




Strand 


+ 




Start 


463 




End 


2386 




Name 


OJ000222 06.0323.C9.ol. 


gs 


Method 


GENSCAN 




Start - 


463 




End 


2386 




GI 


none 




Score 


.43 





42286 




Exons 463.. 489, 512.. 663, 1829.. 2084, 2222.. 2386 





Seq. No. 


42070 




Seq. ID 


OJ000222_06.0323.C9 




Gene No. 


87376 




Strand 






Start 


3305 




End 


5001 




Name 


OJ000222 06. 


0323.C9.ol.np 


Method 


AAT/NAP 




Start 


3305 




End 


4721 




GI 


1091678 




Score 


292 




Exons 


3305. .3342, 


3529.-3625, 3917 


. .4721 






GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 




Seq. No. 


42070 




Seq. ID 


OJ000222_06.0323.C9 




Gene No. 


87376 




Strand 






Start 


3305 




End 


5001 




Name 


OJ000222 06 


0323 C9 o2 tm 

V/ •m' ^ a \^ -/ . W . U> Jill 


Method 


TBLASTXrMaize 




Start 


3775 ~~ 




End 


5001 




GI 


none 




Score 


192 




Exons 




"^QPQ 41?fi ?Q'^'^ 


..4124, 4753. .5001, 4754. .4975 




Seq. No. 


42070 




Seq. ID 


OJ000222_06.0323.C9 




Gene No. 


87376 




Strand 






Start 






End 


5001 




Name 


kJiJ \J \J\J C, WW. 




Method 


TBLASTX : Soybean 




Start 


J ^ *4 I 




End 


4157 




GI 


none 




Score 


165 


El 5 


Exons 


'^Q44 4147 


Q4 S 4 1 S7 








Qpn No 


42070 




Seq. ID 


OJ000222_06.0323.C9 . 


f3 


Gene No. 


87376 




Strand 






Start 


3305 




End 


5001 


. ™ 


Name 


OJ000222 06. 


0323.C9.olatm 


Method 


TBLASTXrMaize 




Start 


4127 




End 


4701 




GI 


none 




Score 


68 




Exons 


4127. .4237, 


4127. .4312, 4262 


..4570, 4347. .4562, 4558. .4701, 






4591. .4698 










Seq. No. 


42071 




Seq. ID 


OJ000222_06.0323.C11 


" — 


Gene No. 


87377 




Strand 


+ 




Start 


320 




End 


3136 


r "1 


Name 


OJ000222 06. 


0323,Cll.ol.gs 


Method 


GENSCAN 


C3 


Start 


320 




End 


3136 




GI 


none 




Score 


.96 




Exons 


320. .439, 1022. .1142, 1312.. 


2196, 2735 


. .3136 




Seq. No. 


42071 




Seq. ID 


OJ000222_06.0323.C11 




Gene No. 


87378 




Strand 


+ 




Start 


4587 




End 


5331 




Name 


OJ000222 06. 


0323,Cll.ol.gp 


Method 


AAT/GAP 




Start 


4587 




End 


5331 




GI 


none 




Score 


737 




Exons 


4587. .5012, 


5306. .5331 








Seq. No. 


42071 




Seq. ID 


OJ000222_06.0323.C11 




Gene No. 


87379 




Strand 






Start 


3505 




End 


7063 




Name 


OJ000222 06. 


0323.Cll.o2.tm 


Method 


TBLASTXrMaize 




Start 


88 




End 


516 



42287 




GI 


none 








Score 


148 


Exons 


88. .141,. 217 


. ,516 










Seq. No. 


42071 








Seq. ID 


OJ000222_06.0323,C11 " 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323. 


Cll.ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


1324 








End 


1707 


GI 


none 








Score 


131 


Exons 


1324. .1524, 


1324. 


.1452, 


1326. 


,1463, 1534., 1707 


Seq. No. 


42071 








Seq. ID 


OJ000222_06.0323,C11 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323. 


C11.02 


.gs 


Method 


GENSCAN 


Start 


3505 








End 


7010 


GI 


none 








Score 


.54 


Exons 


3505. .3684, 


3816. 


.3974, 


4317. 


.4349, 4838. .4982, 6157. .6259, 




6656, .6721, 


6782. 


.7010 








Seq. No. 


42071 








Seq. ID 


OJ000222_06.0323.C11 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323. 


Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4851 








■ End 


7056 


GI 


none 








Score 


119 


Exons 


4851. .4889, 


4873, 


.4983, 


4874. 


,4984, 4905.. 4985, 6780., 7013, 




6781. .7011, 


6783, 


.7013, 


7018. 


,7056 




Seq. No. 


42071 








Seq. ID 


OJ000222_06,0323.C11 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323. 


Cll.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


4906 








End 


7025 


GI 


none 








Score 


88 


Exons 


4906. .4983, 


4913. 


.4984, 


6780. 


.7025, 6781.. 7023 


Seq. No. 


42071 








Seq. ID 


OJ000222_06.0323.C11 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323, 


Cll.ol 


,ts 


Method 


TBLASTX : Soybean 


Start 


4906 








End 


7013 


GI 


none 








Score 


101 


Exons 


4906. .4983, 


4910, 


,4984, 


6780. 


.7013, 6781.. 7011 


Seq. No. 


42071 








Seq. ID 


OJ000222_06.0323.C11 


Gene No. 


87379 








Strand 




Start 


3505 








End 


7063 


Name 


OJ000222 06. 


0323. 


C11.02 


.np 


Method 


AAT/NAP 


Start 


4915 








End 


7063 


GI 


7489345 








Score 


447 


Exons 


4915. .4982, 


6782, 


,7063 








GI Descrip. 


thioredoxin 


reductase (NADPH) 


(EC 1,6, 


4.5) - common sunflower 



(fragment) gi | 536838 | gb | AAA33376 . 1 | (L36129) NADPH thioredoxin 
reductase [Helianthus annuus] 



Seq. No, 42072 Seq. ID OJ000222_06 . 0323 . C12 



42288 



Gene No. 
Start 
. Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



87380 Strand + 

5191 End 5587 

OJ000222_06 . 0323 . C12 . o2 . np Method AAT/NAP 

5191 End 5587 

7340884 Score 143 

5191.. 5382, 5557.. 5587 

{AP001551) Similar to Antirrhinum ma jus transposon Tam3 gene for 
transposase. {AB013982) [Oryza sativa] 



42072 
87381 
1 

OJ000222_06.0323.C12.ol.gp 
1 

11446_1.R1084 
1..376 

•5830788/emb I CAB54874.il 2.0e-47 (AL117188) thioredoxin 
reductase (NADPH) 2 [Arabidopsis thaliana] ' 



Seq. ID OJ000222_06.0323.C12 
Strand 

End 2853 

Method AAT/GAP 

End 376 

Score 644 



Seq. ID OJ000222_06.0323.C12 
Strand 

End 2853 

Method AAT/NAP 

End 2853 

Score 275 



42072 
87381 
1 

OJ000222_06.0323.C12.ol.np 
1 

2262173 
1..220, 2694. .2853 

(AC002329) putative thioredoxin reductase [Arabidopsis thaliana] 



42072 
87381 
1 

OJ000222_06.0323.C12.ol.ts 
1 

none 

1..213, 1..63, 3. .215 

42072 
87381 
1 

OJ000222_06.0323.C12.ol.tm 
3 

none 

3. .245, 4. .246 

42072 
87381 
1 

OJ000222_06.0323.C12.ol.tc 
6 

none 

6. .215, 15. .146, 16. .213 

42073 
87382 
1 

OJ000222_06.0323.C13.ol.np 
1 



Seq. ID OJ000222_06.0323.C12 
Strand 

End 2853 

Method TBLASTX : Soybean 

End 215 

Score 245 



Seq. ID OJ000222_06.0323.C12 
Strand 

End 2853 

Method TBLASTX : Maize 

End 24 6 

Score 251 



Seq. ID OJ000222_06.0323.C12 
Strand 

End 2853 

Method TBLASTX: Cress 

End 215 

Score 78 



Seq. ID OJ000222_06.0323.C13 

Strand + 

End 4 37 6 

Method AAT/NAP 

End 4 34 9 



42289 




GI 6466937 . Score 1320 

Exons 1..63, 1563.. 4349 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 





Seq. No. 


42073 




Seq. ID 


OJ000222_06.0323.C13 




Gene No. 


87382 




Strand 


+ 




Start 


1 




End 


4376 




Name 


OJ000222 06.0323.C13.o2 


. gs 


Method 


GENSCAN 




Start 


1180 




End 


4376 




GI 


none 




Score 


.65 




Exons 


1180. .2679, 2833. .3185, 


3230. 


.3334, 3497.. 3678, 3772.. 4376 




Seq. No. 


42073 




Seq. ID 


OJ000222_06. 0323.C13 




Qe0Q No. 


87383 




Strand 


— 




Start 


396 




End 


792 




Name 


OJ000222 06.0323,C13.ol 


. gs 


Method 


GENSCAN 




Start 


396 




End 


792 




GI 


none 




Score 


,42 




Exons 


396. . 605, 766. .792 










cpa No 


42073 




Seq. ID 


OJ000222_06.0323.C13 






87384 




Strand 


— 




start 


4425 




End 


4583 




Name 


'OJ000222 06.0323.C13.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


424 




End 


611 




GI 


none 




Score 


138 


i y 


F.v on ^ 


424 . . 609. 426. . 611 










Sea No. 


42073 




Seq. ID 


OJ000222_06.0323.C13 




Gene No . 


87384 




Strand 






Start 


4425 




End 


4583 


f == 


Name 


OJ000222 06.0323.C13.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


456 




End 


611 


fl 


GI 


none 




Score 


159 


i2 


Exons 


456. . 611, 457 . . 609 










Seq. No. 


42073 




Seq. ID 


OJ000222_06.0323.C13 




Qene No. 


87384 




Strand 






Start 


4425 




End 


4583 


r T 


Name 


OJ000222 06,0323.C13.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3034 




End 


3515 




GI 


none 




Score 


81 




Exons 


3034. .3168, 3177. .3515, 


3177. 


,3431, 3185.. 3511 




Seq. No, 


42073 




Seq, ID 


OJ000222_06.0323.C13 




Gene No. 


87384 




Strand 






Start 


4425 




End 


4583 




Name 


OJ000222 06.0323.C13.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3094 




End 


3569 




GI 


none 




Score 


80 




Exons 


3094.. 3174, 3165.. 3569, 


3165. 


.3473, 3173.. 3568 




Seq. No. 


42073 




Seq. ID 


OJ000222_06.0323.C13 




Gene No. 


87384 




Strand 






Start 


4425 




End 


4583 




Name 


bj000222 06.0323.C13.o4 


■ ts 


Method 


TBLASTX: Soybean 



42290 




start 


3180 








End 


3387 


GI 


none 








Score 


183 


Exons 


3180. .3383, 


3181, 


.3387 








Seq. No. 


42073 








Seq. ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








Strand 




Start 


4425 








End 


4583 


Name 


OJ000222 06. 


0323 


C13.02. 


tc 


Method 


TBLASfX: Cress 


Start 


3186 








End 


3479 


GI 


none 








Score 


182 


Exons 


3186. .3479 












Seq- No. 


42073 








Seq. ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








brrana 




Start 


4425 








End 


4583 


Name 


OJ000222 06. 


0323 


.C13.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


3498 








End 


3851 


GI 


none 








Score 


339 


Exons 


3498. .3851, 


3500 


. .3850 








Seq. No. 


42073 








Seq, ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








otrana 




Start 


4425 








End 


4583 


Name 


OJ000222 06- 


0323 


.C13.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


3564 








End 


3965 


GI 


none 








Score 


. 318 


Exons 


3564. .3965, 


3564 


. .3965 








Seq. No. 


42073 








Seq. ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








Strand 




Start 


4425 








End 


4583 


Name 


OJ000222 06. 


0323 


.013.01. 


tm 


Method 


TBLASTX:Maize 


Start 


3584 








End 


4121 


GI 


none 








Score 


582 


Exons 


3584. .4093, 


3588 


. .4121, 


3591. 


.4109 




Seq. No. 


42073 








Seq. ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








Strand 




Start 


- 4425 








End 


4583 


Name 


OJ000222 06 


0323 


,C13.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3873 








End 


4118 


GI 


none 








Score 


213 


Exons 


3873,-4118, 


3891 


- .4028, 


3899. 


.4033 




Seq. No. 


42073 








Seq. ID 


OJ000222_06.0323.C13 


Gene No. 


87384 








Strand 




Start 


4425 








End 


4583 


Name 


OJ000222 06 


0323 


-C13.03 


tm 


Method 


TBLASTX: Maize 


Start 


4122 








End 


4315 


GI 


none 








Score 


193 


Exons 


4122. .4304, 


4127 


. .4315 








Seq. No. 


42073 








Seq. ID 


OJ000222_06,0323.C13 


Gene No. 


87384 








Strand 




Start 


4425 








End 


4583 


Name 


OJ000222 06 


.0323 


-C13.02 


np 


Method 


AAT/NAP 


Start 


4425 








End 


4583 



42291 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7523512 Score 109 

4425. .4583 

(AP001633) hypothetical protein [Oryza sativa] 



42074 Seq. ID 

87385 Strand 
142 End 
OJ000222_06.0323.C14.o6.np Method 
142 End 
7446017 .Score 
142. .266, 8594. .8760, 11346. .11640 

hypothetical glycine-rich protein Rvl091 - Mycobacterium 
tuberculosis {strain H37RV) gi | 2896728 | emb | CAA17207 . 1 1 
(AL021897) PE_PGRS [Mycobacterium tuberculosis] 



OJ000222_06.0323.C14 
+ 

11640 
AAT/NAP 
11640 
81 



42074 
87385 
142 

OJ000222_06 . 0323 .C14 . o3 . gs 

5139 

none 



Seq. ID OJ000222_06.0323.C14 

Strand + 

End 11640 

Method GENSCAN 

End 11484 

Score . 63 



5139, .5225, 5415. .5600, 5674. .5797, 5858. .6039, 6363. .6821, 
6873,-7023, 7376. .7530, 7557. .8036, 8839.. 8911, 9027. .9070, 
9436,, 9606, 11406.. 11484 

42074 Seq. ID OJ000222_06 . 0323 , C14 

87385 Strand + 

142 End 11640 

OJ000222_06.0323.C14.o3.np Method AAT/NAP 

5681 End 7259 

6466937 Score 816 

5681.. 7067, 7166.. 7259 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



42074 Seq. ID 

87386 Strand 

1 End 

OJ000222_06.0323.C14 .o2.np Method 

1 End 

6539586 Score 



OJ000222_06.0323.C14 

3992 
AAT/NAP 
3992 
1535 



1..56, 542. .623, 1185. .1253, 1427. .1808, 2987. 
(AP000837) hypothetical protein [Oryza sativa] 



3459, 3505.. 3992 



42074 Seq. ID 

87386 Strand 

1 End 
OJ000222_06 . 0323 . C14 . ol . gs Method 

14 6 End 

none Score 
146. ,506 



OJ000222_06.0323.C14 

3992 
GENSCAN 
506 
.69 



Seq. No. 42074 Seq. ID 

Gene No. 87386 Strand 

Start 1 End 

Name OJ000222_06.0323.C14 .ol.np Method 

Start . 228 End 



OJ000222_06.0323.C14 

3992 

AAT/NAP 

2996 



42292 




GI 7228457 Score 4074 

Exons 228.. 569, 633.. 2563, 2625.. 2996 

GI Descrip. (AP001366) Similar to Sorghiom bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


42074 


Seq. ID 


OJP00222_06.0323.C14 


Gene No . 


87386 


Strand 




Start 


1 


End 


3992 


Name 


OJ000222 06.0323.C14.o2.gs 


Method 


GENSCAN 


Start 


570 


End 


3992 


GI 


none 


Score 


.64 


Exons 


570. .1914, 1932. .2044, 2187.. 


3992 




Seq. No. 


42074 


Seq. ID 


OJ000222_06.0323.C14 


Gene No. 


87387 


Strand 




Start 


5405 


End 


8787 


Name 


OJ000222 06.0323.C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


228 


End 


561 


GI 


none 


Score 


234 


F von ^ 


228 560, 256, .561 






Seq. No. 


42074 


Seq. ID 


OJ000222 06.0323-C14 


Gene No . 


87387 


Strand 




Start 


5405 


End 


8787 


Name 


OJ000222 06.0323.C14.o3.tm 


Method 


TBLASTXrMaize 


Start 


228 


End 


431 


GI 


none 


Score 


123 


Exons 


228. .431, 256. ,396 






Seq. No - 


42074 


Seq. ID 


OJ000222_06.0323.C14 


Gene No . 


87387 


Strand 




Start 


5405 


End 


8787 


Name 


OJ000222 06,0323.C14.o2.tw 


Method 


TBLASTX: Wheat 


Start 


753 


End 


1212 


GI 


none 


Score . 


76 


Exons 


753, .992, 753. .1211, 919. .1017, 1075.. 


1212 


Seq. No. 


42074 


Seq. ID 


OJ000222_06.0323-C14 




87387 


Strand 




Start 


5405 


End 


8787 


Name 


OJ000222 06.0323.C14.o3.tw 


Method 


TBLASTX: Wheat 


Start 


1950 


End 


2342 


GI 


none 


Score 


91 


Exons 


1950. .2207, 1984. .2223, 2190, 


.2288, 2191.. 2283, 2295.. 2342 


Seq, No. 


42074 


Seq. ID 


OJ000222_06.0323.C14 


Gene No. 


87387 


Strand 




Start 


5405 


End 


8787 


Name 


OJ000222 06.0323.C14.o4.tm 


Method 


TBLASTX: Maize 


Start 


2052 


End 


2337 


GI 


none 


Score 


91 


Exons 


2052.. 2300, 2053.. 2337 






Seq. No. 


42074 


Seq. ID 


, OJ000222_06.0323.C14 


Gene No. 


87387 


Strand 




Start 


5405 


End 


8787 



42293 




Name 


OJ000222 06.^0323. 


C14.05 


np 


Method 


AAT/NAP 


Start 


5405 






End 


8787 


GI 


2914731 






Score 


90 


Exons 


5405.. 5441, 7436. 


.7511, 


7675. 


.8154, 8620.. 8787 


GI Descrip. 


(U37520) dragline 


silk protein spidroin 1 [Nephila clavipes 


Seq. No. 


42074 






Seq. ID 


OJ000222_06.0323.C14 


Gene No. 


87387 






Strand 




Start 


5405 






End 


8787 


Name 


OJ000222 06.0323. 


Li4 . 03 


lW 


Method 


TBLASTX: Wheat 


Start 


5626 






End 


7465 


GI 


none 






Score 


294 


Exons 


5626. .5964, 5673. 


.5822, 


5892. 


.5963, 7373.. 7465 


Seq. No. 


42074 






Seq. ID 


OJ000222__06.0323.C14 


Gene No. 


87387 






Strand 




Start 


5405 






End 


8787 


Name 


OJ000222 06.0323. 


C14.01 


.tm 


Method 


TBLASTX: Maize 


Start 


5797 






End 


6428 


GI 


none 






Score 


492 


Exons 


5797. .6288, 5799. 


.6113, 


5989. 


.6285, 6285. .6428, 6288. .6419 



Seq. No. 42074 Seq. ID 

Gene No. 87387 Strand 

Start 5405 End 

Name OJ000222_06. 0323.C14 .ol .ts Method 

Start 5818 End 

GI none Score 

Exons 5818.. 6201, 5856.. 6116 

Seq. No. 42074 Seq. ID 

Gene No. 87387 Strand 

Start 5405 End 

Name OJ000222_06 . 0323.C14 .06 . tw Method 

Start , 6052 End 

GI none Score 

Exons 6052.. 6297, 6285.. 6437 

Seq. No. 42074 Seq. ID 

Gene No. 87387 Strand 

Start 5405 End 

Name 0 J000222_06 . 0323 . C14 . o2 . tm Method 

Start 6438 End 

GI none Score 
Exons 



OJ000222_06.0323.C14 
8787 

TBLASTX : Soybean 

6201 

295 



OJ000222_06.0323.C14 
8787 

TBLASTX: Wheat 

6437 

148 



OJ000222_06. 0323,014 
8787 

TBLASTX: Maize 

7052 

335 



6438. .6872, 6438. .6806, 6536. .6808, 6834. .7052 



Seq. No. 


42074 






Seq. ID 


OJ000222_06.0323 


.C14 


Gene No. 


87387 






Strand 






Start 


5405 






End 


8787 




Name 


OJ000222 06. 


0323. 014. o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


6506 






End 


6908 




GI 


none 






Score 


97 




Exons 


6506. .6805, 


6516. .6806, 


6536. 


.6838, 6561.. 6908 




Seq. No. 


42074 






Seq. ID 


OJ000222_06.0323 


.014 


Gene No. 


87387 






Strand 






Start 


5405 






End 


8787 





42294 





Name 


OJ000222 06,0323.C14.ol.tc 


Method 


TBLASTX: Cress 




Start 


7346 


End 


7486 




GI 


none 


Score 


159 




Exons 


7346. .7486, 7363. .7485 








Seq, No. 


42074 


Seq. ID 


OJ000222_06.0323.C14 




Gene No. 


87387 


Strand 






Start 


5405 


End 


8787 




Name 


OJ000222 06.0323.C14.o2.ts 


Method 


TBLASTX: Soybean 




Start 


7346 


End 


7486 




GI 


none 


Score 


112 




Exons 


7346. .7486/ 7363. .7485 








Seq. No. 


42074 


Seq. ID 


OJ000222_06.0323.C14 




Gene No. 


87387 


Strand 






Start 


5405 


End 


8787 




Name 


OJ000222 06.0323.C14.o4.np 


Method 


AAT/NAP 




Start 


7362 


End 


7505 




GI 


7487477 


Score 


173 




Exons 


7362. .7505 








GI Descrip- 


hypothetical protein T27E13.13 - Arabidopsis thaliana 






gi| 3150407 Igb IAAC16959.il (AC004165) hypothetical protein 






[Arabidopsis thaliana] 








Seq. No. 


42075 


Seq. ID 


OJ000222_07.0328.C1 




Gene No. 


87388 


Strand 


+ 




Start 


2820 


End 


4285 




Name 


OJ000222 07.0328.Cl.o2.gs 


Method 


GENSCAN 


^ EST 


Start 


2820 


End 


4285 




GI 


none 


Score 


.59 


rll 


Exons 


2820.. 2902, 3302.. 3552, 3960. 


.4285 






Seq. No. 


42075 


Seq. ID 


OJ000222_07.0328.C1 




Gene No. 


87389 


Strand 






Start 


500 


End 


3679 




Name 


OJ000222 07.0328.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


497 


End 


2191 


l3 


GI 


none 


Score 


97 




Exons 


497.. 763, 515.. 691, 663.. 764, 


745. .771 


, 1326. .1616, 1329. .1448, 






1465. .1587, 1775. .2191, 1776. 


.1892, 1992. .2024, 2103. .2189 




Seq. No. 


42075 


Seq. ID 


OJ000222_07.0328.C1 




Gene No. 


87389 


Strand 






Start 


500 


End 


3679 




Name 


OJ000222 07.0328.Cl.ol.gs 


Method 


GENSCAN 




Start 


500 


End 


2206 




GI 


none 


Score 


.97 




Exons 


500. .757, 1329. .1731, 1737. .2206 






Seq. No. 


42075 


Seq. ID 


OJ000222_07.0328.C1 




Gene No. 


87389 . 


Strand 






Start 


500 


End 


3679 




Name 


OJ000222 07.0328.Cl.ol. tm 


Method 


TBLASTX: Maize 




Start 


503 


End 


2215 




GI 


none 


Score * 


155 




Exons 


503.. 607, 506,-613, 608.. 652, 


653. .766, 663. .761, 1326.. 1451, 






1326.. 1553, 1465.. 1554, 1536. 


.1658, 1536.. 1613, 1556.. 1657, 



42295 



1736.. 1813, 1739.. 1798, 1776.. 2027, 1796.. 2050, 1991.. 2068, 
2087. .2215, 2102. .2206, 2188. .2214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000222_07.0328.C1 
Strand 

End 3679 

Method TBLASTX: Cress 

End 2191 

Score 88 



42075 
87389 
500 

OJ000222_07.0328.Cl.ol.tc 
509 
none 

509. .763, 666. .755, 1320. .1436, 1326. .1544, 1465. .1545, 
1530. .1616, 1799. .1894, 1836. .2024, 1940. .2050, 2105. .2137, 
2156. .2191 



42075 
87389 
500 

'OJ000222_07.0328.Cl.ol.np 
515 

6016680 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 07. 0328. CI 



3679 
AAT/NAP 
3679 
349 

515. .757, 1329. .1726, 1832. .2184, 3585. .3679 

(AC009991) putative leucoanthocyanidin dioxygenase [Arabidopsis 
thaliana] 



5^ =S 
% ~5 


Seq. No. 


42075 








Seq. ID 


OJ000222_07.0328.C1 


i. ~t 


Gene No. 


87389 








Strand 




~ i~ 


Start 


500 








End 


'3679 


s r 5 


Name 


OJ000222 07 


.0328 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1338 








End 


1544 




GI 


none 








Score 


79 




Exons 


1338. .1451, 


1338 


. .1544 










Seq. No. 


42075 








Seq- ID 


OJ000222_07.0328.C1 




Gene No. 


87390 








Strand 






Start 


4621 








End 


4927 




Name 


OJ000222 07 


.0328 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


- 5 


Start 


4621 








End 


4927 




GI 


none 








Score 


89 




Exons 


4621. .4767, 


4662 


. .4763, 


4778. 


.4852, 4779.-4856, 4783.-4857, 






4783. .4854, 


4845 


. .4925, 


4856. 


-4927, 4857. .4919, 4858-. 4926 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42076 Seq. ID OJ000222_07 . 0328 . C2 

87391 Strand 

1 End 1059 

OJ000222_07.0328.C2.ol-np • Method AAT/NAP 

1 End 1059 

6630696 Score 1651 

1. .1059 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



42076 Seq. ID 

87391 Strand 

1 End 

OJ000222_07 . 0328 . C2 - ol - tw Method 

3 End 

none Score 



OJ000222_07.0328.C2 
1059 

TBLASTX: Wheat 

456 

360 



42296 



Exons 



3. .365, 4. .366, 375. .455, 376. .456 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42076 
87391 
1 

OJ000222_07 . 0328 . C2 . ol . gs 
42 

none 
42, .1052 

42076 
87391 
1 

OJ000222_07.0328.C2.o2.ts 
108 
none 

108. .317, 163. .312, 336. ,449, 355. .414 



Seq. ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method GENSCAN 

End 1052 

Score ,71 



Seq, ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method TBLASTX : Soybean 

End 449 

Score 113 



42076 
87391 
1 

OJ000222_07.0328.C2.ol.tm 
319 
none 



Seq. ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method TBLASTX: Maize 

End 659 

Score 82 



319. .558, 320.. 559, 321.. 659, 322.. 624 



42076 
87391 
1 

OJ000222_07 . 0328 . C2 . ol , ts 

462 

none 



Seq. ID OJ000222_07.0328-C2 
Strand 

End 1059 

Method TBLASTX : Soybean 

End 810 

Score 76 



462, .650, 478. .633, 645. .809, 682. .810 



42076 
87391 
1 

OJ000222_07 , 0328 . C2 . o2 . tw 

663 

none 



Seq. ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method TBLASTX : Wheat 

End 1058 

Score 61 



663. .872, 691.. 795, 864 . .1052, 993 .. 1058 



42076 
87391 
1 

OJ000222__07 . 0328 . C2 . o2 . tm 
675 
none 

675. .1052, 859.. 939 

42076 
87391 
1 

OJ000222_07 . 0328 . C2 . o3 . ts 
825 
none 

825.. 1052, 885., 1055, 889., 1053 



Seq, ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method TBLASTX : Mai ze 

End 1052 

Score 55 



Seq. ID OJ000222_07.0328.C2 
Strand 

End 1059 

Method TBLASTX : Soybean 

End 1055 

Score 85 



42297 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42077 
87392 
400 

OJ000222_07 . 0328 . C3 . ol . gs 

400 

none 

400. .437, 931. .1070 



42078 
87393 
4941 

OJ000222_07, 
4941 
3687224 
4941. .4994, 
7404. .7523, 
8692. .8820, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_07.0328.C3 

1070 
GENSCAN 
1070 
.45 



0328 .C4 .ol.np 



6267. .6343, 
7762. .7822, 
8917. .9021 



6464. 
7961, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6571, 



OJ000222 
+ 

9248 
AAT/NAP 
9021 
952 
6722. . 6820, 



07. 0328. C4 



,8041, 8232. .8311, 



7049 
8429 



.7139, 
.8518, 



(AC005169) putative N-acetyl-gamma-glutamyl-phosphate reductase 
[Arabidopsis thaliana] 



42078 
87393 
4941 

0 J000222_07 . 0328 . C4:; o2 . gs 
5528 
none 



Seq. ID OJ000222_07.0328.C4 

Strand + 

End 924 8 

Method GENSCAN 

End 9024 

Score .84 



5528.. 5584, 6203.. 6343, 6464. .6571, 7068.. 7139, 7404.. 7523, 
7762. .7822, 7961. .8041, 8112. .8173, 8429. .8518, 8692. .8820, 
8917.. 9024 



42078 Seq. ID 

87393 Strand 
4 941 End 
OJ000222_07 . 0328 . C4 . o2 . gp Method 
84 64 End 
uC-osflcypl22g01bl Score 
8464. .8518, 8692. .8820, 8917. .9248 
•3'687224 4.0e-29 (AC005169) putative 

N-acetyl-gamma-glutamyl -phosphate reductase [Arabidopsis 
thaliana] ' 



OJ000222_07 , 0328 .C4 
+ 

9248 
AAT/GAP 
9248 
960 



42078 
87394 
856 

OJ000222_07 . 0328 . C4 . ol . gs 
856 
none 



Seq. ID OJ000222_07.0328.C4 
Strand 

End 3364 

Method GENSCAN 

End 3364 

Score .66 



856.. 1464, 1478.. 1846, 2532.. 2782, 2900.. 3163, 3313.. 3364 



42078 
87395 
6054 

OJ000222_07.0328.C4.o2.tm 
6054 
none 



Seq. ID OJ000222_07.0328.C4 
Strand 

End 7139 

Method TBLASTX : Maize 

End 6787 

Score 4 9 



6054. .6116, 6199. .6372, 6199. .6342, 6269.-6349, 6461. .6571, 



42298 





6462. .6572, 


6463. 


.6573, 


6463. 


.6573,- 6682. .6753, 


6692. ,6754, 




6752. .6787, 


6752. 


,6787 










Seq. No. 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 


Gene No. 


87395 








Strand 






Start 


6054 








End 


7139 




Naine 






r4 


L O 


Method 


TBLASTX : 




Start 


6287 








End 


7139 




GI 


none 








Score 


66 




Exons 


6287. .6346, 


6295. 


.6357, 


6461. 


.6568, 6472.. 6567, 


6481. .6573, 




6682. .6771, 


6682. 


.6111, 


6695. 


.6787, 6695. .6787, 


6903. .6974, 




6923. .69,76, 


.6924. 


.6974, 


7067. 


.7129, 7068. .7139 




Seq. No. 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 




O / J -7 O 








Strand 






Start 


7404 








End 


9225 




Name 


OJ000222 07 


.0328. 


C4.03. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


7404 








End 


7824 




GI 


none 








Score 


189 




Exons 


7404. .7523, 


7406. 


.7522, 


7759. 


.7824, 7761. .7823 




Seq. No. 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 


Gene No. 


87396 








Strand 






Start 


7404 








End 


9225 




Name 


OJ000222_07 


.0328. 


C4.01. 


tw 


Method 


TBLASTX: 


Wheat 


OLa.iL 










End 


8448 




GI 


none 








Score 


189 




Exons 


7409. .7522, 


7410. 


.7523, 


7410. 


.7523, 7412.. 7525, 


7733. .7822, 




7756. .7824, 


7759. 


.7824, 


7958. 


.8041, 7959.. 8039, 


7960. ,8040, 




7960. .8052, 


8230. 


.8310, 


8231. 


.8311, 8231. .8314, 


8410. .8448, 




8428. .8448 














Seq. No. 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 


Gene No. 


87396 








Strand 






O Ldx L 


1 H\JH 








End 


9225 




Name 


OJ000222 07 


.0328. 


C4.03. 


tm 


Method 


TBLASTX: 


Maize 


Start 


7968 








End 


8518 




GI 


none 








Score 


117 




Exons 


7968. .8039, 


■7969. 


.8040, 


7970. 


.8041, 8230,. 8310, 


8231. .8311, 




8429. .8518, 


8429. 


.8518 










Seq. No. 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 


Gene No. 


87396 








Strand 






O Lai L 


7404 








End 


9225 




Name 


OJ000222 07 


.0328. 


C4.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


8230 








End 


9015 




GI 


none 








Score 


98 




Exons 


8230. .8310, 


8231. 


.8311, 


8390. 


.8518, 8428. .8520, 


8431. .8520, 




8680. .8823, 


8694. 


.8819, 


8916. 


.8999, 8917. .9015, 


8920. .9006 


Seq. No. ' 


42078 








Seq. ID 


OJ000222 


_07.0328.C4 


Gene No. 


87396 








Strand 






Start 


7404 








End 


9225 




Name 


OJ000222 07 


.0328. 


C4.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


8718 








End 


9225 




GI 


none 








Score 


150 




Exons 


8718. .8819, 


8718. 


.8819, 


8719. 


.8823, 8720. .8827, 


8916. .9047, 



42299 



8917. .9039, 8919. .9053, 9154. .9183, 9158. .9190, 9196. .9225 



Seq. No. 


42078 




Seq. ID 


OJ000222_07.0328 


.C4 


Gene No. 


87396 




Strand 






Start 


7404 




End 


9225 




Name 


OJ000222 07.0328.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8728 




End 


9030 




GI 


none 




Score 


113 




Exons 


8728. .8823, 8745. .8819, 


8916. 


,9020, 8917. .9030 




Seq. No. 


42079 




Seq. ID 


OJ000222_07.0328 


.C5 


Gene No. 


87397 




Strand 


+ 




Start 


147 




End 


622 




Name 


OJ000222 07.0328.C5.ol. 


gs 


Method 


GENSCAN 




Start 


147 




End 


622 




GI 


none 




Score 


.88 




Exons 


147. .196, 544. .622 










Seq. No. 


42079 




Seq. ID 


OJ000222_07.0328 


.C5 


Gene No. 


87398 




Strand 


+ 




Start 


1487 




End 


2883 




Name 


OJ000222 07.0328.C5.o2. 


gs 


Method 


GENSCAN 




Start 


1487 




End 


2883 




GI 


none 




Score 


.97 




Exons 


1487 . .1972, 2091. .2315, 


2401, 


.2466, 2602.. 2667, 2794.. 2883 


Seq. No. 


42079 




Seq. ID 


OJ000222_07,0328 


.C5 


Gene No. 


87398 




Strand 


+ 




Start 


1487 




End 


2883 




Name 


OJ000222 07.0328.C5.ol. 


np 


Method 


AAT/NAP 




Start 


2120 




End 


2871 




GI 


7485622 




Score 


253 




Exons 


2120. .2315, 2401. .2466, 


2602, 


.2667, 2794. .2871 




GI Descrip. 


hypothetical protein F17I5.70 


- Arabidopsis thaliana 





gi| 3297812 I emb I CAA19870.il {AL031032) putative protein 
[Arabidopsis thaliana] gi 1 7270337 | emb I CAB80105 . 1 1 (AL161584) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42079 
87399 
9564 

OJ000222_07.0328.C5.o2,np 
9564 
5922605 
9564. .9585, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10964. .11531 
(AP0004 92) hypothetical protein [Oryza sativa] 
gi| 6498468 Idbj IBAA87857.il (AP000816) hypothetical protein 
[Oryza sativa] 



OJ000222_07.0328,C5 
+ 

11531 
AAT/NAP 
11531 
439 



42079 Seq. ID 

87399 Strand 

9564 End 

OJ000222_07 . 0328 .C5 .o4 . gs Method 

10954 End 

none Score 

10954. .11264, 11368. .11461 



OJ000222_07,0328,C5 
+ 

11531 
GENSCAN 
11461 
.41 



42300 





Seq. No. 


42079 


Seq. ID 


OJ000222_07.0328 


.C5 




Gene No. 


87400 


Strand 








Start 


5373 


End 


9052 






Naitie 


OJ000222 07.0328.C5.o3.gs 


Method 


GENSCAN 






Start 


5373 


End 


9052 






GI 


none 


Score 


.82 






Exons 


5373.. 5454, 5628.. 5922, 6010 


..6147, 6656.. 6685, 7281.. 7374, 






8658. .8818, 8941. .9052 










Seq. No. 


42079 


Seq. ID 


OJ000222_07.0328 


.C5 




Gene No. 


87401 


Strand 








Start 


13277 


End 


13356 






Name 


OJ000222 07.0328.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


2178 


End 


2670 






GI 


none 


Score 


94 






Exons 


2178.. 2315, 2392.-2487, 2602 


. .2670 








Seq. No. 


42079 


Seq. ID 


OJ000222 07.0328 


-C5 




Gene No. 


87401 


Strand 








Start 


13277 


End 


13356 






Naitie 


OJ000222 07.0328.C5.o5.gs 


Method 


GENSCAN 






Start 


13277 


End 


13356 






GI 


none 


Score 


.54 






Exons 


13277. .13356 








iz 


Sea. No. 


42080 


Seq. ID 


OJ000222_07.0328 


.06 


r i ; 


Gene No. 


87402 


Strand 


+ 






Start 


8973 


End 


11448 






Name 


OJ000222 07.0328.C6.ol.np 


Method 


AAT/NAP 




i :| 


Start 


8973 


End 


11448 






GI 


1076311 


Score 


161 




1 ~. 


Exons 


8973.. 9005, 10324 .. 10452 , 10556 .. 10859, 10950 11050, 




: =5 




11139. .11309, 11380.. 11448 










GI Descrip. 


cyclin delta-1 - Arabidopsis 


thaliana 








Sea. No. 


42080 


Seq, ID 


OJ000222_07.0328 


.06 


r ~ 


Gene No. 


87402 


Strand 


+ 




- 


Start 


8973 


End 


11448 






Name 


OJ000222 07.0328.C6.ol.gp 


Method 


AAT/GAP 






Start 


10235 


End 


10803 






GI 


uC-osflm202100a09bl 


Score 


685 






Exons 


i0235. .10269, 10366 .. 104 52, 


10553. .10803 






GI Descrip. 


'3915635/sp|P42751|CGDl ARATH 4.0e-21 


CYCLIN DELTA-1 






>gi 2995130 emb GAA58285 (X83369) cyclin delta-1 [Arabidops. 






thaliana] ' 










Seq. No. 


42080 


Seq. ID 


OJ000222_07.Q328 


.06 




Gene No. 


87403 


Strand 








Start 


1618 


End 


1895 






Name 


OJ000222 07.0328.C6.ol.gs 


Method 


GENSCAN 






Start 


1618 


End 


1895 






GI 


none 


Score 


.69 






Exons 


1618. .1720, 1726. .1895 










Seq. No. 


42080 


Seq. ID 


OJ000222_07.0328 


.06 




Gene No. 


87404 


Strand . 








Start 


4631 


End 


5005 





42301 




Ndxne 


OJ000222 07 .0328 aC6.o2.gs 


Method 


GENSCAN 










4631 ~ 


End 


5005 










none 


Score 


.56 










4631. .5005 












Seq. No. 


42080 


Seq. ID 


OJ000222_ 


_07. 


0328a 


C6 


Gene No. 


87405 


Strand 












14230 


End 


15212 










OJ000222 07 . 0328 .C6.o4 .gs 


Method 


GENSCAN 










14230 ~ 


End . 


15212 










none 


Score 


.67 








r von 


14230. .14346, 15101. .15212 












Seq. No. 


42081 


Seq. ID 


OJ000222_ 


07 


0328. 


C7 


Gene No. 


87406 


Strand 


+ 








Start 


4456 


End 


7069 










OJ000222 07 a 0328 a C7 . o2 a gs 


Method 


GENSCAN 








Start 


4456 ~ 


End 


7069 








ox 


none 


Score 


.58 










4456.. 4461, 5331., 5379, 6612 


..6700, 6953. .7069 








Seq. No. 


42081 


Seq. ID 


OJ000222_ 


07 


.0328 


.C7 


Gene No. 


87407 


Strand 












564 


End 


3438 








IN CLILIC 


OJ000222 07 . 0328 .C7 .ol .gs 


Method 


GENSCAN 








O UCIX u 


564 ~ 


End 


3438 












Score 


,43 










564 753, 2324a a2348, 3137.. 


3217, 3330 


. .3438 








Seq. No. 


42081 


Seq. ID 


OJ000222_ 


_07 


.0328 


.C7 


Gene No. 


87408 


Strand 










Start 


9633 


End 


11322 








IN OJUC 


OJ000222 07 .0328 .C7.o3.gs 


Method 


GENSCAN 








o L.a.1- U- 


9633 ~ 


End 


11276 








ox 


none 


Score 


.64 








R von ^ 

ill An,-' 1 1 O 


9633. a 9825, 11173. . 11276 












k3C^ a LNU a 


42081 


Seq, ID 


OJ000222 


_07 


.0328 


.C7 


Gene No a 


87408 


Strand 










Start 


9633 


End 


11322 








Name 


OJ000222 07.0328.C7.o2.np 


Method 


AAT/NAP 








Start 


11119 


End 


11322 










6907090 


Score 


45 










11119. a 11322 














(AP001129) Similar to Oryza 


sativa root-specific RCc3 mRNA 




(L27208) 












Seq. No a 


42082 


Seq. ID 


OJ000222 


_07 


.0328 


.C8 


Gene No. 


87409 


Strand 


+ 








Start 


2829 


End 


2997 








Name 


OJ000222 07.0328.C8.ol.gs 


Method 


GENSCAN 








Start 


2829 


End 


2997 








GI 


none 


Score 


.81 








Exons 


2829a. 2894, 2935. .2997 












Seq. No. 


42082 


Seq, ID 


OJ000222 


_07 


.0328 


,C8 


Gene No. 


87410 


Strand 


+ 









42302 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



7007 End 24455 

OJ000222_07.0328.C8.o3.gs Method GENSCAN 

7007 End 24043 

none Score .74 

7007. .7346, 7434. .7531, 8795. .9099, 9345. .9471, 10175 .. 10451, 

11289. .11411, 13377. .13537, 14041 .. 14125, 14 97 9 .. 15092 , 

15200. .15309, 15409. .15504, 15997 16027, 16493 .. 16560, 

17788. .17874, 18120 .. 18305, 19069 .. 19128, 19203 .. 19324 , 

19412. .19499, 20195 .. 20299, 20404 .. 20508, 20878 .. 21012 , 

21158. .21270, 21358. .21445, 21582 .. 21801, 22650 .. 22780 , 
23678.-23824, 24008.. 24043 



13377. .13537, 
15409. .15504, 
20404. .20508, 
21582. .21801, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13832. .13897, 
19168. .19324, 
21035. .21064, 
22650. .22780, 



42082 
87410 
7007 

OJ000222_07 . 0328 . C8 . o3 . np 
12632 
6721510 
12632. .12881, 
15199. .15309, 
20195. .20299, 
21358. .21445, 
24397.. 24455 

(AP001072) EST AU082118 (E20525) corresponds to a region of the 
predicted gene Similar to KIAA0745 protein. (AB018288) [Oryza 
sativa] 



OJ000222_07.0328.C8 
+ 

24455 
AAT/NAP 
24455 
2819 

14979. .15092, 
19412. .19499, 
21158. .21270, 
23678. .23824, 



42082 Seq. ID 

87410 Strand 

7007 End 

OJ000222_07 . 0328 . 08 . ol . gp Method 

21695 End 

uC-osflM202035cllbl Score 



OJ000222_07.0328.C8 
+ 

24455 
AAT/GAP 
24455 
784 



21695. .21801, 22650. .22780, 23678 .. 23824 , 24397.. 24455 
•3882211/dbj IBAA34465.il 8.0e-28 (AB018288) KIAA0745. protein 
[Homo sapiens] ' 



42082 
87411 
3184 

OJ000222_07 . 0328 . C8 . o2 . gs 
3184 
none 



Seq. ID OJ000222_07.0328.C8 
Strand 

End 7514 

Method GENSCAN 

End 6657 

Score .41 



3184. .3359, 3707. .3857, 5239.-5375, 5442. .5500, 5522.-5594, 
5737. .5846, 5984. .6014, 6492. .6657 



42082 Seq. ID 

87411 Strand 
3184 End 
OJ000222_07 . 0328 . C8 . ol . np Method 
5414 End 
6581058 Score 
5414. .5462, 7355. .7514 

(AF192467) Sgtl [Oryza sativa] 

42082 Seq. ID 

87412 Strand 



OJ000222_07 . 0328 .08 

7514 
AAT/NAP 
7514 
187 



OJ000222 07. 0328. 08 



42303 






Start 


9724 


End 


12027 






Name 


OJ000222 07 .0328.C8.o4 .tm 


Method 


TBLASTX: Maize 






Start 


7356 


End 


7499 






GI 


none 


Score 


76 






Exons 


7356. .7499, 7422. .7499 










Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 




Gene No. 


87412 


Strand 


- 






Start 


9724 


End 


12027 






Name 


OJ000222 07,0328.C8.o2.np 


Method 


AAT/NAP 






Start 


9724 


End 


12027 






GI 


7340909 


Score 


167 






Exons 


9724. .9844, 1004 9 10213, 10323 10554 , 


12003. .12027 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 




Gene No. 


87413 


Strand 








Start 


12549 


End 


13503 






Name 


OJ'000222 07.0328.C8.o2.tm 


Method 


TBLASTX: Maize 






Start 


12549 


End 


13503 






GI 


none 


Score 


298 






Exons 


12549. .12878, 12562 .. 12858, 


12562. .12882, 12572 12886, 




fi 




13365. .13496, 13366 .. 13503, 


13379. .13501 






Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 


tn 


Gene No. 


87413 


Strand 








Start 


12549 


End 


13503 




I y 


Name 


OJ000222 07.0328.C8.ol.ts 


Method 


TBLASTX : Soybean 




f ^ 


Start 


12650 


End 


13495 




-- J 


GI 


none 


Score 


303 




=^ 


Exons 


12650. .12880, 12652 .. 12885, 


13382. .13450, 13387 .. 1344 6, 




- =' 




13462. .13491, 13466.. 13495 










Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 




Gene No. 


87414 


Strand 








Start 


17964 


End 


18305 






Name 


OJ000222 07.0328.C8.ol.tw 


Method 


TBLASTX: Wheat 






Start 


17964 


End 


18305 






GI 


none 


Score 


260 




O 
f 1 


Exons 


17964. .18137, 17967 .. 18119, 


18234. .18305, 18234.. 18305 






Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 




Gene No.. 


87415 


Strand 








Start 


19218 


End 


20302 






Name 


OJ000222 07.0328.C8.o3.tm 


Method 


TBLASTX: Maize 






Start 


19218 


End 


20302 






GI 


none 


Score 


143 






Exons 


19218. .19319, 19221. .19310, 


19223. .19333, 194 10 .. 19499, 








19414. .19500, 19415. .19498, 


19422. .19511, 20191. .20298, 








20192. .20302 










Seq. No. 


42082 


Seq. ID 


OJ000222_07.0328 


.C8 




Gene No. 


87416 


Strand 








Start 


20719 


End 


24450 






Name 


OJ000222 07.0328.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


20719 


End 


24450 






GI 


none 


Score 


66 





42304 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20719. .20787, 20721 20795, 20721. 

20880. .21014, 20881. .21015, 20890. 

21158. .21268, 21186. .21275, 21220. 

21347. .21451, 21349 21462, 21350. 

21568. ,21798, 21577 21807 , 21579. 

22625. .22783, 22631 .. 22780, 22648. 

■23660. .23824, 23675. .23818, 23676. 
24394. .24450 



.20792, 20722. 

.21030, 21155. 

.21282,. 21339. 

.21445, 21351. 

.21821, 21581. 

.22797, 22651. 

.23822, 23677. 



.20793, 
.21274, 
.21446, 
.21446, 
.21820, 
.22785, 
.23823, 



42083 Seq. ID 

87417 Strand 
1 End 
OJ000222_07.0328.C9.ol.np Method 
1 End 
6721510 Score 
1..33, 639. .788 

(AP001072) EST AU082118 (E20525 ) corresponds to a region of the 
predicted gene.-; Similar to KIAA0745 protein. {AB018288) [Oryza 
sativa] 



OJ000222_07.0328.C9 
+ 

13246 
AAT/NAP 
788 
220 



42083 Seq. ID 

87417 Strand 

1 End 

OJ000222_07 . 0328 . C9 . o2 . np Method 

1 End 

6063557 Score 



OJ000222_07 . 0328 . C9 
+ 

13246 
AAT/NAP 
13246 
336 

,9742, 13218. .13246 



l.,128, 3106.. 3300, 3549.-3725, 9678 
(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



42083 
87417 
1 

OJ000222_07 . 0328 . C9 . ol . gp 
523 

24354_1.R1084 
523.. 601, 639.. 1091 
'3882211/dbj IBAA34465.il 9, 
[Homo sapiens] ' 



Seq. ID OJ000222_07.0328.C9 

Strand + 

End 13246 

Method AAT/GAP 

End 1091 

Score 840 

Oe-11 (AB018288) KIAA0745 protein 



Seq. No. 


42083 


Seq. ID 


OJ000222_07.0328.C9 


Gene No. 


87417 


Strand 


+ 


Start 


1 


End 


13246 


Name 


OJ000222 07.0328.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


626 


End 


1151 


GI 


none 


Score 


101 


Exons 


626.. 775, 638.. 778, 639.. 776, 


639. .779, 


823. .876, 833. .871, 




937.. 1056, 1110.. 1151 






Seq. No. 


42083 


Seq. ID 


OJ000222_07.0328,C9 


Gene No. 


87417 


Strand 


+ 


Start 


1 


End 


13246 


Name 


OJ000222 07.0328.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


626 


End 


778 


GI 


none 


Score 


188 


Exons 


626. .778, 639. .776 






Seq. No. 


42083 


Seq. ID 


OJ000222_07.0328.C9 



42305 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



87417 Strand + 

1 End 13246 

OJ000222_07 . 0328 . C9 . ol . gs Method GENSCAN 

1200 End 3670 

none Score - 5 

1200. .1250, 1311. .1430, 3141. .3300, 3522. .3670 



42083 Seq. ID 

87417 Strand 
1 End 
OJ000222_07 . 0328 . C9 . o3 . np Method 
9415 End 
5042431 Score 
9415.. 9757, 9812.. 10562, 13215.. 13246 

{AC006193) Hypothetical Protein [Arabidopsis thaliana] 



OJ000222_07.0328.C9 
+ 

13246 
AAT/NAP 
13246 
386 



42084 Seq. ID OJ000222_07 . 0328 . CIO 

87418 Strand + 

178 End 3435 

OJ000222_07 . 0328 . CIO . ol .np Method AAT/NAP 

178 End 3435 

5042431 Score 1177 

178. .654, 785. .1726, 2091. .2238, 2306. .2396, 2451. .3435 

(AC006193) Hypothetical Protein [Arabidopsis thaliana] 



42084 Seq. ID 

87418 Strand 

178 End 

0 J000222_07 . 0328 . CIO . ol . gs Method 

236 End 

none Score 



OJ000222_07. 0328. CIO 
+ 

3435 
GENSCAN 
3274 
.83 



236. .654, 785. .1801, 2091. .2238, 2465. .3274 



42084 Seq. ID 

87418 Strand 

178 End 

OJ000222_07 . 0328 .CIO .ol .tm Method 

2712 End 

none Score 
2712.. 2924, 2713.. 2925, 2929.. 2976 

42084 Seq. ID 

87418 Strand 
178 End 
OJ000222_07 . 0328 . CIO . o2 . tm Method 
3160 End 
none Score 
3160.. 3357, 3160.. 3351 

42085 Seq. ID 

87419 Strand 
4 9 End 
OJ000222_07 . 0328 . Cll . ol . gs Method 
49 End 
none Score 
49. .114, 826. .996, 1259. .1351 



OJ000222_07 . 0328 . CIO 
+ 

3435 

TBLASTX: Maize 

2976 

248 



OJ000222_07 . 0328 .CIO 
+ 

3435 

TBLASTX: Maize 

3357 

205 



OJ000222_07. 0328. Cll 
+ 

1351 
GENSCAN 
1351 
.89 



42306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42085 
87420 
1 

OJ000222 07.0328.Cll.ol.np 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000222_07 . 0328 .011 

1029 
AAT/NAP 
1029 
206 



5922623 
1..78, 266.. 429, 955.. 1029 

(AP0004 92) hypothetical protein [Oryza sativa] 

gi| 6016856|dbj IBAA85199.il (AP000570) hypothetical protein 

[Oryza sativa] 



42085 Seq. ID 

87421 Strand 
1020 End 
OJ000222_07 . 0328 . Cll . o2 . np Method 
1020 End 
6630696 Score 
1020. .1286, 1818. .1866 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ000222_07. 0328. Cll 

1866 
AAT/NAP 
1866 
370 



42085 Seq. ID 

87421 Strand 

1020 End 
OJ000222_07 . 0328 . Cll . ol . tw Method 

1041 End 

none Score 

1041. .1289, 1045. .1230 



OJ000222_07. 0328, Cll 
1866 

TBLASTX: Wheat 

1289 

165 



Seq. No. 


42086 




Seq. ID 


OJ000222 


Gene No. 


87422 




Strand 




Start 


362 




End 


1725 


Name 


OJ000222 01. 0327. CI. ol 


.gs 


Method 


GENSCAN 


Start 


362 




End 


1725 


GI 


none 




Score 


.74 


Exons 


362.. 392, 1532.. 1725 








Seq. No. 


42087 




Seq. ID 


OJ000222 


Gene No. 


87423 




Strand 


+ 


Start 


6 




End 


2402 


Name 


OJ000222 01.0327.C2.ol 


.gs 


Method 


GENSCAN 


Start . 


6 




End 


2402 


GI 


none 




Score 


.-7 


Exons 


6.. 70, 252.. 341, 2360. 


.2402 







Seq. No. 


42087 




Seq. ID 


OJ000222_ 


_01 


.0327 


.02 


Gene No. 


87424 




Strand 


+ 








Start 


3052 




End 


5700 








Name 


OJ000222 01, 


,0327.C2.o2.gs 


Method 


GENSCAN 








Start 


3052 




End 


4037 








GI 


none 




Score 


.82 








Exons 


3052. .3195, 


3275.. 3465, 3558. 


.3632, 3638.. 4037 








Seq. No. 


42087 




Seq. ID 


OJ000222_ 


01 


.0327 


.02 


Gene No. 


87424 




Strand 


+ 








Start 


3052 . 




End 


5700 









42307 




Name 


OJ000222 01 


.0327. 


.C2.01.: 


Start 


3109 






GI 


7340881. 








3109. .3195, 


3342, 


. .3465, 




5616. .5700 






GI Descrip. 


(AP001551) hypothetical 


Seq. No. 


42087 






Gene No. 


87425 






Start 


5801 






Name 


OJ000222 01 


.0327. 


.C2.o3. 


Start 


5801 






GI 


none 






Exons 


5801. .6020/ 


6810, 


. .6961 


Seq. No. 


42088 






Gene No. 


87426 






Start 


1 






Name 


OJ000222 01 


.0327 


.C3.01. 


Start 


1 






GI 


7339718 






Exons 


1..37, 698. 


.858, 


2619. . 


GI Descrip. 


(AP001539) ] 


hypothetical 


Seq. No. 


42088 






Gene No. 


87426 






Start 


1 






Name 


OJ000222 01 


.0327 


.C3.ol. 




314 






ox 


none 






Exons 


314. .362, 690. .1318 


Seq. No. 


42089 






Gene No. 


87427 






Start 


1159 






Name 


OJ000222 01 


.0327 


.C4.ol. 


O L. d J. L> 


1159 






GI 


none 








1159. .1246, 


1562 


. .1566 


Seq. No. 


42089 






Gene No. 


87428 






Start 


1840 






Name 


OJ000222 01 


.0327 


.C4.01. 


Start 


1742 






GI 


2275884 






Exons 


1742. .2198 






Seq. No. 


42089 






Gene No. 


87428 






Start 


1840 






Name 


OJ000222 01 


.0327 


.C4.02. 


Start 


1840 






GI 


none 






Exons • 


1840. .2334 






Seq. No. 


42089 








ip Method AAT/NAP 

End 5700 

Score 4 93 
3558. .3647, 3718. .3991, 5377. .5510, 

protein [Oryza sativa] 

Seq. ID OJ000222_01.0327.C2 
Strand 

End 6961 

fs Method 'GENSCAN 

End 6961 

Score . 62 



Seq. ID OJ000222_01.0327.C3 

Strand + 

End 2692 

np Method AAT/NAP 

End 2692 

Score 30 

2692 

protein [Oryza sativa] 

Seq. ID OJ000222_01.0327.C3 

Strand + 

End 2692 

fS Method GENSCAN 

End 1318 

Score . 68 



Seq. ID OJ000222_01.0327.C4 

Strand + 

End 1566 

gs Method GENSCAN 

End 1566 

Score .58 



Seq. ID OJ000222_01.0327.C4 

Strand + 

End 2334 

gp Method AAT/GAP 

End 2198 

Score 852 



Seq. ID OJ000222_01.0327.C4 

Strand + 

End 2334 

gs Method GENSCAN 

End 2334 

Score .72 



Seq. ID OJ000222_01.0327.C4 



42308 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

;3 Seq. No. 
:f\ Gene No. 
Start 
Name 
Start 
GI 

Exons 



87429 Strand 

3697 End 

0 J000222_01 . 0327 . C4 . o3 . gs Method 

3697 End 

none Score 



5876 
GENSCAN 
5524 
.68 



3697. .3795, 4393.-4455, 4538. .4610, 4615. .4707, 5337. .5524 

42089 Seq. ID OJ000222_01 . 0327 , C4 

87429 Strand 

3697 End 5876 

OJ000222_01 . 0327 . C4 . ol . np Method AAT/NAP 

4913 End 5876 

7242910 Score 83 

4913. .4995, 5064. .5190, 5842. .5876 

(AP001383) hypothetical protein [Oryza sativa] 



42090 
87430 
1574 

OJ000222_01 . 0327 . C5 . ol . gp 

1547 

none 

1547. .1672, 1774. .1844, 2887. 

42090 
87430 
1574 

OJ000222_01 . 0327 . C5 . ol . gs 

1574 

none 

1574.. 1672, 1774.. 1844, 2887. 
4209. .4386, 4618. .4629 



Seq. ID OJ000222_01.0327.C5 

Strand + 

End 4 629 

Method AAT/GAP 

End 4101 

Score 1475 

.2990, 3521. .3572, 3656. .4101 

Seq. ID OJ000222_01.0327..C5 

Strand + 

End 4 629 

Method GENSCAN 

End 4 629 

Score .79 

.2990, 3521.. 3572, 3656.. 3799, 





Seq. No. 


42090 


Seq. ID 


OJ000222_01.0327.C5 




Gene No, 


87431 


Strand 






Start 


5770 


End 


6339 




Name 


OJ000222 01.0327.C5.ol.np 


Method 


AAT/NAP 


=L J 


Start 


5528 


End 


6237 




GI 


6524174 


Score 


134 




Exons 


5528.. 5606, 5903.. 6237 








GI Descrip. 


(AC011914) putative bZIP transcription 


factor [Arabidopsis 






thaliana] 








Seq. No. 


42090 


Seq. ID 


OJ000222_01 . 0327 . C5 




Gene No. 


87431 


Strand 






Start 


5770 


End 


6339 




Name 


OJ000222 01.0327.C5.o2.gs 


Method 


GENSCAN 




Start 


5770 


End 


6339 




GI 


none 


Score 


1 




Exons 


5770. .6339 








Seq. No. 


42090 


Seq. ID 


OJ000222_01.0327.C5 




Gene No. 


87432 


Strand 






Start 


7915 


End 


9815 




Name 


OJ000222 01.0327.C5.o3.gs 


Method 


GENSCAN 




Start 


7915 


End 


9815 




GI 


none 


Score 


.68 



42309 




Exons 


7915.. 8123, 9530 


. .9691, 


9704. 


.9815 










Seq. No. 


42091 






Seq. ID 


OJ000222_ 


01. 


0327 


.C6 


Gene No. 


87433 






Strand 


+ 








Start 


50 






End 


198 








Name 


OJ000222 01.0327 


.C6.ol. 


as 


Method 


GENSCAN 








Start 


50 ~ 






End 


198 








GI 


none 






Score 


.77 


. ■ 








50 . . 198 
















Seq. No. 


42091 






Seq. ID 


OJ000222^ 


01. 


0327 


.C6 


Gene No. 


87434 






Strand 










Start 


901 






End 


1517 








Name 


OJ000222 01.0327 


.C6.o2. 


gs 


Method 


GENSCAN 








Start 


901 






End 


1517 








GI 


none 






Score 


.58 








Exons 


901.. 963, 1461.. 


1517 















Seq. No. 


42092 


Seq. ID 


OJ000222 


_01.0327,C8 


Gene No. 


87435 


Strand 


+ 




Start 


561 


End 


1850 




Name 


OJ000222 01.0327.C8.ol.gs 


Method 


GENSCAN 




Start 


561 


End 


1850 




GI 


none 


Score 


.69 




Exons 


561. .717, 1447. .1591, 1706. .1850 








42092 


Seq. ID 


OJ000222 


_01.0327.C8 


Gene No . 


87436 


Strand 






Start 


2324 


End 


2479 




Name 


OJ000222 01.0327.C8.o2.gs 


Method 


GENSCAN 




Start 


2324 


End 


2479 




GI 


none 


Score 


.76 




Exons 


2324. .2479 








Seq. No. 


42093 


Seq. ID 


OJ000222 


_01.0327.C13 


Gene No. 


87437 


Strand 






Start 


17 


End 


10460 




Name 


OJ000222 01.0327.C13.ol.gs 


Method 


GENSCAN 




Start 


17 


End 


9304 




GI 


none 


Score 


.64 




Exons 


17.. 152, 316.. 521, 2595.. 2663 


, 2773..; 


2795, 3332 


. .3380, 




3719. .3847, 4591. .4687, 4735. 


.4910, 5601.. 5893, 


6203. .6458, 




6550.. 6663, 6688.. 6811, 6916. 


.7214, 7295. .7413, 


7909. .8513, 




8565. .9304 








Seq. No. 


42093 


Seq. ID 


OJ000222 


_01.0327.C13 


Gene No. 


87437 


Strand 






Start 


17 


End 


10460 




Name 


OJ000222 01.0327.C13.ol.np 


Method 


AAT/NAP 




Start 


4577 


End 


10460 




GI 


7228438 


Score 


2832 




Exons 


4577.. 4976, 6273.. 6441, 6533. 


.6811, 6916. .7214, 


7295. .7556, 




7807.. 8020, 8472. .10460 








GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a 


region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



42310 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42093 Seq. ID OJ000222_01 . 0327 . C13 

87437 Strand 

17 End 10460 

OJ000222 01.0327.C13.ol.gp Method AAT/GAP 

5877 " End 6319 

LIB3433-020-P1-K1-A6 Score 608 

5877. .6319 

•5670155/gb|AF161269.11AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



42093 Seq. ID 

87437 Strand 
17 End 
OJ000222_01 . 0327 . C13 . o2 . gs Method 
9843 End 
none Score 
9843.. 10211, 10276.. 10278 

42093 Seq. ID 

87438 Strand 
11483 End 
OJ000222_01 . 0327 . C13 . ol . tw Method 
8864 End 
none Score 



OJ000222_01.0327.C13 

10460 
GENSCAN 
10278 
.47 



OJ000222_01 . 0327 .013 
11766 

TBLASTX: Wheat 

9217 

53 



8864.. 8896/ 8897.. 9013, 8902.. 8985, 8946.. 9014, 9038.. 9214, 
9063.. 9215, 9068.. 9217 



Seq. No. 


42093 




Gene No. 


87438 




Start 


11483 




Name 


OJ000222 01.0327.C13.ol. 


tm 


Start 


8915 




GI 


none 




Exons 


8915.. 8995, 9033.. 9332, 


9044 


Seq. No. 


42093 




Gene No. 


87438 




Start 


11483 




Name 


OJ000222 01.0327.C13.o3. 


gs 


Start ' 


11483 




GI 


none 




Exons 


11483. .11560, 11674.. 11766 


Seq. No. 


42094 




Gene No. 


87439 




Start 


1588 




Name 


OJ000222 01.0327.C14.ol 


gp 


Start 


1588 




GI 


702271 




Exons 


1588.. 1915, 2068.. 2157 




Seq. No. 


42094 




Gene No. 


87440 




Start 


4690 




Name 


OJ000222 01.0327.C14.o4 


.gs 


Start 


4690 




GI 


none 





OJ000222_01 . 0327 .C13 
11766 

TBLASTX: Maize 
9513 
179 

9331, 9334.. 9513, 9395.. 9508 
OJ000222 01.0327.C13 



Seq. ID 
Strand 
End 

Method 
End 
Score 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11766 
GENSCAN 
11766 
.94 



OJ000222_01.0327.C14 
+ 

2157 
AAT/GAP 
2157 
760 



OJ000222_01.0327.C14 

+ . 

13319 

GENSCAN 

13319 

.47 



42311 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4690.-4696, 4856. .4944, 6878.-7226, 7255. .7509, 9471. .9587, 
9692. .9716, 9895. .10028, 11733 .. 12085, 12188 .. 12421 , 
12575.. 12640, 12749 .. 12817 , 12914 .. 12991, 13134.. 13319 



42094 Seq. ID 

87441 Strand 

26673 End 

OJ000222_01 . 0327 .C14 . o4 .np Method 

26673 End 

6682611 Score 



OJ000222_01 . 0327 . C14 
+ 

30185 

AAT/NAP 

30185 

.93 



26673. .26710, 28404 28528, 28625 .. 28810 , 30089.. 30185 
(AC016163) putative GDSL-motif lipase/hydrolase [Arabidopsis 
thaliana] 



42094 Seq. ID 

87441 Strand 

26673 End 

OJ000222_01 . 0327 . C14 . o3 . np Method 

27370 ^ End 

1084461 Score 

27370. .27485, 28170 . .28369, 29167.. 29254 

RCc3 protein - rice g'i 1786132 (L27208) RCc3 [Oryza sativa] 



OJ000222_01.0327.C14 
+ 

30185 
AAT/NAP 
29254 
154 



42094 Seq. ID 

87442 Strand 
32169 End 
OJ000222_01 . 0327 . C14 . o7 . gp Method 
32169 End 
LIB3477-003-P1-K1-E9 Score 
32169. .32251 

'2498586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000222_01.0327.C14 
+ 

32251 
AAT/GAP 
32251 
102 



42094 Seq. ID 

87443 Strand 

32829 End 
OJ000222_01 . 0327 . C14 . o8 . gp Method 

32829 End 

none Score 
32829. .33269 



OJ000222_01.0327.C14 
+ 

34541 
AAT/GAP 
33269 
878 



42094 
87443 
32829 

OJ000222_01.0327.C14 .o6.gs 

33075 

none 

33075. .34541 



Seq. ID OJ000222_01.0327.C14 

Strand + 

End 34541 

Method GENSCAN 

End 34541 

Score .85 



Seq. ID OJ000222_01.0327.C14 



42094 

87443 Strand + 

32829 End 34541 

OJ000222_01 . 0327 . C14 . o6 . np Method AAT/NAP 

33096 End 34445 

4836933 Score 735 
33096. .34445 



42312 



GI Descrip. (AC006085) Highly similar to UDPG glucosyltransf erase 
[Arabidopsis thaliana] 





Seq. No. 


42094 


Seq. ID 


OJ000222_01.0327.C14 




Gene No. 


87444 


Strand 


+ 




Start 


36481 


End 


55110 




Name 


OJ000222 01.0327.C14.o9.np 


Method 


AAT/NAP 




Start 


36248 


End 


55110 




GI 


7452052 


Score 


333 




Exons 


36248.-36276, 50972 .. 51449,. 


54660. .54810, 54951. .55110 




GI Descrip. 


hypothetical protein T24C20 


.80 - Arabidopsis thaliana 






gi 1 5541726 lemb ICAB51067.il 


(AL096856) 


putative protein 






[Arabidopsis thaliana] 








Seq. No. 


42094 


Seq. ID 


OJ000222_01.0327.C14 




Gene No- 


87444 


Strand 


+ 




Start 


36481 


End 


55110 




Name 


OJ000222 01.0327.C14.o7.gs 


Method 


GENSCAN 




Start 


36481 


End 


37668 




GI 


none 


Score 


.47 




Exons 


36481. .36599, 37298.-37352, 


37609. .37668 




Seq. No. 


42094 


Seq. ID 


OJ000222_01.0327.C14 


. '-^ 


Gene No. 


87444 


Strand 


+ 




Start 


36481 


End 


55110 


Cn 


Name 


OJ000222 '01.0327.C14.ol0.gp 


Method 


AAT/GAP ' 




Start 


39248 


End 


39327 




GI 


uC-osroM202024h02al 


Score 


139 




Exons 


39248. .39327 








GI Descrip. 


'6041757/gb| AC011806.1 IAC011806 O.Oe+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence' 






^ =s, 


Seq. No. 


42094 


Seq. ID 


OJ000222_01 . 0327 . C14 


t: — 


Gene No . 


87444 


Strand 


+ 


'J 


Start 


36481 


End 


55110 




Name 


OJ000222 01.0327.C14.o9.gs 


Method 


GENSCAN 




Start 


46656 


End 


47393 




GI 


none 


Score 


.91 




Exons 


46656. .46919, 47094.. 47393 








Seq. No. 


42094 


Seq. ID 


OJ000222_01 . 0327 . C14 




Gene No. 


87444 


Strand 


+ 




Start 


36481 


End 


55110 




Name 


OJ000222 01.0327.C14.ol2.gp 


Method 


AAT/GAP 




Start 


52174 


End 


52861 




GI 


4879016 


Score 


903 




Exons 


52174. .52282, 52403.. 52861 








GI Descrip. 


6041757/gblAC011806.1 IAC011806 O.Oe+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 






complete sequence 








Seq. No. 


42094 


Seq. ID 


OJ000222_01 , 0327 .C14 




Gene No, 


87444 


Strand 


+ 




Start 


36481 


End 


55110 




Name 


OJ000222 01.0327.C14.ol2.gs 


Method 


GENSCAN 




Start 


53484 


End 


54930 



42313 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score .75 

53484. .53535, 53634 53762, 54 643 .. 54865, 54915.. 54930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42094 
87445 
3240 

OJ000222_01. 0327 .C14 .o3.gs 

3240 

none 

3240.. 4055 

42094 
87445 
3240 

■OJ000222_01 . 0327 . C14 . o2 . gp 
3910 
1632562 
3910. .4089 

42094 
87446 
14633 

OJ000222_01.0327.C14 .o5.gs 
14633 



none 

14633. , 

15565. 

16537. 

17385. 

18410. 

20790. 

24355. 

27581. 

29038. 



14671, 
15736, 
16629, 
17429, 
18535, 
20837, 
24410, 
27840, 
29250, 



14955. 
15825. 
16748. 
17551. 
18673. 
20929. 
25913. 
27903. 
29430. 



.15125, 
.15927, 
.16888, 
.17667, 
.18746, 
.21165, 
.25994, 
.28063, 
.29470, 



42094 
87446 
14633 

OJ000222_01 . 0327 . C14 . o4 . gp 

14712 

2800134 

14712. .15001 



42094 

87446 

14633 

OJ000222 

14925 

1076758 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_01 . 0327 . C14 

4089 
GENSCAN 
4055 
.97 



OJ000222 01.0327.C14 



4089 
AAT/GAP 
4089 
360 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 31280 

Method GENSCAN 

End 31280 

Score .54 
15210. .15299, 15387. .15492, 
16015. .16269, 16347. .16424, 
16970,-17074, 17223 17300, 
17773. .17916, 18227 ., 18320, 
19432. .19519, 20212 ,, 20699, 
21456, ,21492, 23996.-24342, 
27047. .27243, 27344 ., 27536, 
28114. .28342, 2847 6 ., 28774 , 
30655. .30677, 31055.. 31280 

Seq. ID OJ000222_01.0327.G14, 
Strand 

End 31280 

Method AAT/GAP 

End 15001 

Score 57 6 



01.0327.C14.ol.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 01,0327.C14 



14925, .15125, 15210 
15825, ,15927, 16015 
16748. ,16888, 16970 
17547,-17667, 17773 
18410,-18535, 18673 
heat-shock protein, 
heat-shock protein 
gi|556673|emb|CAA82 



31280 
AAT/NAP 
19206 
2845 

.15299, 15387,-15492, 15565.-15736, 
.16269, 16347, .16424, 16537 ., 16629, 
.17074, 17223. .17299, 17381 ,, 17422 , 
,17916, 18022, .18105, 18227 .. 18320, 
,18746, 18958.. 19206 

82K, precursor - rye gi 1 2130093 Ipir M S65776 
82K, precursor - rye 
945.11 (Z30243) heat-shock protein [Secale 



42314 



cereale] 



Seq. No. 42094 Seq. ID OJ000222_01 . 0327 . C14 

Gene No. 87446 Strand 

Start 14633 End 31280 

Name OJ000222_01. 0327 .C14 .oS.gp Method AAT/GAP 

Start 15811 End 16246 

GI LIB3432-025-P1-K1-A1 Score 639 

Exons 15811. .15927, 16015.. 16246 

GI Descrip. ' 1076758/pir I | S4 9340 l.Oe-56 heat-shock protein precursor - rye 

>gi_2130093_pir S65776 heat-shock protein, 82K, precursor - rye 

>gi_556673_emb_CAA82945_ (Z30243) heat-shock protein [Secale 
cereale] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42094 Seq. ID OJ000222_01 . 0327 . C14 

87446 Strand 

14633 End 31280 

OJ000222_01 . 0327 . C14 . o6 . gp Method AAT/GAP 

17271 End 18279 

LIB3479-003-Q6-K2-H7 Score 792 

17271. .17300, 17385. :17429, 17551 .. 17 667 , 17773 .. 17916, 

18022. .18105, 18227.. 18279 

' 1076758/pir I I S49340 2.0e-61 heat-shock protein precursor - rye 

>gi_2130093_pir S65776 heat-shock protein, 82K, precursor - rye 

>gi_556673_emb_CAA82945_ (Z30243) heat-shock protein [Secale 
cereale] ' 



Seq. No. 42094 
Gene No. 87446 
Start 14 633 

Name OJ000222_01 . 0327 . C14 . o2 . np 

Start 20183 
GI 7485972 

Exons 20183. .20423, 20471 .. 20699, 

21456. .21492, 23996 .. 24213, 

GI Descrip. hypothetical protein F22K18 
gi I 4220514 I emb ICAA22987.il 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 01.0327.C14 



31280 
AAT/NAP 
24339 
888 

20790. .20837, 20929 .. 21165, 
24256. .24339 

.40 - Arabidopsis thaliana 
(AL035356) putative protein 



[Arabidopsis thaliana] gi | 7269327 | emb | CAB79386 . 1 | 
putative protein [Arabidopsis thaliana] 



(AL161562) 



Seq. No. 


42094 




Seq. ID 


OJ000222_01.0327.C14 


Gene No. 


87446 




Strand 




Start 


14633 




End 


31280 


Name 


OJ000222 01.0327.C14 


.o5.np 


Method 


AAT/NAP 


Start 


29083 




End * 


29180 


GI 


5777617 




Score 


74 


Exons 


29083. .29180 








GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza sativa] 


Seq. No. 


42094 




Seq. ID 


OJ000222_01.0327.C14 


Gene No. 


87447 




Strand 




Start 


34024 




End 


34500 


Name 


OJ000222 01.0327.C14 


.o9.gp 


Method 


AAT/GAP 


Start 


34024 




End 


34500 


GI 


uC-osrocyp033c09bl 




Score 


875 


Exons 


34024. .34500 








GI Descrip. 


M836933/gb|AAD30635 


.1|AC006085_8 1 . Oe- 


-17 (AC006085) Highly 



42315 



similar to UDPG glucosyltransf erase [Arabidopsis thaliana] * 



Seq. No. 


42094 


Gene No. 


87448 


Start 


^ 47406 


Name 


OJ000222 01. 


Start 


3265 


GI 


none 


Exons 


3265. .3354, 


Seq. No, 


42094 


Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 


Start 


3271 


GI 


none 


Exons 


3271. .3399, 


Seq. No. 


42094 


Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 


Start 


3273 


GI 


none 


Exons 


3273. .3419, 


beq. NO. 


4^uy4 ■ 


Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 


Start 


3807 


GI 


none 


Exons 


3807. .3899, 




3985. .4032, 


oeq . NO . 




Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 


Start 


12343 


GI 


none 


Exons 


12343. .12423 




12748. .12816 


beq. NO. 


4 zuy ^ 


Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 


Start 


12343 


GI 


none 


Exons 


12343. .12447 




12748. .12816 


Seq. No. 


42094 


Gene No. 


87448 


Start 


47406 


Name 


OJ000222 01. 



Seq.. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Mai ze 

End 3536 

Score 161 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Cress 

End 3419 

Score 83 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Soybean 

End 3518 

Score 8 6 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Wheat 

End 4117 

Score 128 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Wheat 

End 12979 

Score 91 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Cress 

End 12976 

Score 94 



Seq. ID OJ000222_01.0327,C14 
Strand 

End 49744 

Method TBLASTX : Soybean 



42316 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 12979 
none" Score 89 

12362. .12424, 12572 12646, 12581 12634 , 12748 .. 12816, 
12749. .12826, 12908 .. 12979, 12911.. 12964 



42094 
87448 
47406 

OJ000222_01.0327.C14 .o7.tm 
12572 



End 

Method 
End 

none Score 
12572. .12646, 12575 .. 12640, 12710 .. 12817 , 12747 .. 12815, 
12749. .12826, 12908 12979, 12913 .. 12972, 13113 .. 13145, 
13115. .13141, 13172. .13270, 13173.. 13304 



Seq. ID OJ000222_01.0327.C14 
Strand 

49744 

TBLASTX: Maize 
13304 
116 



42094 
87448 
47406 

OJ000222_01.0327.C14 .ol.tm 
14796 



none 

14796. . 

15040. . 

15210. . 

15388. . 

15565. 

15817. 

16012. 

16345. 

16532. 

16749. 

16971. 

17549. 



14828, 
15126, 
15299, 
15498, 
15699, 
15915, 
16272, 
16422, 
16630, 
16889, 
17075, 
17665, 



14922. 
15196. 
15211. 
15388. 
15566. 
15820. 
16013. 
16347. 
16534. 
16756. 
17218. 
17771, 



,14975, 
.15297, 
.15318, 
.15495, 
.15712, 
.15930, 
.16270, 
.16421, 
.16629, 
.16890, 
.17295, 
.17917, 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 
' Method TBLASTX: Maize 

End 17921 

Score 118 
14973. .15125, 14977 .. 15126, 
15203. .15298, 15210 .. 15311, 
15381. .15491, 15387. .15494, 
15564. .15695, 15564, 
15699. .15737, 15719, 
15821. .15928, 15822 .. 15932 , 
16014. .16289, 16018. .16272, 
16347. .16424, 16387 16425 , 
16538. .16633, 16748 .. 16900, 
16968. .17075, 16970 .. 17080, 
17220. .17297, 17548 .. 17691, 
17773. .17919, 17781.. 17921 



.15734, 
.15736, 



42094 
87448 
47406 

OJ000222_01.0327.C14.o2.tc 
14922 



End 

Method 
End 

none Score 
14922.. 14978, 15051 .. 15125, 15052 .. 15126, 15210 .. 15299, 
15211. .15318, 15381. .15488, 15387 .. 154 94 , 15388 .. 154 98 , 
15564.. 15692, 15564 15734 , 15565 .. 15696, 15817.. 15855 



Seq. ID OJ000222_01.0327.C14 
Strand 

49744 

TBLASTX: Cress 
15855 
.92 



42094 

87448 

47406 

OJ000222 

14931 

none 

14931. .1 
15203. .1 
15390. .1 
15569. .1 
15827. .1 
16018. .1 
16532. .1 



01.0327.C14.ol.ts 



4975, 15047. 

5298, 15210. 

5488, 15391. 

5715, 15817. 

5928, 16011. 

6272, 16347. 

6630, 16534. 



.15124, 
.15299, 
.15498, 
.15930, 
.16127, 
.16424, 
.16629, 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Soybean 

End 16771 

Score 52 
15049. .15126, 15051. .15146, 
15217. .15318, 15387. .15494, 
15564. .15734, 15565 .. 15699, 
15817. .15915, 15822. .15932, 
16012. .16272, 16013. .16270, 
16347. .16424, 16387 16425, 
16748. .16771 



42317 



Eli 



11 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



42094 Seq. ID 

87448 Strand 

47406 End 
OJ000222_01 . 0327 . C14 . o7 . tw Method 

15381 End 

none Score 

15381. .15494, 15564, 
16013. .16225 



OJ000222_01.0327.C14 
49744 

TBLASTX: Wheat 
16227 
91 

.15734, 15565. .15687, 16012 .. 16227, 



42094 
87448 
47406 

OJ000222_01.0327.C14 .ol.tc 
16024 
none 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX: Cress 

End 16867 

Score 218 



16024. .16272, 16025 .. 16270, 16045 16272 , 16347 16424 , 
16347. .16424, 16390 16425 , 16532 16627 , 16534 16629, 
16748. .16867, 16749. .16859 



42094 
87448 
47406 

OJ000222_01 . 0327 . C14 . o2 . tw 
16228 



End 

Method 
End 

none Score 
16228., 16272, 16232 .. 16270, 16239 .. 16271 , 16345 .. 16422, 
16347. .16418, 16347 .. 16424 , 16390 .. 16425, 16532 .. 16630, 
16534. .16629, .16541. .16633, 1674 8 16780, 16749. .16781 



Seq. ID OJ000222_01.0327.C14 
Strand 

49744 

TBLASTX: Wheat 
16781 
57 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 
Method TBLASTX : Soybean 
End 17921 
none Score 122 

16772.. 16909, 16773 16889, 16953 .. 17075 , 16969 .. 17064 , 
16970.. 17080, 17002.. 17076, 17220 .. 17297 , 17224 .. 17292 , 
17548. .17664, 17548 17691, 1754 9 .. 17 665 , 1777 1 . . 17 917 , 
17773. .17919, 17775.. 17921 



42094 
87448 
47406 

OJ000222_01.0327.C14.o3.ts 
16772 



42094 
87448 
47406 

OJ000222_01.0327.C14.o4.tc 
17806 



Seq. ID OJ000222_01.0327.C14 
Strand 

49744 

TBLASTX: Cress 
18793 
130 



End 

Method 
End 

none Score 
17806. .17919, 17810. .17917, 17818 .. 17 919, 18019 .. 18111 , 
18020. .18109, 18194. .18316, 18222 .. 18317 , 18225 .. 18323, 
18227. .18322, 18409 18543, 18410 .. 184 96, 184 13 .. 18556, 
18421. .18537, 18673 .. 18747 , 18673 .. 18732 , 18675 .. 1874 6, 
18677. .18793 



42094 Seq. ID 

87448 Strand 
47406 End 

OJ000222 01.0327.C14.ol.tw Method 



OJ000222_01.0327.C14 
49744 

TBLASTX: Wheat 



42318 




start 


18025 








End 


18749 






GI 


none 








Score 


114 






Exohs 


.18025. 


.18111, 


18026. 


.18109, 


18218. .18316, 18225 


. .18323, 






18225. 


.18314, 


18227. 


.18322, 


18406. .18537, 18409 


. .18543, 






18410. 


.18547, 


18429. 


. 18548, 


18673. .18747, 18675 


. .18749, 






18675. 


.18746 














Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No . 


87448 








Strand 








Start 


47406 








End 


49744 






Name 


OJ000222 01.0327.C14 


. o4 . tm 


Method 


TBLASTX: 


Maize 




Start 


18225 








End 


18747 






GI 


none 








Score 


141 






Exons 


18225. 


.18323, 


18225. 


. 18317, 


18227. .18322, 18409 


. .18543, 






18410. 


.18502, 


18435. 


. 18536, 


18436. .18537, 18673 


. .18747, 






18675. 


.18746 














Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No . 


87448 








Strand 








Start 


47406 








End 


49744 ' 






Name 


OJ000222 01.0327.C14 


.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


20208 








End 


24346 






GI 


none 








Score 


113 






Exons 


20208. 


.20306, 


20250. 


.20378, 


20280. .20423, 20511 


. .20666, 






20530. 


.20667, 


20634 . 


.20711, 


20647. .20703, 207 90 


. .20840, 






20929. 


.21162, 


20936. 


.21163, 


21456. .21506, 23990 


. .24196, 






23995. 


.24195, 


24296. 


-24346, 


24305. .24343 






Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No. 


87448 








Strand 








Start 


47406 








End 


49744 






Name 


OJ000222 01.0327.C14 


- o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


20508 








End 


21162 






GI 


none 








Score 


153 






Exons 


20508. 


.20711, 


20536. 


.20712, 


20790. .20840, 20929 


. .21162, 






20930. 


.21160 














Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No. 


87448 








Strand 








Start 


47406 








End 


49744 






Name 


OJ000222 01.0327.C14 


.o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


20520 








End 


24066 






GI 


none 








Score 


76 






Exons 


20520. 


.20711, 


20533. 


.20712, 


20790. .20840, 20929 


. .21162, 






20936. 


.21163, 


21456. 


.21506, 


23995. .24066 






Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No. 


87448 








Strand 








Start 


47406 








End 


49744 






Name 


OJ000222 01.0327.C14 


. o6 . tw 


Method 


TBLASTX: 


Wheat 




Start 


22398 








End 


22617 






GI 


none 








Score 


203 






Exons 


22398. 


.22610, 


22399. 


.22617 










Seq. No. 


42094 








Seq. ID 


OJ000222 


_01.0327 


.C14 


Gene No. 


87448 








Strand 








Start 


47406 








End 


49744 







42319 



Name 
Start 

G.I 

Exons 



OJ000222_01.0327.C14.o9.tm Method TBLASTX: Maize 

22399 End 2272.7 

none Score 156 

22399. .22548, 22408 .. 22554 , 22555 .. 22614 , 22611 22727 , 

22613. .22726 



OCv^ . Vt\J . 


42094 




Sea ID 


OJ000222 01.0327 


.C14 




87448 




Strand 








47406 




End 


49744 




Name 


OJ000222 01.0327.C14 


. olO . tm 


Method 


TBLASTX: Maize 




Start 


24026 




End 


24202 




GI 


none 




Score 


160 




Exons 


24026. .24202, 24028. 


.24201 








Seq. No. 


42094 




Seq. ID 


OJ000222_01.0327 


.C14 


Gene No. 


87448 




Strand 






Start 


47406 




End 


49744 




Name 


OJ000222 01.0327.C14 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


28418 




End 


28759 




GI 


none 




Score 


117 




Exons 


28418. .28489, 28419. 


.28490, 


28484. .28522, 284 90 .. 28528 , 






28619. .28759, 28627. 


.28758 









Seq. No. 42094 
Gene No. 87448 
Start 47406 

Name OJ000222_01 . 0327 . C14 . o4 . ts 

Start 33777 
GI none 
Exons 33777. 

34113. 

49077. 



.33833, 33915. .34007, 
.34310, 48657. .48866, 
.49103 



Seq. ID 
Strand 
End 

Method 

End 

Score 
33956. .34099, 34112 
48667. .48852, 48891 



OJ000222_01.0327.C14 
49744 

TBLASTX : Soybean 
49103 
36 

34228, 
49076, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42094 
87448 
47406 

OJ000222_01 . 0327 .C14 .o5 . tc 

34104 

none 

34104. .34310, 34106 34297 , 

42094 
87448 
47406 

OJ000222_01.0327.C14.o6.tm 

34104 

none 

34104. .34310, 34 106 .. 34285, 
48661. .48852, 48666. .48863 

42094 
87448 
47406 

OJ000222_01 . 0327 . C14 . o3 . tw 

34107 

none 

34107. .34310, 34140 34310, 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX: Cress 

End 48875 

Score 229 
48660. .48875, 48661.. 48837 

Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Maize 

End 48878 

Score 216 
34146. .34289, 48660 .. 48878 , 



Seq. ID OJ000222_01.0327.C14 
Strand 

End 49744 

Method TBLASTX : Wheat 

End 48905 

Score 199 
34186. .34311, 48657 .. 48905, 



42320 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



48667. .48837, 48669.. 48905 

42094 
87448 
47406 

OJ000222_01 . 0327 . C14 . o8 . np 

47406 

728868 

47406. .47453, 4 9254 .. 4 9330, 
ANTER-SPECIFIC PROLINE-RICH 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_01.0327.C14 

49744 
AAT/NAP 
49744 
125 



49452. .49744 
PROTEIN APG (PROTEIN 



. CEX) . 

gi|99824|pir| IS16748 proline-rich protein - rape (fragment) 
gi|22597 |emb|CAA42924 I (X60376) proline-rich protein [Brassica 
napus] 



42094 Seq. ID 

87448 Strand 

47406 End 
OJ000222_01 . 0327 .C14 . oil . gp Method 

47680 End 

2275893 Score 
47680. .48076 



OJ000222_01 . 0327 . C14 

49744 
AAT/GAP 
48076 
734 



OJ000222 01.0327.C14 



42094 Seq. ID 

87448 Strand 

47406 End 49744 

OJ000222_01. 0327 .014 .o7.np Method AAT/NAP 

48525 End 49716 

4836933 Score 531 
48525. .49716 

(AC006085) Highly similar to UDPG glucosyltransf erase 
[Arabidopsis thaliana] 



42094 Seq. ID 

87449 Strand 
50988 End 
OJ000222_01 . 0327 . C14 . o8 . tm Method 
50988 End 
none Score 

50988. .51107, 50988 .. 51098 , 

51103. .51165, 51136. .51210, 



OJ000222_01.0327.C14 
51369 

TBLASTX: Maize 
51369 
138 

50993. .51106, 51103 .. 51213, 
51274. .51369, 51274.. 51360 



OJ000222 01.0327.C15 



42095 Seq. ID 

87450 Strand 

2045 End 3436 

OJ000222_01 . 0327 .C15 . ol .np Method AAT/NAP 

788 End 3424 

7109483 Score 757 
788. .806, 2037. .3424 

(AC016662) putative glucosyltransferase [Arabidopsis thaliana] 



42095 Seq. ID 

87450 Strand 

2045 End 
OJ000222_01 . 0327 . C15 . ol . gs Method 

2045 End 

none Score 
2045. .3436 



OJ000222_01.0327.C15 

3436 
GENSCAN 
3436 
.98 



42321 




Seq. No. 


42095 








Seq. ID 


OJ000222_01.0327 


.C15 


Gene No . 


87450 








Strand 






Start 


2045 








End 


3436 




Nanie 


OJ000222 01 


.0327. 


C15,ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


2282 








End 


2530 




GI 


none 








Score 


147 




Exons 


2282. .2530, 


2307. 


.2462 










Seq. No. 


42095 








Seq. ID 


OJ000222_01 . 0327 


. C15 


Gene No . 


87450 








Strand 






Start 


2045 








End 


3436 




Name 


OJ000222 01 


.0327. 


C15.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


2282 








End 


2491 




GI 


none 








Score 


175 




Exons 


2282. .2491, 


2310. 


.2462 










Seq- No. 


42095 








Seq. ID 


OJ000222_01 . 0327 


. C15 


Gene No . 


87450 








Strand 






Start 


2045 








End 


3436 




Name 


OJ000222 01 


.0327. 


C15.01. 


tc 


Method 


TBLASTX: Cress 




Start 


2285 








End 


2500 




GI 


none 








Score 


124 




Exons 


2285. .2500, 


2313. 


.2462 










Seq. No. 


42095 








.Seq. ID 


OJ000222_01.0327 


.C15 


flpne No 


87450 








Strand 






Start 


2045 








End 


3436 




Name 


OJ000222 01 


.0327. 


C15.01. 


tm 


Method 


TBLASTX: Maize 




Start 


2285 ~ 








End 


2503 




GI 


none 








Score 


173 




Exons 


2285 . .2503, 


2316. 


,2465 










Seq. No. 


42095 








Seq. ID 


OJ000222_01.0327 


.C15. 


Gene No . 


87450 








Strand 






Start 


2045 








End 


3436 




Name 


OJ000222 01 


.0327. 


C15.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


2597 








End 


3355 




GI 


none 








Score 


64 




Exons 


2597 . .2689, 


2705. 


.2959, 


2963. 


.3238, 3027.. 3101, 3308.. 3355 


Seq. No. 


42096 








Seq. ID 


OJ000222_0,1.0327 


.C16 


Gene No. 


87451 








Strand 


+ 




Start 


152 








End 


.1227 




Name 


OJ000222 01 


.0327. 


C16.01. 


gs 


Method 


GENSCAN 




Start 


152 








End 


1227 




GI 


none 








Score 


.52 




Exons 


152.. 219, 640.. 784, 1192 


:. .1227 






Seq. No. 


42096 








Seq. ID 


OJ000222_01.0327 


.C16 


Gene No. 


87452 








Strand 






Start 


1 








End 


1752 




Name 


OJ000222 01 


.0327. 


C16.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


1752 




GI 


6721516 








Score 


576 




Exons 


1..320, 730 


. .971, 


1500. . 


1752 








GI Descrip. 


{AP001072) 


hypothetical prote 


in [Oryza 


sativa] 





42322 




Seq. No. 


42097 




Seq. ID 


OJ000222 02.0i2/.Cz 


Gene No. 


87453 




Strand 


+ 


Start 


8373 




End 


11331 


Name 


OJ000222 02.0327. 


C2.o2.gs 


Method 


GENSCAN 


Start 


8373 




End 


11052 


GI 


none 




Score 


.48 


Exons 


8373.. 8491, 8999. 


.9267, 10043-. 11052 




Seq. No. 


42097 




Seq. ID 


OJ000222_02.0327.C2 


Gene No. 


87453 




Strand 


+ 


Start 


8373 




End 


11331 


Name 


OJ000222 02.0327. 


C2-o3-np 


Method 


AAT/NAP 


Start 


9924 




End 


11331 


GI 


4582783 




Score 


400 


Exons 


9924.-9945, 10043 


..11061, 11293.. 11331 




GI Descrip. 


(AJ006752) starch 


synthase. 


isoform V 


[Vigna unguiculata] 


Seq. No. 


42097 




Seq. ID 


OJ000222_02.0327.C2 


Gene No. 


87454 




Strand 




Start 


335 




End 


6983 


Name 


OJ000222 02.0327. 


C2.ol.gs 


Method 


GENSCAN 


Start 


335 




End 


6934 


GI 


none 




Score 


.42 


Exons 


335. .1280, 2102. . 


2239, 2786 


..2933, 5377.. 5470, 6079.. 6200, 




6242.-6934 








Seq. No. 


42097 




Seq. ID 


OJ000222_02-0327-C2 


Gene No. 


87454 




Strand 




Start 


335 




End 


6983 


Name 


OJ000222 02.0327. 


C2.ol.gp 


Method 


AAT/GAP 


Start 


5735 




End 


6417 


GI 


89150 1.R1084 




Score 


1179 


Exons 


5735. .6417 









GI Descrip. ' 1361979/pir M A57478 2.0e-52 serine 0-acetyltransf erase (EC 

2.3.1-30) - watermelon >gi_135055b_dbj_BAA12843_ (D85624) serine 
acetyltransferase [Citrullus lanatus] >gi_1841312_dbj_BAA08 47 9_ 
(D49535) serine acetyltransferase- [Citrullus lanatus] 
>gi_2337772_dbj_BAA21827_ (AB006530) serine acetyltransferase 
[Citrullus lanatus] ' 



Seq. No. 


42097 








Seq- ID 


OJ000222_02.0327.C2 


Gene No. 


87454 








Strand 




Start 


335 








End 


6983 


Name 


OJ000222 02. 


0327 


.C2.01. 


tc 


Method 


TBLASTX: Cress 


Start 


6020 








End 


6835 


GI 


none 








Score 


62 


Exons 


6020. .6091, 


6095 


. .6835, 


6114- 


.6170, 6237.-6422, 6492. .6566 


Seq. No. 


42097 








Seq- ID 


OJ000222_02.0327.C2 


Gene No. 


87454 








Strand 




Start 


335 








End 


6983 


Name 


OJ000222 02 


0327 


.C2.01- 


tm 


Method 


TBLASTX: Maize 


Start 


6022 








End 


6512 


GI 


none 








Score 


66 


Exons 


6022. .6087, 


6022 


. -6099, 


6023. 


.6103, 6068.. 6511, 6114.. 6170 



6240. .6512 



42323 



Seq. No. 


42097 


Gene No. 


87454 


Start 


335 




OJ000222 02 




6026 




7384806 


TT. vnns 


6026. . 6880 




fAB040502) 




42097 


Gene No. 


87454 


Start 


335 


Name 


OJ000222 02 


Start 


6062 


GI 


none 


Exons 


6062. .6091, 




6323. .6568, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C2 

6983 
AAT/NAP 
6880 
1128 



OJ000222 02. 0327. C2 



Seq. ID 
Strand 
End 

, 0327 . C2 . ol . ts Method 

End 
Score 

6098. .6346, 6114. .6170, 6240. .6323, 6291. ,6419, 
6510. .6569, 6626. .6814 



6983 

TBLASTX: Soybean 

6814 

38 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 02. 0327. C2 



6983 
AAT/GAP 
6983 
902 



42097 
87454 
335 

OJ000222_02 . 0327 . C2 . o2 . gp 
6509 

53087_1 .,R1084 
6509. .6983 

'1361979/pir I IA57478 3.0e-16 serine 0-acetyltransf erase (EC 

2 3 1.30) - watermelon >gi_1350550_dbj_BAA12843_ (D85624) serine 

acetyltransferase [Citrullus lanatus] >gi_1841312_dbj_BAA08479_ 

(D49535) serine acetyltransferase. [Citrullus lanatus] 

>gi 2337772_dbj_BAA21827_ (AB006530) serine acetyltransferase 

[Citrullus lanatus] ' " 



42097 
87454 
335 

OJ000222_02.0327.C2.o3.tm 

6678 

none 

6678.. 6740, 6683.. 6889 

42097 
87455 
10609 

OJ000222_02 . 0327 . C2 . o2 . tm 

10609 

none 

10609. .10812, 10654. .10812, 
10822. .11025, 10824. .11045 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000222_02.0327.C2 
6983 

TBLASTX: Maize 

6889 

86 



OJ000222_02,0327.C2 
11045 

TBLASTX: Maize 

11045 

137 



10807. .11040, 10817. .10939, 



42098 
87456 
1 

OJ000222_02. 
1 

4582783 
1..79, 1337, 



0327.C3.ol.np 



,1462, 1560, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1635, 1716.. 



OJ000222_02.0327.C3 
+ 

5415 
AAT/NAP 
5153 
1565 

1900, 2043.. 2234, 



42324 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2320.. 2388, 2950.. 3162, 3919 .. 4044 4226 4375, 4687. .4748, 
4819. .4894, 4980.. 5153 

(AJ006752) starch synthase, isoform V [Vigna unguiculata] 



42098 
87456 
1 

OJ000222_02. 

1328 

none 

1328. .1462, 
2953. .3162, 



0327.C3.ol.gs 



1560. .1635, 
4226. .4375, 



1716 
4687 



OJ000222_02 . 0327 , C3 
+ 

5415 
GENSCAN 
5330 
.69 

1942. .2127, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1900, 
.4748, 4819. .4894, 



2320, 
5274. 



.2388, 
.5330 



Seq. ID 
Strand 
End 

Method 
End 
Score 



42098 
87456 
1 

OJ000222_02 . 0327 . C3 . ol . gp 
4821 

34735_1.R1084 
4821. .4894, 4980. .5415 

•1661160 9.0e-12 (U74295) chlorophyll a/b binding protein [Oryza 
sativa] * 



OJ000222 
+ 

5415 
AAT/GAP 
5415 
941 



02. 0327. C3 



42098 
87457 
5952 

OJ000222_02 . 0327 . C3 . o2 . tm 
1337 
none 



Seq. ID OJ000222_02 .0327.C3 

Strand - . , ' 

End 6821 

Method TBLASTX : Mai ze 

End 2111 

Score 117 



1337.. 1465, 1338.. 1466, 1381.. 1470, 1385.. 1465, 1550.. 1636, 
1554. .1640, 1578. .1637, 1714. .1899, 1715. ,1900, 2036. .2107, 
2037.. 2111 



Seq. No. 


42098 








Seq. ID 


OJ000222_02.0327 


.C3 


Gene No. 


87457 








Strand 






Start 


5952 








End 


6821 




Name 


OJ000222 02. 


0327. 


C3.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1711 








End 


1915 




GI 


none 








Score 


325 




Exons 


1711. .1902, 


1712. 


.1915, 


1712. 


.1903 






Seq. No. 


42098 








Seq. ID 


OJ000222_02.0327 


.C3 


Gene No. 


87457 








Strand 






Start 


5952 








End 


6821 




Name 


OJ000222 02. 


0327. 


C3.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


1714 








End 


2108 




GI 


none 








Score 


296 




Exons 


1714. .1896, 


1715. 


.1900, 


2036. 


.2104, 2037.. 2108 




Seq. No. 


42098 








Seq. ID 


OJ000222_02.0327 


.C3 


Gene No. 


87457 








Strand 






Start 


5952 








End 


6821 




Name 


OJ000222 02. 


0327. 


C3.o3. 




Method 


TBLASTX: Cress 




Start 


2037 








End 


2195 




GI 


none 








Score 


218 




Exons 


2037. .2195, 


2042. 


.2194 











42325 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



42098 
87457 
5952 

OJ000222_02.0327.C3.o3.ts 
2338 
none 



Seq. ID OJ000222_02.0327.C3 
Strand 

End 6821 

Method TBLASTX : Soybean 

End 4736 

Score 68 



2338.-2385, 2945.. 3103, 2950.. 3165, 2952.. 3164, 3902. .4036, 
3918. .4040, 3918. .4040, 3919. .4044, 3940. .4044, 4223. .4381, 
4223. .4378, 4228. .4371, 4246.-4386, 4678. .4734, 4686. .4736 



42098 
87457 
5952 

OJ000222_02.0327.C3.o3.tm 

2950 

none 

2950. .3165, 2951. .3172, 2952. 

42098 
87457 
5952 

OJ000222_02.0327.C3.o5.tm 

3429 

none 

3429.. 3605, 3430.. 3618 

42098 
87457 
5952 

OJ000222_02.0327.C3.o4.tm 

4221 

none 

4221. .4373, 4225. .4374, 4232. 
4668. .4730, 4678. .4755, 4684. 
4858. .4911, 4977. .5084, 4980. 



Seq. ID OJ000222_02.0327.C3 



Strand 
End 

Method 

End 

Score 



6821 

TBLASTX: Maize 

3181 

290 



,3167, 2954. .3181 



Seq. ID 

Strand 

End 

Method 
End ■ 
Score 



OJ000222_02.0327.C3 
6821 

TBLASTX: Maize 

3618 

106 



Seq. ID OJ000222_02.0327.C3 
Strand 

End 6821 
Method TBLASTX: Maize 
End 5095 
Score 225 

.4381, 4232.. 4378, 4664. .4744, 
.4794, 4809. .4898, 4838. .4894, 
.5087, 5024. .5095, 5027. .5095 



OJ000222 02. 0327. C3 



42098 Seq. ID 

87457 Strand 

5952 End 6821 

OJ000222 02.0327.C3.o2.gp Method AAT/GAP 

5915 End 6821 

360_13.R1084 Score 1349 
5915. .6821 

•1661160 9.0e-12 (U74295) chlorophyll a/b binding protein [Oryza 
sativa] ' 



42098 
87457 
5952 

OJ000222_02.0327.C3.o2.gs 

5952 

none 

5952. .6727 

42098 
87457 
5952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000222_02.0327.C3 

6821 
GENSCAN 
6727 
.42 



OJ000222 02. 0327. C3 



6821 



42326 



Name 

Start 

GI 

Exons 



OJ000222_02.0327.C3.ol.tm Method ' TBLASTX : Maize 

6090 End 6775 

none Score 306 

6090. .6158, 6102. .6323, 6122, ,6775, 6371. .6754, 6507. .6773, 
6554. .6754 



Seq. No. 


42098 




Seq. ID 


OJ000222_02.0327.C3 


Gene No . 


87457 




Strand 




Start 


5952 




End 


6821 


Name 


OJ000222 02, 


0327,C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


6117 




End 


6775 


GI 


none 




Score 


254 


Exons 


6117. .6326, 


6122. .6775, 6392, 


,6751, 6507.. 6773 


Seq. No. 


42098 




Seq. * ID 


OJ000222_02.0327,C3 


Gene No. 


87457 




Strand 




Start 


5952 




End 


6821 


Name 


OJ000222 02. 


0327.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


6122 . 




End 


6776 


GI 


none 




Score 


269 


Exons 


6122. .6385, 


6123., 6326, 6386. 


.6775, 6392.. 6751, 6507.. 6776 


Seq. No. 


42098 




Seq, ID 


OJ000222_02,0327.C3 


Gene No. 


87457 




Strand 




Start 


5952 




End 


6821 


Name 


OJ000222 02, 


0327.C3.o2.np 


Method 


AAT/NAP 


Start 


6125 




End 


6821 


GI 


7443224 




Score 


1212 


Exons 


6125. .6821 








GI Descrip. 


chlorophyll 


a/b-binding protein precursor kcdl895 - rice 



gi| 1661160 I gb I AAB18404.il (U74295) chlorophyll a/b binding 
protein [Oryza sativa] 



""4 



Seq. No. 


42098 






Seq. ID 


OJ000222_02.0327.C3 


Gene No. 


87457 






Strand 




Start 


5952 






End 


6821 


Name 


OJ000222 02 


.0327,C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6131 






End 


6574 


GI 


none 






Score 


274 


Exons 


6131. .6433, 


6132. .6326, 


6371. 


.6439, 6435.. 6512, 6437.. 6574 




6437. .6574 










Seq. No. 


42098 






Seq. ID 


OJ000222_02.0327.C3 


Gene No. 


87457 






Strand 




Start 


5952 






End 


6821 


Name 


OJ000222 02 


.0327.C3.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6590 






End 


6776 


GI 


none 






Score 


234 


Exons 


6590. ,6775, 


6594. .6776 








Seq. No. 


42098 






Seq. ID 


OJ000222_02.0327.C3 


Gene No. 


87457 






Strand 




Start 


5952 






End 


6821 


Name 


OJ000222 02 


.0327.C3.o3. 


gp 


Method 


AAT/GAP 


Start 


6695 






End 


6821 


GI 


700509 






Score 


233 


Exons 


6695. .6821 











42327 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1661160 9.0e-12 (U74295) chlorophyll a/b binding' protein [Oryza 
sativa] 



42099 Seq. ID OJ000222_ 

87458 Strand + 

4203 End .4940 

OJ000222_02 . 0327 .C4 .ol.np Method AAT/NAP 

4203 End 4940 

7487104 Score 627 
4203. .4940 

hypothetical protein T16L4 
gi 15123547 I emb I CAB45313.il 

[Arabidopsis thaliana] gi | 7269852 | emb | CAB79711 

putative protein [Arabidopsis thaliana] 



02. 0327. C4 



40 - Arabidopsis thaliana 
(AL079344) putative protein 

II {AL161575) 



42099 Seq. ID 

87459 Strand 
6868 End 
OJ000222_02.0327.C4.o2.np Method 
6812 End 
2499327 Score 
6812.. 7232, 9110.. 9341 

NADH-UBIQUINONE OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX 
I-20KD) (CI-20KD) gi 1 1084345 | pir | | S5228 6 NADH dehydrogenase (EC 
1.6.99.3) - Arabidopsis thaliana gi j 643090 j emb I CAA58887 . 1 1 
(X84078) NADH dehydrogenase [Arabidopsis thaliana] 



OJ000222_02.0327.C4 
+ 

10204 
AAT/NAP 
9341 
813 



Seq. No. 


42099 


Seq. ID 


OJ000222_02 


.0327 


.C4 


Gene No . 


87459 


Strand 


+ 






Start 


6868 


End 


10204 






Name 


OJ000222 02.0327.C4.o2.gs 


Method 


GENSCAN 






Start 


6868 


End 


10204 






GI 


none 


Score 


.44 






Exons 


6868. .7232, 9110. .9340, 10066. .10204 








Seq. No. 


42099 


Seq. ID 


OJ000222_02 


.0327 


.C4 


Gene No. 


87460 


Strand 


+ 






Start 


10605 


End 


14650 






Name 


OJ000222 02.0327.C4.o3.gs 


Method 


GENSCAN 






Start 


10605 


End 


12803 






GI 


none 


Score 


.7 






Exons 


10605. .10882, 12611. .12803 










Seq- No. 


42099 


Seq. ID 


OJ000222_02 


.0327 


.C4 


Gene No. 


87460 


Strand 


+ 






Start 


10605 


End 


14650 






Name 


OJ000222 02.0327.C4.o3.np 


Method 


AAT/NAP 






Start 


12669 


End 


14641 






GI 


6850873 


Score 


764 






Exons 


12669. .12836, 13332. .14641 










GI Descrip. 


(AL132959) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42099 


Seq. ID 


OJ000222_02 


.0327 


.C4 


Gene No. 


87460 


Strand 


+ 






Start 


10605 


End 


14650 






Name 


OJ000222 02.0327.C4.o4.gs 


Method 


GENSCAN 






Start 


13310 


End 


14650 







42328 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

13310.. 14650 

42099 
87461 
4134 

OJ000222_02 . 0327 . C4 . ol . gp 
4134 

28017_1.R1084 
4134. .5223 

'5123547/embl CAB45313.il 
[Arabidopsis thaliana] ' 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C4 
5223 

AAT/GAP . - 

5223 

2062 



6.0e-48 (AL079344) putative protein 



Seq. . ID 

Strand 

End 

Method 

End 

Score 



OJ000222 02. 0327, C4 



9598 
AAT/GAP 
9598 
752 



42099 
87462 
9182 

OJ000222_02 . 0327 . C4 . o2 . gp 
9182 

18742_1.R1084 
9182. .9598 

'2499327/sptQ42577 |NUKM_ARATH l.Oe-18 NADH-UBIQUINONE 
OXIDOREDUCTASE 20 KD SUBUNIT PRECURSOR (COMPLEX I-20KD) 

(CI-20KD) >gi_1084345jpir S52286 NADH dehydrogenase (EC 

1.6.99.3) - Arabidopsis thaliana >gi_64 3090_emb_CAA58887 . 
(X84078) NADH dehydrogenase [Arabidopsis thaliana]' 





Seq. No. 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 




Gene No. 


87463 




Strand 








Start 


15444 




End 


16781 






Name 


OJ000222 02. 0327. C4. 


o4 .np 


Method 


AAT/NAP 






Start 


15444 




End 


16781 






GI 


4755196 




Score 


651 






Exons 


15444. .16428, 16720. 


.16781 










GI Descrip. 


(AC007018) unknown protein 


[Arabidopsis 


! thaliana] 






Seq. No. 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 




Gene No. 


87463 




Strand 








Start 


15444 




End 


16781 






Name 


OJ000222 02. 0327. C4. 


o5 .gs 


Method 


GENSCAN 






Start 


15444 




End 


16400 






GI 


none 




Score 


.68 






Exons 


15444. .16400 












Seq. No. 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 




Gene No. 


87464 




Strand 








Start 


18813 




End 


22613 






Name 


OJ000222 02. 0327. C4. 


o6 . gs 


Method 


GENSCAN 






Start 


18813 




End 


22179 






GI 


none 




Score 


.82 






Exons 


18813. .18893, 18999. 


.19121, 


19297. .19421, 1968 6 19809, 








19883. .19936, 20206. 


.20259, 


20396. .20465, 20617 20759, 








20834. .20977, 21471. 


.21521, 


21612. .21742, 21842 21958 , 








22089. .22179 












Seq. No. 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 




Gene No. 


87464 




Strand 








Start 


18813 




End 


22613 





42329 




Name OJ000222_02 . 0327 .C4 .o5.np Method AAT/NAP 

Start 19648 End 22613 

GI 95995 Score 245 

Exons 19648. .19864, 20111 20301, 20396. . 20465, 20617 20759, 

20837. .20977, 21047 .. 21079, 22568.. 22613 
GI Descrip. mrp protein - Escherichia coli gi I 42017 | emb I CAA39316 1 {X55791) 

put. ATPase [Escherichia coli] 



Seq. No. 


42099 








Seq. ID 


OJ000222_02.0327.C4 


Gene No. 


87465 








Strand 




Start 


o o o o o 

23288 








End 


29543 


Name 


OJ000222 02 


.0327 


,C4.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4176 








End 


4672 


GI 


none 








Score 


518 


Exons 


4176. .4580, 


4193 


. .4597, 


4581. 


.4622, 4631. .4672, 4632. .4670 


Seq. No. 


42099 








Seq. ID 


OJ000222_02.0327.C4 


Gene No. 


87465 








Strand 




Start 


23288 








End 


29543 


Name 


OJ000222 02 


.0327 


.C4.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


4203 








End 


4673 


GI 


none 








Score 


440 


Exons 


4203. .4577, 


4208 


. .4243, 


4299. 


.4460, 4313. .4564, 4587. .4646, 




4641. .4673 












Seq. No. 


42099 








Seq. ID 


OJ000222_02.0327.C4 


Gene No. 


87465 








Strand 




Start 


23288 








End 


29543 


Name 


OJ000222 02 


.0327 


.C4 .ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4211 








End 


4576 


GI 


none 








Score 


421 


Exons 


4211. .4246, 


4212 


. .4574, 


4299. 


,4442, 4313. .4576 


Seq. No. 


42099 








Seq. ID 


OJ000222_02,0327,C4 


Gene No. 


87465 








Strand 




Start 


23288 








End 


29543 


Name 


OJ000222 02 


.0327 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4593 








End 


4877 


GI 


hone 








Score 


46 


Exons 


4593.-4628, 


4632 


. .4715, 


4634. 


.4714, 4677. .4877, 4718. .4870 


Seq. No, 


42099 








Seq. ID 


OJ000222_02.0327.C4 


Gene No. 


87465 








Strand 




Start 


23288 








End 


29543 • 


Name 


OJ000222 02 


.0327 


.C4.08. 


ts 


Method 


TBLASTX : Soybean 


Start 


4718 








End 


4904 


GI 


none 








Score 


235 


Exons 


4718. .4858, 


4719 


. .4889, 


4791. 


.4904 




Seq. No. 


42099 








. Seq, ID 


OJ000222_02.0327,C4 


Gene No. 


87465 








Strand 




Start 


23288 








End 


29543 


Name 


OJ000222 02 


.0327 


.C4.03. 


tc 


Method 


TBLASTX: Cress 


Start 


6993 








End 


9350 


GI 


none 








Score 


405 


Exons 


6993. .7232, 


6994 


. .7233, 


9084. 


.9350, 9107.. 9343, 9111., 9347 



42330 



Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4 . o5 . ts 


Method 


TBLASTX : Soybean 




Start 


6993 






End 


7233 




GI 


none 






Score 


411 




Exons 


6993. .7232, 


6994. 


.7233, 7081 


. .7233 






Sea No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4 .o3. tm 


Method 


TBLASTX: Maize 




Start 


6993 






End 


9484 




GI 


none 






Score 


417 




Exons 


6993. .7232, 


6994. 


.7233, 7081 


..7233, 9084. .9344, 9102. .9347, 




9103. . 9348, 


9107. 


.9355, 9349 


..9432, 9409. .9477, 9440. .9484, 




9441. . 9470, 


9442. 


.9474 








Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4 .ol. tw 


Method 


TBLASTX: Wheat 




Start 


7012 






End 


9316 




GI 


none 






Score 


207 




Exons 


7012. .7227, 


7077 . 


.7220, 9108 


..9161, 9122.. 9175, 9188.. 9316, 




9213. .9311 












cpa No 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No . 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4.o9.ts 


Method 


TBLASTX: Soybean 




Start 


8266 






End 


14645 




GI 


none 






Score 


84 




Exons 


8266. .8358, 


14356 


..14448, 14357. .14440 


, 14440. .14487, 






14441. .14488 


, 14518. .14637, 


14522. .14641, 14540 14644, 






14562. .14645 










Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4.o7.ts 


Method 


TBLASTX: Soybean 




Start 


9185 






End 


9383 




GI 


none 






Score 


253 




Exons 


9185. .9346, 


9210. 


.9383 








Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327. 


C4.o5.tc 


Method 


TBLASTX: Cress 




Start 


10715 






End 


12797 




GI 


none 






Score 


185 




Exons 


10715. .10888 


, 10719. .10880, 


12591. .12656, 12599 .. 12667, 






12698. .12793 


, 12699. .12797, 


12708. .12797 




Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 





42331 



Name 

Start 

GI 

Exons 



OJ000222_02 . 0327 . C4 , ol2 . tm 

10718 

none 

10718. .10888, 10719.. 10880, 
12600. .12653, 12698 .. 12802, 



Method TBLASTX : Mai ze 

End 12815 

Score 191 
10754. .10882, 12599 .. 12667, 
12699. .12815 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42099 
87465 
23288 
OJ000222 
13510 
none 
13510 
14152 



02.0327.C4.o2.tc 



.13746, 
.14232, 



14362. .14487, 



13511. 
14153. 
14363. 



,13777, 
,14188, 
,14488, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C4 
29543 

TBLASTX: Cress 

14641 

239 



13799. .13993, 13810 13911, 
14215. .14265, 14225 .. 14272, 
14521. .14634, 14522.. 14641 



Seq. No. 42099 Seq. ID 

Gene No. 87465 Strand 

Start 23288 End 

Name OJ000222_02 . 0327 . C4 . o2 . tm Method 

Start 13526 End 

GI none Score 

Exons 13526. .13774, 13528 13755, 

14096. .14221, 14141. .14224 



OJ000222_02.0327-C4 
29543 

TBLASTX: Maize 
14224 
282 

13799. .14044, 13804. .14043, 



Seq. No. 42099 
Gene No. 87465 
Start 23288 

Name OJ000222_02 . 0327 . C4 . o3 . ts 

Start 13526 
GI none 
Exons 13526. 

13916. 

14218. 



.13771, 13531. .13764, 
.14062, 14048. .14248, 
.14262 



Seq. ID OJ000222_02.0327.C4 
Strand 

End 29543 

Method TBLASTX : Soybean 

End 14272 

Score 261 
13799. .13870, 13804 .. 13869, 
14068, .14220, 14201 .. 14272, 



Seq. No- 


42099 






Seq, ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02, 


0327. C4, 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


14362 






End 


14641 




GI 


none 






Score 


147 




Exons 


14362. .14487 


, 14363, 


.14488, 


14518. .14640, 14522.. 14641 




Seq. No. 


42099 






Seq. ID 


OJ000222_02.0327 


.C4 


Gene No, 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02, 


0327. C4. 


o5 , tm 


Method 


TBLASTX: Maize 




Start 


15424 






End 


15690 




GI 


none 






Score 


212 




Exons 


15424, ,15585 


, 15436. 


,15582, 


15447. .15584, 15534 .. 15611, 






15579, .15662 


, 15594. 


,15686, 


15595. .15690 




Seq, No. 


42099 






Seq. ID 


OJ000222_02.0327 


-C4 


Gene No. 


87465 






Strand 






Start 


23288 






End 


29543 




Name 


OJ000222 02. 


0327, C4. 


o6. ts 


Method 


TBLASTX : Soybean 




Start 


15427 






End 


15746 





42332 



GI 


' none 




Exons 


^^A01 1 S744 1 S4'^5 


. 15746 


Seq- No. 


42099 




Gene No. 


87465 




Start 


OOOOQ 

o o 




Name 






Start 


looiy 




GI 


none 




Exons 




. 16002 


Seq. No. 


42099 




Gene No. 


87465 




Start 


23288 




Name 




o4 . ts 


Start 


loo ly 




GI 


none 




Exons 










. 16418, 


Seq. No. 


42099 




Gene No. 


87465 




Start 






Name 




n 1~Tn 

J. U . UiU 


Start 


16227 




GI 


none 




Exons 


n^rooT i^^yiOT 1^09fl 


. J. D*4 ^ O / 


Seq. No. 


42099 




Gene No. 


87465 




Start 


23288 




Name 


OJ000222 02. 0327. C4 


. o8. tm 


Start 


18699 





GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



207 



OJ000222_02.0327.C4 
29543 

TBLASTX: Maize 

16002 

139 



OJ000222_02.0327.C4 
29543 

TBLASTX : Soybean 

16781 

134 



Seq. ID OJ000222_02.0327.C4 
Strand 
End 

Method 
End 
Score 



29543 

TBLASTX: Maize 

16781 

119 



none 



Seq. ID OJ000222_02.0327.C4 
Strand 

End 29543 

Method TBLASTX : Mai ze 

End 19128 

Score 52 



18699. .18788, 18775 .. 18846, 18782 .. 18838, 18825 .. 18896, 
18827. .18901, 18831. .18902, 18987 .. 19121, 18 988 .. 19128 , 
18996. .19121, 19009.. 19128 



42099 
87465 
23288 

OJ000222_02.0327.C4, 

18846 

none 

18846. .18896, 18987, 
19295. .19420, 19296. 
19685. .19807, 19874. 
20014. .20106, 20015. 
20204. .20302, 20384. 
20586. .20759, 20617. 
20835. .20978, 21045. 
21057. .21206 



ol.ts 



.19019, 
.19406, 
.19939, 
.20110, 
.20464, 
.20760, 
.21206, 



Seq. ID OJ000222_02.0327.C4 
Strand 

End 29543 

Method TBLASTX : Soybean 

End 21214 

Score 96 
19020. .19121, 19023. .19121, 
19297. .19419, 19675 .. 19809, 
19883. .19942, 20013 .. 20105, 
20022. .20111, 20203. .20304, 
20388. .20465, 20586 .. 20759, 
20620. .20760, 20834 .. 20980, 
21047. .21205, 21047 .. 21214 , 



42099 
87465 
23288 

OJ000222 02.0327.C4.o9.tm 



Seq. ID 

Strand 

End 

Method 



OJ000222_02.0327.C4 
29543 

TBLASTX: Maize 



42333 




OLcli X- 


X Z7 D 




End 


19813 




PT 


none 




Score 


177 




iijXons 




1 Q499 


19297. .19422, 19672 19812, 


















*i ^ U -7 -7 




Seq. ID 


OJ000222_02.0327 


. C4 


Gene No. 


87465 




Strand 






Start 


23288 




End 


29543 




LM CLLllC 


OJ000222 02 0327 C4 


nl 1 tm 


Method 


TBLASTX: Maize 






X -70 / *i 




End 


20304 






none 




Score 


108 




Exons 




901 Oft 


20014. .20109, 20015. .20107, 






9090'^ 90'=i0d 90904 


20302 








O € (4 • IN U • 


*i ^ U -7 ^ 




Seq. ID 


OJ000222_02.0327 


. C4 


Gene No. 


87465 




Strand 






Start 


23288 




End 


29543 




LM cuuc 


OJ000222 02 0327 C4 


c\A 1"m 


Method 


TBLASTX: Maize 




0 Lai. u 


20ft20 ~ 




End 


21145 










Score 


215 




Exons 


90ft90 90Q7P 90ft^4 


90QftO 


20835. .20978, 2 1042 .. 21143, 






21047 21145 21057 


. .21143 










490QQ 




Seq. ID 


OJ000222_02.0327 


CA 


Gene No. 


87465 




Strand 






Start 


23288 




End 


29543 




Name 


07000999 09 0*^97 CA 


. o4 . tc 


Method 


TBLASTX: Cress 




C-t- 0 r-t- 

ouarT. 


91 1 fil 
Z X X 0 X 




End 


21749 






none 




Score 


67 




iiiXons 


91 1 f^l 91909 91471 

ZXXuX. .ZX^UZ/ ^X4 /X 


91 '^'^0 


21472. .21522, 21600 2174 9, 






91 fi04 91 fiQ^ 










Seq. No- 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 




Strand 






0 ca J- U 






End 


29543 




Name 


n.T000999 09 0^97 CA 


o1 0 I- <5 


Method 


TBLASTX: Soybean 






914 6"^ ~ 




End 


21737 




oX 


none 




Score 


54 






91 4fiS 91 5*^0 21 4 M 


91 599 


21600. .21737, 21610.. 21693 




Seq. No. 


42099 




Seq. ID 


OJ000222_02.0327 


.C4 


Gene No. 


87465 




Strand 












End 


29543 




Name 


n.T000999 09 0*^97 CA 


/^7 Q 


Method 


GENSCAN 




0 Ua.X U 


9?9ftfi 




End 


26817 




oX 


none 




Score 


.78 




Exons 


9'^9ftft 9*^44^ 94Q4fi 


9 50*^7 


26420. .26495, 26608.. 26817 




0 C Vi^ • IN u . 


4904q 




Seq. ID 


OJ000222_02.0327 


. C4 


Gene No. 


87465 




Strand 






Start 


23288 




End 


29543 




Name 


OJ000222 02. 0327. C4 


.06. np 


Method 


AAT/NAP 




Start 


24904 




End 


29543 




GI 


7413649 




Score 


147 




Exons 


24904. .25037, 26420 


. .26495, 


28892. .28983, 29487. .29543 




GI Descrip. 


(AL162971) putative 


protein 


[Arabidopsis thaliana] 





42334 



Seq. No. 


42099 




Gene No. 


87465 




Start 


23288 




Name 


OJ000222 02 . 0327 .C4 


.06 . tm 


Start 


24982 




GI 


none 




Exons 


24982. .25038, 24983 


. .25042, 




'26420. .26497, 26587 


. .26640, 




26659. .26694, 26731 


. .26817, 


Seq.. No. 


42100 




Gene No. 


87466 




Start 


456 




Name 


OJ000222 02. 0327. C6 


.ol.gs 


Start 


456 




GI 


none 




Exons 


456.. 576, 1013. .1013, 1064. 




2060.. 2430, 2545.. 2677 


Seq. No. 


42101 




Gene No. 


87467 




Start 


14282 




Name 


OJ000222_02 .0327 .C7 


. o4 .gs 


Start 


14282 




GI 


none 




Exons 


^jirtrtrt ^ A M rt rt ^ ^ rt rt rt 

14282. .14403, 15889 


. .16065, 




^ rt rt rt rt ^ rt rt ^ rt *i rt rt rt A 

19082. .19219, 19294 


. . 19452, 


Seq. No. 


42101 




Gene No. 


87468 




Start 


25208 




Name 


OJ000222 02 . 0327 .07 


. o2 . gp 


Start 


9S9nft 




GI 


2799807 




Exons 


25208. .25804 




Seq. No. 


42101 




Gene No. 


87469 




Start 


25948 




Name 


OJ000222 02. 0327. 07 


. o3.gp 


Start 


25948 


GI 


none 




Exons 


25948. .26277, 26438 


. .26923 


Seq. No. 


42101 




Gene No. 


87470 




Start 


26837 




Name 


OJ000222 02.0327.07 


. o7 .gs 


Start 


26837 




GI 


none 




Exons 


26837. .27006, 27094 


. .27181, 




29035. .29126, 29194 


. .29317 


Seq. No. 


42101 




Gene No. 


87470 




Start 


26837 




Name 


bj000222 02.0327.07 


.o2.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222__02.0327.C4 
29543 

TBLASTX: Maize 

26818 

84 



Seq. ID OJ000222_02.0327.C6 
Strand 
End 

Method 
End 
Score 
.1218, 1261. 



2677 
GENSOAN 
2677 
.73 

1395, 1484, .1764, 



Seq. ID OJ000222_02.0327.C7 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

21670 
GENSOAN 
21670 
.55 



OJ000222_02.0327.O7 
+ 

25804 
AAT/GAP 
25804 
1089 



OJ000222_02.0327.O7 
+ 

26923 
AAT/GAP 
26923 
1553 



OJ000222_ 
+ 

29361 
GENSOAN 
29317 
.79 



02. 0327. 07 



28044. .28125, 28825 .. 28 907 , 



Seq. ID OJ000222_02.0327.O7 

Strand + 

End 29361 

Method AAT/NAP 



42335 



start 
GI 

Exons 



26891 End 29361 

4105798 Score 623. 

26891. .26956, 27086. . 27181, 27861 .. 27953, 28044 .. 28121, 

28212. .28255, 28327 .. 28367 , 28825 28907 , 29035 .. 29126, 
29212. .29361 



GI Descrip. {AF049930) PGP237-11 [Petunia x hybrida] 



Seq. No. . 42101 

Gene No. 87470 

Start 2.6837 

Name OJ000222_02 . 0327 . 07 . o4 . gp 

Start 27108 

GI 25531_1.R1084 

Exons 27108. .27181, 27861 27953, 
28327. .28367, 28825 .. 28907 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
28044. .28121, 
29035. .29126, 



OJ000222_02 
+ 

29361 
AAT/GAP 
29361 
1022 

28212 
29212 



.0327. C7 



.28255, 
.29361 



GI Descrip. '4105798 3.0e-99 (AF049930) PGP237-11 [Petunia x hybrida]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



42101 
87471 
1936 

OJ000222_02 . 0327 . C7 . ol . np 
1921 
2285885 

1921. .2103, 2581. .2657, 2769. .2851, 2941. .3131, 3229 
3609.. 3735, 3836.. 3952, 4061.. 4174, 4299.. 4364, 6288 
6601. .6808, 6905. .7246 

(D89631) sulfate transporter [Arabidopsis thaliana] 



Seq. ID OJ000222_02.0327.C7 
Strand 

8729 
AAT/NAP 
7246 
1506 



End 

Method 

End 

Score 



.3515, 
.6459, 



42101 
87471 
1936 

OJ000222_02 . 0327 . C7 . o2 . gs 
1936 
none 



Seqv--:ID OJ000222_02 . 0327 . C7 



Strand 
End 

Method 

End 

Score 



8729 
GENSCAN 
8729 
.45 



1936. .2103, 2581. .2657, 2769. ,2851, 2941. .3131, 3229. .3399, 

3401. .3515, 3609. .3735, 3865. .3952, 4061. .4174, 4299. .4364, 

6255.. 6459, 6601 .. 6808, 6905 ., 7055 , 7102.. 7361, 7393.. 7512, 
8552. .8729 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222 02. 0327. C7 



10984 
AAT/GAP 
10984 
129 



42101 
87472 
10905 

OJ000222_02 . 0327 . C7 . ol . gp 
10905 

5867^1. R1084 
10905. .10984 

M64986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin—protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



42101 
87473 
22616 



Seq. ID 

Strand 

End 



OJ000222 02-.0327.C7 



23937 



42336 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000222_02 . 0327 . C7 . o5 . gs 

22616 

none 

22616. .22797, 23736.. 23937 

42101 
87474 
24621 

OJ000222_02.0327.C7.ol.tc 
1972 
none 
1972. 
3227, 
4049. 
6345. 



Method GENSCAN 
End 23937 
Score .94 



Seq. ID OJ000222_02.0327.C7 
Strand 

End 25966 
Method TBLASTX : Cress 
End 7169 
Score 116 

.3132, 2940.. 3131, 3217.. 3525, 
.3748, 3828.. 3950, 3836.. 3952, 
.4382, 6276.. 6476, 6310.. 6471, 
.6807, 6906.. 7169, 6907.. 7059 

Seq. ID OJ000222_02.0327.C7 
Strand 

End 25966 

Method TBLASTX : Soybean 

End 3679 

none Score 55 

2809. .2853, 2940. .3137, 3212. .3313, 3217. .3525, 3350. .3517, 
3607.. 3678, 3608.. 3679 



.2112, 2764. .2835, 2920, 

.3517, 3607.. 3741, 3608. 

.4162, 4058. .4168, 4302. 

.6473, 6600.. 6806, 6601. 



42101 
87474 
24621 

OJ000222_02.0327.C7.ol.ts 
2809 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42101 
87474 
24621 

OJ000222_02 . 0327 . C7 . ol . tm 

2824 

none 

2824.. 2853, 2920.. 3132, 2940. 
3350.. 3517, 3607.. 3729, 3608, 

42101 
87474 
24621 

OJ000222_02 . 0327 . C7 . ol . tw 

3448 

none 

3448. .3525, 
4058. .4171 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3137, 3217 
.3730 



OJ000222 02. 0327. C7 



25966 

TBLASTX: Maize 
3730 
90 

3525, 3239.. 3313, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C7 
25966 

TBLASTX: Wheat 

4171 

61 



3455.. 3517, 3607.. 3741, 3608.. 3748, 3836.. 3937, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42101 
87474 
24621 

OJ000222_02 . 0327 . C7 . o2 . ts 

6291 

none 



Seq. ID OJ000222_02.0327.C7 
Strand 

End 25966 

Method TBLASTX : Soybean 

End 704 6 

Score 126 



6291.. 6485, 6319.. 6471, 6600. .6806, 6900.. 7046 



Seq. No. 42101 Seq. ID 

Gene No. 87474 Strand 

Start 24621 End 

Name OJ000222_02 . 0327 . C7 . o3 . tm Method 

Start 6315 End 

GI none Score 



OJ000222_02.0327.C7 
25966 

TBLASTX: Maize 

6485 

145 



42337 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6315.. 6485, 6316.. 6480 

42101 Seq. ID 

87474 Strand 

24 621 End 

OJ000222_02 . 0327 . C7 . o6 . gs Method 

24621 End 

none Score 

24621. .24660, 25270 25511, 25964.. 25966 



OJ000222_02.0327.C7 

25966 
GENSCAN 
25966 
.67 



42101 
87475 
26443 

OJ000222_02 . 0327 . 07 . o2 . tm 
26443 



none 
26443. . 
26569. . 
26725. , 
26876. , 
27094. , 
27859. 
28211. 
28823. 
29029. 
29210. 



26490, 
26658, 
26787, 
27007, 
27177, 
27954, 
28255, 
28906, 
29127, 
29326, 



26444, 

26628. 

26775, 

26891 

27094 

27860 

28212 

28824 

29034 

29212 



.26485, 
.26723, 
.26888, 
.27007, 
.27177, 
.27955, 
.28256, 
,28907, 
.29144, 
.29340, 



Seq. ID OJ000222_02.0327.C7 
Strand 

29340 

TBLASTX: Maize 
29340 
44 

26529. .26567, 26556 26660, 
26721. .26789, 26725 .. 267 90, 
.26892, 26781. .26879, 
.27011, 27093. .27176, 
.27181, 27858. .27959, 
.28133, 28042. .28122, 
28319. .28369, 28324 28368 , 
28845. .28919, 29029 .. 29127 , 
29049. .2 9129, 29208. .29318, 
29213. ,29317 



End 

Method 

End 

Score 



26779. 
26895. 
27140. 
28041. 



42101 
87475 
26443 

OJ000222_02 . 0327 , 07 . o2 . tw 

27094 

none 

27094. .27174, 27143 .. 27175, 

28043. .28093, 28044 .. 28130, 

28319. .28372, 28324.. 28368 

42101 
87475 
26443 

OJ000222_02.0327.C7.o3.ts 

27094 

none 

27094. .27174, 27140 .. 27181, 
27874. .27966, 28043 .. 28093, 
28197. .28256, 28227 28253, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 02. 0327. 07 



29340 

TBLASTX: Wheat 
28372 
60 

27888. .27956, 27890 .. 27955, 
28197. .28256, 28217 .. 28255, 



Seq. ID OJ000222_02.0327.C7 
Strand 

End 29340 

Method TBLASTX : Soybean 

End 28369 

Score 76 
27858. .27959, 27860 .. 27955, 
28044. .28148, 28048 .. 28149, 
28319. .28351, 28346.-28369 



42101 
87475 
26443 

OJ000222_02 . 0327 . 07 . o2 . tc 
28319 
none 

28319. .28357, 28803 28907 , 28826, . 28906, 29029 .. 29127 , 
29029, ,29130, 29037 .. 29144 , 29210 .. 29287, 29215.. 29262 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000222 02.0327,07 



29340 

TBLASTX :Gress 

29287 

75 



Seq. No. 



42101 



Seq. ID OJ000222_02.0327.O7 



42338 



Gene No. 


87475 


Strand 




Start 


26443 


End 


29340 


Ndine 


OJ000222 02.0327.C7-o4.ts 


Method 


TBLASTX : Soybean 


Start 


28809 ~ 


End 


29287 


GI 


none 


Score 


158 




28809. .28907, 28823. .28906, 


29029. .29127, 29034 29144 , 




29210. .29287, 29215. .29256 






O C ^ • * 


42102 


Seq. ID 


OJ000222_02.0327.C8 


Gene No. 


87476 


Strand 


+ 


Start 


1 


End 


399 


Naiue 


OJ000222 02.0327.C8.ol.gp 


Method 


AAT/GAP 




1 ~ 


End 


399 


ox 


25531 1.R1084 


Score 


773 




1 . . 39^ 






GI Descrip. 


M105798 3.0e-99 (AF049930) 


PGP237-11 


[Petunia x hybrida] ' 


Seq. No. 


42102 


Seq. ID 


OJ000222_02.0327.C8 


Gene No. 


87477 


Strand 


+ 


Start 


952 


End 


1877 


Name 


OJ000222 02.0327.C8.ol.gs 


Method 


GENSCAN 


Start 


952 ~ 


End 


1877 




none 


Score 


.55 


Exons 


952. .1035, 1842. .1877 






Seq. No. 


42102 


Seq. ID 


OJ000222_02.0327.C8 


Gene No. 


87478 


Strand 




Start 


2443 


End 


6010 


Name 


OJ000222 02.0327.C8.o2.gs 


Method 


GENSCAN 


Start 


2443 


End 


6010 


GI 


none 


Score 


.7 



Exons 



2443. .2590, 2915. .3031, 3138. .3836, 4232. .4259, 4705. .4770, 
5716. .6010 



Seq. No. 


42102 


Seq. ID 


OJ000222_02.0327 


Gene No. 


87478 


Strand 




Start 


2443 


End 


6010 


Name 


OJ000222 02 


. 0327 . C8 . ol . np Method 


AAT/NAP 


Start 


2920 


End 


5064 


GI 


4874307 


Score 


103 


Exons 


2920. .3029, 


3139.. 3424, 5030.. 5064 




GI Descrip. 


(AC006053) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42103 


Seq. ID 


OJ000222_02,0327 


Gene No. 


87479 


Strand 


+ 


Start 


54 


End 


605 


Name 


OJ000222 02 


.0327.C9.ol.gs Method 


GENSCAN 


Start 


54 


End 


605 


GI 


none 


Score 


.76 


Exons 


54. .605 







Seq. No. 42103 Seq. ID 

Gene No. 87480 Strand 

Start 20904 End 

Name OJ000222_02 . 0327 . C9 . o3 . np Method 

Start 20760 End 

GI 7434421 Score 



OJ000222_02.0327.C9 
+ 

24275 
AAT/NAP 
24275 
2779 



42339 



Exons 20760. .20879, 21000.. 24275 

GI Descrip. brassinosteroid-insensitive protein BRIl - Arabidopsis thaliana 
gi|2392895|gb|AAC49810.1| (AF017056) brassinosteroid insensitive 
1 [Arabidopsis thaliana] gi I 5042156 I emb | CAB44675 . 1 1 (AL078620) 
brassinosteroid insensitive 1 gene (BRIl) [Arabidopsis thaliana] 
gi| 7270924 I emb I CAB80603.il {AL161595) brassinosteroid 
insensitive 1 gene (BRIl) [Arabidopsis thaliana] 



cprr No. 


42103 








Seq. ID 


OJ000222 


_02.0327.C9 


Gene No . 


87480 








Strand 


+ 




Start 


20904 








End 


24275 




Name 


OJ000222 02 


.0327 


.C9.o5. 


gs 


Method 


GENSCAN 




Start 


20904 








End 


24269 




GI 


none 








. Score 


.97 




Exons 


20904. .24269 












Seq. No. 


42103 








Seq. ID 


OJ000222_ 


_02.0327.C9 


fllorip No . 


87481 








Strand 








2564 








End 


8443 




Name 


OJ000222 02 


.0327 


.C9.o2. 


QS 


Method 


GENSCAN 




Start 


2564 








End 


8326 




GI 


none 








Score 


.68 




Exons 


2564. .2906, 


3586 


. .3688, 


3784. 


.4051, 4125. .4310, 


4782. .4817, 




4906. .5004, 


5094 


. .5333, 


5408. 


.5725, 5822. .5879, 


7400. .7555, 




7916. .8131, 


8229 


. .8326 










Seq. No. 


42103 








Seq. ID 


OJ000222 


_02.0327.C9 


Gene No. 


87481 








Strand 






Start 


2564 








End 


8443 




Name 


OJ000222 02 


.0327 


.C9.02. 


np 


Method 


AAT/NAP 




Start 


3588 








End 


8443 




GI 


6562375 








Score 


1141 




Exons 


3588. .3688, 


3784 


. .4004, 


4070. 


.4343, 4906. .5004, 


5094. .5333, 




5408. .5725, 


5822 


. .5879, 


7400. 


.7545, 7910. .8131, 


8229. .8305, 




8342.-8443 














GI Descrip. 


{AJ24 9962) 


potassium channel 


[Daucus 


carota] 





Seq. No. 42103 

Gene No. 87482 

Start 14361 

Name OJ000222_02 . 0327 . C9 . o4 . gs 

Start 14361 

GI none 

Exons 14361. .14434, 14568 .. 14739, 
16549. .16608, 16776. .16910 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C9 

16910 
GENSCAN 
16910 
.72 



15451. .15556, 15823 .. 15914 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



42103 
87483 
27258 

OJ000222_02 . 0327 . C9 . o2 . tc 

3594 

none 

3594.. 3701, 4194.. 4328, 4201. 
5091.. 5294, 5408.. 5725, 5433. 
7477.. 7557, 7912.. 8133, 8057. 

42103 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4296, 
.5744, 
.8134 



OJ000222_02.0327.C9 
27662 

TBLASTX: Cress 
8134 
75 

4906. .5004, 4906. .5004, 
5817. .5891, 5819. .5881, 



Seq. ID OJ000222_02.0327.C9 



42340 




Gene No. 


87483 


Strand 








^ / ^ J o 


End 


27662 




Nszue 




Mpt h nd 


TRLASTX • Mai ze 






*i U 17 17 


End 


4308 






none 


Score 


179 




EjXOTIS 


4nQQ 4P84 4126 4308 4128 


. . 4307 






Seq. No, 


42103 


Seq. ID 


OJ000222_02.0327 


C9 


Gene No. 


87483 


Strand 








^ / ^ o o 


End 


27662 




Nsme 






TBLASTX ' Sovbean 






4RQPI ~ 
*i O I? o 


End 


5333 






none 


Score 


79 




EjXons 


4fiQft ^OOR 4Qnfi Snn4 S091 


. .5333 






Seq. No. 


42103 


Seq. ID 


OJ000222_02.0327 


C9 


Gene No. 


87483 


Strand 






q-l- a y-l- 
O L.a.1. U 


27258 


End 


27662 




Nsine 


0.1000222 02 0*^27 PQ nS tm 


Mpt H nd 


TBLASTX: Maize 






o ^ o o 


End 


5501 






Fi r*i o 


Score 


118 






S2^ft S'^?? S2R2 S332 S260 


5334 531 


8. .5488, 5409. .5501 


Seq. No. 


42103 


Seq. ID 


OJ000222_02.0327 


C9 


Gene No. 


87483 


Strand 






O UdX. u 


^ / ^ -J o 


End 


27662 




Name 


nTnnn229 09 n'^97 pq n"^ -i-*? 




TBLASTX: Soybean 






c ^ ^ 4 

O ft *i fi 




5731 




PT 


none 




133 




r "^-7" O 


1^444 RRQfi R44R R^Q4 SfiOfi 


S731 






oeq. iNO • 


4 910*^ 


Seq. ID 


OJ000222_02.0327 


.C9 




ft 74 fl 
0 / ft o o 


Strand 






o Lair u 


970C.Q 


End 


27662 




Name 


OJ000222 02.0327.C9..o2.ts 


Method 


TBLASTX : Soybean 




Start 


21555 


End 


22841 








Score 


55 






91^^^^ 91fi14 21624 21 6Qfl 


21777. .21917, 21786 .. 21917, 






91 Q*^? 99067 91QQft 9221 6 


21999. .22217, 22071 .. 22274 , 






990Q7 999ft9 990Q8 992QS 


22155. .22355, 22178 .. 22354 , 






99914 70AA1 99917 9246ft 


22218. .22472, 22656.. 22841 




oeq. LNO . 


4 91 0"^ 

4 Z X UO 


Seq. ID 


OJ000222_02.0327 


.C9 


osne wo . 


0 / 4 0 0 


Strand 






O LaX. U 


979 t^ifi 


End 


27662 




Name 


OJ000222 02.0327.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


21624 


End 


22841 




ox 




Score 


75 




£jXons 


91694 91767 917ftQ 91Q17 


21890. .22270, 218 91 .. 22271, 






9iQ'5Q 9904Q 9900ft 9934^ 


22083. .22193, 22155 .. 22265, 






22155. .22430, 22158 .. 22262, 


22178. .22417, 22308 .. 22439, 






22635. .22841 








Seq. No. 


42103 


Seq. ID 


OJ000222_02.0327 


.C9 


Gene No. 


87483 


Strand 






Start 


27258 


End 


27662 




Name 


OJ000222 02.0327.C9.o3.tm 


Method 


TBLASTX: Maize 





42341 



start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



21639 

none 

21639. 

21786. 

21948. 

22218. 

22614.- 

22662. 

22806. 



End 
Score 



22910 
49 



.21761, 
.21917, 
.22475, 
.22439, 
.22859, 
.22820, 
.22910, 



21768. 
21813, 
21948. 
22250, 
22647. 
22674, 
22842, 



.21887, 
.21917, 
.22430, 
.22357, 
.22862, 
.22856, 
.22910 



21777. .21917, 21777 21917, 

21873. .21917, 21933 .. 22397 , 

22002. .22433, 22164 .. 224 60, 

22262. .22438, 22382 .. 22441, 

22659. .22862, 22662 .. 22709, 

22674. .22859, 22731 .. 22871, 



42103 
87483 
27258 

OJ000222_02.0327,C9.o3.tw 
21765 



End 

Method 
End 

none Score 
21765. .21887, 21924 .. 22259, 22011 .. 22325, 2204 6 .. 22336, 
22092. .22403, 22106 .. 22177 , 22164 .. 22433, 22236 22439, 
22308. .22472 



Seq. ID OJ000222_02.0327.C9 
Strand 

27662 

TBLASTX: Wheat 
22472 
68 



Seq. ID OJ000222_02.0327.C9 
Strand 

End 27662 
Method TBLASTX : Maize 
End 23414 
none Score 136 

22910. .23026, 22911 .. 23039, 22980 .. 23093, 22980 .. 23093, 
22981. .23094, 23006 .. 23098 , 23097 .. 23216, 23100 .. 23219, 
23105. .23218, 23106 .. 23414 , 23213. .23407 



42103 
87483 
27258 

OJ000222_02 . 0327 . C9 . o2 . tm 
22910 



Seq. No. 


42103 




Gene No. 


87483 




Start 


27258 




Name 


OJ000222 02. 0327. C9 


.ol.ts 


Start 


23252 




GI 


none 




Exons 


23252. .23659, 23253 


. .23960, 




23954. .24175, 23955 


. .24191 


Seq. No. 


42103 




Gene No. 


87483 




Start 


27258 




Name 


OJ000222 02,0327.09 


.o2.tw 


Start 


23285 




GI 


none 




Exons 


23285,-23506, 23286 


, ,23510 


Seq. No. 


42103 




Gene No. 


87483 




Start 


27258 




Name 


OJ000222 02. 0327. C9 


,ol, tc 


Start 


23310 




GI 


none 




Exons 


23310. .23765, 23318 


. ,23767, 


Seq. No. 


42103 




Gene No. 


87483 





Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000222_02.0327.C9 
27662 

TBLASTX: Soybean 

24191 

267 



23255. .23863, 23317 ,. 23973, 



Seq, ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000222_02,0327.C9 
27662 

TBLASTX: Wheat 

23510 

200 



OJ000222_02 . 0327 . C9 
27662 

TBLASTX: Cress 

23767 

651 



OJ000222 02. 0327. C9 



42342 




start 


27258 




End 


27662 




M a m o 

Vi CHllXS 


OJ000222 02 0327 C9 


ol • tm 


Method 


TBLASTX: Maize 






2342S ~ 




End 


24188 










Score 


575 




Exons 


2*^42^ 24099 23425 


23661 


23432. .23863, 23433 .. 24188, 






23433 24155 23921 


. 24184 








Corf M/^ 


421 03 

*1 ^ X u ^ 




Seq. ID 


OJ000222_02.0327 


• C9 


Gene No. 


87483 




Strand 






Start 


27258 




End 


27662 






OJ000222 02 0327 C9 


ol . tw 


Method 


TBLASTX: Wheat 






23SS9 ~ 
^ .J «j ? 




End 


23930 




fit 


none 




Score 


37 




EjXons 


235S9 23588 23606 


. 23776, 


23607. .23801, 23811 .. 23930, 






23ft1 7 2391 5 










Seq. No. 


42103 




Seq. ID 


OJ000222_02.0327 


.C9 


Gene No. 


87483 




Strand 








27258 




End 


27662 






OJ000222 02 0327 C9 


o4 . tc 


Method 


TBLASTX: Cress 






23R1 1 ~ 

^ -J O X X 




End 


24155 










Score 


209 






23ft11 23960 23ft14 


23960 


24054, .24155 




Seq. No. 


42103 




Seq. ID 


OJ000222_02.0327 


.C9 


Gene No. 


87483 




Strand 








£. 1 -J O 




End 


27662 




Naine 


n.Tnnn222 n? 0327 P9 


OG 


Method 


GENSCAN 




Qf a T-l- 
O UaX U 


9795ft ~" 




End 


27662 




oX 


H\JLLXS 




Score 


.51 




£jXons 


9795ft 97971 97469 


27669 








Seq. No. 


42104 




Seq. ID 


OJ000303_26.0411 


.C2 


Gene No. 


87484 




Strand 


+ 




O UdX L. - 


268 




End 


969 




Name 


O.T0n0303 96 0411 O 


ol rrc 
X • ^ o 


Method 


GENSCAN 




O UdX L. 


96ft ~ 




End 


969 




V3X 


none 




Score 


.45 






268 297 921 969 










Seq. No. 


42105 




Seq. ID 


OJ000303_26.0411 


.C3 


Gene No. 


87485 




Strand 


+ 






1433 




End 


178'6 






OlT000303 26 0411 C3 


wx . ^ o 


Method 


GENSCAN 




Of a7-f 

o udx I. 


14 33 ~ 

X T J -J 




End 


1786 




VjX 






Score 


.56 




T** von c 


1433 17ft6 










O c q • IM <J . 


42105 




Seq. ID 


OJ000303_26.0411 


-C3 




87486 




Strand 


+ 




Start 


8035 




End 


20783 




Name 


OJ006303 26. 0411. C3, 


o3.gs 


Method 


GENSCAN 




Start 


8035 




End 


20371 




GI 


none 




Score 


.57 




Exons 


8035. .8373, 1094 9 .. 11044 , 1 


1134. .11234 


, 11527. .11661, 






12355. .12442, 12471. 


.12522, 


12545. .12662, 18141 18370, 






18589. .18680, 19085. 


.19227, 


19308. .19408, 20275,. 20371 





42343 



Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87486 


Strand 


+ 


Start 


8035 


End 


20783 


Name 


OJ000303 26.0411.C3,o2.np 


Method 


AAT/NAP 


Start 


14840 


End 


20783 


GI 


7340909 


Score 


250 


Exons 


14840. .15029, 17122 .. 17225, 20474.. 20783 


GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 


Name 


OJ000303 26.0411.C3.o2.gs 


Method 


GENSCAN 


Start 


2405 


End 


6754 


GI 


none 


Score 


.64 


Exons 


2405.. 2437, 3329.. 3529, 3933 


..4037, 4165. .4293, 4782.-4894, 




4943. .5092, 5408. .5498, 5641 


..5948, 6487.-6754 


Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411-C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 


Name 


OJ000303 26.0411.C3.ol.np 


Method 


AAT/NAP 


Start 


3075 


End 


6751 


GI 


5103847 


Score 


1523- 


Exons 


3075.-3194, 3329.-3529, 3834 


..4037, 4165. .4293, 4782. .5498, 




5641. .5948, 6487.-6751 






GI Descrip. 


(AC007591) Contains PF| 00561 


alpha/beta hydrolase fold. 




[Arabidopsis thaliana] 






Seq, No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 


Name 


OJ000303 26.0411.C3.o2.ts 


Method 


TBLASTX : Soybean 


Start 


3452 


End 


4028 


GI 


none 


Score 


132 


Exons 


3452.. 3529, 3834.. 4028, 3841 


. .4005 




Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 


Name 


OJ000303 26.0411.C3.ol. tm 


Method 


TBLASTX:Maize 


Start 


4215 


End 


4911 


GI 


none 


Score 


38 


Exons 


4215. .4235, 4237. .4296, 4238 


..4294, 4768. .4911, 4770. .4910 


Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 


Name 


OJ000303 26.0411.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


4761 


End 


4989 


GI 


none 


Score 


112 


Exons 


4761. .4931, 4780. .4989, 4801 


. .4932 




Seq. No. 


42105 


Seq. ID 


OJ000303_26.0411.C3 


Gene No. 


87487 


Strand 




Start 


2405 


End 


6754 



42344 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
. Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Method TBLASTX : Soybean 
End 5102 
none Score 74 

4770. .4931, 4774. .4932, 4975. .5091, 5037. .5102 



OJ000303_26.0411.C3.ol.ts 
4770 



42105 
87487 
2405 

OJ000303_26. 0411.C3.o3.ts 
5633 
none 

5633.. 5821, 5638. .5820 

42105 
87487 
2405 

OJ000303_2 6 . 04 11 . C3 . o2 . tm 
5754 - 
none 

5754. .5978, 5755.-5979, 5756. .5977 



Seq. ID OJ000303_26.0411.C3 
Strand 

End 6754 

Method TBLASTX : Soybean 

End • 5821 

Score 127 



Seq. ID OJ000303_26.0411.C3 
Strand 

End 6754 

Method TBLASTX : Mai ze 

End 5979 

Score 222 



42106 
87488 
1706 

OJ000303_26 . 0411 . C4 . ol . gs 

1706 

none 

1706. .1916 



Seq. ID OJ000303_26.0411.C4 

Strand + 

End 1916 

Method GENSCAN 

End 1916 

Score .5 



42106 
87489 
1 

OJ000303_26.0411.C4.ol.np 
1 

7340909 
1..241, 1506. .1536 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000303_26.0411.C4 
Strand 

1536 
AAT/NAP 
1536 
233 



End 

Method 

End 

Score 



Seq. ID OJ000303_26.0411.C5 
Strand + 
End 7708 
Method GENSCAN 
End 7708 
none Score .8 

251. .343, 658. .690, 3676. .3741, 4002. .4069, 4140. .4673, 
5969.. 6238, 6321.. 6464, 6745.. 6900, 7349.. 7708 



42107 
87490 
251 

OJ000303_26.0411.C5.ol.gs 
251 



42107 
87490 
251 

OJ000303_26.0411.C5.ol.np 
3420 
6226239 



Seq. ID OJ000303_26.0411.C5 

Strand + 

End 7708 

Method AAT/NAP 

End 7708 

Score 1912 



3420. .3491, 4132. .4673, 5969. .6238, 6324.,. 6464, 6553. ,6900, 
7349. .7708 

PLASTIDIC ATP/ADP-TRANSPORTER gi | 4138583 I emb I CAA71785 | (Y10821) 
plastidic ATP/ADP-transporter [Solanum tuberosum] 



42345 




Seq. No. 


42107 




Seq. ID 


OJOOOJOi 


ZD . L)4 11 . Co 


Gene No. 


87490 




Strand 


+ 




Start 


251 




End 


7708 




Name 


OJ000303 26.0411.C5.ol. 




Method 


AAT/GAP 




Start 


3827 




End 


4101 




GI 


3061001 




Score 


476 




Exons 


3827. .4101 










Seq. No. 


42107. 




Seq. ID 


OJ000303_ 


_26.0411.C5 


Gene No. 


87490 




Strand 


+ 




Start 


251 




End 


7708 




Name 


OJ000303 26.0411.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


4406 




End 


6133 




GI 


uC-osroM202006g03bl 




Score 


831 




Exons 


4406.. 4673, 5969.. 6133 










GI Descrip. 


M138583/emb|CAA71785| 


3.0e-56 (Y10821) 


plastidic 


ATP/ADP-transporter [Solanum tuberosum] V 




Seq. No. 


42107 




Seq. ID 


OJ000303 


_26.0411.C5 


Gene No. 


87491 




Strand 






Start 


7528 




End 


7959 




Name 


OJ000303 26.0411.C5.o3. 


gp 


Method 


AAT/GAP 




Start 


7528 




End 


7959 




GI 


none 




Score 


786 




Exons 


7528: .7959 










Seq. No. 


42107 




Seq. ID 


OJ000303 


_26.0411.C5 


Gene No . 


87492 




Strand 






Start 


9483 




End 


13992 




Name 


OJ000303 26.0411.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4185 




End 


7555 




GI 


none 




Score 


678 




Exons 


4185.. 4679, 4196.. 4669, 


5965. 


.6192, 5968.. 6192, 


5972. .6235 




6170.. 6196, 6315.. 6464, 


6320. 


.6460, 6365. .6496, 


6545. .6724 




6549.. 6902, 6550.. 6903, 


6552. 


.6902, 7342. .7515, 


7346. .7555 




7346.-7552, 7348.. 7554 










Seq. No. 


42107 




Seq. ID 


OJ000303 


_26.0411.C5 


Gene No. 


87492 




Strand 






Start 


9483 




End 


13992 




Name 


OJ000303 26.0411.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4191 




End 


7543 




GI 


none 




Score 


684 




Exons 


4191. .4679, 4193. .4444, 


4491. 


.4625, 4493. .4669, 


5968. .6111 




5972.. 6103, 6315.. 6464, 


6320. 


.6460, 6545. .6724, 


6549. .6902 




6550.. 6903, 6552.. 6902, 


7346. 


.7543, 7348. .7542 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42107 
87492 
9483 

OJ000303_26 . 04 11 . C5 . ol . tm 
4191 
none 



Seq. ID OJ000303_26.0411.C5 
Strand 

End 13992 

Method TBLASTX : Maize 

End 6785 

Score 357 



4191. .4511, 4193. .4507, 4500. .4625, 4501. .4632, 4511. .4633, 
4511.. 4669, 4512.. 4679, 5967.. 6239, 5968.. 6252, 5972.. 6238, 
6300.. 6464, 6315.. 6464, 6549.. 6785, 6550.. 6783 



42346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42107 
87492 
9483 

OJ000303_26 . 04 11 . C5 . ol . tw 
6205 
none 

6205. .6255, 
6549. .6824, 



6206.. 6238, 6303. 
6550.. 6825, 6550. 



42107 
87492 
9483 

OJ000303_26 . 0411. C5 . o2 . tm 

6845 

none 

6845. .6901, 6845. .6901, 6846. 
7343. .7612, 7344. .7430, 7346. 
7615. .7695, 7617. .7694, 7740, 

42107 
87492 
9483 

OJ000303_26.0411.C5.o4.gp 

8822 

3762767 

8822.. 9182 



Seq. ID OJ000303_26.0411.C5 
Strand 

End 13992 
Method TBLASTX : Wheat 
End 6825 
Score 42 

.6464, 6315.. 6464, 6325.. 6483, 
.6825 

Seq. ID OJ000303_26.0411.C5 
Strand 

End 13992 
Method TBLASTX : Mai ze 
End 7778 
Score 72 

.6902, 6847. .6903, 6847.. 6927, 
.7612, 7348.-7632, 7473.. 7616, 
.7778 



Seq. ID OJ000303_26.0411.C5 
Strand 

13992 
AAT/GAP 
9182 
552 



End 

Method 

End 

Score 



42107 
87492 
9483 

OJ000303_26 
9322 
119714 
9322. .9578, 



OJ000303 26. 0411. C5 



,0411.C5.o2.np 



Seq. ID 
Strand 

End 13992 
Method AAT/NAP 
End 12803 
Score 192 
10352. .11023, 12784.. 12803 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi|82169|pir| IS06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb I CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 


42107 




Seq. ID 


OJ000303_26.0411.C5 


Gene No. 


87492 




Strand 




Start 


9483 




End 


13992 


Name 


OJ000303 26. 


0411.C5.o2.gs 


Method 


GENSCAN 


Start 


9483 




End 


10900 


GI 


none 




Score 


.99 


Exons 


9483. .10167, 


10329. .10900 






Seq. No. 


42107 




Seq. ID 


OJ000303_26.0411.C5 


Gene No. 


87492 




Strand 




Start 


9483 




End 


13992 


Name 


OJ000303 26. 


0411.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


9546 




End 


10381 


GI 


none 




Score 


110 


Exons 


9546. .9740, 


9547.. 9741, 9762. 


.9806, 9876.-9923, 9948. .10037, 



10081. .10161, 10083. .10169, 10325.. 10381 



42347 




Seq. No. 


42107 


Seq. ID 


OJ000303_26.0411.C5 


Gene No. 


87492 


Strand 




Start 


9483 


End 


13992 


Name 


OJ000303 26.0411.C5.o3.gs 


Method 


GENSCAN 


Start 


11070 


End 


13992 


GI 


none 


Score 


.8 


Exons 


11070. .11194, 13360. .13411, 


13885. .13992 


Seq. No. 


42108 


Seq. ID 


OJ000303_26.0411.C6 


Gene No . 


874 93 


Strand 


+ 


Start 


668 


End 


9138 


Name 


OJ000303 26.0411.C6.ol.gs 


Method 


GENSCAN 


Start 


668 


End 


8508 


GI 


none 


Score 


.49 


Exons 


668. .716, 2424. .2471, 2886.. 


3041, 3129 


..3218, 3551.. 3631, 




3817. .4110, 4617. .4679, 4763 


..5665, 5754. .5911, 6140. .6828 




7060. .7094, 7224. .7402, 7477 


. .8508 







Seq. No. 


42108 




Seq. ID 


OJ000303_ 


26. 


0411. C6 




Gene No. 


87493 




Strand 


+ 








Start 


668 




End 


9138 








Name 


OJ000303 26.0411.C6.ol 


.gp 


Method 


AAT/GAP 








Start ' 


2863 




End 


3349 








GI 


2427925 




Score 


576 








Exons 


2863. .3041, 3129. .3218 


, 3302. 


.3349 










Seq. No. 


42108 




Seq. ID 


OJ000303_ 


26. 


0411. C6 


y 


Gene No. 


87493 




Strand 


+ 








Start 


668 




End 


9138 








Name 


OJ000303 26.0411.C6.o2 


.gp 


Method 


AAT/GAP 








Start 


3958 




End 


4433 








GI 


uC-osflcypl25b08bl 




Score 


944 








Exons 


3958. .4433 














GI Descrip. 


'5441880/dbj IBAA82378. 


11 5.0e 


-75 (AP000367) EST 


C2e 


t952(C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


42108 






Seq. ID 


OJ000303_26.0411.C6 


Gene No. 


87493 






Strand 


+ 


Start 


668 






End 


9138 


Name 


OJ000303 26 


.0411. 


C6.ol. 


np Method 


AAT/NAP 


Start 


4431 






End 


9138 


GI 


4585985 






Score 


1691 


Exons 


4431. .4496, 


4861. 


.4898, 


4989. .5480, 5829. .7601, 7779. .8980, 




9056. .9138 










GI Descrip. 


(AC005287) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


42108 






Seq. ID 


OJ000303_26.0411.C6 


Gene No. 


87494 






Strand 




Start 


10419 






End 


12653 


Name 


OJ000303 26 


.0411. 


C6.ol. 


tw Method 


TBLASTX: Wheat 


Start 


5876 






End 


6300 


GI 


none 






Score 


480 


Exons 


5876. .6298, 


5876. 


.6298, 


5878. .6300 




Seq. No. 


42108 






Seq. ID 


OJ000303_26.0411.C6 


Gene No. 


87494 






Strand 





42348 






start 


10419 








End 


12653 






Name 


OJ000303 26. 


0411 


.C6.03. 


tm 


Method 


TBLASTX: Maize 






Start 


5882 








End 


6343 






GI 


none 








Score 


137 






Exons 


5882. ,6160, 


6161 


. ,6343 












Seq. No. 


42108 








Seq. ID 


OJ000303_26.0411 


,C6 




bene wo . 


on A QA 

0 / ft y ft 








Strand 








Start 


10419 








End 


12653 






Name 


OJ000303 26, 


0411 


,C6.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


7190 








End 


7560 






GI 


none 








Score 


295 






Exons 


7190, ,7444, 


7192 


, ,7446, 


7467 


..7556, 7468. .7560 






Seq. No. 


42108 








Seq. ID 


OJ000303__26,0411 


.C6 




oene wo ■ 


on A CkA 








Strand 








Start 


10419 








End 


12653 






Name 


OJ000303 26, 


0411 


.C6.04. 


tm . 


Method 


TBLASTX: Maize 






Start 


7932 








End 


8205 






GI 


none 








Score 


97 






Exons 


7932. .8036,. 


7933 


. .8037, 


7933 


..8037, 8049.. 8165, 8050., 8205 




Seq. No. 


42108 








Seq, ID 


OJ000303_26.0411 


,C6 




oene ino . 


0 / fi ^ 4 








Strand 








Start 


10419 








End 


12653 






Name 


OJ000303 26. 


0411 


.C6.o2, 


tw 


Method 


TBLASTX: Wheat 






Start 


8275 








End 


8668 




hi 


GI 


none 








Score 


159 




=:™ 


Exons 


8275, ,8433, 


8277 


. .8432, 


8436 


,.8642, 8437. ,8643, 8645. .8668 


~ z 


Seq. No. 


42108 








Seq, ID 


OJ000303_26,0411 


.C6 




uene ino • 


Ql A QA 
0/4^4 








Strand 








Start 


10419 








End 


12653 






Name 


OJ000303 26. 


0411 


.C6.0I. 


tm 


Method 


TBLASTX: Maize 






Start 


8499 








End 


8865 






GI 


none 








Score 


223 




'J 


Exons 


8499. ,8639, 


8509 


. .8643, 


8514 


..8681, 8644. .8865, 8645, .8863 




Seq. No. 


42108 








Seq, ID 


OJ000303_26,0411 


.C6 




Gene No. 


87494 








Strand 










10419 








End 


12653 




o 


Name 


OJ000303 26, 


0411 


.C6.o2. 


gs 


Method 


GENSCAN 






Start 


10419 








End 


12653 






GI 


none 








Score 


,61 






Exons 


10419. .10529 


, 10819. .10964, 


11122, ,11438, 12399. ,12527, 








12580. .12653 














Seq. No. 


42109 








Seq, ID 


OJ000303_26.0411 


.C7 




i^ene wo . 


87495 








Strand 


+ 






Start 


10802 








End 


12869 






Name 


OJ000303 26. 


0411 


.C7.o3. 


gs 


Method 


GENSCAN 






Start 


10802 








End 


12869 






GI 


none 








Score 


.5 






Exons 


10802, ,10808, 11274. .11353, 


11409. ,12869 






Seq. No, 


42109 








. Seq. ID 


OJ000303_26.0411 


.C7 




Gene No. 


87495 








Strand 


+ 





42349 



V 



start 10802 End 12869 

Name OJ000303_26 . 0411 . C7 . ol .np Method AAT/NAP 

Start 1.1134 End 12740 

GI 5640157 Score 861 

Exons 11134.. 11296, 11388.. 12740 

GI Descrip. (AJ242531) gibberellin response modulator [Trit-icum aestiviam] 

Seq. ID OJ000303_26.0411.C7 

Strand + 

End 12869 

Method AAT/GAP 

End 12706 

Score 626 

Oe-14 {AJ242531) gibberellin response 



oeq . LNo • 


42109 




87495 


start 


1 nftn9 


Name 


OJ000303 26.0411.C7.ol.gp 


Start 


12326 


O J- 


1632595 


Exons 


12326 12706 


(jj. uescrip. 


=^fi4m S7 /emb 1 CAB51555 .11 2 . Oe- 




modulator [Triticum aestivum 


becj. NO. 


4 91 HQ 
1 ^ X u ^ 


Gene No. 


87496 


Start 


6211 


LNCLIUC 


OJ000303 26.0411.C7.o2.gs 


b uar L 


fi91 1 ~ 


GI 


none 


Exons 


fi911 fi'^17 8192 8390, 8452 


Seq. No. 




Gene No . 




Start 


1 "5 c: "7 9 


Name 


OJ000303 26.0411.C7.o2.tm 


Start 


11628 




none 


Exons 


11628 11675. 11796. .11975, 


beq * iNo . 


491 09 

*i ^ J. \J ^ 




87497 


b tar u 


1 '^'^79 


Name 


01000^0"^ 9fi 0411 r7 ol tc 


Start 


1 1 7 R ~ 
X X / O 0 


GI 


none 


Exons 


11786. .11998, 11808. .12212, 




12278. .12382, 12279. .12416, 




19641 12724, 12642.. 12728 


Seq. No. 


42109 


Gene No. 


87497 


Start 


13572 


Name 


OJ000303 26.0411.C7.ol.ts 


Start 


11850 


GI 


none 


Exons 


11850. .12254, 11861. .11998, 




12264. .12416, 12281 .. 12382, 




12471. .12644, 12641 .. 12724 , 


Seq. No. 


42109 


Gene No. 


87497 


Start 


13572 


Name 


OJ000303 26.0411.C7.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303_26.0411.C7 

8568 
GENSCAN 
8568 
.43 



OJ000303_26.0411.C7 
13877 

TBLASTX: Maize 

11975 

57 



OJ000303 26. 0411. C7 



13877 

TBLASTX: Cress 
12728 
390 

11874. .12041, 12210. .12263, 
12471. .12644, 12479 12643, 



Seq. ID OJ000303_26.0411.C7 
Strand 

End 13877 

Method TBLASTX : Soybean 

End 12728 

Score 4 48 
11880. .12038, 12162. .12254, 
12360. .12413, 12470. .12643, 
12642. .127.28 

Seq. ID OJ000303_26.0411.C7 
Strand 

End 13877 

Method TBLASTX : Maize 



42350 



start 
GI 

.Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11976 

none 

11976. 

12281. 

12474. 



- End 12725 
Score 191 

12044, 11979. .12197, 12210 .. 12263, 12264 .. 124 16, 
12382, 12366. .12413, 12470 .. 12643, 12471 .. 12644 , 
,12644, 12641. .12721, 12642. .12725 



42109 Seq. ID 

87497 Strand 
13572 End 
OJ000303_26 . 0411 . 07 . o4 .gs Method 
13572 End 
none Score 
13572.. 13877 

42110 

87498 Strand 
11 End 
OJ000303_26 . 04 11 . C8 . ol . gs Method 
11 End 
none Score 
11. .211, 1087. .1260, 2957. .3009, 3043. .3061 



OJ000303_26.0411.C7 

13877 
GENSCAN 
13877 
.95 



Seq. ID OJ000303_26.0411.C8 
+ 

3061 
GENSCAN 
3061 
.57 



42110 Seq. ID 

87499 Strand 
8383 End 
OJ000303_26 . 04 11 . C8 . ol . gp Method 
8320 End 
53456__1.R1084 Score 
8320. .8773 

'4874306/gb|AAD31368.1|AC006053_10 2.0e-29 (AC006053) 
hypothetical protein [Arabidopsis thaliana] ' 



OJ000303_26.0411.C8 
+ 

9774 
AAT/GAP 
8773 
904 



42110 Seq. ID 

87499 Strand 

8383 End 

OJ000303_26 . 04 11 . C8 . o3 . gs Method 

8383 End 

none Score 
8383.. 9774 



OJ000303_26.0411.C8 
+ 

9774 
GENSCAN 
9774 
.98 



42110 Seq. ID 

87499 Strand 

8383 End 

OJ000303_2 6.0411.C8.o3.np Method 

8386 End 

6751706 Score 
8386. .9759 

{AC018848) putative sulfate transporter [Arabidopsis thaliana] 



OJ000303_26.0411.C8 
+ 

9774 
AAT/NAP 
9759 
1347 



OJ000303 26. 0411. C8 



42110 Seq. ID 

87500 Strand 

2801 End 7507 

O JO 0030 3_2 6.0411.C8.o2.np Met hod AAT / NAP 

-2801 End 7091 

7413540 Score 699 

2801.. 2924, 4281.. 5660, 6977.. 7091 

. {AL162972) putative protein [Arabidopsis thaliana] 



42351 



Seq. ID OJ000303_26.0411.C8 
Strand 

End 7507 
Method AAT/NAP 
End 7507 
Score 970 
6088, 7456.. 7507 
hypothetical protein F28A21.160 - Arabidopsis thaliana , 
gi I 4539394 I emb I CAB374 60.il (AL035526) putative protein . 
[Arabidopsis thaliana] gi | 7268669 | emb | CAB78877 . 1 | (AL161549) 
putative protein [Arabidopsis thaliana] 



Seq. No. 42110 

Gene No. 87500 

Start 2801 

Name OJ000303_26. 0411 .C8 .ol .np 

Start 2898 

GI 7486269 

Exons 2898.-2924, 4281 
GI Descrip. 



Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411 


.C8 


Gene No. 


87500 








Strand 






Start 


2801 








End 


7507 




Name 


OJ000303 26. 


0411. 


C8.o2 


.gs 


Method 


GENSCAN 




Start - 


4275 








End 


6284 




GI 


none 








Score 


.64 




Exons 


4275. .6284 














Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411 


.C8 


Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


OJ000303 26. 


0411. 


C8.04 


.tc 


Method 


TBLASTX: Cress 




Start 


4284 








End 


4623 




GI 


none 








Score 


87 




Exons 


4284. .4616, 


4285. 


.4623 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000303_26.0411.C8 
Strand 

End 9882 
Method TBLASTX : Mai ze 
End 6116 
Score 83 

.4715, 4650. .5117, 4731. .5048, 
.5351, 5007.. 5195, 5034.. 5201, 
.5417, 5259.. 5627, 5265.. 5639, 
.5649, 5613. .5867, 5622.-5759, 
.6116, 5928.. 6116 

Seq. ID OJ000303_26.0411.C8 
Strand 

End 9882 

Method TBLASTX : Soybean 

End 6053 

Score 95 



42110 
87501 
9409 

OJ000303_26.0411.C8 .o2.tm 
4296 
none 

4296.-4634, 4477. .4620, 4638. 

4737.. 4997, 4847.. 4888, 4947. 

5037.. 5330, 5089.. 5331, 5247. 

5331-.5777, 5535.. 5870, 5563. 

5703.. 5750, 5922.. 6074, 5925. 

42110 
87501 
9409 

OJ000303_26.0411.C8-o3.ts 
4494 
none 

4494.-4643, 4495. .4620, 4620--4718, 4629. .4700, 4734.-4832, 
4818.. 4895, 4926.. 5135, 5433.. 5561, 5535.. 5741, 5925-. 6053 



42110 
87501 
9409 

OJ000303__26.0411.C8.ol-tw 
4588 
none 



Seq. ID OJ000303_26.0411-C8 
Strand 
End 

Method 
End 
Score 



9882 

TBLASTX: Wheat 

5867 

37 



4588. .4620, 4626. .4718, 4639. .4716, 4731. .4892, 4731. .5063, 



42352 








4768. .4905, 


4942. 


.5046, 


4953. 


.5372, 5073.. 5111, 5283.. 5672. 






5395. .5481, 


5554. 


.5652, 


5559. 


.5867 






Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


OJ000303_26 


.0411. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


4 629 








End 


6113 




GI 


none 








Score 


105 




Exons 


4629. .4892, 


4629. 


.5159, 


4630. 


.4914, 4737. .4997, 4737. .4862, 






5019. .5345, 


5097. 


.5468, 


5256. 


.5330, 5275.. 5331, 5328.. 5624, 






5337. .5555, 


5343. 


.5771, 


5446. 


.5649, 5628. .5867, 5628. .5873, 






5958. .6074, 


5967. 


.6113 










Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


PJ000303 26 


.0411. 


C8.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


5142 








End 


5417 




GI 


none 








Score 


56 




Exons 


5142. .5417, 


5143. 


.5202, 


5251. 


.5331 






Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 


J 


Name 


OJ000303 26 


.0411. 


C8.o2. 


ts 


Method 


TBLASTX : Soybean ^ - 




Start 


8433 








End 


8853 


u 


GI 


none 








Score 


327 




Exons 


8433. .8678, 


8434. 


.8679, 


8682. 


.8726, 8683.. 8853, 8805.. 8852 




Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


OJ000303 26 


.0411. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


8449 








End 


8715 




GI 


none 








Score 


286 




Exons 


8449. .8541, 


8457. 


.8702, 


8473. 


.8715 




J 


Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


OJ000303 26 


.0411. 


C8.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


8458 








End 


8742 




GI 


none 








Score 


281 




Exons 


8458. .8742, 


8460. 


.8672 










Seq. No. 


42110 








Seq. ID 


OJ000303_26.0411.C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 




Name 


OJ000303 26 


.0411. 


C8.04. 


tm 


Method 


TBLASTX: Maize 




Start 


8716 








End 


8868 




GI 


none 








Score 


139 




Exons 


8716. .8820, 


8808. 


.8867, 


8809. 


.8868 






Seq. No. 


42110 






Seq. ID 


OJ000303_26.0411,C8 




Gene No. 


87501 








Strand 






Start 


9409 








End 


9882 



42353 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000303_2 6 . 04 1 1 . 08 . ol . ts Method TBLASTX : Soybean 

8983 End 9549 

none Score 337 

8983. .9270, 9042. .9275, 9249. .9545, 9274. .9549 



42110 
87501 
9409 

OJ000303_26.0411.C8.ol.tc 
9016 
none 



Seq. ID OJ000303_26.0411.C8 
Strand 

End 9882 

Method TBLASTX : Cress 

End 9665 

Score 274 



9016. .9246, 9042. .9236, 9273.-9665, 9274. .9651 



42110 
87501 
9409 

OJ000303_26.0411.C8.ol.tm 
9132 
none 



Seq. ID OJ000303_26.0411.C8 
Strand 

End 9882 

Method TBLASTX : Mai ze 

End 9686 

Score 183 



9132. .9344, 9132. .9683, 9133. .9651, 9340. .9684, 9432. .9686 



42110 
87501 
9409 

OJ000303_2 6 . 04-11 . C8 . o2 . gp 
9409 

56198_1.R1084 
9409; .9882 

M874306/gb|AAD31368.1|AC006053_10 l.Oe-19 (AC006053) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ000303_26.0411.C8 
Strand 

End 9882 

Method AAT/GAP 

End 9882 

Score 896 



42111 
87502 
1107 

OJ000303_26.0411.C9.ol.gs 

1107 

none 

1107. .1639, 2042. .2166 

42111 
87503 
4407 

OJ000303_26.0411.C9.o2.gs 

4407 

none 

4407. .4530 



Seq. ID OJ000303_26.0411.C9 

Strand + 

End 2166 

Method GENSCAN 

End 2166 

Score .45 



Seq. ID OJ000303_26.0411.C9 
Strand 

End 4530 

Method GENSCAN 

End 4530 

Score .77 



42112 Seq. ID 

87504 Strand 
544 End 
OJ000303_26.0411.C10.ol.np Method 
544 End 
7228457 Score 
544. .910, 972. .2907, 2971. .3805, 3928 
(AP001366) Similar to Sorghiim bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000303_26. 0411. CIO 
+ 

6696 
AAT/NAP 
6696 
9347 

5079, 5146. 



6696 



42354 






Seq. No. 


42112 


Seq. ID 


OJ000303_ 


26. 


0411 


.CIO 




Gene No. 


87505 


Strand 


+ 










Start 


11690 


End 


14799 










Name 


OJ000303 26.0411.C10.o3.gs 


Method 


GENSCAN 










Start 


11690 


End 


14799 










GI 


none 


Score 


.76 










Exons 


11690.:11714, 11770 .. 11813, 


12012. .12185, 12985. 


.13073, 








13616. .13728, 14756.. 14799 














Seq. No. 


42112 


Seq. ID 


OJ000303_ 


26. 


0411 


.CIO 




Gene No. 


87506 


Strand 


+ 










Start 


16635 


End 


-16850 










Name 


OJ000303 26.0411.C10.o4.gs 


Method 


GENSCAN 










Start 


16635 


End 


16850 










GI 


none 


Score 


.97 










Exons 


16635. .16850 














Seq. No. 


42112 


Seq. ID 


OJ000303 


26. 


0411 


. CIO 




Gene No. 


87507 


Strand 


- 










Start 


7334 


End 


10557 










Name 


OJ000303 26.0411.C10.o2.gs 


Method 


GENSCAN 










Start 


7334 


End 


10557 








i 


GI 


none 


Score 


.98 








— 


Exons 


7334. .9197, 9296.. 10557 














Seq. No. 


42112 


Seq. ID 


OJ000303_ 


26, 


0411 


.CIO 




Gene No. 


87507 


Strand 












Start 


7334 


End 


10557 










Name 


OJ000303 26.0411.C10.o2.np 


Method 


AAT/NAP 










Start 


7337 


End 


10557 










GI 


6907089 


Score 


4237 








y 


Exons 


7337.. 9197, 9296.. 10557 














GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 










Seq. No. 


42112 - 


Seq. ID 


OJ000303_ 


26. 


0411 


.CIO 




Gene No. 


87508 


Strand 












Start 


11213 


End 


12497 










Name 


OJ000303 26.0411.C10.o3.np 


Method 


AAT/NAP 










Start 


11213 


End 


12497 










GI 


7523512 


Score 


109 










Exons 


11213. .11394, 12452.. 12497 














GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 










Seq. No. 


42112 


Seq. ID 


OJ000303_ 


26. 


0411 


,C10 




Gene No. 


87508 


Strand ■ 












Start 


11213 


End 


12497 










Name 


OJ000303 26,0411.C10.o4.np 


Method 


AAT/NAP 










Start 


11395 


End 


12218 










GI 


5922623 


Score 


285 










Exons 


11395. .11470, 11638. .11796, 


12138. .12218 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 









gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 42112 Seq. ID OJ000303_26 . 04 11 . CIO 

Gene No, 87509 Strand 



42355 








1 7S1 4 








End 


18492 




N3III6 




0411 


. CIO - 06 


. tw 


Method 


TBLASTX: Wheat 






1 1 Qft ~ 








End 


1590 






none 








Score 


58 




Cxons 


1 1 QQ 1245 


1252 


1350, 


1269. 


.1358, 1317.. 1556, 1333.. 1590 




Seq. No. 


42112 








Seq. ID 


OJ000303_26. 0411. CIO 




Gene No. 


87509 








Strand 


— 




c-t- 0 rl- 


17514 








End 


18492 




NS-iue 


u u -.J vj «j u . 


0411 


. CIO . o4 


. tm ' 


Method 


TBLASTX: Maize 






1940 ~ 

X^ *i U 








End 


1488 






none 








Score 


189 






194 0 1 4 R ft 
















49119 

1 ^ X X ^ 








Seq. ID 


OJ000303_26. 0411. CIO 




Gene No. 


87509 








Strand 






Start 


17514 








End 


18492 




Nsitie 


n.TOOO'^Ol 9fi 


0411 


. CIO . o5 


. tw 


Method 


TBLASTX: Wheat 




0 LcLX L 


1 5QR ~" 
X ^ 7 u 








End 


5058 






none 








Score 


226 




EiXons 


1 5QR 1 fi51 


4 600 


. .4848, 


4624 . 


.4848, 4689. .4862, 4909. .5058, 






4Q20 5057 














Seq. No. 


42112 








Seq. ID 


OJ000303_26. 0411. CIO 




Gene No. 


87509 








Strand 






0 Lair L. 


17 514 








End 


18492 


ii = 


NcLme 


n-Tonn^o"^ 9fi 


0411 

U *i X X 


n 0 0^ 

. \^ X\J . \J 0 


• u w 


Method 


TBLASTX: Wheat 


= =? 












End 


2814 






none 








Score 


403 




EjXons 




9^9Q 


9ft 1 4 


2341 . 


.2490, 2523.. 2783 


"i a? 


Seq. No. 


42112 








Seq. ID 


OJ000303_26. 0411. CIO 


1 y 


Gene No. 


87509 








Strand 






0 LdX. U 


17 514 

X / J X *1 








End 


18492 




Nsiue 




0411 


. CIO . ol 


- tw 


Method 


TBLASTX: Wheat 




OtdlTL. 


9Q7fi ~ 








End 


3441 


'si 




none 








Score 


223 


i 5 


EiXons 


9Q7fi '^491 




^440 


2980 . 


.3441 






Seq. No. 


42112 








Seq. ID 


OJ000303_26. 0411. CIO 




Gene No. 


87509 








Strand 








17514 








End 


18492 




Naiue 


n.Tono^D'^ 9fi 


0411 


CIO o3 




Method 


TBLASTX : Soybean 




Ci- a T-l- 

oLdxr L 


'^01 Q ~ 

^(J X Z7 








End 


3384 






none 








Score 


117 




EjXons 


?ni Q ?94'^ 


3250 


. . J «^ 0 M 










Seq. No. 


42112 








Seq. ID 


OJ000303_26. 0411. CIO 




Gene No. 


87509 








Strand 






0+- a r1- 

0 L.di. u 


17514 








End 


18492 




Na.itie 




0411 


. CIO . ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3109 








End 


3465 




GI 


none 








Score 


392 




Exons 


3109. .3465, 


3144 


. .3455, 


3160. 


.3465 






Seq. No. 


42112 








Seq. ID 


OJ000303_26, 0411. CIO 




Gene No. 


87509 








Strand 





42356 




start 


17514 








End 


18492 




Name 


OJ000303 26. 


0411 


.C10.O3 


■ tm 


Method 


TBLASTX: Maize 




Start 


3492 








End 


3.87 6 




GI 


none 








Score 


360 




Exons 


3492. .3857, 


3493 


. .3876 










Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


,C10 


Gene No. 


87509 








Strand 






Start 


17514 








End 


18492 




Name 


OJ000303 26. 


0411 


.C10.O2 


.tw 


Method 


TBLASTX: Wheat 




Start 


3549 








End 


3974 




GI 


none 








Score 


488 




Exons 


3549. .3974, 


3550 


. .3969 










Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 






Start 


17514 








End 


18492 




Name 


OJ000303 26. 


0411 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3628 








End 


3999 




GI 


none 








Score 


279 




Exons 


3628. .3999, 


3645 


. ,3788 










Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 






Start 


17514 








End 






Name 


OJ000303 26. 


0411 


.C10.O2 


'.ts 


Method 


TBLASTX: Soybean 




Start 


4747 








End 


5313 




GI 


5666795 








Score 


68 




Exons 


4747. .4845, 


4921 


. ,5058, 


5113. 


.5313 






GI Descrip. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 






Start 


17514 








End 


18492 




Name 


OJ000303 26. 


0411 


.C10.O8 


.tw 


Method 


TBLASTX: Wheat 




Start 


5061 








End 


5373 




GI 


none 








Score 


192 




Exons 


5061. .5237, 


5074 


- .5262, 


5113. 


.5373 






Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 






Start 


17514 








End 


^ 18492 




Name 


OJ000303 26. 


0411 


.C10.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


5566 








End 


5889 




GI 


none 








Score 


362 




Exons 


5566. .5889, 


5595 


, .5876 










Seq. No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 






Start 


17514 








End 


18492 




Name 


OJ000303 26.0411 


.C10.O4 


.tw 


Method . 


TBLASTX: Wheat 




Start 


5703 








End 


6084 




GI 


none 








Score 


375 




Exons 


5703. .5759, 


5704 


. .6084, 


5707. 


.5958, 5805.. 6053 




Seq, No. 


42112 








Seq. ID 


OJ000303_26.0411 


.CIO 


Gene No. 


87509 








Strand 







42357 






17514 


End 


18492 










OJ000303 26 0411 CIO o7 tw 


Method 


TBLASTX: Wheat 






6085 ~ 


End 


6687 








ox 


none 


Score 


265 










6085 6369, 6090 6368, 6561 


..6683, 6562.. 6687 








Seq. No. 


42112 


Seq. ID^- 


OJ000303_ 


26. 


0411 


.CIO 


Gene No. 


87509 


Strand 










Start 


17514 


End 


18492 








IN aiLLC 


OJ000303 26 0411 CIO o5 as 


Method 


GENSCAN 








o Lao. L. 


17514 ~ 

X / J X *1 


End 


18161 












Score 


.53 










17514 17517 17535 17744, 


17911. .18161 








Sprr No 


42112 


Seq. ID 


OJ000303_ 


26. 


0411 


.CIO 


Gene No. 


87509 


Strand 


- 








Start 


17514 


End 


18492 








Name 


OJ000303 26.0411.C10.o5.np 


Method 


AAT/NAP 








Start 


17966 


End 


18492 








GI 


7523502 


Score 


143 ■ 








TT von <? 


17966. .18109, 18399. .18492 














(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42113 


Seq. ID 


OJ000303_ 


26. 


0411 


.Cll 


Gene No. 


87510 


Strand 


+ 














4621 










OJ000303 26.0411.Cll.ol.gs 


Method 


GENSCAN 








0 Lai- u 


3245 


End 


4621 










none 


Score 


.41 










3245.. 3955, 4604.. 4621 












Seq. No. 


42114 


Seq. ID 


OJ000303_ 


26. 


0411 


.C13 


Gene No. 


87511 


Strand 


+ 








Start 


1815 


End 


2072 








Naitie 


OJ000303 26.0411.C13.ol.gs 


Method 


GENSCAN 








Start 


1815 


End 


2072 








GI 


none 


Score 


.82 








Rvnn s 


1815. .2072 












Seq, No. 


42114 


Seq. ID 


OJ000303_ 


26. 


0411 


.C13 


Gene No. 


87512 


Strand 










Start 


2388 


End 


2599 








Name 


OJ000303 26,0411.C13.o2.gs 


Method 


GENSCAN 










2388 


End 


2599 










none 


Score 


.57 










2388. .2599 












Seq. No. 


42115 


Seq. ID 


OJ000303_ 


26. 


0411 


.C14 


Gene No. 


87513 


Strand 


+ 








Start 


7027 


End 


7857 










OJ000303 26.0411.C14.o3.gs 


Method 


GENSCAN 








Start 


7027 


End 


7857 








GI 


none 


Score 


.5 








Exons 


7027.. 7128, 7249..7341> 7603 


. .7857 










Seq. No. 


42115 


Seq. ID 


OJ000303_ 


_26. 


0411 


.C14 


Gene No. 


87514 


Strand 











42358 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ000303_26.0411.C14.ol.np 
1 

74867 67 

1,.108, 367. .619, 996. .1637 
hypothetical protein L23H3. 
gi I 4914451 1 embl CAB43691.il , 
monooxygenase-like protein 
gi I 7270158 I emb t CAB79971 . 1 1 
monooxygenase-like protein 



End 1653 

Method AAT/NAP 

End 1637 

Score 1010 

20 - Arabidopsis thaliana 
(AL050398) dimethylaniline 
[Arabidopsis thaliana] 
(ALl 61581) dimethylaniline 
[Arabidopsis thaliana] 



Seq. No. 


42115 


Seq. ID 


OJ000303_26. 


0411. C14 


Gene No. 


87514 


Strand 






Start 


1 


End 


1653 




Name 


OJ000303 26.0411.C14.ol.gs 


Method 


GENSCAN 




Start 


8 


End 


1625 




GI 


none 


Score 


.95 




Exons 


8. .112, 371. .619, 996. .1625 








Seq. No. 


42115 


Seq. ID 


OJ000303_26. 


0411-C14 


Gene No. 


87514 


Strand 






Start 


1 


End 


1653 




Name 


OJ000303 26.0411.C14.ol.gp 


Method 


AAT/GAP 




Start 


1335 


End 


1653 




GI 


71335 1.R1084 


Score 


613 




Exons 


1335.. 1653 








GI Descrip. 


'4914451/emb|CAB43691.1 1 9. 


Oe-11 (AL050398) dimethylaniline 




monooxygenase-like protein 


[Arabidopsis thaliana] ' 




Seq. No. 


42115 


Seq. ID 


OJ000303_26. 


0411. C14 


Gene No . 


87515 


Strand 






Start 


4183 


End 


5336 




Name 


OJ000303 26.0411,C14.o2.np 


Method 


AAT/NAP 




Start 


4183 


End 


5336 




GI 


5852181 


Score 


127 




Exons 


4183.. 4359, 5017.. 5336 








GI Descrip. 


(AL117265) zhbOOll.l [Oryza 


sativa] 






Seq. No. 


42115 


Seq. ID 


OJ000303_26. 


0411.C14 


Gene No. 


87516 


Strand 






Start 


9466 


End 


11469 




Name 


OJ000303 26.0411.C14.o4.gs 


Method 


GENSCAN 




Start 


9466 


End 


11469 




GI 


none 


Score 


.74 




Exons 


9466.. 9678, 9908.. 10387, 10496. . 10572, 


11337. .11469 


Seq. No. 


42116 


Seq. ID 


OJ000303__26. 


0411-C15 


Gene No. 


87517 


Strand 


+ 




Start 


46 


End 


2113 




Name 


OJ000303 26.0411.C15.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


2113 




GI 


none 


Score 


.67 




Exons 


46. .364, 1170. .1294, 1479.. 


1658, 1795. 


.2035, 2076.. 


2113 


Seq. No. 


42116 


Seq. ID 


OJ000303_26. 


0411. C15 


Gene No. 


87518 


Strand 






Start 


3842 


End 


15037 





42359 



Name. 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000303_26,0411.C15.o2.gs 
3842 



Method GENSCAN 
End 14544 
none ' Score .84 

3842.. 3874, 4659.. 4748, 5226.. 5387, 5620.. 5717, 5809.. 5884, 
5953. .6034, 7364. .7491, 8327. .8389, 8871. .8994, 10341 .. 10452 , 
10547. .10949, 11490 11567 , 11973 14099, 14227. .14544 



42116 
87518 
3842 

OJ000303_26.0411,C15.ol-. gp 
4151 

2342_1.R1084 
4151,. 4532, .4659 
•3426051 4.0e-25 
thaliana] ' 



Seq. ID OJ000303_26.0411.C15 
Strand 

End 15037 

Method AAT/GAP 

End 5378 

Score 1182 
.4748, 5226. .5378 

(AC005168) hypothetical protein [Arabidopsis 



42116 
87518 
3842 

OJ000303_26, 
4455 
none 
4455. 
5226. 
5621. 



0411. 015. o2.tc 



.4514, 
.5276, 
.5719, 



4456. 
5227. 
5810. 



4527, 
5277, 
5860, 



4657. 
5275, .5388, 
5945. .6037, 



Seq. ID OJ000303_26.0411,C15 
Strand 

End 15037 

Method TBLASTX: Cress 

End 6037 

Score 66 
.4749, 4660. .4749, 



5277. 
5953. 



,5387, 
.6036 



4698. 
5617. 



4751, 
5718, 



42116 
87518 
3842 

OJ000303_26.0411,015.ol.np 
4614 
7485401 
4614, .4748, 
7364. .7491, 



5226, .5387, 
8327. .8389, 



5620, 
8497. 



Seq. ID OJ000303_26.04ir.C15 
Strand 

End 15037 

Method AAT/NAP 

End 9053 

Score 1129 

.5717, 5809. .5860, 5953.. 6034, 



8610, 8871.. 9053 
hypothetical protein F12C20.6 - Arabidopsis thaliana 
gi I 3426051 1 gb I AAC32250.il (AC005168) putative Na+ dependent 
ileal bile acid transporter [Arabidopsis thaliana] 



42116 Seq. ID 

87518 Strand 

3842 End 

OJ000303_26 . 0411 . 015 . o2 . gp Method 

5564 End 

9200_1.R1084 Score 
5564, .5717, 5809. .5860, 5953. .6034 

'3426051 9.0e-41 (AO005168) hypothetical protein [Arabidopsis 
thaliana] ' 



OJ000303_26.0411.C15 

15037 
AAT/GAP 
6034 
349 



42116 
87518 
3842 

OJ000303_26,0411.015.o3. tc 

7361 

none 

7361. .7492, 7361. .7474, 7363. 



Seq. ID OJ000303_26.0411.C15 



Strand 
End 

Method 

End 

Score 



15037 

TBLASTX: Cress 

8390 

182 



.7515, 8321. .8389, 8328. .8390 



42360 




Sec[. No. 


42116 


Seq. ID ■ 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start . 


3842 


End 


15037 


Name 


OJ000303 26.0411.C15.o3.gp 


Method 


AAT/GAP 


Start 


8327 


End 


8555 


GI 


9200 1.R1084 


Score . 


144 


Exons 


8327. .8389, 8497. .8555 






GI Descrip. 


'3426051 9.0e-41 (AC005168) 


hypothetical protein [Arabidopsis 




thaliana] * 






Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Name 


OJ000303 26.0411.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


8494 ~ 


End 


8993 


GI 


none 


Score 


138 


Exons 


8494. .8610, 8495. .8611, 8693 


..8752, 8863. .8985, 8868. .8993 


Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Name 


OJ000303 26.0411,C15.o3.np 


Method 


AAT/NAP 


Start 


11563 


End 


15037 


GI 


2583130 


Score 


1161 


Exons 


11563. .11642, 11945. .12362, 


12414. .14540, 15010.. 15037 


GI DescriiD. 


(AC002387) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Name 


OJ000303 26.0411.C15.o3.tw 


Method 


TBLASTX: Wheat 


Start 


12474 ~ 


End 


12881 


GI 


none 


Score 


166 


Exons 


12474 . , 12629, 12678. .12881 






Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15- 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Ncime 


OJ000303 26.0411.C15,o4.tw 


Method 


TBLASTX: Wheat 


Start 


13272 


End 


13460 


GI 


none 


Score 


101 


Exons 


13272. . 134 60, 13279. .13419 






Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Name 


OJ000303 26.0411.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


13321 


End 


13670 


GI 


none 


Score 


144 


Exons 


13321. .13656, 13329. .13670 






Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411.C15 


Gene No. 


87518 


Strand 




Start 


3842 


End 


15037 


Name 


OJ000303 26.0411.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


13338 


End 


13757 



42361 




GI 


none 


Score 


106 




Exons 


13338. .13556, 13339 .. 13539, 


13554. .13757, 13558.. 13674 




Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411. 


C15 


Gene No. 


87518 


Strand 






Start 


3842 


End 


15037 




Name 


OJ000303 26.0411.C15.o2.tw 


Method 


TBLASTX: Wheat 




Start 


13461 


End 


13878 




GI 


none 


Score 


147 




Exons 


13461. .13523, 13476 .. 13790, 


13494 .. 13877, 13495. .13878 




Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411. 


C15 


Gene No. 


87518 


Strand 






Start 


3842 


End 


15037 




Name 


OJ000303 26.0411.C15.o2. tm 


Method 


TBLASTX: Maize 




Start 


13677 


End 


14466 




GI 


none 


Score 


99 




Exons 


13677. .13760, 13842 .. 13982, 


14040. .14222, 14230. .14319, 






14302. .14466 








Seq. No. 


42116 


Seq. ID 


OJ000303_26.0411. 


C15 


Gene No. 


87518 


Strand 






Start 


3842 


End 


15037 




Name 


OJ000303 26.0411.C15.ol.tw 


Method 


TBLASTX: Wheat 




Start 


14052 


End 


14422 




GI 


none 


Score 


169 




Exons 


14052. .14216, 14053. .14223, 


14230. .14421, 14231. .14422 




Seq. No. 


42117 


Seq. ID 


OJ000303_26.0411, 


C16 


Gene No. 


87519 


Strand 


+ 




Start 


37 


End 


2671 




Name 


OJ000303 26.0411.C16.ol.gs 


Method 


GENSCAN 




Start 


37 


End 


2671 




GI 


none 


Score 


.93 




Exons 


37. .114, 522. .1040, 2540. .2671 






Seq. No. 


42117 


Seq. ID 


OJ000303_26.0411 


.C16 


Gene No. 


87520 


Strand 


+ 




Start 


7407 


End 


9372 . 




Name 


OJ000303 26.0411.C16.ol.np 


Method 


AAT/NAP 




Start 


7407 


End 


9372 




GI 


6715737 


Score 


391 




Exons 


7407.. 7429, 8537.. 8969, 9061.. 9372 






GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliana 


Seq. No. 


42117 


Seq. ID 


OJ000303_26.0411 


.C16 


Gene No. 


87521 


Strand 


+ 




Start 


10554 


End 


11033 




Name 


OJ000303 26.0411.C16.ol.gp 


Method 


AAT/GAP 




Start 


10554 


End 


11033 




GI 


none 


Score 


894 




Exons 


10554. .11033 








Seq. No. 


42117 


Seq. ID 


OJ000303_26.0411 


.C16 


Gene No. 


87522 


Strand 






Start 


10571 


End 


10910 




Name 


OJ000303 26.0411.C16.ol.tm 


Method 


TBLASTX: Maize 
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start 


9096 


End 


9471 


GI 


none 


Score 


401 


Exons 


9096. .9320, 9097. .9321, 9415. 


.9471 




Seq. No. 


42117 


Seq. ID 


OJ000303_26.0411.C16 


Gene No. 


87522 


Strand 




Start 


10571 


End 


10910 


Name 


OJ000303 26.0411.C16.o3.gs 


Method 


GENSCAN 


Start 


10571 


End 


10910 


GI 


none 


Score 


.57 


Exons 


10571. .10589, 10781.. 10910 






Seq. No. 


42118 


Seq. ID 


OJ000303_26.0411.C17 


Gene No. 


87523 


Strand 




Start 


1385 


End 


2162 


Name 


OJ000303 26.0411.C17.ol.gp 


Method 




Start 


1385 


End 


2162 


GI 


4014 1.R1084 


Score 


1458 


Exons 


1385. .2162 




10 Homo sapiens PEXl mRNA, 


GI Descrip. 


'6015437/dbj | AB008112 . 1 | AB008112 2.0e- 




complete cds ' 






Seq. No. 


42119 


Seq. ID 


OJ000303_26. 0411.C18 


Gene No. 


87524 


Strand 


+ 


Start 


1 


End 


4102* 


Name 


OJ000303 26.0411.C18.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2726 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7445894 Score 1457 

1..381, 467. .652, 1080. .1277, 1375. .1450, 1798. .2225, 2258. .2726 
potassium channel protein - maize gi | 2104 908 | emb | CAA68912 . 1 1 
(Y07632) potassium channel [Zea mays] 



42119 
87524 
1 

OJ000303_26.0411.C18.ol.tw 

348 

none 



Seq. ID OJ000303_26.0411.C18 

Strand + 

End 4102 

Method TBLASTX : Wheat 

End 643 

Score 44 



348. .374, 451. .642, 454 .. 642, 455 .. 643, 464. .643 



42119 
87524 
1 

OJ000303_26.0411.C18.o2.tm 
460 
none 



Seq. ID OJ000303_26.a411.C18 

Strand + 

End 4102 

Method TBLASTX : Mai ze 

End 1175 

Score 273 



460. .648, 461. .655, 461. .652, 1047. .1172, 1070. .1174, 1071, .1175 



Seq. ID OJ000303_26.0411.C18 

Strand + 

End 4102 

Method TBLASTX: Cress 

End 2042 

none Score 73 

488. .643, 500. .559, 550. .639, 563.-652, 565. .645, 1089. .1277, 
1106. .1282, 1375. .1395, 1818. .2042 



42119 
87524 
1 

OJ000303_26.0411.C18.ol.tc 
488 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42119 
87524 
1 

OJ000303_26.0411.C18.ol.ts 

500 

none 



Seq. ID OJ000303_26.0411-C18 

Strand + 

End 4102 

Method TBLASTX : Soybean 

End 2075 

Score 220 



500. .652, 502. .645, 1107. .1277, 1109. .1282, 1374, 
1375. .1452, 1790.. 1924, 1797.. 1979, 1914.. 2075 



.1451, 



42119 Seq. ID 

87524 Strand 
1 End 
OJ000303_26 . 0411 . C18 . ol . gp Method 
1076 End 
21576_1.R1084 Score 
1076.. 1277, 1375.. 1450, 1798.. 2328 

'5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



OJ000303_26.0411.C18 
+ 

4102 
AAT/GAP 
2328 
1527 



42119 Seq. ID 

87524 Strand 

1 End 

OJ000303_26.0411.C18.ol.gs Method 

1080 End 

none Score " 



OJ000303_26.0411.C18 
+ 

4102 
GENSCAN 
4102 
.43 



1080.-1277, 1375.. 1450, 1798.. 2675, 3554.. 4102 



42119 
87524 
1 

OJ000303_26.0411.C18.ol.tm 

1176 

none 

1176.. 1277, 1236.. 1277, 1238. 
1374.. 1448, 1375.. 1437, 1376. 
1917.. 2090, 1974.. 2186, 2246. 
2483.. 2524, 2514.. 2690, 2517. 

42119 
87524 
1 

OJ000303_26.0411.C18.o2.tc 

2316 

none 

2316.. 2402, 2418.. 2612, 2486. 



Seq. ID OJ000303_26.0411.C18 

Strand + 

End 4102 

Method TBLASTX : Mai ze 

End 2697 

Score 60 

.1282, 1346. .1441, 1354. .1449, 
.1462, 1796. .2176, 1797. .2171, 
.2446, 2247. .2429, 2475.-2525, 
.2690, 2629-. 2697 

Seq. ID OJ000303_26.0411.C18 

Strand + 

End 4102 

Method TBLASTX : Cress 

End 2684 

Score 56 
.2608, 2625. .2684 



Seq. No. 42120 Seq. ID OJ000303_25 . 0406 . C3 

Gene No. 87525 Strand + 

Start 1 End 4 620 

Name OJ000303_25.0406.C3.ol.np Method AAT/NAP 

Start 1 End 4620 

GI 2130082 Score 2070 

Exons 1..1758, 4218.. 4620 

GI Descrip. protein kinase Xa21 (EC 2.7.1.-) - rice gi| 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 
receptor kinase-like protein [Oryza longistaminata] 
gi|1586408|prf I I2203451A receptor kinase-like protein [Oryza 
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sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42120 
87526 
4219 

OJ000303_25.04 

138 

none 

138.. 170, 198. 
198. .542, 198. 
273.. 560, 275. 
483.. 533, 555. 
570.. 896, 570. 
572.. 697, 576. 
624.. 812, 662. 
723. .896, 849. 



06.C3.ol.tc 



.542, 
.584, 
.538, 
.770, 
.746, 
.896, 
.841, 
.896, 



198. .566, 
213. .542, 
333. .587, 
567. .896, 
570. .896, 
579. .848, 
672. .896, 
1410. .148 



Seq. ID OJ000303_25.0406.C3 
Strand 

End 6230 
Method TBLASTX : Cress 
End 4318 
Score 38 

198. .563, 198. .479, 198. .563, 
240. .572, 258. .449, 258. .563, 
383. .541, 428. .532, 446. .541, 
569.-898, 570. .896, 570. .896, 
570. .773, 570. .896, 570. .704, 
596. .772, 603. .896, 624. .893, 
705. .884, 705. .896, 711. .821, 
4, 1524. .1679, 4211. .4318 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



42120 Seq. ID 

87526 Strand 

4219 End 

OJ000303_25 . 0406 . C3 . ol . tw Method 

138 End 

none Score 



OJ000303_25.0406.C3 
6230 

TBLASTX: Wheat 

845 

236 



138. .425, 143. .418, 192. .368, 270. .515, 342, 
759.. 845 



,587, 462. .806, 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42120 
87526 
4219 

OJ000303_25.0406.C3.o2.tm 

174 

none 



Seq. ID OJ000303__25.0406.C3 
Strand 

End 6230 

Method TBLASTX: Maize 

End 8 96 

Score 230 



174. .560, 198. .560, 198, .440, 207. .533, 207. .551, 264. .551, 
351, .560, 555. .896, .567, .896, 570. .806, 570. .896, 570. .893, 
570.. 896, 696.. 896" 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42120 
87526 
4219 

OJ000303_25.0406.C3.o2.ts 

195 

none 



Seq. ID OJ000303_25.0406.C3 
Strand 

End 6230 

Method TBLASTX : Soybean 

End 94 4 

Score 229 



195. .587, 195. .386, 198. .587, 198. .533, 198. .560, 198. .464, 

207. ,530, 222. ,560, 233. .388, 269. .532, 302. ,532, 333. .560, 

335. .532, 356. .538, 555. .896, 564. .758, 567. .944, 567. .896, 

570. .896, 570. .692, 570. .896, 570. .899, 584. .757, 768. .896, 
831. .944 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42120 
87526 
4219 

OJ000303_25.0406.C3.ol.ts 

1161 

none 



Seq. ID OJ000303_25.0406,C3 
Strand 

End 6230 

Method TBLASTX : Soybean 

End 457 9 

Score 94 



1161. .1262, 1169. .1243, 1278. .1490, 1280. .1471, 1284. .1508, 
1491. .1757, 1491. .1691, 4217. .4426, 4457. .4579 
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Seq. No. 


42120 


Gene No. 


87526 


Start 


4219 




OJ000303 25 




1161 


ox 


none 


Exons 


1161. .1241, 


Seq. No. 


42120 


Gene No. 


87526 


Start 


4219 


Naitie 


OJ000303 25 




1310 


GI 


none 


Exons 


1310. .1471, 


*^pfT No 


42120 


Gene No. 


87526 


Start 


4219 


Name 


OJ000303 25 


Start 


4216 


GI 


none 


Exons 


4216. .4350, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1406 



OJ000303_25.0406.C3 
6230 

TBLASTX: Cress 

1406 

79 



Seq. ID OJ000303_25.0406.C3 
Strand 

End 6230 

Method TBLASTX : Mai ze 

End 1697 

Score 402 



1310. .1471, 1311. .1697, 1326. .1481, 1526. .1687 



Seq, No. . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000303_25.0406.C3 
Strand 

End 6230 

Method TBLASTX: Maize 

End 4582 

Score 135 



OJ000303 25. 04 06. G3 



42120 Seq. ID 

87526 Strand 
4219 End 6230 

OJ000303_25 . 0406 . C3 . o2 . np Method AAT/NAP 

4219 End 6230 

6069646 Score 314 

4219.. 4263, 5546.. 6230 

{AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 





Seq. No. 


42120 








Seq. ID 


OJ000303_25.0406. 


C3 




Gene No. 


87526 








Strand 








Start 


4219 








End 


6230 






Name 


OJ000303 25. 


0406. 


C3.02. 


gs 


Method 


GENSCAN 






Start 


5529 








End 


6076 






GI 


none 








Score 


.41 






Exons 


5529. .5824, 


5896. 


.5964, 


6050. 


.6076 








Seq. No. 


42120 








Seq. ID 


OJ000303_25.0406. 


C3 




Gene No. 


87526 








Strand 








Start 


4219 








End 


6230 






Name 


OJ000303 25. 


0406. 


C3.04. 


tm 


Method 


TBLASTX: Maize 






Start 


5617 








End 


5923 






GI 


none 








Score 


57 






Exons 


5617. .5661, 


5619. 


.5663, 


5699. 


.5923, 5712.. 5921 






Seq. No. 


42120 








Seq. ID 


OJ000303_25.0406. 


C3 




Gene No. 


87526 








Strand 








Start 


4219 








End 


6230 






Name 


. OJ000303 25. 


0406. 


C3.o3. 


tm 


Method 


TBLASTX: Maize 
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start 


5978 


End 


6230 


GI 


none 


Score 


62 


Exons 


5978.-6229, 6033.. 6230 






Seq. No. 


42121 


Seq. ID 


OJ000303_25.0406.C4 


Gene No. 


87527 


Strand 


+ 


Start 


1348 


End 


1576 


Name 


OJ000303 25.0406-C4.ol.gs 


Method 


GENSCAN 


Start 


1348 


End 


1576 


GI 


none 


Score 


.85 


Exons 


1348. .1576 






Seq. No. 


42121 


Seq. ID 


OJ000303_25.0406.C4 


Gene No. 


87528 


Strand 


+ 


Start 


10806 


End 


11108 


Name 


OJ000303 25.0406.C4.o3.gp 


Method 


AAT/GAP 


Start 


10806 


End 


11108 


GI 


uC-osflcyp067dl0al 


Score 


589 


Exons 


10806. .11108 






GI Descrip. 


'2988398 4.0e-12 (AC004381) Unknown gene product [Homo sapiens 


Seq. No. 


42121 


Seq. ID 


OJ000303__25.0406.C4 


Gene No. 


87529 


Strand 




Start 


1 


End 


6888 


Name 


OJ000303 25.0406.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


6288 


GI 


6671928 


Score 


450 


Exons 


1..33, 2787.. 2887, 3062.. 3173, 


3767. . 


3857, 4002.. 4109, 




4223.. 4312, 5117.. 5156, 5239.. 


5347, 5683.. 5804, 6168.. 6288 


GI Descrip. 


(AC016795) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42121 


Seq. ID 


OJ000303_25.0406.C4 


Gene No. 


87529 


Strand 




Start 


1 


End 


6888 


Name 


OJ000303 25.0406.C4.o2.gs 


Method 


GENSCAN 


Start 


2015 


End 


6288 


GI 


none 


Score 


.9 


Exons 


.2015.. 2291, 2380.. 2891, 3066.. 


3160, 3763. .3901, 4010. .4169, 




4223.. 4312, 5117.. 5156, 5239.. 


5347, 5683. .5804, 6144. .6288 


Seq. No. 


42121 


Seq. ID 


OJ000303_25.0406.C4 


Gene No. 


87529 


Strand 




Start 


1 


End 


6888 


Name 


OJ000303 25,0406.C4.ol.gp 


Method 


AAT/GAP 


Start 


2054 


End 


2424 


GI 


3759781 


Score 


514 


Exons 


2054, .2291, 2380. .2424 






Seq. No. 


42121 


Seq. ID 


OJ000303_25.0406.C4 


Gene No . 


87529 


Strand 




Start 


1 


End 


6888 


Name 


OJ000303 25.0406.C4.o2.gp 


Method 


AAT/GAP 


Start 


4228 


End 


6888 


GI 


25122 1.R1084 


Score 


1200 


Exons 


4228.. 4312, 5117.. 5156, 5239.. 


5347, 5683.. 5804, 6144.. 6333, 




6776. .6888 






GI Descrip. 


•6041824/gb|AAF02139.1|AC009918_ll 2. 


Oe-11 (AC009918) 



42367 



hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 42121 Seq. ID 

Gene No. 87530 Strand 

Start 8653 End 

Name OJ000303_25 . 04 06 . C4 . o2 . tm Method 

Start 2364 - End 

GI none Score 

Exons 2364.. 2447, 2444.. 2509, 2449.. 2508, 2502 

2542. .2619, 2658. .2765, 2680. .2766 



OJ000303_25.0406.C4 
10896 

TBLASTX: Maize 
2766 
35 

2615, 2511.. 2618, 



Seq. No. 42121 

Gene No. 87530 

Start 8653 

Name OJ000303_25 . 04 06 . C4 . ol . tm 

Start 2832 

GI none 
Exons 



Seq. ID OJ000303_25.0406.C4 
Strand 

End 10896 

Method TBLASTX : Maize 

End 5784 

Score 110 



2832. .2894, 3056.. 3172, 3066. .3173, 3066. .3170, 3749.-3922, 

3750. .3899, 3995. .4114, 4011. .4115, 4054. .4116, 4222. .4311, 

4223. .4312, 5108. .5155, 5116. .5181, 5116. ,5154, 5235. .5357, 

5236. .5394, 5237.. 5347, 5680.. 5784, 5680. .5766 



Seq. No. 42121 

Gene No. 87530 

Start 8653 

Name 0 JOO 030 3_25 . 0406 . C4 . ol . ts 

Start 3066 

GI none 
Exons 



Seq. ID OJ000303_25.0406,C4 
Strand 

End 10896 

Method TBLASTX : Soybean 

End 4305 

Score 83 



3066. .3173, 3066.. 3170, 3749.. 3922, 3777., 3866, 3996,. 4118, 
4007,-4111, 4219. .4305, 4240. .4266 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42121 
87530 
8653 

OJ000303_25.0406.C4.o3,gs 

8653 

none 

8653. .8833, 10718. .10896 



Seq. ID OJ000303_25.0406,C4 
Strand 

End 10896 

Method GENSCAN 

End 10896 

Score .72 



42122 
87531 
1 

OJ000303_25.0406.C5.ol.np 
1 

5777623 
1..29, 97. .762 

(AJ245900) CAA303711.1 protein [Oryza sativa] 



Seq. ID OJ000303_25.0406.C5 
Strand 

End 762 

Method AAT/NAP 

End 762 

Score 642 



42123 
87532 
140 

OJ000303_25 . 040 6 . C6 . ol . np 
140 

5091513 
140. .778 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ000303_25.0406.C6 
Strand 

End 778 

Method AAT/NAP 

End 778 

Score 773 
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Seq. No. ^ 42123 Seq. ID 

Gene No. ' 87532 Strand 

Start 140 End 

Name OJ000303_25 . 04 06 . C6 . ol . gs Method 

Start 336 End 

GI none Score 
Exons 336.. 74 9 



OJ000303_25.0406.C6 
778 

GENSCAN 

749 

.62 



Seq. No. 42124 Seq. ID 

Gene No. 87533 Strand 

Start 4243 End 

Name OJ000303_25 . 0406.C7 .ol .np Method 

Start 4243 End 

GI 6630699 Score 
Exons 4243.-4325 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il {AP001073) hypothetical protein 
[Oryza sativa] 



OJ000303_25.0406.C7 
+ 

4325 
AAT/NAP 
4325 
76 





Seq. No. 


42124 




Seq. ID 


OJ000303 




Gene No. 


87534 




Strand 


+ 




Start 


4452 




End 


4897 




Name 


OJ000303 25 


.0406.C7.o2.np 


Method 


AAT/NAP 




Start 


4452 




End 


4897 




GI 


6539570 




Score 


177 




Exons 


4452. .4655, 


4831. .4897 








GI Descrip. 


(AP000836) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


42124 




Seq. ID 


OJ000303 




Gene No. 


87535 




Strand 






Start 


3932 




End 


5908 




Name 


OJ000303 25 


.0406.C7.o3.np 


Method 


AAT/NAP 




Start 


3932 




End 


5908 




GI 


7340860 




Score 


90 




Exons 


3932. .3953, 


5359.. 5470, 5878. 


.5908 





GI Descrip. 



3 Seq. No. 
2 Gene No. 
? Start 
~ Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



{AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



42125 
87536 
105 

OJ000303_25.0406.C8.ol.np 
105 

7228438 

105. .2064, 3576. .3674, 



OJ000303_25.0406.C8 
+ 



Seq. ID 
Strand 

End 7880 
Method AAT/NAP 
End 7385 
Score 6536 
3759. .4169, 4260. .4558, 4635, ,4893, 
4985.. 5167, 5325.. 5390, 6652.. 6954, 7125.. 7385 
(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



42125 Seq. ID 

87536 Strand 

105 End 

OJ000303_25.0406.C8,ol.gs Method 

299 End 

none Score 



OJ000303_25.0406.C8 
+ 

7880 
GENSCAN 
6240 
.85 



299. .571, 631. .2146, 2446. ,2643, 3082. .3232, 3338. .3584, 



42369 



3759-. 4169, 4260. .4558, 4635. .4893, 4985. .5167, 5325. .5380, 
5481. .5612, 5676.-5723, 5728.. 5930, 6080.. 6240 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42125 Seq. ID 

87536 Strand 
105 End 
OJ000303_25 - 0406 . C8 . ol . gp Method 
1073 End 
5701669 Score 
1073- .1504 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000303_25.0406.C8 
+ 

7880 
AAT/GAP 
1504 
845 



OJ000303_25.0406.C8 
+ 



42125 Seq. ID 

87536 Strand 

105 End 7880 

OJ000303_25 . 040 6 . C8 . o2 . gp Method AAT/GAP 

4386 End 4885 

LIB3475-007-P1-K1-G8 Score 805 
4386.-4558, 4635.-4885 
•5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 

corresponds to a region of the predicted gene, 



Similar to maize 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



42125 Seq, ID 

87536 Strand 
105 End 
OJ000303_25 . 0406 . C8 - o3 - gp Method 
6065 End 
LIB3431-045-P1-N1-A10 Score 
6065. .6408, 7771.-7880 

•5441876/dbj I AP000367.il AP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ000303_25.0406.C8 
+ 

788'.0 
AAT/GAP 
7880 
825 



Seq. No. 


42125 


Seq- ID 


OJ000303_25.0406.C8 


Gene No. - 


87536 


Strand 


+ 


Start 


105 


End 


7880 


Name 


OJ000303 25 


. 0406 . C8 . o2 . gs Method 


GENSCAN 


Start 


6467 


End 


7564 


GI 


none 


Score 


.41 


Exons 


6467. .6469, 


6652. .6730, 6824. .6954, 7406. .7564 


Seq- No. 


42125 


Seq. ID 


OJ000303_25.0406.C8 


Gene No. 


87537 


Strand 




Start 


8714 


End 


20638 


Name 


OJ000303 25 


.0406-C8 -o2.np Method 


AAT/NAP 


Start 


8714 


End 


11668 


GI 


5739323 


Score 


1830 


Exons 


8714.-8803, 


8861. .8958, 8986.-9067, 9110--10027, 10176.-11668 


GI Descrip - 


(AF166121) 


Cf2/Cf5 disease resistance protein homolog [Hordeum 




vulgare] 






Seq- No. 


42125 


Seq- ID 


OJ000303_25.0406.C8 


Gene No. 


87537 


Strand 


+ 


Start 


8714 


End 


20638 


Name 


OJ000303 25 


-0406.C8.o3.gs Method 


GENSCAN 
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start 
GI 

Exons 



8714 End 20638' 

none Score .41 

8714. .11666, 12510. .12709, 12884 .. 13082 , 13097 .. 13220, 

13295. .13392, 14423 .. 14463, 15124 15198 , 15390 .. 15528, 

16918. .17209, 17396. .17493, 17884 18496, 18575 .. 19064 , 

19145. .19555, 19628 .. 19687 , 19788 19871 , 19988. .20638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42125 Seq. ID OJ000303_25 . 0406 .C8 

87538 Strand 

7823 End 8224 

OJ000303_25 . 0406 . C8 . o4 . gp Method AAT/GAP 

7823 End 8224 

7406_1.R1084 Score 640 

7823. .8224 

•1122315/emb|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



42125 Seq. ID 

87539 Strand 

20838 End 

OJ000303_25 . 04 06 . C8 . o4 . gs Method 

20838 End 

none Score 
20838- .21010 



OJ000303_25.0406.C8 

21010 
GENSCAN 
21010 
.88 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42125 
87540 
21084 

OJ000303_25.0406.C8.ol.tm 

1030 

none 



Seq. ID OJ000303_25.0406.C8 



Strand 
End 

Method 

End 

Score 



21556 

TBLASTX: Maize 

1626 

93 



1030. .1158, 1038. .1136, 1192. .1491, 1209. .1430, 1555. .1626 



42125 
87540 
21084 - 

OJ000303_25 . 04 06 . C8 . ol . tw 

1324 

none 



Seq. ID OJ000303_25.0406.G8 



Strand 
End 

Method 

End 

Score 



21556 

TBLASTX: Wheat 

1704 

204 



1324. .1518, 1333. .1530, 1524. .1643, 1528. .1704, 1528. .1674 



42125 
87540 
21084 

OJ000303_25.0406.C8.ol.ts 

8861 

none 

8861. .8956, 91 
9614. .9829, 98 
10034. .10255, 
10415. .10609, 
10631. .10897, 
11006. .11365, 
11077. .11328, 
11159. .11332, 



19.. 9202, 9203 
33.. 9964, 9845 
10289. .10402, 
10418. .10609, 
10631. .10912, 
11066. .11332, 
11081. .11329, 
11173. .11328, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
..9334, 9206. 
..10027, 9845 
10292. .10405, 
10418. .10609, 10427 
10661. ,10912, 
11075. .11329, 
11096. .11329, 
11369. .11413 



OJ000303 25. 0406. C8 



21556 

TBLASTX : Soybean 
11413 
85 

9418, 9206. .9418, 
.10042, 9872.. 10033, 
10310. .10402, 
10618, 
10912, 
11332, 
11331, 



10802, 
11075, 
11101, 



Seq. No. 



42125 



Seq. ID OJ000303 25.0406-C8 
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Gene No. 
Start 
.Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



87540 
21084 

OJ000303_25.0406.C8.ol.tc 
8996 



none 

8996.. 9028, 9107.. 9202, 9119 
9206.. 9421, 9596.. 9796, 9833 
9845.. 10033, 9845.. 10033, 98 
9854. .10033, 9854. .10042, 98 
10280. .10402, 10289. .10402, 
10292. .10426, 10295 .. 10438 , 
10412. .10618, 10418. .10609, 
10427. .10609, 10427. .10678, 
10631. .10912, 10631. .10909, 
10631. .10885, 10631. .10894, 
10954. .11013, 11006. .11380, 
11066. .11329, 11075. .11326, 
11078. .11206, 11081. .11329, 
11138. .11329, 11363.. 11431 



Strand 

End 21556 

Method TBLASTX : Cress 

End 11431 

Score 45 
..9202, 9203. .9421, 9203. .9418, 
..10033, 9839. .10033, 9842. .10033, 
45. .10042, 9845. .10027, 9851. .10039, 
54. .10042, 9854. .10033, 
10292. .10408, 10292. .10402, 
10406. .10609, 10412. .10912, 
10418. .10609, 10421. .10609, 
10631. .10912, 10631. .10912, 
10631. .10912, 10631. .10888, 
10631. .10909, 10651. .10893, 
11054. .11332, 11063. .11332, 
11075. .11131, 11075. .11329, 
11090. .11266, 11090. .11329, 



42125 
87540 
21084 

OJ000303_25 . 0406 . C8 . o2 . tm 
9107 
none 



Seq. ID OJ000303_25.0406.C8 
Strand 

21556 

TBLASTX: Maize 
11374 
57 



End 

Method 
End 
Score 

9107.. 9202, 9206.. 9334, 9614.. 9790, 9833.. 10024, 10292 .. 10402, 
10427. .10609, 10646. .10897, 10712 10912 , 10810 .. 10923, 
10850. .10912, 11006. .11185, 11063 .. 11368 , 11066 .. 11257 , 
11068. .11370, 11069.. 11374 



42125 
87540 
21084 

OJ000303_25.0406.C8.o2.tw 
9602 



End 

Method 
.End 

none Score 
9602. .9802, 10052 .. 10267 , 10280 .. 10402, 10418 .. 10609, 
10640. .10822, 11074. .11334, 11075 .. 11353, 11210 .. 11329, 
11366. .11410 



Seq. ID OJ000303_25.0406.C8 
Strand 

21556 

TBLASTX: Wheat 
11410 
75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42125 Seq. ID 

87540 Strand 

21084 End 

OJ000303_25.0406.C8.o2.ts Method 

21073 End 

none Score 

21073. .21312, 21078.. 21323 



OJ000303_25.0406.C8 
21556 

TBLASTX: Soybean 

21323 

151 



OJ000303 25. 0406. C8 



42125 Seq. ID 

87540 Strand 

21084 End 21556 

OJ000303_25.0406.C8 .o3.np Method AAT/NAP 

21084 End 21556 

4544372 Score 188 
21084.. 21556 

(AC006920) putative r.etroelement pol polyprotein [Arabidopsis 



42372 



thaliana] 



Seq. No. 


42125 




Seq. ID 


OJ000303_25.0406, 


C8 


Gene No. 


87540 




Strand 


— 




Start 


21084 




End 


21556 




Name 


OJ000303 25. 0406. C8 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


21099 




End 


21506 




GI 


none 




Score 


75 




Exons 


21099. .21506, 21133 


. .21306 








Seq. No. 


42126 




Seq. ID 


OJ000303_25.0406. 


C9 


Gene No. 


87541 




Strand 






Start 


20 




End 


2721 




Name 


• OJ000303 25. 0406. 09 


. ol.gs 


Method 


GENSCAN 




Start 


20 




End 


2432 




GI 


none 




Score 


.51 




Exons 


20. .415, 527. .1091, 


1109. . 


1633, 1907.. 


2085, 2200.. 2432 





Seq. No. 42126 Seq. ID OJ000303_25 . 0406 . C9 

Gene No. 87541 Strand 

Start 20 End 2721 

Name OJ000303_25 . 0406 . C9 .ol . np Method AAT/NAP 

Start 495 End 2721 

GI 7248394 Score 1661 

Exons=: 495. .1537, 1805. .2721 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38 985 i 
correspond to a region of the predicted gene . -Similar 
Arabidopsis thaliana chromosome II BAG F15011 genomic 
putative pol polyprotein with a reverse transcriptase 
(AC006446) 



R0165) 
to 

sequence 
domain 



Seq. No. 42126 Seq. ID 

Gene No. 87542 Strand 

Start 2681 End 

Name 0 JO 0 0 3 0 3_2 5 . 0 4 0 6 . 09 . o2 . t w Method 

Start 190 End 

GI none Score 

Exons 190.. 459, 499.. 588 



OJ000303_25.0406.O9 
3112 

TBLASTX: Wheat 

588 

68 



Seq. No. 42126 

Gene No. 87542 

Start 2681 

Name OJ000303_25 . 0406.09, 

Start 223 

GI none 

Exons 223., 474, 308.. 475, 



Seq. ID OJ000303_25.0406.O9 
Strand 

End 3112 

ol.ts Method TBLASTX: Soybean 

End 633 

Score 82 
482. .631, 496. .633 



Seq. No. 42126 

Gene No. 87542 

Start 2681 

Name OJ000303_25 . 0406 . 09 . 

Start 784 

GI none 

Exons 784.. 972, 797.. 928, 



Seq. ID OJ000303_25, 0406,09 
Strand 

End 3112 

o2,ts Method TBLASTX: Soybean 

End 1253 

Score 90 
973.. 1092, 1056.. 1253, 1123.. 1215 



Seq. No. 
Gene No. 



42126 
87542 



Seq. ID OJ000303_25. 0406.09 
Strand 
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start 
Name 
Start 
GI 

Exons 



2681- End 
OJ000303_25 . 0406 . C9 . o3 . tw Method 
871 End ■ 

none Score 
871. .972, 1041. .1268, 1074. .1196, 1078 



3112 

TBLASTX: Wheat 

1268 

51 

, .1245 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42126 
87542 
2681 

OJ000303_25 . 0406 . C9 . ol . tm 

940 

none 



Seq. ID OJ000303_25.0406.C9 
Strand 

End 3112 

Method TBLASTX : Mai ze 

End 1400 

Score 87 



940, .1065, 941. .1069, 1056. .1400, 1069. .1251, 1137. .1253, 
1312.. 1398, 1317.. 1400 



42126 
87542 
2681 

OJ000303_25 . 0406 . C9 . ol . tw 

1269 

none 



Seq. ID OJ000303_25.0406.C9 
Strand 

End 3112 

Method TBLASTX : Wheat 

End 1674 

Score 91 



1269. .1622, 1312. .1422, 1320. .1613, 1474. .1614, 1617. .1673, 
1627. .1674 





Seq. No. 


42126 








Seq. ID 


OJ000303_25.0406 


.C9 




Gene No. 


87542 








Strand 








Start 


2681 








End 


3112 






Name 


OJ000303 25. 


0406 


.C9.02 


tm 


Method 


TBLASTX: Maize 






Start 


1401 








End 


1619 






GI 


none 








Score 


127 






Exons 


1401. .1619, 


1474 


. .1614 












Seq. No. 


42126 








Seq. ID 


OJ000303_25.0406 


.C9 




Gene No. 


87542 








Strand 








Start 


2681 








End 


3112 






Name 


OJ000303 25. 


0406 


.C9.03 


.ts 


Method 


TBLASTX: Soybean 




•J 


Start 


1470 








End 


1814 






GI 


none 








Score 


116 






Exons 


1470. .1604, 


1611 


. .1814 












Seq. No. 


42126 








Seq. ID 


OJ000303_25.0406 


.C9 


3 


Gene No. 


87542 








Strand 








Start 


2681 








End 


3112 






Name 


OJ000303 25. 


0406 


.C9.02 


.gs 


Method 


GENSCAN 






Start 


2681 








End 


3112 






GI 


none 








Score 


.57 






Exons 


2681. .3112 















Seq. No. 42127 Seq. ID 

Gene No. 87543 Strand 

Start 6028 End 

Name OJ000303_25 . 0406 . CIO . o3 . np Method 

Start 6028 End 

GI 5921781 Score 

Exons 6028.. 6205, 6572.. 7572 

GI Descrip. CHALCONE SYNTHASE (NARINGENIN-CHALCONE 

■ gi 1 1944195 Idbj IBAA19.656.il (AB002815) chalcone synthase [Perilla 



OJ000303_25. 0406. CIO 
+ 

7572 
AAT/NAP 
7572 
943 

SYNTHASE) 



42374 



f rutescens] 



Seq. No, 


42127 


Seq. ID 


OJ000303_25. 


0406. CIO 


Gene No. 


87543 


Strand 


+ 




Start 


6028 


End 


7572 




Name 


OJ000303 25.0406.C10.o2.gp 


Method 


AAT/GAP 




Start 


6540 


■ End 


6879 




GI 


LIB3434-016-P1-K1-D4 


Score 


607 




Exons 


6540. .6879 








GI Descrip. 


•5852182/emb|CAB55420.1| 9.0e 


-13 (AL117265) zhb0012 


.1 [Oryza 




sativa] ' 








Seq. No. 


42127 


Seq. ID 


OJ000303_25. 


04UD . ClU 


Gene No. 


87544 


Strand 


+ 




Start 


8909 


End 


20778 




Name 


OJ000303 25.0406.C10.o4.np 


Method 


AAT/NAP 




Start 


8909 


End 


12752 




GI 


4680203 


Score 


529 




Exons 


8909. .9541, 12723. .12752 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 




Seq. No. 


42127 


Seq. ID 


OJ000303_25. 


0406. CIO 


Gene No. 


87544 


Strand 


+ 




Start 


8909 


End 


20778 




Name 


OJ000303 25.0406.C10.o3.gs 


Method 


GENSCAN 




Start 


10343 


End 


20778 




GI 


none 


Score 


.48 





Exons 



10343. 
14287. 
17478, 
20486. .20778 



,10476, 11564. .11961, 12084 .. 13003, 13078 .. 14177, 
,14460, 14557. .14667, 14752 14824 , 15097 .. 15259, 
,17606, 17720. .17884, 20044 .. 20088 , 20319 .. 20480, 



Seq. No. 42127 Seq. ID 

Gene No. 8754 4 Strand 

Start 8909 End 

Name OJ000303_25 . 0406 . CIO . o5 . gp Method 

Start 10709 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 10709. .10772, 15471.. 15514 v-- 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000303_25. 0406. CIO 
+ 

20778 
AAT/GAP 
15514 
115 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



42127 
87544 
8909 

OJ000303_25. 0406. CIO. o5.np 

11568 

4680204 



Seq. ID OJ000303_25. 0406. CIO 

Strand + 

End 20778 

Method AAT/NAP 

End 15264 

Score 984 

14776, 



11568. .13003, 13078. .14177, 14287 .. 14460, 14557.. 
15127. .15264 

{AF114171) hypothetical protein [Sorghum bicolor] 



42127 Seq. ID 

87544 Strand 

8909 End 

OJ000303_25 .0406. CIO ; o7 . np Method 



OJ000303_25. 0406. CIO 
+ 

20778 
AAT/NAP 



42375 




start 


19112 




End 


20607 






GI 


7228450 




Score 


175 






Exons 


19112. .19226, 20044. .20131, 


20271. .20389, 20492. 


.20607 




GI Descrip. 


(AP001366) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


42127 




Sea ID 


OJ000303_ 


25.0406 


.CIO 




87545 




Strand 


— 






Start 


724 




End 


1909 






Name 


OJ000303 25. 0406. CIO. ol 


. qs 


Method 


GENSCAN 






Start 


724 




End 


1909 






GI 


none 




Score 


.7 






Exons 


724. .1552, 1578. .1909 












Seq. No. 


42127 




Seq. ID 


OJ000303_ 


25.0406 


-CIO 


Gene No. 


87545 




Strand 


— 






Start 


724 




End 


1909 






Name 


OJ000303 25. 0406. CIO. ol 


.np 


Method 


AAT/NAP 






Start 


970 




End 


1676 






GI 


7248393 




Score 


568 






Exons 


970. .1339, 1379. .1676 












GI Descrip. 


(AP001389) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


42127 




Seq. ID 


OJ000303_ 


25.0406 


,C10 


Gene No. 


87545 




Strand 


— 






Start 


724 




End 


1909 






Name 


OJ000303 25. 0406. CIO. o2 


. np 


Method 


AAT/NAP 






Start 


1732 




End 


1853 






GI 


7340868 




Score 


35 






Exons 


1732. .1853 












GI Descrip. 


(AP001551) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


42127 




Seq. ID 


OJ000303_ 


25.0406 


.CIO 


Gene No. 


87546 




Strand 








Start 


6102 




End 


10178 






Name 


OJ000303 25. 0406. CIO. o4 


• gp 


' Method 


AAT/GAP 






Start . 


6102 




End 


10178 






GI 


342 1.R1084 




Score 


1024 






Exons 


6102. .6176, 7804. .7839, 


9569 


. .10178 








GI Descrip. 


•4574406/gb|AAD24042. 1 | 


O.Oe+00 (AF121139) RIM2 


protein 


[Oryza 




sativa] ' 












Seq. No. 


42127 




Seq. ID 


OJ000303_ 


25.0406 


.CIO 


Gene No. 


87547 




Strand 








Start 


15601 




End 


15744 






Name 


OJ000303 25. 0406. CIO. o6 


.gp 


Method 


AAT/GAP 






Start 


15601 




End 


15744 






GI 


21474 1.R1084 




Score 


249 






Exons 


15601. .15744 












GI Descrip. 


'3894159 2.0e-10 (AC005312) 


hypothetical protein 


[Arabidopsis 




thaliana] ' 












Seq. No. 


42127 




Seq. ID 


OJ000303_ 


25.0406 


.CIO 


Gene No. 


87548 




Strand 








Start 


20813 




End 


20892 






Name 


OJ000303 25. 0406. CIO. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6019 




End 


7571 






GI 


none 




Score 


149 







42376 




Exons 


6019. .6207, 6573. .6758, 


6574 


..7254, 6585.. 7004, 6823. .7065, 




7201,. 7257, 7273.. 7563, 


- 7374 


. .7571 




Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406. CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. ol 


.tc 


Method 


TBLASTX: Cress 


Start 


6064 




End 


7565 


GI 


none 




Score 


130 


Exons 


6064. .6207, 6574. .7020, 


6585 


..7007, 7078. .7230, 7273. .7563, 




7374. .7565 








Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406. CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


6070 




End 


7584 


GI 


none 




Score 


139 


Exons 


6070. .6210, 6573. .7001, 


6574 


..7020, 6823. .7044, 6881. .7039, 




7075. .7263, 7273. .7584, 


7377 


. .7565 




Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406, CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


9223 




End 


9539 


GI 


none 




Score 


98 


Exons 


9223. . 9345, 9260. . 9367, 


9350 


..9430, 9358. .9432, 9423. .9539, 




9432. .9533 








Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406. CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


12346 




End 


12655 


GI 


none 




Score 


132 


Exons 


12346. .12465, 12347 .. 12478, 


12482. .12619, 12542 .. 12616, 




12623. .12655 








Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406. CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


14104 




End 


14626 


GI 


none 




Score 


54 


Exons 


14104. .14184, 14273. .14455, 


14323. .14448, 14555. .14626 


Seq. No. 


42127 




Seq. ID 


OJ000303_25. 0406. CIO 


Gene No. 


87548 




Strand 




Start 


20813 




End 


20892 


Name 


OJ000303 25. 0406. CIO. o8 


.np 


Method 


AAT/NAP 


Start 


20813 




End 


20892 


GI 


7523512 




Score 


121 


Exons 


20813. .20892 








GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


satiya] 


Seq. No. 


42128 




Seq. ID 


OJ000303_25.0406.C11 



42377 




Gene No. 


87549 


' Strand 


+ 






Start 


54 


End 


3235 








OJ000303 25.0406.Cll.ol.np 


Method . 


AAT/NAP 








54 


End 


3235 








5042454 


Score 


1547 








54. .601, 1233. .1780, 2614.. 


2799, 3175.. 


3235 








(AC007789) putative polyprotein [Oryza 


sativa] 






o c . IS vj . 


42128 


Seq. ID 


OJ000303 


_25.0406 


.Cll 


Gene No . . 


87550 


Strand 


+ 






Start 


7294 


End 


7526 






Name 


OJ000303 25.0406.Cll.o3.np 


Method 


AAT/NAP 






O l-CtJL L 


7294 


End 


7526 






o J. 


6907088 


Score 


206 








7294- .7526 










ox L^C? O ^X • 


(AP001129) hypothetical protein [Oryza 


sativa] 






O C ^ * 1T| w • 


42128 


Seq. ID 


OJ000303 


25.0406 


.Cll 


Gene No. 


87551 


Strand 








Start 


1747 


End 


4098 






Name 


OJ000303 25.0406.Cll.o2.np 


Method 


AAT/NAP 






Start 


1747 


End 


4098 






GI 


7106516 


Score 


136 






T*' von Q 


1747. .1767, 3938. .4098 










Dp SPT^ 1 D 


{AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42128 


Seq. ID 


OJ000303 


_25.0406 


.Cll 


Gene No. 


87552 


Strand " 








O L-ClX U 


6740 


End 


7231 






Name 


OJ000303 25.0406.Cll,ol-tm 


Method 


TBLASTX: 


^^aize 




0 cdi. u 


459 


End 


602 






0 J. 


none 


Score 


184 






TT von ^ 


459. .602, 464. .598 










Seq. No. 


42128 


Seq. ID 


OJ000303 


_25.0406 


.Cll 


Gene No. 


87552 


Strand 








Start 


6740 


End 


7231 






Name 


OJ000303 25.0406.Cll.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1584 


End 


1877 






GI 


none 


Score 


278 






Exons 


1584. .1877, 1643. .1876 











Seq. No. 


42128 








Seq. ID 


OJ000303_ 


_25. 


0406 


.Cll 


Gene No. 


87552 








Strand 










Start 


6740 








End 


7231 








Name 


OJ000303 25 


0406. 


C11.02 


.gs 


Method 


GENSCAN 








Start 


6740 








End 


7231 








GI 


none 








Score 


.68 








Exons 


6740. .6801, 


7222. 


.7231 














Seq. No. 


42129 








Seq. ID 


OJ000303 


_25. 


0406 


.C12 


Gene No. 


87553 








Strand 










Start 


6057 








End 


6395 








Name 


OJ000303 25 


0406. 


C12.02 


.gs 


Method 


GENSCAN 








Start 


6057 








End 


6395 








GI 


none 








Score 


.77 








Exons 


6057. .6160, 


6266, 


.6395 















42378 



Seq. No. 42129 

Gene No. 87554 

Start 6711 

Name OJ000303_25.0406.C12.ol.np 

Start 6711 

GI 7248395 

Exons 6711.. 7252, 7387,. 8227 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



Seq. ID OJ000303_25.0406.C12 
Strand 

End 8227 

Method AAT/NAP 

End 8227 

Score 1365 



Seq. No. 


42129 


Seq. ID 


OJ000303_25.0406.C12 


Gene No. 


87554 


Strand 




Start . 


6711 


End 


8227 


Name 


OJ000303 25.0406.C12.o3.gs 


Method 


GENSCAN 


Start 


6978 


End 


8151 


GI 


none 


Score 


.73 


Exons 


6978.. 7193, 7357.. 7593, 7729. 


.8151 




Seq. No. 


42130 


Seq. ID 


OJ000303_25.0406,C13 


Gene No. 


87555 


Strand 


+ 


Start 


6092 


End 


6551 


Name 


OJ000303 25.0406.C13.o2.np 


Method 


AAT/NAP 


Start 


6092 


End 


6551 


GI 


5739323 


Score 


293 


Exons 


6092.. 6551 






GI Descrip. 


{AF166121) Cf2/Cf5 disease resistance 


protein homolog [Hordeum 




vulgare] 






Seq. No. 


42130 


Seq. ID 


OJ000303_25.0406.C13 


Gene No. 


87556 


Strand 




Start 


1 


End 


3900 


Name 


OJ000303 25.0406.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3900 


GI 


7106512 


Score 


984 



Exons 1..522, 1250.. 1698, 3878.. 3900 

GI Descrip. (AP001278) EST C98429 (E0138) corresponds to a region of the 
predicted gene. ; hypothetical protein [Oryza sativa] 



Seq. No. 42130 Seq. ID 

Gene No. 87556 Strand 

Start 1 End 

Name OJ000303_25 . 0406 .C13. o2 . gp Method 

Start 3008 End 

GI 3107353 Score 

Exons 3008.. 3436 



OJ000303_25.0406.C13 

3900 
AAT/GAP 
3436 
789 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42131 
87557 
312 

OJ000303_25 .0406. C14 . ol . tc 

177 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

177. .269, 303. .413, 363. .416, 408. .599, 414. .632, 426. .548, 
429. .623, 447. .632, 476. .634, 498. .611, 501. .644, 627. .995, 
630. .1049, 633. .908, 635. .904, 642. .1049, 651. .1049, 657. .1049, 
714. .890, 714. .1049, 753. .1049, 996. .1049, 2749. .2880, 
2749. .2880, 2749. .2880, 2749. .2853, 2749.. 2880, 2749. .2883, 



OJ000303_25.0406.C14 
+ 

4191 

TBLASTX: Cress 

4190 

52 



42379 



2749. .2880, 2749. .2883, 2752. .2880, 2755. .2880, 2926. .2985, 
3401. .3592, 3449. .3601, 3476. ,3592, 4047. .4187, 4050. .4190, 
4056. .4187, 4065. .4184, 4065. .4175, 4080.. 4178 



Seq. No. 


42131 




Seq. ID 


OJ000303_25.0406.C14 


Gene No. 


87557 




Strand 


+ 


Start 


312 




End 


4191 


Name 


OJ000303 25.0406.C14 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


306 




End 


4187 


GI 


none 




Score 


41 


Exons 


306. .362, 306. .416, 369, 


.440, 


426. .620 


, 426. .641, 426, .620, 




429. .620, 501. .632, 618, 


.974, 


618. .1058, 633. .1049, 633. .1049, 




633. .1049, 657, .764, 662 


..1060, 818. ,838, 962. .988, 2749. .2883, 




2752.. 2883, 3160,-3300, 


3172. 


.3297, 3395. .3451, 3401. ,3448, 




3401. .3448, 3449, .3592, 


3449. 


.3592, 3473.-3592, 3473., 3601, 




3485. .3592, 3590, ,3673, 


3851. 


.3910, 4050. .4187, 4050, ,4175, 




4050. .4172, 4055, ,4186, 


4065. 


.4175 




Seq. No. 


42131 




Seq. ID 


OJ000303_25.0406.C14 


Gene No. 


87557 




Strand 


+ 


Start 


312 




End 


4191 


Name 


OJ000303 25. 0406. 014. ol. 


gs 


Method 


GENSCAN 


Start 


312 




End 


3378 


GI 


none 




Score 


.63 


Exons 


312. ,605, 1618.. 1691, 1962.. 2093,. 2391 


..3378 


Seq. No. 


42131 




Seq. ID 


OJ000303_25.0406.C14 


Gene No. 


87557 




Strand 


+ 


Start 


312 




End 


4191 


Name 


OJ000303 25.0406,C14.ol, 


tm 


Method 


TBLASTX: Maize 


Start 


328 




End 


4187 


GI 


none 




Score 


38 


Exons 


328. .381, 363..443, 426. 


,620, 


438. .620, 438. .632, 513, .569, 




585. .1049, 633, ,1049, 651. .1031, 2749. 


.2871, 2752.. 2880, 




3160, .3300, 3401. .3448, 


3449. 


.3601, 3449. .3595, 3476. .3577, 




3476. .3592, 3476. .3592, 


3485. 


.3598, 4050. .4187 


Seq. No. 


42131 




Seq. ID 


OJ000303_25.0406.C14 


Gene No. 


87557 




Strand 


+ 


Start 


312 




End 


4191 


Name 


OJ000303 25.0406.C14,ol. 


np 


Method 


AAT/NAP 


Start 


2330 




End 


4191 


GI 


5739323 




Score 


848 


Exons 


2330.. 2403, 2433.. 3899, 


4042. 


.4191 




GI Descrip. 


(AF166121) Cf2/Cf5 disease resistance 


protein homolog [Hordeum 




vulgare] 








Seq. No. 


42132 




Seq. ID 


OJ000303_25.0406.C15 


Gene No. 


87558 




Strand 


+ 


Start 


1 




End 


399 


Name 


OJ000303 25.0406.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


399 


GI 


5739323 




Score 


364 


Exons 


1, .399 









GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



42380 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

. GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42-133 
87559 
6780 

OJ000303_25.0406.C16.o2.np 
6780 
5739323 

6780. .7064, 7113. .8035, 8183. 



Seq. ID OJ000303_25.0406.C16 

Strand + 

End 8829 

Method AAT/NAP 

End 8806 

Score 1032 
.8806 



(AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



Seq. ID OJ000303_25.0406.C16 

Strand + 

End 8829 

Method AAT/GAP 

End 8829 

Score 813 



42133 
87559 
6780 

OJ000303_25.0406.C16.o2.gp 
8404 

LIB3474-012-P1-K1-C10 
8404. .8829 

'1076763/pirl IS49302 2.0e-17 AWJL218 protein - wheat 
>gi_551212_emb_CAA57134_ (X81369) AWJL218 [Triticum aestivum] ' 



42133 Seq. ID 

87560 Strand 

9727 End 

OJ000303_25.0406.C16.o3.np Method 

9727 End 

4680341 Score 



OJ000303_25.0406.C16 
+ 

13934 
AAT/NAP 
13934 . 
428 



9727.. 9767, 11452 .. 11608 , 11667 12024 , 122 95 12369, 
13846.. 13934 

(AF128457) hypothetical protein [Oryza sativa subsp. indica] 



42133 Seq. ID 

87560 Strand 
9727 End 
OJ000303_25.0406.C16.o3.gp Method 
11025 End 
51286_1.R1084 Score 
11025. .11256 

•5670155/gb|AF161269. 1 IAF161269 4.0e-69 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence* 



OJ000303_25.0406.C16 
+ 

13934 
AAT/GAP 
11256 
338 



42133 
87561 
332 

OJ000303_25.0406.C16,ol.gs 

332 

none 



Seq. ID OJ000303_25.0406.C16 
Strand 

End 4221 

Method GENSCAN 

End 4221 

Score .61 



332. .395, 461. .704, 2325. .2581, 2612. .3083, 4140. .4221 



42133 
87561 
332 

OJ000303_25,0406.C16.ol.np 

1166 

5852179 



Seq. ID OJ000303_25.0406.C16 
Strand 

End 4221 

Method AAT/NAP 

End 4160 

Score 334 



1166. .1207, 2596. .2853, 2928. .3149, 4140. .4160 
(AL117265) zhb0009.1 [Oryza sativa] 



42381 



Seq. No. 42133 

Gene No. 87562 

Start 11872 

Name OJ000303_25.0406.C16.o3.gs 

Start 11872 

GI none 
Exons 



Seq. ID OJ000303_25.0406.C16 
Strand 

End 14 666 

Method GENSCAN 

End 14 666 

Score .75 



11872. .11950, 12885. .13244, 13507 .. 13768, 14386 .. 14502, 
14579. .14666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.. 



42134 
87563 
1385 

OJ000303_25.0406.C17.ol.gs 

1385 

none 



Seq. ID OJ000303_25.0406.C17 

Strand + 

End 5410 

Method GENSCAN 

End 5099 

Score .74 



1385.. 1413, 2787.. 3021, 3094.. 3225, 3304.. 3376, 5026.. 5099 



Seq. ID OJ000303_25.0406.C17 

Strand + 

End 5410 

Method AAT/GAP 

End 5410 

Score 813 



42134 
87563 
1385 

OJ000303_25.0406.C17,ol.gp 
4893 

38782_1.R1084 
4893. .5410 

•606964'3/dbj rAP000616.1|AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. No. 


42134 


Seq. ID 


OJ000303_25.0406.C17 


Gene No. 


87564 


Strand 


+ 


Start 


6364 


End 


6944 


Name 


OJ000303 25.0406.C17.o2.gs 


Method 


GENSCAN 


Start 


6364 


End 


6944 


GI 


none 


Score 


.42 


Exons 


6364.. 6437, 6812,. 6944 






Seq. No. 


42134 


Seq. ID 


OJ000303_25.0406.C17 


Gene No. 


87565 


Strand 


+ 


Start 


8133 


End 


8606 


Name 


OJ000303 25.0406.C17.o3.gs 


Method 


GENSCAN 


Start 


8133 


End 


8606 


GI 


none 


Score 


.48 


Exons 


8133. .8606 






Seq. No. 


42134 


Seq. ID 


OJ000303_25.0406.C17 


Gene No. 


87566 


Strand 


+ 


Start 


10000 


End 


12844 


Name 


OJ000303 25.0406.C17-o2.np 


Method 


AAT/NAP 


Start 


9994 


End 


12844 


GI 


5739323 


Score 


1064 


Exons 


9994.. 11218, 11369. .12114, 


12821. .12844 


GI Descrip. 


(AF166121) Cf2/Cf5 disease 


resistance protein homolog [Hordeum 




vulgare] 






Seq. No. 


42134 


Seq. ID 


OJ000303_25.0406.C17 


Gene No. 


87566 


Strand 


■+ 


Start 


10000 


End 


12844 


Name 


OJ000303 25.0406.C17.o4.gs 


Method 


GENSCAN 



42382 




start 


10000 




End 


11937 






GI 


none 




Score 


.49 






Exons 


10000. .10441, 10457. 


.10522, 


11675. .11937 






Seq. No. 


42134 




Seq. ID 


OJ000303_ 


25.0406.C17 


Gene No. 


87567 




Strand 








Start 


1812 




End 


3481 






Naine 


OJ000303 25.0406.C17 


.ol.np 


Method 


AAT/NAP 






Start 


1812 




End 


3481 






GI 


6983857 




Score 


1339 






Exons 


1812.. 2207, 2238.. 3299, 3362 


. .3481 








GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Sea No. 


42134 




Seq. ID 


OJ000303_ 


25.0406 


.C17 


Gene No . 


87568 




Strand 








Start 


10153 




End 


12090 






Name 


OJ000303 25.0406.C17 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


10153 




End 


12075 






GI 


none 




Score 


34 






Exons 


10153. .10179, 10309. 


.10440, 


10384. .10515, 10501. 


.10602, 






10708. .10956, 10786. 


.10953, 


10792. .10932, 11014. 


.11214, 






11017 11??n 11017 


. 11220, 


11020. .11217, 11023. 


.11211, 






11023. .11217, 11023. 


.11253, 


11044. .11220, 11065. 


.11211, 






11085. .11207, 11344. 


.11436, 


11530. .11580, 11593. 


.11802, 






11638. .11802, 11668. 


.11826, 


11671. .11859, 11680. 


.11781, 






11680. .12012, 11788. 


.12012, 


11800. .12075, 11800. 


.12075, 






11800. .11931, 11803. 


.12075, 


11803. .11991, 11812. 


.12075, 






11827. .12075, 11836. 


,12075, 


11889. .12065, 11910. 


.12068, 






11923.-12075 












Sea No 


42134 




Seq. ID 


OJ000303_ 


25.0406 


.C17 


Cpnp No 


87568 




Strand 








Start 


10153 




. End 


12090 






Name 


OJ000303 25.0406.C17 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10297 




End 


12090 






GI 


none 




Score 


58 






Exons 


10297. .10380, 10384. 


.10599, 


10639. .10746, 10654. 


.10956, 






10777. .10956, 10783. 


.10956, 


10936. .11202, 11017. 


.11139, 






11017. .11211, 11023. 


.11259, 


11590. .11736, 11680. 


.11769, 






11803. .11928, 11803, 


,12075, 


11803. .12012, 11806. 


.12090 




Seq. No. 


42134 




Seq. ID 


OJ000303_ 


25,0406 


.C17 


Gene No. 


87568 




Strand 








Start 


10153 




End 


12090 






Name 


OJ000303 25.0406.C17 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


10708 




End 


12012 






GI 


none 




Score 


48 






Exons 


10708. .10752, 10786. 


.10956, 


11032. .11079, 11680. 


.12012 




Seq. No. 


42135 




Seq. ID 


OJ000303_ 


25.0406 


.C18 


Gene No. 


87569 




Strand 


+ 






Start 


4308 




End 


4478 






Name 


OJ000303 25.0406.C18 


.o2 .gs 


Method 


GENSCAN 






Start 


4308 




End 


4478 






GI 


none 




Score 


.51 






Exons 


4308. .4478 













42383 



Seq. - No . 


42135 


Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87570 


Strand 


+ 


Start 


7878 


End 


8521 


Name 


OJ000303 25.0406.C18.ol.gp 


Method 


AAT/GAP 


Start 


7816 


End 


8521 


GI 


3767224 


Score 


1295 


Exons 


7816. .8521 






GI Descrip. 


5690431/gb|AAD47084.1|AF165883 1 3.0e- 


26 (AF165883) prefold: 




subunit 2 [Homo sapiens] 






Seq. No. 


42135 


Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87570 


Strand 


+ 


Start 


7878 


End 


8521 


Name 


OJ000303 25.0406.C18.o2.np 


Method 


AAT/NAP 


Start 


7854 


End 


8306 


GI 


6563248 


Score 


283 


Exons 


7854 . . 8306 






GI Descrip. 


(AF117237) prefoldin subunit 


2 [Homo sapiens] 


Seq. No. 


42135 


Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87570 


Strand 


+ 


Start 


7878 


End 


8521 


Name 


OJ000303 25.0406.C18.o4.gs 


Method 


GENSCAN 


Start 


7878 


End 


8321 


GI 


none 


Score 


.98 


Exons 


7878. .8321 






Seq. No. 


42135 


Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87571 


Strand 


+ 


Start 


9203 


End 


12255 


Name 


OJ000303 25.0406.C18.o5.gs 


Method 


GENSCAN 


Start 


9203 


End 


12255 


GI 


none 


Score 


.92 


Exons 


9203.. 9406, 9912.. 10343, 10905 11044 , 


11134. ,11254, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11963. .12103, 12172.. 12255 

42135 Seq. ID 

87571 Strand 

9203 End 

OJ000303_25 . 0406 . C18 . o2 . gp Method 

11121 End 

uC-osflcyp067dl0al Score 
11121. .11254, 11963.. 12103 



OJ000303_25.0406.C18 
+ 

12255 
AAT/GAP 
12103 
499 



'2988398 4.0e-12 (AC004381) UnJcnown gene product [Homo sapiens]' 



42135 Seq. ID 

87572 Strand 

1 End 

OJ000303_25 . 0406 . C18 . ol . np Method 

1 End 

4006866 Score 



OJ000303_25.0406.C18 

2966 
AAT/NAP 
2936 
489 



1,.60, 213. .398, 1025. .1113, 1403, .1693, 2585. .2936 
(Z99707) putative protein [Arabidopsis thaliana] 
gi I 7270660 I emb I CAB80377.il (AL161590) putative protein 
[Arabidopsis thaliana] 



Seq, No. 



42135 



Seq. ID OJ000303_25.0406.C18 



42384 




Gene No. 


87572 








Strand ' 




Start 


1 








End 


2966 


Name 


OJ000303 25. 


0406. 


C18.01 


. gs 


Method 


GENSCAN 


Start 


269 








End 


2966 


GI 


none 








Score 


.41 


Exons 


269. .398, 1486. .1676, 2839.. 


2966 




Seq. No. 


42135 








Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87573 








Strand 




Start 


4968 








End . 


7196 


Name 


OJ000303 25. 


0406. 


C18.03 


. gs 


Method 


GENSCAN 


Start 


4968 








End 


7196 


GI 


none 








Score 


.62 


Exons 


4968. .5099, 


5182 . 


. 5397, 


5433 


.-5560, 6344. .6592, 7103. .7196 


Seq. No. 


42135 








Seq. ID 


OJ000303 25.0406.C18 


Gene No. 


87574 








Strand 




Start 


16136 








End 


16244 


Name 


OJ000303 25. 


0406. 


C18.02 


. tm 


Method 


TBLASTX: Maize 


Start 


16 








End 


1468 


GI 


none 








Score 


149 


Exons 


16. .66, 259. 


.399, 


263. . 


400, 


264. .401, 


1018. .1110, 1019. .1108, 




1022. .1126, 


1024. 


.1110, 


1436 


. .1468 




Seq. No . 


42135 








Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 








Strand 




Start 


16136 








End 


16244 


Name 


OJ000303 25. 


0406. 


C18.02 


.tc 


Method 


TBLASTX: Cress 


Start 


302 








End 


1678 


GI 


none 








Score 


64 


Exons 


302. .391, 303. .386, 1004. .1069, 1018.. 


1062, 1069.. 1110, 




1436. .1582, 


1471. 


.1578, 


1643 


. .1678 




Seq. No. 


42135 








Seq. ID 


OJ000303_25-0406.C18 


Gene No. 


87574 








Strand 




Start 


16136 








End 


16244 


Name 


OJ000303 25. 


0406. 


C18.01 


.tm 


Method 


TBLASTX: Maize 


Start 


7842 








End 


8329 


GI 


none 








Score 


599 


Exons 


7842. .8177, 


7845. 


.8276, 


7870 


..8217, 8247. .8324, 8256. .8318, 




8285. .8329, 


8291. 


.8329 








Seq. No. 


42135 








Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 








Strand 




Start 


16136 








End 


16244 


Name 


OJ000303 25. 


0406. 


C18.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


7854 








End 


8315 


GI 


none 








Score 


485 


Exons 


7854. .8276, 


7902. 


.8150, 


8012 


..8158, 8256.. 8315, 8256.. 8309, 




8282. .8314 












Seq. No. 


42135 








Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 








Strand 




Start 


16136 








End 


16244 


Name 


OJ000303 25. 


0406. 


C18.01 


.tc 


Method 


TBLASTX: Cress 


Start 


7881 








End 


8234 


GI 


none 








Score 


239 



42385 




Exons 7881.. 8120, 8012.. 8116, 8103.. 8234, 8105.. 8152, 8131.. 8193 



Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25.0406.C18 


.o2. ts 


Method 


TBLASTX : Soybean 


Start 


9275 




End 


11191 


GI 


none 




Score 


41 


Exons 


9275.. 9304, 9299.. 9406, 9301 


..9405, 9912.. 9953, 9939.. 10001 




10902. .11048, 10904. 


.11050, 


11129. .11191, 11131. .11190 


Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406-C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25.0406.C18 


. ol . tw 


Method 


TBLASTX: Wheat 


Start 


9925 




End 


10290 


GI 


none 




Score 


50 


Exons 


9925.. 10275, 9926.. 9997, 9930.. 10265, 


10030. .10266, 




10061. . 10267, 10095. 


.10265, 


10227. .10265, 1024 3 .. 10278, 




10264.. 10290 








Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25. 0406. CIS 


. o4 . tm 


Method 


'TBLASTX: Maize 


Start 


10062 




End 


10320 


GI 


none 




Score 


194 


Exons 


10062. .10271, 10069. 


.10320, 


10093. .10314 


Seq. No. 


42135 




Seq. ID 


OJ000303_25.04O6.C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25,0406.C18 


. o3 . tc 


Method 


TBLASTX: Cress 


Start 


10898 




End 


11055 


GI 


none 




Score 


182 


Exons 


10898. .11047, 10902. 


.11048, 


10924. .11055, 10932. .11054 


Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25.0406.C18 


.o3.tm 


Method 


TBLASTX: Maize 


Start 


10908 




End 


12132 


GI 


none 




Score 


113 


Exons 


10908. .11015, 10910. 


.11014, 


11131. .11244, 11132. .11254, 




11943. .12095, 11960. 


.12103, 


11960. .12103, 11962.. 12132 


Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406.C18 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 


Name 


OJ000303 25.0406.C18 


. o3 . ts 


Method 


TBLASTX : Soybean 


Start 


11192 




End 


12117 


GI 


none 




Score 


62 


Exons 


11192. .11254, 11960. 


.12103, 


11960. .12061, 11962. .12117 


Seq. No. 


42135 




Seq. ID 


OJ000303_25.0406.C18, 


Gene No. 


87574 




Strand 




Start 


16136 




End 


16244 



42386 



Name 


OJ000303 25.0406.C18.o3.gp 


Method 


AAT/GAP 


Start 


16136 


End 


16244 


GI 


none 


Score 


161 


Exons 


16136. .16244 






Seq. No, 


42136 


Seq. ID 


OJ000303 


Gene No. 


87575 


Strand 


+ 


Start 


449 


End 


561 


Name 


OJ000303 25.0406.C19.ol.gs 


Method 


GENSCAN 


Start 


449 


End 


561 


GI 


none 


Score 


.81 


Exons 


449. .561 






Seq. No. 


42137 


Seq. ID 


OJ000303 


Gene No. 


87576 


Strand 




Start 


1 


End 


2561 


Name 


OJ000303 23 . 0404 . CI - ol . np 


Method 


AAl I iNAr 


Start 


1 


End 


2561 


GI 


6598711 


Score 


213 


Exons 


1..69, 894, ,1512, 2371. .2561 






GI Descrip. 


(AC007197) putative disease 


resistance 


protein 




thaliana] 






Seq. No. 


42137 


Seq. ID 


OJ000303 


Gene No . 


87576 


Strand 


+ 


Start 


1 


End 


2561 


Name 


OJ000303 23.0404,Cl,ol.tm 


Method 


TBLASTX: 


Start 


1602 


End 


1891 


GI 


none 


Score 


189 


Exons 


1602.. 1688, 1640.. 1891, 1727 


. .1864 




Seq. No. 


42138 


Seq. ID 


OJ000303 


Gene No. 


o n C T T 

87577 


Strand 


+ 


Start 


3309 


End 


6864 


Name 


OJ000303 23.0404.C2,ol.gs 


Method 


GENSCAN 


Start 


3309 


End 


6864 


GI 


none 


Score 


.49 


Exons 


3309.. 3317, 4593.. 4728, 6497 


. ,6864 




Seq. No. 


42139 


Seq. ID 


OJ000303 


Gene No. 


87578 


Strand 


+ 


Start 


1 


End 


c o 


Name 


OJ000303 23.0404.C3.o2.np 


Method 


AAT/NAP 


Start 


1 


End 


652 


GI 


7339707 


Score 


128 


Exons 


1..318, 359. .425, 503. .652 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42139 


Seq. ID 


OJ000303 


Gene No. 


87579 


Strand 


+ 


Start 


785 


End 


2304 


Name 


OJ000303 23.0404.C3.o2.gs 


Method 


GENSCAN 


Start 


785 


End 


2304 


GI 


none 


Score 


.68 


Exons 


785. .923, 944. .1050, 1800. .2040, 2155. 


.2304 


Seq. No. 


42139 


Seq. ID 


OJ000303 



423.87 



Gene No. 87580 Strand 

Start 1 ' End 339 

Name OJ000303_23 . 0404 . C3 . ol .np ' Method AAT/NAP 

Start 1 End 339 

GI 7487002 Score 167 
Exons 1..339 

GI Descrip. hypothetical protein T14N5.5 - Arabidopsis thaliana 

gi I 3540201 1 gb I AAC34351.il (AC004260) Putative nuclear protein 
[Arabidopsis thaliana] 



Seq. No. 42139 Seq. ID 

Gene No. 87580 Strand 

Start 1 End 

Name OJ000303_23 . 04 04 . C3 . ol . tm Method 

Start 1 End 

GI none Score 

Exons 1.-189, 2.. 181 



OJ000303_23.0404.C3 
339 

TBLASTX: Maize 

189 

280 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42139 Seq. ID 

87580 Strand 

1 End 

OJ000303_23.0404 .C3.ol.ts Method 

1 End 

none Score 



OJ000303_23.0404.C3 
339 

TBLASTX : Soybean 

201 

67 



1..66, 1..105, 8. .103, 91..177, 91. .201, 95. .181- 



Seq. No. 42139 Seq. ID 

Gene No. 87580 Strand 

Start 1 End 

Name OJ000303_23 . 04 04 . C3 . ol . gs Method 

Start 16 End 

GI none Score 

Exons 16.-258 



OJ000303_23.0404.C3 
339 

GENSCAN 

258 

.98 



Seq. No. 


42140 




Seq. ID 


OJ000303 23. 0404. C4 


Gene No. 


87581 




Strand 


+ 


Start 


1765 




End 


6422 


Name 


OJ000303 23.0404 


.C4 .ol.gp 


Method 


AAT/GAP 


Start 


1727 




End 


3514 


GI 


63217 1.R1084 




Score 


1404 


Exons 


1727.. 2038, 3101 


. .3514 






GI Descrip. 


•3068705 8.0e-15 


(AF049236) 


unknown [Arabidopsis thaliana] 


Seq. No. 


42140 




Seq. ID 


OJ000303_23.0404.C4 


Gene No. 


87581 




Strand 


+ 


Start 


1765 




End 


6422 


Name 


OJ000303 23.0404 


.C4 .o2.gs 


Method 


GENSCAN 


Start 


1765 




End 


3333 


GI 


none 




Score 


.9 


Exons 


1765.. 2038, 3101 


. .3333 






Seq. No. 


42140 




Seq. ID 


OJ000303_23.0404.C4 


Gene No. 


87581 




Strand 


+ 


Start 


1765 




End 


6422 


Name 


OJ000303 23.0404 


. C4 .ol.np 


Method 


AAT/NAP 


Start 


1816 




End 


6422 


GI 


6983875 




Score 


141 



■ w 



42388 




Exons 1816.. 2038, 3101.. 3267, 6308.. 6422 

GI Descrip. (AP001168) ESTs AU082174 (S13676) , AU032395 (R398 6) correspond to a 
region of the predicted gene..; Similar to Arabidopsis thaliana 
hypothetical protein {AF049236) [Oryza sativa] 





Seq. No. 


42140 Seq. ID 


OJ000303 


23. 


0404 


.C4 




. Gene No. 


87582 Strand 












Start 


4 928 End 


6165 










Name 


OJ000303 23.0404.C4.ol.tm Method 


TBLASTX: 


yiaize 






Start 


1924 End 


3273 










GI 


none Score 


40 










Exons 


1924. .1947, 1963. .2061, 3098. .3181, 3103. .3273, 


3166. .3273 




Seq. No. 


42140 Seq. ID 


OJ000303 


_23. 


0404 


,C4 




Gene No. 


87582 Strand 












Start 


4928 End 


6165 










Name 


OJ000303_23 . 0404 .C4 . o3 . gs Method 


GEN SCAN 










Start 


4928^ End 


6165 










GI 


none Score 


.77 










Exons 


4928.. 5084, 5327.. 5532, 6115.. 6165 












Seq. No. 


42141 Seq. ID 


OJ000303 


_23. 


0404 


.05 




Gene No. 


87583 Strand 












Start 


164 End 


2186 










Name 


OJ000303 23.d404.C5.ol.gs Method 


GEN SCAN 








in 


Start 


164 End 


2186 










GI 


none Score 


. 51 








ry 


Exons 


164. .305, 1781. .1960, 2117. .2186 










[J 


Seq. No. 


42141 Seq. ID 


OJ000303 


_23. 


0404 


-C5 




Gene No. 


87583 Strand 










?• 3 


Start 


164 End 


2186 










Name 


OJ000303_23 . 0404 . C5 . ol . np Method 


AAT/NAP 








= 


Start 


2005 End 


2151 










GI 


7340920 Score 


142 










Exons 


2005. ,2151 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 










Seq. No. 


4zi4i beq. lu 


UJ u UU J u ^ 




U f± U ft 






Gene No. 


87584 Strand 










u 


Start 


2752 End 


2836 










Name 


OJ000303 23.0404.C5.o2.np Method 


AAT/NAP 










Start 


2752 End 


2836 










GI 


6006359 Score 


45 










Exons 


2752.. 2836 












GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 










Seq. No. 


42142 Seq. ID 


OJ000303 


_23. 


0404 


.C6 




Gene No. 


87585 Strand 


+ 










Start 


1 End 


127 










Name 


OJ000303 23.0404.C6.ol.np Method 


AAT/NAP 










Start 


1 End 


127 










GI 


7340920 Score 


156 










Exons 


1. .127 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 










Seq. No. 


42142 Seq, ID 


OJ000303 


_23. 


0404 


.06 



42389 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



87586 Strand 

868 End 

OJ000303_23 , 0404 . C6 . o2 . np Method 

868 End 

7487273 Score 



+ 

1857 
AAT/NAP 
1857 
136 



868. .961, 1553. .1661, 1700. .1857 

hypothetical protein T20K18.30 - Arabidopsis thaliana 
gi|4586244|einb|CAB40985.1| (AL049640) putative protein 
[Arabidopsis thaliana] gi | 7267969 | emb | CAB78310 . 1 1 (AL161534) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


42143 


Seq. ID 


OJ000303_23.0404 


.07 


Gene No. 


87587 


Strand 


+ 




Start 


350 


End 


453 




Name 


OJ000303 23.0404.C7.ol.gs 


Method 


GENSCAN 




Start 


350 


End 


453 




GI 


none 


Score 


.65 




Exons 


350. .453 








Seq. No. 


42143 


Seq. ID 


OJ000303_23.0404 


.C7 


Gene No. 


87588 


Strand 






Start 


2783 


End 


4388 




Name 


OJ000303 23.0404.C7.o2.gs 


Method 


GENSCAN 




Start 


2783 


End 


4316 




GI 


none 


Score 


.49 




Exons 


2783. .2849, 4249. .4316 








Seq. No. 


42143 


Seq. ID 


OJ000303_23.0404 


.07 


Gene No. 


87588 


Strand 






Start 


2783 


End 


4388 




Name 


OJ000303 23.0404.C7.ol.np 


Method 


AAT/NAP 




Start 


3670 


End 


4388 




GI 


7485973 


Score 


170 




Exons 


3670.. 3750, 3835.. 3907, 4249 


. .4388 






GI Descrip. 


hypothetical protein F22K18. 


50 - Arabidopsis thaliana 





git 4220515 I embi CAA22988.il (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269326 I emb I CAB79385 . 1 1 (AL161562) 
putative protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name . . 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42144 
87589 
1 

OJ000303_23.0404 .C8.ol.np 
1 

7485973 



OJ000303 23.0404.08 



Seq. ID 
Strand 

End 2087 
Method AAT/NAP 
End 2087 
Score 249 

1..111, 462. .515, 910. .1006, 1116. .1223, 1387. .1455, 2058. .2087 
hypothetical protein F22K18.50 - Arabidopsis thaliana 
gi| 4220515 I emb|CAA22988. II (AL035356) putative protein 
[Arabidopsis thaliana] gi | 7269326 I emb j CAB7 9385 . 1 1 (AL161562) 
putative protein [Arabidopsis thaliana] 



42144 Seq. ID 

87589 Strand 

1 End 

'OJ000303_23.0404 .C8.ol.gs Method 

59 End 

none Score 



OJ000303_23,0404.C8 

2087 
GENSCAN 
1731 
.91 



42390 



Exons 



59. .177, 424. .515, 910. .1006, 1387. .1503, 1603. .1731 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42144 
87589 
1 

OJ000303_23 . 0404 . C8 . ol . tc 

908 

none 



Seq. ID OJ000303_23.0404.C8 



Strand 
End 

Method 

End 

Score 



2087 

TBLASTX: Cress 

1223 

53 



908. .1006, 911. .1009, 1116. .1220, 1116. .1223, 1123. .1221 



42144 
87589 
1 

OJ000303_23 . 0404 . C8 . ol . tm 

939 

none 

939.. 1007, 941.. 1009, 941. 



1098.. 1223, 1112., 1195, 1116.. 1223, 1117 
1480. .1506 



Seq. ID OJ000303_23.0404 .C8 
Strand 

End 2087 
Method TBLASTX : Mai ze 
End 1506 
Score 96 
1006, 945. .1007, 946. .1008, 

1224, 1384.. 1425, 





Seq. No. 


42145 


Seq. ID 


OJ000303_ 


23. 0404. C9 




Gene No. 


87590 


Strand 


+ 






Start 


1696 


End 


1975 






Name 


OJ000303 23.0404.C9.ol.gp 


Method 


AAT/GAP 




^ =? 


Start 


1696 . 


End 


1975 




%J 


GI 


4714099 


Score 


501 




T n 
n i 


Exons 


1696. .1975 










Seq. No. 


42145 


Seq. ID 


OJ000303_ 


23. 0404. C9 




Gene No. 


87591 


Strand 








Start 


319 


End 


3406 






Name 


OJ000303 23.0404.C9.ol.gs 


Method 


GENSCAN 






Start 


319 


End 


3180 






GI 


none 


Score 


.69 






Exons 


319.. 469, 2082.. 2339, 2392.. 


2423, 3052 


. .3180 






Seq. No. 


42145 


Seq. ID 


OJ000303_ 


23. 0404. C9 




Gene No. 


87591 


Strand 








Start 


319 


End 


3406 




C3 


Name 


OJ000303 23.0404.C9.ol.np 


Method 


AAT/NAP 






Start. 


2027 


End 


3406 






GI 


7512646 


Score 


136 






Exons 


2027.. 2146, 2208.. 2299, 2392 


..2514, 3039. .3163, 


3364. .3406 



GI Descrip. hypothetical protein DKFZp434L108 . 1 - human (fragment) 

gi|5912145|emb|CAB56006.1| (AL117584) hypothetical protein [Homo 
sapiens] 



Seq. No. 42145 

Gene No. 87591 

Start 319 

Name OJ000303_23.0404 .C9.ol.tm 

Start 2162 

GI none 

Exons 2162.. 2305, 2163.. 2297, 2389. 

3032.. 3178, 3052.. 3177 



OJ000303_23.0404.C9 
3406 

TBLASTX: Maize 

3178 

193. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2517, 2393. .2518, 2449. .2520, 



Seq. No. 42146 Seq. ID OJ000303_23 . 0404 . CIO 

42391 



Gene No. 


87592 






Strand 


+ 




Start 


5997 






End 


7442 




Name 


OJ000303 23 


.0404 


.C10.o2-gs 


Method 


GENS CAN 




Start 


5997 






• End 


7433 




GI 


none 






Score 


.76 




Exons 


5997. .6649, 


6754 


..7196, 7268 


. .7433 






Seq. No. 


42146 






Seq. ID 


OJ000303 


_23. 0404. CIO 


Gene No. 


87592 






Strand 


+ 




Start 


5997 






End 


7442 




Name 


OJ000303 23 


.0404 


.C10.o2.np 


Method 


AAT/NAP 




Start 


6063 






End 


7442 




GI 


4850396 






Score 


1050 




Exons 


6063. .7199, 


7292 


. .7442 








GI Descrip. 


{AC007357) 


F3F19 


.15 [Arabidopsis thaliana] 




Seq. No. 


42146 






Seq. ID 


OJ000303 


_23. 0404. CIO 


Gene No. 


87593 






Strand 






Start 


1 






End 


3824 




Name 


OJ000303 23 


.0404 


.ClO.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


2841 




GI 


4850395 






Score 


226 




Exons 


1..32, 584. 


.707, 


1011. .1182, 


2225.-2384, 2805.. 


2841 


GI Descrip. 


(AC007357) 


EST gb|N37870 comes from this gene. 


[Arabidopsis 




thaliana] 












Seq. No. 


42146 






Seq. ID 


OJ000303 


_23. 0404 .CIO 


Gene No. 


87593 






Strand 






Start 


1 






End 


3824 




Name 


OJ000303 23 


.0404 


.ClO.ol.gs 


Method 


GENSCAN 




Start 


515 






End 


3824 




GI 


none 






Score 


.96 




Exons 


515. .701, 1011.. 


1182, 2225.. 


2373, 3003 


..3126, 3261. .3416, 




3526. .3672, 


3766 


. .3824 








Seq. No. 


42146 






Seq. ID 


OJ000303 


__23. 0404. CIO 


Gene No. 


87594 






Strand 






Start 


3872 






End 


4157 




Name 


OJ000303 23 


.0404 


.ClO.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1011 






End 


3122 




GI 


none 






Score 


42 




Exons 


1011. .1040, 


1011 


..1181, 1012 


..1185, 1012. .1182, 


1112. .1183, 




1116. .1187, 


2199 


..2375, 2224 


..2379, 2225.. 2377, 


2994. .3113, 




3003. .3122 












Seq. No, 


42146 






Seq. ID 


OJ000303 


_23. 0404. CIO 


Gene No. 


87594 






Strand 






Start 


3872 






End 


4157 




Name 


OJ000303 23 


.0404 


.ClO.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


2249 






End 


3308 




GI 


none 






Score 


176 




Exons 


2249. .2377, 


2249 


..2362, 2250 


..2375, 2251.. 2379, 


2994. .3119, 




3002. .3121, 


3003 


..3119, 3043 


..3120, 3261.. 3308, 


3266. .3307 


Seq. No. 


42146 






Seq. ID 


OJ000303 


_23. 0404 .CIO 


Gene No. 


87594 






Strand 






Start 


3872 






End 


4157 





42392 



Name 

Start 

GI 

Exons 



OJ000303_23 . 0404 . CIO . o2 . tm Method TBLASTX : Maize 
3249 End 3675 

none Score 57 

3249.. 3314, 3370.. 3393, 3525.. 3671, 3529.. 3675 



Seq. No. 


42146 








Seq. ID 


OJ000303_23.0404 


.CIO 


Gene No. 


87594 








Strand 


- 




Start 


3872 








End 


4157 




Name 


OJ000303 23. 


0404 


.ClO.ol 


.gp 


Method 


AAT/GAP 




Start 


3872 








End 


4157 




GI 


none 








Score 


517 




Exons 


3872. .4157 














Seq. No. 


42146 








Seq. ID 


OJ000303_23.0404 


.CIO 


Gene No. 


87595 








Strand 






Start 


6116 








End 


6280 




Name 


OJ000303 23. 


0404 


.C10.O2 


.ts 


Method 


TBLASTX: Soybean 




Start 


6116 








End 


6280 




GI 


none 








Score 


205 




Exons 


6116. .6280, 


6117 


. .6278 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42146 
87596 
6294 

OJ000303_23. 0404. CIO. ol.ts 

6294 

4397405 



Seq. ID GJ000303_23. 0404. CIO 



Strand 
End 

Method 

End 

Score 



6742 

TBLASTX : Soybean 

6742 

400 



6294.. 6446, 6356.. 6670, 6357.. 6671, 6689.. 6742 



Seq. ID OJ000303_23.0404.C11 



42147 
87597 
1 

OJ000303_23.0404.Cll.o2.np 
1 

7489805 
1..81, 3215. .3349 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Strand 
End 

Method 

End 

Score 



+ 

6015 
AAT/NAP 
3349 
109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42147 Seq. ID 

87597 Strand 

1 End 
OJ000303_23.0404.Cll.ol.gs Method 

71 End 

none Score 
71. .380 



OJ000303_23.0404-C11 
+ 

6015 
GENSCAN 
380 
.98 



Seq, No. 42147 Seq. ID 

Gene No. 87597 Strand 

Start 1 End 

Name OJ000303_23.0404.Cll.ol.np Method 

Start 1991 End 

GI 4680183 Score 

Exons 1991 . . 3216, 5994 . .6015 
GI Descrip. 



OJ000303_23.0404.C11 
+ 

6015 
AAT/NAP 
6015 
1898 



— — - — — — — ^ . ^ ^ — ^ 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



42393 



Seq. No- 


42147 




Seq. ID 


OJ000303_23.0404.C1 


Gene No. 


87597 




Strand 


+ 


Start 


1 




End 


6015 


Name 


OJ000303 23.0404.C11. 


o2 . gs 


Method 


GENSCAN 


Start 


1991 




End 


3352 


GI 


none 




Score 


1 


Exons 


1991. .3352 








Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404.C1 


Gene No. 


87598 




Strand 


+ 


Start 


7900 




End 


8047 


Name 


OJ000303 23.0404.C11. 


ol.gp 


Method 


AAT/GAP 


Start 


7900 




End 


8047 


GI 


uC-osflcypl77g01al 




Score 


239 


Exons 


7900. .8047 








GI Descrip. 


•4884864/gb|AAD31B46. 


1IAF133530 1 4.0e- 


-12 (AF133530) water 




channel protein MipH 


[Mesembryanthemum crystallinum] ' 



Seq. No. 


42147 


Seq. ID 


OJ000303 


Gene No. 


87599 


Strand 


+ 


Start 


9899 


End 


10549 


Name 


OJ000303 23.0404.Cll.o2.gp 


Method 


AAT/GAP 


Start 


9899 


End 


10549 


GI 


3762453 


Score 


1100 


Exons 


9899.. 10549 






GI Descrip. 


2213615 4.0e-25 (AC000103) 


F21J9 . 9 [Arabidopsis 


Seq. No. 


42147 


Seq. ID 


OJ000303 


Gene No. 


87600 


Strand 


+ 


Start 


12559 


End 


15245 


Name 


OJ000303 23.0404.Cll.o5.gs 


Method 


GENSCAN 


Start 


12559 


End 


15245 


GI 


none 


Score 


.42 


Exons 


12559. .12598, 14 128 .. 14293, 


14454. .14658, 14663 




15035. .15245 







Xll 



.14988, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42147 
87601 
3668 

OJ000303_23. 

3668 

none 

3668. .4008, 
4894. .5270, 



0404.Cll.o3.gs 



4075. 
5352. 



.4116, 
.5527, 



4189. 
5725. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4293, 
.6609 



OJ000303 23.0404.C11 



6609 
GENSCAN 
6609 
.71 

4366. .4555, 



4632. .4819, 



Seq. No. 42147 
Gene No. 87601 
Start 3668 

Name OJ000303_23 . 04 04 . Cll . o3 . np 

Start 3671 
GI 6691716 
Exons 3671.. 4116, 4189.. 4305, 

5352.. 5527, 5725.. 6609 
GI Descrip. (AP000492) hypothetical 

gi I 6691717 | dbj | BAA89397 

[Oryza sativa] 



4456. 



Seq. ID OJ000303_23. 0404. Cll 
Strand 

End 6609 

Method AAT/NAP 

End 6609 

Score 2276 

.4555, 4632.. 4835, 5006.. 5270, 



protein [Oryza sativa] 
II (AP000570) hypothetical protein 



42394 




Seq. No, 


42147 






Seq. ID 


OJ000303_23.0404 


.Cll 


Gene No. 


87602 






Strand 






Start 


9523 






End 


11234 




Name 


OJ000303 23. 


0404 


.Cll.o4 .gs 


Method 


GENSCAN 




Start 


9523 






End 


11163 




GI 


none 






Score 


.9 




Exons 


9523. ;10473, 


10582. .11163 








Seq. No. 


42147 






Seq. ID 


OJ000303_23.0404 


.Cll 


Gene No. 


87602 






Strand . 






Start 


9523 






End 


11234 




Name 


OJ000303 23. 


0404 


. Cll . o4 .np 


Method 


AAT/NAP 




Start 


9634 






End 


11142 




GI 


2213615 






Score 


1214 




Exons 


9634. .11142 












GI Descrip. 


(AC000103) F21J9 


.9 [Arabidopsis thaliana] 




Seq. No. 


42147 






Seq. ID 


OJ000303_23.0404 


.Cll 


Gene No. 


87602 






Strand 






Start 


9523 






End 


11234 




Name 


OJ000303 23. 


0404 


,Cll.o3.gp 


Method 


AAT/GAP 




Start 


10935 






End 


11234 




GI 


2431507 






Score 


546 




Exons 


10935. .11234 












Seq. No. 


42147 






Seq. ID 


OJ000303_23.0404 


.Cll 


Gene No. 


87603 






Strand 






Start 


15551 






End 


18257 




Name 


OJ000303 23. 


0404 


.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6199 






End 


6489 




GI 


none 






Score 


211 




Exons 


6199. .6489 












Seq. No. 


42147 






Seq. ID 


OJ000303_23.0404 


.Cll 


Gene No. 


87603 






Strand 






Start 


15551 






End 


18257 




Name 


OJ000303 23. 


0404 


.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


9650 






End 


10866 




GI 


none 






Score 


105 




Exons 


9650. .9832, 


9655 


..9864, 9868. 


.9993, 9872.-9994, 9995.. 10252, 



10009. .10080, 10105. .10233, 10381.. 10866 



Seq. No. 


42147 








Seq. ID 


OJ000303_23. 0404. Cll 


Gene No. 


87603 








Strand 




Start 


15551 








End 


18257 


Name 


OJ000303 23. 


0404 


.Cll.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9655 








End 


10195 


GI 


none 








Score 


148 


Exons 


9655. .9846, 


9847 


. .10089, 


9848 


. .10090, 


9950.. 10195, 10105. .10164 


Seq. No. 


42147 








Seq. ID 


OJ000303_23. 0404. Cll 


Gene No. 


87603 








Strand 




Start 


15551 








End 


18257 


Name 


OJ000303 23. 


0404 


.Cll.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


9718 








End 


10069 


GI 


none 








Score 


155 


Exons 


9718. .9843, 


9853 


. .10062, 


9866 


. .10069 





42395 



Seq. No. 


42147 




Seq, ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




Start 


15551 




End 


18257 


Name 


OJ000303 23.0404.C11 


.ol . ts 


Method 


TBLASTX: Soybean 


Start 


9721 




End 


10866 


GI 


none 




Score 


115 


Exons 


9721. .9843, 9853.. 10086, 9854. .10078, 


10091. .10222, 




10105. ,10269, 10381. 


.10434, 


10447. .10596, 10448 .. 10540, 




10606. .10866 








Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




Start 


1 £^ i; 1 




End 


18257 


Name 


OJ000303 23.0404.C11 


.o2.tm 


Method 


TBLASTX: Maize 


Start 


10381 




End 


11010 


GI 


none 




Score 


85 


Exons 


10381, .10866, 10714. 


.10842, 


10942.. 11010 


Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




Start 


15551 




End 


18257 


Name 


OJ000303 23.0404.C11 


. o6 . gs 


Method 


GENSCAN 


Start 


15551 




End 


17912 


GI 


none 




Score 


.84 


Exons 


15551. .15717, 15806. 


.15913, 


16491. .1665-9, 16798 .. 16881 , 




17457 .. 17609, 17760. 


. 17912 






Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




Start 


15551 




End 


18257 


Name 


OJ000303 23.0404,C11 


.o3.tm 


Method 


TBLASTX: Maize 


Start 


16194 




End 


17914 


GI 


none 




Score 


44 


Exons 


16194. .16241, 16229. 


.16282, 


16367. .16411, 16371. .16415, 




16372. .16413, 16487. 


.16555, 


16492. .16578, 16496 .. 16525, 




16537. .16578, 16567. 


.16662, 


16588. .16662, 16786 .. 16881, 




16804. .16884, 17452. 


.17610, 


17456. .17611, 17457. .17609, 




17458. .17610, 17748^ 


.17795, 


17750. .17806, 17758 .. 17877 , 




17761. .17913, 17861. 


.17914 






Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




b tar u 


15551 




End 


18257 


Name 


OJ000303 23.0404.C11 


. o5 . np 


Method 


AAT/NAP 


Start 


16447 




End 


18257 


GI 


7291437 




Score 


182 


Exons 


16447. .16572, 16798. 


.16881, 


17457. .17609, 17760 .. 17 912 , 




18194. .18257 








GI Descrip. 


(AE003458) CG4071 gene product [Drosophila melanogaster 


Seq. No. 


42147 




Seq. ID 


OJ000303_23.0404 


Gene No. 


87603 




Strand 




Start 


15551 




End 


18257 


Name 


OJ000303 23.0404.C11 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


16795 




End 


17899 


GI 


none 




Score 


152 



42396 




Exons 16795. .16881, 17452 17604, 17457 .. 17609, 17748 ,. 17795, 

17761. .17859, 17770 17898, 17858.. 17899 . 



Seq. No. 


42147 


Seq. ID 


OJ000303 23.0404.C11 


Gene No . 


87603 


Strand 


_ 


Start 


15551 


End 


18257 


Name 


OJ000303 23.0404.Cll.o4.gp 


Method 


AAT/GAP 


Start 


17470 


End 


17915 


GI 


none 


Score 


549 


Exons 


17470. .17 609, 1.7760. .17915 






Seq. No. 


42148 


Seq. ID 


OJ000303 23.0404.C12 


Gene No . 


87604 


Strand 


_ 


Start 


423 


End 


1316 


Name 


OJ000303 23.0404.C12.ol.gs 


Method 


GENSCAN 


Start 


423 


End 


1213 


GI 


none 


Score 


.78 


Exons 


423. .569, 1112. .1213 






Seq. No. 


42148 


Seq. ID 


OJ000303_23.0404.C12 


Gene No. 


87604 


Strand 




Start 


423 


End 


1316 


Name 


OJ000303 23.0404.C12.ol.gp 


Method 


AAT/GAP 


Start 


1112 


End 


1316 


GI 


uC-osflcyp021al0bl 


Score 


354 


Exons 


1112. .1316 






GI Descrip. 


•5803242/cibj IAP000399.1IAP000399 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 * 




Seq. No. 


42148 


Seq. ID 


OJ000303_23.0404.C12 


Gene No . 


87605 


Strand 




Start 


2549 


End 


2771 


Name 


OJ000303 23.0404.C12.o2.gs 


Method 


GENSCAN 


Start 


2549 


End 


2771 


GI 


none 


Score 


.67 


Exons 


2549. .2681, 2686. .2771 






Seq. No. 


42149 


Seq. ID 


OJ000303_23.0404.C14 


Gene No . 


87606 


Strand 


+ 


Start 


438 


End 


579 


Name 


OJ000303 23.0404.C14.ol.gs 


Method 


GENSCAN 


Start 


438 


End 


579 


GI 


none 


Score 


.86 


Exons 


438. .579 






Seq. No. 


42150 


Seq. ID 


OJ000303_23 . 0404 . C15 


Gene • No . 


87607 


Strand 


+ 


Start 


1 


End 


1692 


Name 


OJ000303 23.0404.C15.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1692 


GI 


7228442 


Score 


725 


Exons 


1..703, 1646. .1692 






GI Descrip - 


(AP001366) EST C28952 {C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prote: 




isolog. (AC003981) [Oryza sativa] 




Seq. No. 


42150 


Seq. ID 


OJ000303_23 . 0404 . C15 



42397 



E . 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



87607 Strand + 

1 End 1692 

OJ000303_23 . 0404 . C15 . ol . gs Method GENSCAN 

102 End 1495 

none Score .54 

102. .410, 521. .592, 1289. .1495 



42150 Seq. ID 

87607 Strand 

1 f End 

OJ000303_23.0404.C15.o2.np Method 

273 End 

5441880 Score 
273. .592 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



OJ000303_23.0404.C15 
+ 

1692 
AAT/NAP 
592 
347 



42151 Seq. ID 

87608 Strand 
1 End 
OJ000303_23 . 0404 . CI 6 . ol . np Method 
1 End 
7228438 Score 
1..146, 536.. 870, 2118.. 2145 

{AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



OJ000303_23.0404.C16 
+ 

6907 
AAT/NAP 
2145 
173 



42151 
87608 
1 

OJ000303_23.0404.C16,ol.gs 
83 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

83. .123, 417. .471, 550. .870, 4201. .4382, 4748.-4968, 5493. .5677, 
5838. .5983, 6245. .6643 



OJ000303_23.0404.C16 
+ 

6907 
GENSCAN 
6643 
.7 



42151 Seq.- ID 

87608 Strand 
1 End 
OJ000303_23 . 0404 . CI 6 . ol . gp Method 
4381 End 
31568_1.R1084 Score 
4381. .4488, 5453. .5749, 5838. .6175, 
'5478530/gb|AAD43920.1|AF130441_l 2.0e-10 (AF130441) 
UVB-resistance protein UVR8 [Arabidopsis thaliana] ' 



OJ000303_23.0404.C16 
+ 

6907 
AAT/GAP 
6393 
1686 
6245.. 6393 



42151 
87608 
1 

OJ000303_23.0404.C16.ol.tm 

5509 

none 



Seq. ID OJ000303_23.0404.C16 

Strand + 

End 6907 

Method TBLASTX : Mai ze 

End 6564 

Score 328 



5509. .5715, 5510. .5755, 5829. .6176, 5837. .6178, 5837. .6175, 
6237.. 6404, 6240.. 6338, 6242.-6346, 6348.. 6563, 6361.. 6564 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42151 
87608 
1 

OJ000303_23.0404.C16.ol.tc 

5820 

none 

5820.. 6032, 5822.. 6010, 5827. 
6236.-6337, 6237.. 6344, 6239. 
6383.-6595, 6582.. 6626 

42151 
87608 
1 

OJ000303_23.0404.C16.ol.ts 

5882 

none 

5882,-6031, 5889.. 6032, 6033. 
6233.-6334, 6237.. 6344, 6240. 
6381. .6644, 6389. .6649, 6390. 
6836. .6907 



Seq- ID OJ000303_23.0404.C16 

Strand + 

End . 6907 

Method TBLASTX : Cress 

End 6626 

Score 223 

.6039, 6033. .6152, 6050.. 6151, 
.6337, 6240.. 6347, 6381-.6593, 



Seq. ID OJ000303_23.0404.C16 

Strand + 

End 6907 

Method TBLASTX : Soybean 

End 6907 

Score 147 

.6176, 6053.-6199, 6225- -6341, 
.6347, 6249.-6341, 6381-.6659, 
.6485, 6435. .6557, 6766. .6906, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42152 Seq. ID 

87609 Strand 

5784 End 

OJ000303_23 .0404. 017 . o2 . gs Method 

5784 End 

none Score 



OJ000303_23.0404 .C17 
+ 

7789 
GENSCAN 
7789 
.64 



5784. .6338, 6542.-6626, 7356. .7383, 7461-.7495, 7623. .7789 



Seq. No. 42152 Seq. ID 

Gene No. 87610 Strand 

Start 81 End 

Name OJ000303_23 - 0404 . C17 . ol . gp Method 

Start 81 End 

GI none Score 

Exons 81.-542 



OJ000303_23.0404.C17 

5815 
AAT/GAP 
542 
820 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42152 Seq. ID 

87610 Strand 

81 End 

OJ000303_23.0404.C17.ol.gs Method 

233 End 

none Score 



OJ000303_23.0404.C17 

5815 
GENSCAN 
5656 
. 64 



233-. 314, 496. .629, 757.-966, 1044-.1125, 1933. .2120, 
2498-. 2623, 2696.. 2806, 3065-.3184, 3602.. 3694, 4148.. 4282, 
4347-. 4493, 5093. .5245, 5429. .5656 



42152 
87610 
81 

OJ000303_23-0404.C17.ol.np 
2008 
4850401 

2008.. 2085, 2280 
3602.. 3694, 4347 



OJ000303 23.0404-C17 



Seq. ID _ 
Strand 

End 5815 
Method AAT/NAP 
End 5815 
Score 1646 
.2378, 2498.. 2623, 2696.-2806, 3065.. 3184, 
.4493, 5093. .5317, 5429.-5666, 5769.-5815 
(AC007357) Strong similarity to gblU29610 Actin-like protein 
{Arp3) from Acanthamoeba castellanii and is a member of the 
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PFt 00022 Actin family. [Arabidopsis thaliana] 



Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No. 


87611 








Strand 


- 


Start 


9023 








End 


10182 


Name 


OJ000303 23, 


0404 


.C17.04 


. ts 


Method 


TBLASTX : Soybean 


Start 


137 








End, 


372 


GI 


none 








Score 


82 


Exons 


137. .211, 236. .364, 238 


. .312, 


337. .372 




Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No. 


87611 








Strand 




Start 


9023 








End 


10182 


Name * 


OJ000303 23. 


0404 


,C17.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1984 








End 


3706 


GI 


none 








Score 


117 


Exons 


1984 . . 2088/ 


2007 


, . 2090, 


2009. 


.2086, 2275,-2379, 2280.. 2381, 




2281. .2379, 


2513 


. .2626, 


2514. 


.2624, 2684.. 2809, 2697.. 2807, 




3042. .3152, 


3062 


. . 3184, 


3065. 


.3187, 3066.-3185, 3067., 3204, 




3597 . . 3695, 


3598 


. . 3696, 


3602. 


.3706, 3602.-3700 


Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No. 


87611 








Strand 




Start 


9023 








End 


10182 


Name 


OJ00G303_23. 


0404 


.C17.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


1999 








End 


3145 


GI 


none 








Score 


131 


Exons 


1999. .2085, 


2000 


. . 2086, 


2004. 


.2090, 2283.. 2381, 2287.-2373, 




2480. .2626, 


2493 


. .2624, 


2525. 


.2626, 2684.. 2809, 2709.. 2807, 




2714 . .2809, 


3062 


. . 3145, 


3066. 


.3143 




Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No, 


87611 








Strand 




Start 


9023 








End 


10182 


Name 


OJ000303_23. 


0404 


.C17.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


2275 








End 


2734 


GI 


none 








Score 


144 


Exons 


2275 . . 2379, 


2280 


. . 2381, 


2281, 


.2373, 2318-, 2380, 2480.. 2626, 




2499. ,2624, 


2684 


. . 2734, 


2696. 


.2734 




Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No. 


87611 








Strand 




Start 


9023 








End 


10182 


Name 


OJ000303 23. 


0404 


,C17.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


3146 








End 


7890 


GI 


none 








Score 


114 


Exons 


3146. .3184, 


3591 


. .3695, 


3598. 


.3699, 3602,, 3709, 3602.. 3700, 




4345. .4488, 


4347 


. .4496, 


4353. 


.4499, 5066,. 5251, 5093.. 5251, 




7795, .7890 












Seq. No. 


42152 








Seq. ID 


OJ000303_23.0404.C17 


Gene No. 


87611 








Strand 




Start 


9023 








End 


10182 


Name 


OJ000.303 23, 


0404 


.C17.01 


,tc 


Method 


TBLASTX: Cress 


Start 


3597 








End 


5246 


GI 


none 








Score 


119 


Exons 


3597. ,3695, 


3597 


. .3698, 


3601. 


.3699, 3602.. 3709, 3602.. 3700, 



42400 



4345. .4494, 
5094. .5246 



4347.. 4496, 4353.. 4496, 5093,. 5245, 5094.. .5210, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
St art ^ 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42152 
87611 
9023 

OJ000303_23. 

4341 

none 

4341. .4481, 
5104. .5274, 

42152 
87611 
9023 

OJ000303_23. 

5111 

none 

5111. .5317, 

42152 
87611 
9023 

OJ000303_23. 

5282 

none 

5282. .5320, 
5573. .5665, 

42152 
87611 
9023 

OJ000303_23, 

5477 

none 

5477. .5557, 
5777. .5818 



0404.C17.ol.tm 



4345. .4482, 4418, 
5105. .5284 



0404.C17.o2.tw 



5118. .5210 



0404.C17.o2.ts 



5282.. 5320, 5426. 
5589.. 5663, 5769. 



0404.C17.o3.tm 



5493.. 5558, 5585. 



Seq. ID OJ000303_23.0404 .C17 
Strand 

End 10182 

Method TBLASTX : Maize 

End 5284 

Score 195 

.4483, 5090. .5284, 5091. .5207, 



Seq. ID OJ000303_23.0404.C17 
Strand 

End 10182 

Method TBLASTX : Wheat 

End 5317 

Score 77 



Seq. ID OJ000303_23.0404.C17 
Strand 

End 10182 

Method TBLASTX : Soybean 

End 5828 

Score 61 

.5530, 5426.. 5569, 5493.. 5561, 
.5828, 5777.. 5809 

Seq. ID OJ000303_23.0404.C17 
Strand 

End 10182 

Method TBLASTX : Maize 

End 5819 

Score 70 

.5665, 5589.-5666, 5766. .5819, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



■Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



42152 
87611 
9023 

OJ000303_23. 

5534 

none 

5534. .5566, 
5769. .5825, 



0404.C17.o3.tw 



5535.. 5567, 5562, 
5777. .5824 



42152 
87611 
9023 

OJ000303_23 .0404. C17 . o3 . gs 

9023 

none 

9023. .9209, 10001. ,10182= " 

42153 
87612 



Seq. ID OJ000303_23.0404.C17 
Strand 

End 10182 

Method TBLASTX : Wheat 

End 5825 

Score 50 

.5663, 5570.. 5665, 5631.. 5675, 



Seq. ID OJ000303_23.0404.C17 
Strand 

End 10182 

Method GENSCAN 

End 10182 

Score .94 



Seq. ID OJ000303_23.0404.C18 
Strand + 



42401 




start 


56 ' . 


End 


438 


Name 


OJ000303 23.0404 .C18.ol.gs 


Method 


GENSCAN 


Start 


56 


End 


438 


GI 


none 


Score 


.98 


Exons 


56. .438 






Seq. No. 


42154 


Seq. ID 


OJ000303_23.0404.C19 


Gene No . 


87613 


Strand 




Start 


1 


End 


1679 ' 


Name 


OJ000303 23.0404.C19.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1376 • 


GI 


7228442 


Score 


1355 


Exons 


1. .1376 






GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA prot 




isolog. {AC003981) [Oryza sativa] 




Seq. No. 


42154 


Seq. ID 


OJ000303 23.0404.C19 


Gene No. 


87613 


Strand 




Start 


1 


End 


1679 


Name 


OJ000303 23.0404.C19.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


338 


GI 


none 


Score 


80 


Exons 


1..111, 3., 338 






Seq. No. 


42154 ' 


Seq. ID 


OJ000303 23.0404..C19 


Gene No. 


87613 


Strand 




Start 


1 


End 


1679 


Name 


OJ000303 23.0404.C19.ol.gs 


Method 


GENSCAN 


Start 


330 


End 


1628 


GI 


none 


Score 


.56 


Exons 


330.. 1040, 1454.. 1628 






Seq. No. 


42154 


Seq. ID 


OJ000303 23.0404.C19 


Gene No. 


87613 


Strand 




Start- 


1 


End 


167 9 


Name 


OJ000303 23.0404.C19.o2.np 


Method 


AAT/NAP 


Start 


1416 


End 


1679 


GI 


5042454 


Score 


84 


Exons 


1416. .1679 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


42155 


Seq. ID 


OJ000303_23.0404.C20 


Gene No. 


87614 


Strand 


+ 


Start 


155 


End 


597 


Name 


OJ000303 23.0404.C20.ol.gs 


Method 


GENSCAN 


Start 


155 


End 


597 


GI 


none 


Score 


.85 


Exons 


155.. 209, 228.. 303, 465.. 597 






Seq. No. 


42155 


Seq. ID 


OJ000303_23.0404.C20 


Gene No. 


87615 


Strand 


+ 


Start 


1143 


End 


4407 


Name 


OJ000303 23.0404.C20-ol.np 


Method 


AAT/NAP 


Start 


1143 


End 


4404 


GI 


6907089 


Score 


4258 


Exons 


1143. .2404, 2503. .4404 







42402 



GI Descrip. (AP001129) hypothetical protein [Oryza sativa] 



Seq. No. 


42155 


Seq. ID 


OJ000303 


_23, 


,0404. C20 


Gene No. 


87615 


Strand 


+ 






Start 


1143 


End 


4407 






Name 


OJ000303 23.0404.C20.o2 


. gs Method 


GENSCAN 






Start 


1143 


End 


4407 






GI 


none 


Score 


.81 






Exons 


1143. .2130, 2236. .2404, 


2503.. 2598, 2910.. 3184, 


3230. .4407 


Seq. No. 


42155 


Seq. ID 


OJ000303_ 


_23. 


.0404. C20 


Gene No. 


87616 


Strand 


+ 






Start 


11280 


End 


12135 






Name 


OJ000303 23.0404.C20.o3, 


. np Method 


AAT/NAP 






Start 


11280 


End 


12135 






GI 


5922623 


Score 


271 






Exons 


11280. .11360, 11733. .11892, 12060.. 12135 






GI Descrip. 


{AP000492) hypothetical 


protein [Oryza 


sativa] 








gi| 6016856 Idbj IBAA85199, 


.11 (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


42155 


Seq. ID 


OJ000303_ 


23. 


.0404. C20 


Gene No. 


87616 


Strand 


+ 






Start 


11280 


End 


12135 






Name 


OJ000303 23.0404.C20.o4. 


. np Method 


AAT/NAP 






Start 


11280 


End 


12135 






GI 


5922623 


Score 


269 






Exons 


11280.-11360, 11733. .11892, 12060.. 12135 






GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gil 6016856 Idbj IBAA85199. 


.11 (AP000570) : 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


42155 


Seq. ID 


OJ00G303_ 


23. 


0404. C20 


Gene No. 


87617 


Strand 


+ 






Start 


12044 


End 


12313 






Name 


OJ000303 23.0404.C20.o5. 


. np Method 


AAT/NAP 






Start 


12044 


End 


12313 






GI 


7523512 


Score 


104 






Exons 


12044. .12313 










GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 







Seq. No. 42155 Seq. ID 

Gene No. 87618 Strand 

Start 14503 End 

Name OJ000303_23 . 04 04 , C20 . o4 . gs Method 

Start 14503 End 

GI none Score 

Exons 14503. .14937 



OJ000303_23. 0404,020 
+ 

14937 
GENSCAN 
14937 
.45 



Seq. No. 42155 Seq. ID 

Gene No. 87618 Strand 

Start 14503 End 

Name OJ000303_23 .0404. C20 . o6 . np Method 

Start 14671 End 

GI 2852684 Score 

Exons 14671. .14937 

GI Descrip. {AF017751) resistance protein candidate [Lactuca sativa] 



OJ000303_23. 0404. 020 
+ 

14937 
AAT/NAP 
14937 
124 



42403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42155 Seq. ID OJ000303_23 . 04 04 . C20 

87619 Strand 

4415 End 4889 

OJ000303_23 . 0404 . C20 . ol . gp Method AAT/GAP 

4415 End 4889 

2428323 Score 693 

4415. .4889 

5803242/dbj I AP000399.il AP000399 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42155 Seq. ID 

87620 Strand 

5052 End 

OJ000303_23.0404 .C20.o2.np Method 

5052 End 

7228457 Score 



OJ000303_23.0404.C20 

11203 
AAT/NAP 
11203 
9374 



5052. .6602, 6669. .7820, 7943. .8777, 8841. .10776, 10837. .11203 
(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 


42155 








Seq. ID 


OJ000303_23.0404 


.C20 


Gene No . 


87620 








Strand 






Start 


5052 








End 


11203 




Name 


OJ000303 23. 


0404 


.C20.O7 


.tw 


Method 


TBLASTX: Wheat 




Start 


5061 








End 


5663 




GI 


none 








Score 


78 




Exons 


5061. .5186, 


5065 


. .5187, 


5372. 


.5662, 5379.-5663, 5380.. 5658 


Seq. No. 


42155 








Seq. ID 


OJ000303_23.0404 


.C20 


Gene No. 


87620 








Strand 






Start 


5052 








End 


11203 




Name 


OJ000303 23. 


0404 


,C20.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5664 








End 


6045 




GI 


none 








Score 


160 




Exons 


5664. .6044, 


5695 


, .5943, 


5989. 


.6045 






Seq. No. 


42155 








Seq. ID 


.OJ000303_23.0404 


.C20 


Gene No. 


87620 








Strand 






Start 


5052 








End 


11203 




Name 


OJ000303 23. 


0404 


.C20.O3 


. tm 


Method 


TBLASTX: Maize 




Start 


5859 








End 


6182 




GI 


none 








Score 


194 




Exons 


5859. .6182, 


5872 


. .6153 










Seq. No. 


42155 








Seq. ID 


OJ000303_23.0404 


.C20 


Gene No, 


87620 








Strand 






Start 


5052 








End 


11203 




Name 


OJ000303 23. 


0404 


.C20.O8 


.tw 


Method 


TBLASTX: Wheat 




Start 


6375 








End 


6687 




GI 


none 








Score 


68 




Exons 


6375. ,6635, 


6511 


. .6687 










Seq. No. 


42155 








Seq. ID 


OJ000303_23.0404 


.C20 


Gene No. 


87620 








Strand 






Start 


5052 








End 


11203 





42404 



Name OJ000303_23 . 0404 . C20 . o2 . ts Method 

Start 6435 End 

GI 5666795 Score 

Exons 6435.-6635, 6690.. 6827, 6903.. 7001 

GI Descrip. 4206306 2.0e-10 {AF049110) prpol [Zea mays] 



TBLASTX: Soybean 
7001 
68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42155 
87620 
5052 

OJ000303_23.0404.C20.o5.tw 

6690 

none 



Seq. ID OJ000303_23.0404 .C20 
Strand 

End 11203 
Method , . TBLASTX: Wheat 
End 10150 
Score 88 



6690. .6839, 6691. .6828, 6693. .6830, 6886. .7104, 6900. .7124, 
6927. .7148, 10097. .10150 



Seq. No. 42155 

Gene No. 87620 

Start 5052 

Name OJ000303_23. 0404 .C20.ol.ts 

Start 7749 

GI none 

Exons 7749.. 8120, 7960.. 8103 

Seq. No. 42155 

Gene No. 87620 

Start 5052 

Name OJ000303_23 . 0404 . C20 . o2 . tw 

Start 7774 

GI none 

Exons 7774.-8199, 7779.. 8198 



Seq. ID OJ000303_23.0404.C20 
Strand 

End 11203 

Method TBLASTX : Soybean 

End 8120 

Score 90 



Seq. ID OJ000303_23.0404.C20 
Strand 

End 11203 

Method TBLASTX : Wheat 

End 8199 

Score 339 



Seq. No. 42155 

Gene No. 87620 

Start 5052 

Name OJ000303_23. 0404 .C20 . o2 . tm 

Start 7872 

GI none 

Exons 7872.. 8255, 7891.. 8256 



Seq. ID OJ000303_23.0404 .C20 
Strand 

End 11203 

Method TBLASTX : Mai ze 

End 8256 

Score 230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42155 
87620 
5052 

OJ000303_23.0404 .C20.ol.tm 

8283 

none 



Seq. ID OJ000303_23.0404.C20 
Strand 

End 11203 

Method TBLASTX :Maize 

End 8639 

Score 67 



8283. .8399, 8283. .8639, 8293. .8604 



Seq. No. 42155 

Gene No. 87620 

Start 5052 

Name OJ000303_23 . 0404 . C20 . ol . tw 

Start 8307 

GI none 

Exons 8307.. 8768, 8308.. 8769 



Seq. ID OJ000303_23.0404,C20 
Strand 

End 11203 

Method TBLASTX : Wheat 

End 87 69 

Score 396 



Seq. No. 
Gene No. 



42155 
87620 



Seq. ID OJ000303_23.0404 .C20 
Strand 



42405 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5052 

OJ000303_23.0404 .C20.o3.ts 

8364 

none 

8364. .8498, 8505. .8729 

42155 
87620 
5052 

OJ000303_23.0404.C20.o3.tw 

8934 

none 



End 11203 

Method TBLASTX : Soybean 

End 8729 

Score 117 



Seq. ID OJ000303_23.0404.C20 
Strand 

End 11203 

Method TBLASTX : Wheat 

End 9420 

Score 175 



8934. .9419, 8965.. 9225, 8991. .9407, 9247.. 9420 



42155 
87620 
5052 

OJ000303_23.0404 .C20-o6.tw 
10158 
none 

10158. .10415, 10270. .10431, 10398 .. 104 96, 10399 10479, 
10503. .10550 



Seq. ID OJ000303_23.0404.C20 
Strand 

End 11203 

Method TBLASTX : Wheat 

End 10550 

Score 80 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42155 
87620 
5052 

OJ000303_23 . 0404 . 020 . o4 . tm 
10260 
none 

10260. .10508, 10261.. 10545 

42156 
87621 
59 

OJ000303_23. 0404 .021. ol.gs 
59 

none 

59. .115, 155. .225, 456. .537, 1168. .1263 



Seq. ID OJ000303_23. 0404.020 
Strand 

-End 11203 

Method TBLASTX : Mai ze 

End 10545 

Score 8 6 



Seq. ID OJ000303_23. 0404 -021 

Strand + 

End 1263 

Method GENSCAN 

End 1263 

Score .89 



42157 
87622 
88 

OJ000323_10.0413.Ol.ol.gs 
88 

none 

88. .917, 1726. .1730 

42157 
87622 
88 

OJ000323_10.0413.01.ol.gp 

1058 

none 

1058. .1309 



Seq. ID OJ000323_10. 0413.01 

Strand" + 

End 1730 

Method GENSCAN 

End 1730 

Score . 62 



Seq. ID OJ000323_10. 0413.01 

Strand + 

End 1730 

Method AAT/GAP 

End 1309 

Score 4 87 



Seq. No. 
Gene No. 



42157 
87623 



Seq. ID OJ000323_10. 0413.01 
Strand + 



42406 



start 1990 End 4503 

Name OJ000323_10.04i3.Cl.ol.np Method AAT/NAP 

Start 1990 End 4503 

GI 7228438 Score 397 

Exons 1990.. 2020, 3846.. 4503 

GI Descrip. {AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 42157 Seq. ID OJ000323 

Gene No. 87623 Strand + 

Start 1990 End 4503 

Name OJ000323_10. 0413.C1 .o2 .gs Method GENSCAN 

Start 2911 End 4259 

GI none Score . 95 

Exons 2911.. 2997, 3308.. 4259 



10. 0413. CI 



Seq. No. 42157 

Gene No. 87623 

Start 1990 

Name OJ000323_10 . 0413 . CI . ol . tm 

Start 3911 

GI none 

Exons 3911.. 4000, 3919.. 3960, 4021. 
4430.. 4501 



Seq. ID OJ000323_10.0413.C1 

Strand + 

End 4503 

Method TBLASTX : Mai ze 

End 4501 

Score 60 

.4314, 4082. .4381, 4423. .4482, 



Seq. No. 42157 

Gene No. 87623 

Start 1990 

Name OJ000323_10 . 0413 . CI . ol . tw 

Start 4231 

GI none 
Exons 



Seq. ID OJ000323_10.0413.C1 



Strand 
End 

Method 

End 

Score 



4503 

TBLASTX: Wheat 

4503 

148 



4231. .4323, 4232. .4390, 4378. .4503, 4400. .4501 



Seq. No. 42158 Seq. ID 

Gene No. 87624 Strand 

Start 1 End 

Name OJ000323_10.0413.C2.ol.np Method 

Start 1 End 

GI 5441880 Score 

Exons 1..21, 326.. 464, 3035.. 3125 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000323_10.0413.C2 
+ 

10864 
AAT/NAP 
3125 
55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42158 Seq. ID 

87624 Strand 

1 End 

OJ000323_10 . 04 13 . C2 . o2 . np Method 

1 End 

7228442 Score 



OJ000323_10.0413.C2 
+ 

10864 
AAT/NAP 
10864 
714 

10412, 10843.. 10864 



1..25, 8588.. 9498, 9541.. 9971, 10020. 
{AP001366) EST C28952 {C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 



42158 



Seq, ID OJ000323 10. 0413. C2 



42407 




Gene No. 


87624 




Strand 


+ 


Start 


1 




End 


10864 


Name 


OJ000323 10.0413.C2.ol. 


gs 


Method 


GENSCAN 


Start 


95 




End 


727 


GI 


none 




Score 


.65 


Exons 


95. .727 








Seq- No. 


42158 




Seq, ID 


OJ000323_10.0413.C2 


Gene No. 


87624 




Strand 


+ 


Start 


1 




End 


10864 


Name, 


OJ000323 10.0413.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


1218 




End 


1484 


GI • 


uC-osflcypll8f04al 




Score 


502 


Exons 


1218. .1484 








GI Descrip. 


•5257262/dbj IBAA81761.il 2.0e 


-09 (AP000364) hypothetical protein 




[Oryza sativa] ' 








Seq. No. 


42158 




Seq, ID 


OJ000323_10.0413.C2 


Gene No. 


87625 




Strand 




Start 


1665 




End 


2008 


Name 


OJ000323 10.0413.C2.o2. 




Method 


AAT/GAP 


Start 


1665 




End 


2008 


GI 


700010 




Score 


657 


Exons 


1665. .2008 








GI Descrip. 


5257262/clbj IBAA81761 . 1 1 


2.0e- 


09 (AP000364) hypothetical protein 




[Oryza sativa] 








Seq. No. 


42158 




Seq, ID 


OJ000323_10.0413.C2 


Gene No. 


87626 




Strand 




Start 


4266 




End 


5742 


Name 


OJ000323 10.0413.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1666 




End 


1960 


GI 


none 




Score 


102 


Exons 


1666. .1866, 1667. .1870, 


1668. 


.1883, 1910.. 1960, 1915,. 1956 


Seq. No. 


42158 




Seq. ID 


OJ000323_10.0413.C2 


Gene No. 


87626 




Strand 




Start 


4266 




End 


5742 


Name 


OJ000323 10.0413.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1761 




End 


4346 


GI 


none 




Score 


171 


Exons 


1761,-2048, 1763.. 2032, 


1771. 


.2049, 1830., 2048, 4250.. 4345, 




4260, .4346, 4261. .4344 








Seq. No. 


42158 




Seq. ID 


OJ000323_10.0413.C2 


Gene No. 


87626 




Strand 




Start 


4266 




End 


5742 


Name 


OJ000323 10,0413.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4260 




End 


4512 


GI 


none 




Score 


107 


Exons 


4260,. 4412, 4260.. 4436, 


4273. 


.4413, 4274. .4441, 4458. .4508, 




4459, ,4512 








Seq. No. 


42158 




Seq, ID 


OJ000323_10.0413.C2 


Gene No. 


87626 




Strand 




Start 


4266 




End 


5742 


Name 


OJ000323 10.0413.C2.o3. 


gp 


Method 


AAT/GAP 



42408 




start 


4266 


End 


5742 


GI 


LIB3432-046-P1-K1-A1 


Score 


767 


Exons 


4266.-4498, 5561.. 5742 






GI DescriD. 


*5257262/cibj | BAAS 17 61. 1 1 2.0e 


-15 (AP000364) hypothetical proteir 




[Oryza sativa] * 






Seq. No. 


42158 


Seq. ID 


OJ000323_10.0413.C2 


Gene No. 


87627 


Strand 




Start 


8810 


End 


9512 


Name 


OJ000323 10.0413.C2.o2.tm 


Method 


TBLASTX:Maize 


Start 


8810 


End 


9395 


GI 


none 


Score 


179 


Exons 


8810. .8920, 8972.. 9202, 8979. 


.9269, 9279.. 9395, 9314.. 9355 


Seq. No. 


42158 


Seq. ID 


OJ000323_10.0413.C2 


Gene No. 


87627 


Strand 




Start 


8810 


End 


9512 


Name 


OJ000323 10.0413.C2,ol.tw 


Method 


TBLASTX: Wheat 


Start 


9119 


End 


'9512 


GI 


none 


Score 


142 


Exons 


9119.. 9211, 9120.. 9293, 9278. 


.9463, 9279.. 9512 


Seq. No. 


42159 


Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87628 


Strand 


+ 


Start 


1147 


End 


2908 


Name 


OJ000323 10.0413.C3.ol.gs 


Method 


GENSCAN 


Start 


1147 


End 


2908 


GI 


none 


Score 


.95 


Exons 


1147. .1234, 1731. .2908 






Seq. No. 


42159 


Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87628 


Strand 


+ 


Start 


1147 


End 


2908 


Name 


OJ000323 10.0413.C3.ol.np 


Method 


AAT/NAP 


Start 


1814 


End 


2905 


GI 


6862930 


Score 


1128 


Exons 


1814. .2905 






GI Descrip. 


(AC018907) putative glycosyl 


transferase [Arabidopsis thaliana] 


Seq. No. 


42159 


Seq. ID 


OJ000323_10.0413.C3 


Gene No . 


87628 


Strand 


+ 


Start 


1147 


End 


2908 


Name 


OJ000323 10.0413.C3.ol.gp 


Method 


AAT/GAP 


Start 


2252 


End 


2764 


GI 


uC-osroM202030cl0al 


Score 


998 


Exons 


2252. .2764 






GI Descrip. 


*2104536/gb|AAC78704.1| 9.0e- 


•49 (AF001308) predicted glycosyl 




transferase [Arabidopsis thaliana] ' 




Seq. No. 


42159 


Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87629 


Strand 


+ 


Start 


9458 


End 


13697 


Name 


OJ000323 10.0413.C3.o4.gs 


Method 


GENSCAN 


Start 


9458 


End 


13691 


GI 


none 


Score 


.83 



Exons 9458.. 9568, 104 92 .. 10656, 10735 .. 10853, 1114 1 .. 11215, 

11645. .11738, 11821. .11880, 12056 .. 12121, 12204 .. 12302, 



42409 



13355. .13457, 13615. .13691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42159 
87629 
9458 

OJ000323_10.0413.C3.o2.np 
9469 
547911 



Seq. ID OJ000323_10.0413.C3 
Strand + 

13697 
AAT/NAP 
13697 
373 



End 

Method 
End 
Score 

9469. .9583, 104 92 .. 10656, 10735. . 10853, 11141 .. 11215, 
11645. .11738, 11821. .11880, 12056. . 12121, 12204 .. 12302 , 
12874. .12918, 13355 .. 13457, 13615.. 13697 

M025 PROTEIN gi | 2143483 | pir | 1 157997 hypothetical calcium-binding 
protein - mouse gi I 262934 I gb I AAB24801 . 1 1 (S51858) putative Ca2 + 
binding protein [mice, embryos, Peptide, 341 aa] [Mus sp.] 





Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413.C3 




Gene No. 


87630 








Strand 


+ 




Start 


20042 








End 


20188 




Name 


OJ000323 10. 


0413. 


C3.06. 


gs 


Method 


GENSCAN 




Start 


20042 








End 


20188 




GI 


none 








Score 


.55 




Exons 


20042. .20188 














Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413.C3 


I. u 


Gene No. 


87631 








Strand 




1 w 

r n 


Start 


2975 








End 


3401 




Name 


OJ000323 10. 


0413. 


C3.o2. 


gp 


Method 


AAT/GAP 


I y 


Start 


2975 








End 


3401 


i_ ^ 


GI 


none 








Score 


787 


lit 


Exons 


2975. .3401 














Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413.C3 


E L§ 


Gene No. 


87632 








Strand 






Start 


3674 








End 


4368 


r 


Name 


OJ000323 10. 


0413. 


C3.02. 


gs 


Method 


GENSCAN 




Start 


3674 








End 


4368 




GI 


none 








Score 


.43 




Exons 


3674. .3876, 


4060. 


.4097, 


4172. 


.4368 




£3 


Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413-C3 




Gene No. 


87633 








Strand 






Start 


14250 








End 


18495 




Name 


OJ000323 10. 


0413. 


C3.04. 


tm 


Method 


TBLASTX: Maize 




Start 


1925 








End 


2212 




GI 


none 








Score 


64 




Exons 


1925. .1984, 


1930. 


.1974, 


1996. 


.2211, 1997.. 2212 




Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413.C3 




Gene No. 


87633 








Strand 






Start 


14250 








End 


18495 




Name 


OJ000323 10. 


0413. 


C3.04. 


tc 


Method 


TBLASTX: Cress 




Start 


1943 








End 


2332 




GI 


none 








Score 


45 




Exons 


1943. .1984, 


1945. 


.1983, 


2003. 


.2152, 2011.. 2154, 2216.. 2332 




Seq. No. 


42159 








Seq. ID 


OJ000323_10.0413.C3 




Gene No. 


87633 








Strand 





42410 



start 
Name 
Start 
GI 

Exons 



14250 

OJ000323_10.0413.C3.ol.ts 

2038 

none 

2038.. 2133, 2039.. 2149, 2212. 
2425.. 2481, 2530.. 2874, 2531. 



End 18495 

Method TBLASTX : Soybean 

End 2878 

Score 125 

.2316, 2216.. 2323, 2393.. 2503, 
.2878 



Seq. No. 42159 

Gene No. 87633 

Start 14250 

Name OJ000323_10 . 04 13 . C3 . ol . tm 

Start 2221 

GI none 

Exons 2221.. 2481, 2276.. 2326, 2396. 
2753. .2860 



OJ000323_10.0413.C3 
18495 

TBLASTX: Maize 

2860 

89 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2500, 2530.. 2856, 2531.. 2860, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42159 
87633 
14250 

OJ000323_10.0413.C3.ol.tc 

2416 

none 



Seq. ID OJ000323_10.0413.C3 



Strand 
End 

Method 

End 

Score 



18495 

TBLASTX: Cress 

2812 

107 



2416. .2481, 2417. .2497, 2530. .2811, 2531. .2812 



42159 
87633 
14250 

OJ000323_10.0413.C3.o2.tm 

9454 

none 

9454.. 9495, 94 
10491. .10661, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000323 10. 0413. C3 



66. .95 
10492. 
11111. 
11645. 
12048. 
12203. 
12872. 
13354. 



67, 94 
.10665 
.11218 
.11740 
.12131 
.12304 
.12925 
,13461 



67 



10723. .10851, 
11643. .11738, 
11818. .11880, 
12203. .12304, 
12872. .12934, 
13353. .13460, 

42159 
87633 
14250 

OJ000323_10.0413.C3.o3.ts 

9500 

none 



18495 

TBLASTX: Maize 
13673 
100 

..9574, 9525.. 9575, 10489 .. 10659, 
10721. .10804, 10722. .10853, 
11127. .11216, 11147. .11218, 
11814. .11879, 11815. .11880, 
12053. .12121, 12195. .12302, 
12844. .12921, 12859 .. 12921, 
13352. .13459,- 13352 .. 13459, 
13614.. 13673 

Seq. ID OJ000323_10.0413.C3 



Strand 

End' 

Method 

End 

Score 



18495 

TBLASTX: Soybean 

10815 

77 



9500. .9571, 10483. .10653, 104 91 .. 10655, 104 92 .. 10656, 
10732. .10815, 10737.. 10814 



Seq. No. 42159 

Gene No. 87633 

Start 14250 

Name OJ000323_10 . 0413 . C3 . o2 . tc 

Start 14244 

GI none 

Exons 14244. .14456, 14278 .. 14448, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000323_10.0413.C3 
18495 

TBLASTX: Cress 

14645 

72 



14505. .14645, 14551. .14619 



Seq. No. 



42159 



Seq. ID OJ000323_10.0413.C3 

42411 




Gene No. 


87633 




Strand 




Start 


14250 




End 


18495 


Na.nie 


OJ000323 10 0413 C3 


o3 .np 


Method 


AAT/NAP 


^ cox. L. 


14250 ~ 




End 


18495 


ox 


2760837 




Score 


1271 


P von Q 


14250 14690 15257 


.16110, 


18204. .18495 




^ \j \j •J ^ \j ■•J f ^ Li I. ci c X V 


cytochrome P450 [Arabidopsis thaliana] 


O C ^ ■ IN . 


42159 




Seq. ID 


OJ000323_10.0413.C3 




87633 




Strand 




Start 


14250 




End 


18495 


Name 


OJ000323 10.. 0413. C3. 


o2 . ts 


Method 


TBLASTX: Soybean 




14265 




End 


18393 




none 




Score 


98 




14265 14459, 14275 


.14454, 


14505. .14684, 14548 .. 14 685, 




1 5302 154 57 1^303 


.15458, 


15569. .15649, 15875 .. 15988 , 




15876 15989, 16037 


.16111, 


16038. .16094, 18286.. 18393 


Seq. No. 


42159 




Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87633 




Strand 




Start 


14250 




End 


18495 


Name 


OJ000323 10 0413 C3 


o3. tm 


Method 


TBLASTX: Maize 


O C dX L- 


14274 ~ 




End 


14685 




none 




Score 


73 


von Q 


14274 14420 14274 


,14684, 


14410. .14466, 14548. .14685 




491 5Q 

ri ^ X ^ 17 




Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87633 




Strand 




Start 


14250 




End 


18495 




OJ000323 10 0413 C3 


O 1 tiJ 
wX • LW 


Method 


TBLASTX: Wheat 




X T 1 -J ^ 




End 


14706 




none 




Score 


78 


F von Q 


14439 14465 14505 


.14603, 


14548. .14655, 14 607 .. 14705, 




14608 14706 








Cparr Mo 

o c • i^HJ • 


42159 




Seq. ID 


OJ000323_10.0413.C3 


Gene No. 


87633 




Strand 




Start 


14250 




End 


18495 


Name 


OJ000323 10 0413 C3 


o5.tm 


Method 


TBLASTX: Maize 


Start 


15254 " 




End 


16120 


O-L ^ 


none 




Score 


128 


P von Q 


15254 15454 15255 


.15455, 


15557. .15727, 15875. . 15994, 




16007 16120 








Seq, No, 


42159 




Seq. ID 


OJ000323_10.0413.C3 


Gene No, 


87633 




Strand 




Start 


14250 




End 


18495 


Msm^ 


OlT000323 10 0413 r3 


o3.tc 


Method 


TBLASTX: Cress 




15260 ~ 




End 


15694 


ox 


nono 




Score 


97 


von Q 


15960 154 54 15961 


.15455, 


15557. .15694 


Seq. No. 


42160 




Seq. ID 


OJ000323_10,0413,C4 


Gene No. 


87634 




Strand 


+ 


Start 


1025 




End 


1324 


Name 


OJ000323 10. 0413. C4. 


ol.gs 


Method 


GENSCAN 


Start 


1025 




End 


1324 



42412 



GI none 

Exons 1025.. 1324 

Seq. No. 42161 

Gene No. 87635 

Start 1 

Name . OJ000323_10 . 0413 .C5 . ol . gp 

Start 1 

GI none 

Exons 1..201 



Score .92 



Seq. ID OJ000323_10.0413.C5 

Strand + 

End 201 

Method AAT/GAP 

End 201 

Score 387 



Seq. No. . 42161 Seq. ID 

Gene No. 87636 Strand 

Start 883 End 

Name OJ000323_10 . 04 13 . C5 . ol . gs Method 

Start 883 End 

GI none Score 

Exons 883.. 939 



OJ000323_lp.0413.C5 
939 

GENSCAN 

939 

.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ000323_10.0413.C6 
Strand + 
End 6966 
Method AAT/NAP 
End 6772 
Score 602 
569. .620, 3535. .3604, 5511. .6400, 6533. .6772 
(AP001081) Similar to Arabidopsis thaliana chromosome 1 BAG 
F15K9; hypothetical protein (AC005278) [Oryza sativa] 



42162 
87637 
569 

OJ000323_10 . 04 13 , C6 . ol . np 

569. 

6815108 





Seq. No. 


42162 


Seq. ID 


OJ000323_10 


.0413. 


C6 




Gene No. 


87637 


Strand 


+ 








Start 


569 


End 


6966 








Name 


OJ000323 10.0413.C6.o2.gs 


Method 


GENSCAN 








Start 


5396 


End 


6778 








GI 


none 


Score 


.98 








Exons 


5396. .6778 












Seq. No. 


42162 


Seq. ID 


OJ000323_10 


.0413, 


C6 




Gene No. 


87637 


Strand 


+ 








Start 


569 


End 


6966 








Name 


OJ000323 10.0413.C6.ol.gp 


Method 


AAT/GAP 








Start 


6435 


End 


6966 








GI . 


none 


Score 


1016 








Exons 


6435. .6966 












Seq. No. 


42162 


Seq. ID 


OJ000323_10 


.0413. 


C6 




Gene No. 


87638 


Strand 










Start 


62 


End 


4802 








Name 


OJ000323 10.0413.C6.ol.gs 


Method 


GENSCAN 








Start 


62 


End 


4802 








GI 


none 


Score 


.5 








Exons 


62. .130, 1186. .1278, 1889. 


.1940, 2701. 


.2783, 2855, 


.3021, 








3261. .3322, 4296. .4362, 4547. .4639, 4664. .4802 








Seq. No. 


42162 


Seq. ID 


OJ000323_10 


.0413. 


C6 




Gene No. 


87639 


Strand 










Start . 


8407 


End 


8503 







42413 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000323_10.0413.C6.ol.tm Method 
5863 V 

none Score 
5863. .6135, 5864. .6157 

42162 
87639 
8407 

OJ000323_10.0413.C6.ol.tc 
5870 
none 

5870.. 6154, 5875.-5955, 6052., 6135 



TBLASTX: Maize 

6157 

390 



Seq. ID OJ000323_10.0413.C6 
Strand 

8503 

TBLASTX: Cress 
6154 
222 



End 

Method 

End 

Score 



42162 
87639 
8407 

OJ000323_10.0413.C6.o2.tm 

6533 

none 



Seq. ID OJ000323_10.0413.C6 
Strand 

End 8503 

Method TBLASTX : Mai ze 

End 6978 

Score 94 



6533.. 6610, 6542.. 6604, 6607.. 6774, 6615.. 6776, 6615.. 6776, 
6907.. 6933, 6934.. 6978 



42162 
87639 
8407 

OJ000323_10.0413.C6.o2.gp 
8407 

17461_1.R1084 
8407. .8503 

M176420/dbj |BAA37167| 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ000323_10.0413.C6 
Strand 

End 8503 

Method AAT/GAP 

End 8503 

Score 151 



42163 
87640 
183 

OJ000323_10.0413.C7.ol.gp 
183 

17461_1.R1084 
183. .339, 434. .699 

M176420/dbj IBAA37167 I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. ID OJ000323_10.0413.C7 

Strand + 

End 1752 

Method AAT/GAP 

End 699 

Score 790 



End 

Method 
End 
Score 



42163 
87640 
183 

OJ000323_10.0413.C7.ol.gs 
184 
none 

184. .339, 1618. .1752 

42163 
87641 
2596 

OJ000323_10 . 04 13 . C7 . o2 . gs 
2596 
none 

2596.. 2618, 3159.. 3957, 4035.. 4391 



Seq. ID OJ000323_10.0413.C7 
Strand + 

1752 
GENSCAN 
1752 
.65 



Seq. ID OJ000323_10. 0413.C7 
Strand 

End 4 935 

Method GENSCAN 

End 4391 

Score .54 



42414 




Seq. No. 


42163 






Seq. ID 


OJ000323_10. 0413.C7 


Gene No . 


87641 






Strand 




Start 


2596 






End 


4935 


Name 


OJ000323 10. 


0413.C7.o2, 


gp 


Method 


AAT/GAP 


Start 


4044 






End 


4935 


GI 


none 






Score 


843 


Exons 


4044. .4393, 


4838,-4935 






- 


Seq. No. 


42163 






Seq. ID 


OJ000323_10. 0413 .C7 


Gene No. 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413.C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


177 






End 


481 


GI 


none 






Score 


76 


Exons 


177.. 338, 177.-323, 181 


. .339, 


424. .480, 


425. .481 


Seq. No. 


42163 






Seq. ID 


OJ000323_10.0413,C7 


Gene No. 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


180 






End 


560 


GI 


none 






Score 


160 


Exons 


180. .338, 180. .338, . 181 


. .339, 


271. .348, 


427.-480, 434. .484, 




437. .484, 488. .559, 489 


. ,560 






Seq. No. 


42163 






Seq. ID 


OJ000323_10.0413.C7 


Gene No . 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


184 






End 


484 


GI 


none 






Score 


173 


Exons 


184.. 339, 186.. 338, 424 


. .483, 


425. .484 




Seq. No. 


42163 






Seq. ID 


OJ000323_10.0413.C7 


Gene No . 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413.C7,o2. 


tm 


Method 


TBLASTX: Maize 


Start 


3286 






End 


3660 


GI 


none 






Score 


79 


Exons 


3286. .3354, 


3287, ,3358, 


3361. 


.3438, 3379.. 3450, 3380.. 3466, 




3380. .3511, 


3381. ,3509, 


3386. 


.3511, 3386.. 3481, 3453.. 3581, 




3457. .3582, 


3458.-3535, 


3487. 


.3582, 3529.. 3594, 3529.. 3654, 




3538. .3654, 


3607. ,3660 








Seq. No. 


42163 






Seq. ID 


OJ000323_10.0413.C7 


Gene No . 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413,C7.o3- 


tm 


Method 


TBLASTX: Maize 


Start 


3907 






End 


4289 


GI 


none 






Score 


93 


Exons 


3907. .3960, 


4003. .4257, 


4035. 


.4256, 4257. .4289 


Seq. No, 


42163 






Seq. ID 


OJ000323_10.0413.C7 


Gene No. 


87642 






Strand 




Start 


8742 






End 


11698 


Name 


OJ000323 10. 


0413-C7-O4. 


tm 


Method 


TBLASTX: Maize 



42415 



start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8235 End 8484 

none Score 106 

8235. .8483, 8318. .8464, 8319. .8483, 8323. .8484 



42163 
87642 
8742 

OJ000323_10.0413.C7 .o4 .gs 
8742 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000323_10.0413.C7 
Strand 

End 11698 

Method GENSCAN 

End 11686 

none Score .45 

8742. .8901, 10579. .10684, 10771 .. 10814 , 11218 .. 11328, 
11402. .11514, 11621.. 11686 

Seq. ID OJ000323_10.0413.C7 
Strand 

End 11698 

Method AAT/NAP 

End 11309 

Score 309 



Seq. ID OJ000323_10.0413.C7 
Strand 

End 11698 

Method TBLASTX : Maize 



beq. NO. 






Gene no. • 






Start 


Ql A O 
O / ft Z 




Name 


OJn00323 10 0413.07 


ol . np 


Start 






GI 


C O C Q T Q ^ 




Exons 


10140. .10239, 10579 


.10684, 


GI Descrip. 


(AC010852) putative 


RING zir 




■f- V| a 1 1 1 




Seq. No. 






Gene No. 


O / Oft z 




ouar L 


fl74? 




Name 


in 041"^ ci 

UuUUUjZj J.U.UfiXO.V^/ 




Start 


1 1 O 1 1 






none 




Exons 


11211., 11330, 11215 


. .11331, 


Seq. No. 


42163 




Gene No. 


87642 




Start 


8742 




Name 


OJ000323 10. 0413. C7 


.ol.ts 


Start 


11266 




GI ■ 


none 




Exons 


11266. .11331, 11398 


. .11514, 




11619. .11687, 11620 


. .11670, 


Seq. No. 


42163 




Gene No. 


87642 




Start 


8742 




Name 


OJ000323 10. 0413. C7 


.o5. tm 


Start 


11446 




GI 


none 




Exons 


11446. .11514, 11447 


. .11515, 




11615. .11686, 11619 


. .11687 



End 
Score 



11335 
171 



Seq. ID OJ000323_10.0413.C7 
Strand 

End 11698 

Method TBLASTX : Soybean 



End 
Score 



11698 
143 



Seq. ID OJ000323_10.0413.C7 
Strand 

End 11698 

Method TBLASTX : Mai ze 

End 11698 

Score 95 



Seq. ID OJ000323_10.0413.C8 
Strand + 
End 5787 
Method GENSCAN 
End 5772 
none Score .89 

2352.. 2568, 2654.-2793, 2968.. 3059, 3190.. 3286, 3541.. 3773, 
4386. .4580, 4659. .4749, 4834. .4956, 5052. .5202, 5570. .5772 



42164 
87643 
2352 

OJ000323_10 . 04 13 . C8 . ol , gs 
2352 



42416 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42164 
87643 
2352 

OJ000323_10 . 04 13 . C8 . o2 . np 

2358 

6682259 



Seq. ID OJ000323_10.0413.C8 

Strand + 

End 5787 

Method AAT/NAP 

End 5787 

Score 1378 



2358.. 2568, 2660.. 2793, 2968.. 3059, 3190.. 3286, 3381.. 3473, 
3541. .3773, 4386. .4580, 4659.-4749, 4834. .4956, 5052. .5202, 
5570.. 5787 

(AC016661) putative RNA helicase [Arabidopsis thaliana] 



42164 Seq. ID 

87644 Strand 

9943 End 

OJ000323_10 . 04 13 . C8 . o3 . gs Method 

9943 End 

none Score 

9943.. 10161, 10166.. 10285 



OJ000323_10.0413.C8 
+ 

10285 
GENSCAN 
10285 
.82 





Seq. No. 


42164 


Seq. ID 


OJ000323_10.0413. 


C8 




Gene No. 


87645 


Strand 


+ 






Start 


10838 


End 


14332 






Name 


OJ000323 10.0413.C8.o4.gs 


Method 


GENSCAN 






Start 


10838 


End 


14332 




' frk 


GI 


none 


Score 


.49 






Exons 


10838. .11019, . 12268. .124 69 


, 12574. .13485, 13898. .14332 






Seq. No. 


42164 


Seq. ID 


OJ000323_10.0413. 


C8 




Gene No. 


87646 


Strand 


+ 






Start 


16774 


End 


17813 






Name 


OJ000323 10.0413.C8.o6.gs 


Method 


GENSCAN 






Start 


16774 


End 


17813 






GI 


none 


Score 


.4 






Exons 


16774. .17239, 17773.. 17813 










Seq. No. 


42164 


Seq. ID 


OJ000323_10.0413. 


C8 




Gene No. 


.87647 


Strand 






f '=5 


Start 


498 


End 


1618 






Name 


OJ000323 10.0413.C8.ol.np 


Method 


AAT/NAP 






Start 


498 


End • 


1527 






GI 


6358784 


Score 


346 






Exons 


498. .594, 688. .812, 1317.. 


1369, 1454.. 


1527 






GI Descrip. 


(AC010852) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42164 


Seq. ID 


OJ000323_10.0413. 


C8 




Gene . No . 


87647 


Strand 








Start 


498 


End 


1618 






Name 


OJ000323 10.0413.C8.ol.gp 


Method 


AAT/GAP 






Start 


679 


End 


1618 






GI 


701076 


Score 


601 






Exons 


679,. 812, 1317.. 1369, 1454 


. .1618 







Seq. No. 42164 Seq. ID OJ000323_10 . 0413 . C8 

Gene No. 87648 Strand 

Start 5916 End 9170 

Name OJ000323_10.0413.C8.o2.gp Method AAT/GAP 



42417 




start 


5916 






End 


6324 


GI 


5038884 






Score 


784 


Exons 


5916. . 6324 










Seq. No. 


42164 






Seq. ID 


OJ000323_10 . 0413.C8 


Gene No. 


87648 






Strand 




Start 


5916 






End 


~ 9170 


Name 


OJ000323_10 


.0413.C8.o2. 


gs 


Method 


GENSCAN 


Start 


6052 






End 


9170 


GI 


none 






Score 


. 92 


Exons 


6052. . 6486, 


7167 . . 9170 








Seq. No. 


42164 






Seq. ID 


OJ000323_10. 0413.C8 


Gene No. 


87648 






Strand 




Start 


5916 






End 


9170 


Name 


OJ000323_10 


.0413.C8.o3. 


np 


Method 


AAT/NAP 


Start 


6058 






End 


8915 


GI 


6862925 






Score 


1213 


Exons 


6058. . 6486, 


7167. .8915 








GI Descrip. 


{AC018907) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42164 






Seq. ID 


OJ000323_10.0413.C8 


Gene No. 


87649 






Strand 




Start 


14962 






End 


16087 


Name 


OJ000323 10 


.0413.C8.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


497 






End 


1363 


GI 


none 






Score 


161 


Exons 


497. .595, 499.-594, 686 


. .814, 


688. .813 


, 688. .825, 689. .814, 




1318. .1362, 


1319. .1363 








Seq. No. 


42164 






Seq. ID 


OJ000323_10.0413.C8 


Gene No. 


87649 






Strand 




Start 


14962 






End 


16087 


Name 


OJ000323 10 


.0413.C8.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


497 






End 


1527 


GI 


none 






Score 


123 


Exons 


497. .595, 497. .592, 499 


. .594, 


688. .792 


, 689. .781, 1453. .152 




1454. .1525 










Seq. No. 


42164 






Seq. ID 


OJ000323_10.0413.C8 


Gene No. 


87649 






Strand 




Start 


14962 






End 


16087 


Name 


OJ000323 10 


.0413.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2370 






End 


3470 


GI 


none 






Score 


78 


Exons 


2370. .2441, 


2962. .3060, 


3179. 


.3283, 3187.. 3273, 3191.. 3283, 




3204. .3284, 


3372. .3470, 


3380. 


.3466 




Seq. No. 


42164 






Seq. ID 


OJ000323_10.0413.C8 


Gene No. 


87649 






Strand 




Start 


14962 






End 


16087 


Name 


OJ000323 10 


.0413.C8,ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3167 






End 


5067 


GI 


none 






Score 


126 


Exons 


3167. .3280, 


3193. .3282, 


3193. 


.3291, 3194. .3286, 3372. .3461, 



3380.. 3460, 3529.. 3771, 3529.. 3594, 3539.. 3595, 3540.. 3773, 
4384. .4584, 4387. .4581, 4452. .4595, 4475. .4600, 4656. .4748, 



42418 








4657. .4770, 


4659. 


.4742, 


4846. 


.4944, 4846. .4944, 5038. .5067 




Seq. No. 


42164 








Seq. ID 


OJ0.00323_10.0413.C8 




Gene No. 


87649 








Strand 






Start 


14962 








End 






Name 


OJ000323 10. 


0413. 


C8.04. 


ts 


Method 


TBLASTX : Soybean 




Start 


4411 








End 


4743 




GI 


none 








Score 


21i 




Exons 


4411. .4581, 


4452. 


.4583, 


4681. 


. 4743 






Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 




Gene No. 


87649 








Strand 






Start. 


14962 








End 


16087 




Name 


OJ000323 10. 


0413.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


4447 








End 


5111 




GI 


none 








Score 


129 




Exons 


4447. .4581, 


4452. 


.4583, 


4657. 


.4773, 4659.-4772, 4831. .4944, 






4834. .4944, 


5049. 


.5111, 


5060. 


.5110 






Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 




Gene No. 


87649 








Strand 






Start 


14962 








End 


16087 




Name 


OJ000323 10. 


b413.C8.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


5055 








End . 


5763 




GI 


none 








Score 


241 


in 


Exons 


5055. .5207, 


5059. 


.5199, 


5060. 


.5203, 5565.. 5762, 5599.. 5763 


= y 


Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 




Gene No. 


87649 








Strand 






Start 


14962 








End 


16087 




Name 


OJ000323 10. 


0413. 


C8.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5067 








End 


5858 




GI 


hone 








Score 


129 




Exons 


5067. .5201, 


5069. 


.5203, 


5069. 


.5203, 5070.. 5207, 5565.. 5774, 






5599. .5766, 


5643, 


.5771, 


5808. 


.5858, 5809. .5850 




Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 


^3 


Gene No. 


87649 








Strand 






Start 


14962 








End 


16087 




Name 


OJ000323 10. 


,0413. 


C8.o3. 


tc 


Method 


TBLASTX: Cress 


o 


Start 


6070 








End 


6354 




GI 


none 








Score 


104 




Exons 


6070. .6354, 


6115. 


.6330, 


6230. 


.6340 






Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 




Gene No. 


87649 








Strand 






Start 


14962 








End 


16087 




Name 


OJ000323 10. 


,0413. 


C8 .o5. 


ts 


Method 


TBLASTX: Soybean 




Start 


7617 








End 


7979 




GI 


none 








Score 


56 




Exons 


7617. .7703, 


7618. 


.7704, 


7740. 


.7883, 7765. .7860, 7878. .7979 




Seq. No. 


42164 








Seq. ID 


OJ000323_10.0413.C8 




Gene No. 


87649 








Strand 






Start 


14962 








End 


16087 




Name 


OJ000323 10. 


.0413. 


C8.04. 


tm 


Method 


TBLASTX: Maize 




Start 


8061 








End 


8426 



42419 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none ' Score 

8061. .8294, 8067. .8282, 8301. .8426 

42164 Seq. ID 

87649 Strand 

14962 End 

OJ000323_10.0413.C8.o2.tc Method 

8697 - End 

none Score 



150 



OJ000323_10.0413.C8 
16087 

TBLASTX: Cress 

11029 

119 



8697.. 8957, 8740.. 8916, 10832 11029, 10840.. 11010 



42164 
87649 
14962 

OJ000323_10 . 04 13 . C8 . o5 . gs 

14962 

none 



Seq. ID OJ000323_10.0413.C8 
Strand 

End 16087 

Method GENSCAN 

End 16087 

Score .79 



14962. .15036, 15259 15401, 15946 15983, 16059.. 16087 



42165 
87650 
127 

OJ000323_10 . 04 13 . C9 . ol . gs 

127 

none 



Seq. ID OJ000323_10.0413.C9 

Strand + 

End 3255 

Method GENSCAN 

End 3255 

Score .74 



127.. 257, 1862.. 1966, 2190.. 2295, 2448 2519, 3202 .. 3255 



42165 
87651 
3170 

OJ000323_10 . 0413 . C9 . ol . np 

3170 

7452419 

3170.. 3258, 3287.. 3448, 3901 



OJ000323 
+ 

3962 
AAT/NAP 
3962 
151 



10. 0413. C9 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3962 

hypothetical protein A_IG005I10 . 24 - 
gi I 2252843 lgb|AAB62842. II (AF013293) 
[Arabidopsis thaliana] gi | 6049885 | gb | AAF02800 .1 |AF195115_20 
(AF195115) F5I10.24 gene product [Arabidopsis thaliana] 
gi I 7267384 I emb I CAB80854.il (AL161472) hypothetical protein 
[Arabidopsis thaliana] 



Arabidopsis thaliana 
A IG005I10.24 gene product 



Seq. No, 


42166 












Seq. ID 


OJ000323 


Gene No. 


87652 












Strand 




Start 


1 












End 


146 


Name 


OJ000323 


10. 


,0413 


.CIO 


.ol 


.gp 


Method 


AAT/GAP 


Start 


1 












End 


146 


GI 


none 












Score 


288 


Exons 


1. .146 
















Seq. No. 


42167 












Seq. ID 


OJ000323 


Gene No. 


87653 












Strand 


+ 


Start 


252 












End 


593 


Name 


OJ000323 


10. 


.0413 


.C12 


.ol 


.gs 


Method 


GENSCAN 


Start 


252 












End 


593 


GI 


none 












Score 


.62 


Exons 


252. .593 

















42420 




Seq. No. 


42168 








Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87654 








Strand 


+ 




Start 


1286 








End 


2719 




Name 


OJ000223 13 


. 0412 


.C3.ol. 


gs 


Method 


GENSCAN 




Start 


1286 








End 


2719 




GI 


none 








Score 


. 6 




Exons 


1286. .1385, 


2640 


. .2719 










Seq. No. 


42168 








Seq. ID 


OJ000223_13. 0412 


.C3 


Gene No. 


87655 








Strand 






Start 


772 








End 


12912 




Name ' 


OJ000223 13 


.0412 


.C3.01. 


np 


Method 


AAT/NAP 




Start 


772 








End 


6108 




GI 


5902445 








Score 


1408 




Exons 


772. .1473, 


1885. 


.2033, 


3442. . 


3543, 5546.. 6108 




GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


42168 








Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 








Strand 






Start 


772 








End 


12912 




Name 


OJ000223 13 


.0412 


.C3.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


820 








End 


1111 




GI 


none 








Score 


90 




Exons 


820. .942, 822. .950, 983 


1111 


, 985. .1110 




Seq. No. 


42168 








Seq. ID 


OJ000223_13.0412 


,C3 


Gene No. 


87655 








Strand 






Start 


772 








End 


12912 




Name 


OJ000223 13 


.0412 


. C3 . o2 . 


as 


Method 


GENSCAN 




Start 


3850 








End 


7850 




GI 


none 








Score 


.49 




Exons 


3850. .3968, 


4014 


. .4079, 


4563. 


.4665, 5227.. 5537, 5892.. 6015, 




6088. .6302, 


6354 


. .6771, 


7830, 


.7850 






Seq. No. 


42168 








Seq. ID 


OJ000223_13.0412 


.C3 


Gene No . 


87655 








Strand 






Start 


772 








End 


12912 




Name 


OJ000223 13 


.0412 


.C3.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


5149 








End 


5547 




GI 


none 








Score 


429 




Exons 


5149. .5547 














Seq. No. 


42168 








Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 








Strand 






Start 


772 








End 


12912 




Name 


OJ000223 13 


.0412 


.C3.02. 


tm 


Method 


TBLASTX :Maize 




Start 


5233 








End 


5493 




GI 


none 








Score 


144 




Exons 


5233. .5493, 


5255 


. .5479 










Seq. No. 


42168 








Seq- ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 








Strand 






Start 


772 








End 


12912 




Name 


OJ000223 13 


.0412 


.C3.05. 


tw 


Method 


TBLASTX: Wheat 




Start 


5549 








End 


5747 




GI 


none 








Score 


116 




Exons 


5549. .5734, 


5568 


. .5747 











42421 




Seq. No. 


42168 


Seq. ID 


OJ000223_13. 0412 


. C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.ol.tm 


Method 


TBLASTXrMaize 




Start 


5678 


End 


6034 




GI 


none 


Score 


152 




Exons 


5678.. 5746, 5749.. 6033, 5765. 


.6034 






Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


. C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5752 


End 


6163 




GI 


none 


Score 


117 




Exons 


5752.. 6042, 5755.. 6162, 5759. 


.6043, 6077.. 6163 




Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o2.np 


Method 


AAT/NAP 




Start 


6175 


End 


10126 




GI 


5902444 


Score 


788 




Exons 


6175.. 6763, 10101.. 10126 








GI De scrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o3.tw 


Method 


TBLASTX: Wheat 




Start 


6400 


End 


6756 




GI 


none 


Score 


120 




Exons 


6400.. 6756, 6422.. 6664 








Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o3.gs 


Method 


GENSCAN 




Start 


8363 


End 


8900 




GI 


none 


Score 


.87 




Exons 


8363.. 8445, 8831.. 8900 








Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o4.gs 


Method 


GENSCAN 




Start 


9784 


End 


12810 




GI 


none 


Score 


.67 




Exons 


9784.. 10071, 10112. .10284, 11272 .. 11396, 11600 11702 , 






12397. .12551, 12677.. 12810 








Seq. No. 


42168 


Seq. ID 


OJ000223_13.0412 


.C3 


Gene No. 


87655 


Strand 






Start 


772 


End 


12912 




Name 


OJ000223 13.0412.C3.o2.gp 


Method 


AAT/GAP 




Start 


11909 


End 


12216 




GI 


61605 3,R1084 


Score 


433 





42422 




Exons 11909.. 12216 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 





Seq. No. 


42168 


Seq. ID 


OJ000223 


_13. 


0412 


.C3 




Gene No. 


87655 


Strand 












Start . 


772 . 


End 


12912 










Name 


OJ000223 13.0412.C3.o4.np 


Method 


AAT/NAP 










Start 


12184 


End 


12912 










GI 


6523547 


Score 


79 










Exons 


12184. .12539, 12885.. 12912 














GI Descrip. 


(AJ242540) hydroxyproline-rich glycoprotein DZ- 


HRGF 


[Volvo: 






carteri f. nagariensis] 














Seq. No. 


42169 


Seq. ID 


OJ000223 


_13. 


0412 


.C4 




Gene No. 


87656 


Strand 












Start 


123 


End 


635 










Name 


OJ000223 13 0412 C4 ol as 


Method 


GENSCAN 










Start 


123 ~ 


End 


635 










GI 


none 


Score 


.47 










Exons 


123. .229, 511.. 635 














Seq. No. 


42170 


Seq. ID 


OJ000223 


13. 


0412 


. C5 




Gene No . 


87657 


Strand 












Start 


1 


End 


1727 








~- 


Name 


OJ000223 13.0412.C5.ol.np 


Method 


AAT/NAP 








11 j 


Start 


1 . 


End 


1727 








i y 


GI 


5902444 


Score 


75 










Exons 


1..228, 1699. .1727 














GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 










Seq . No - 


42170 


Seq. ID 


OJ000223 


_13. 


0412 


. C5 


^ y 


Gene No . 


87657 


Strand 










= 


Start 


1 


End 


1727 










Name 


OJ000223 13.0412,C5.o2.np 


Method 


AAT/NAP 










Start 


1 


End 


1727 








^ 


GI 


7340868 


Score 


73 








i. 


Exons 


1..59, 1213. .1336, 1644. .1727 












L J 


GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








f 


Seq. No. 


42170 


Seq. ID 


OJ000223 


_13. 


0412 


.C5 




Gene No. 


87657 


Strand 












Start 


1 


End ' 


1727 










Name 


OJ000223 13.0412.C5.ol.gs 


Method 


GENSCAN 










Start 


229 


End 


999 










GI 


none 


Score 


.67 










Exons 


229. .363, 994. .999 














Seq. No. 


42171 


Seq. ID 


OJ000223 


_13. 


0412 


.C6 




Gene No. 


87658 


Strand 


+ 










Start 


1 


End 


287 










Name 


OJ000223 13.0412,C6.ol.np 


Method 


AAT/NAP 










Start 


1 


End 


287 










GI 


7248393 


Score 


298 










Exons 


1. .287 














GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 









42423 




Sea. No. 


42172 




Seq. ID 


OJ000223_13.04a2 


.07 


Gene No. 


87659 




Strand 


+ ' 




Start 


120 




End 


748 




Naitie 


OJ000223 13.0412,07 


. ol.np 


Method 


AAT/NAP 




Start 


120 




End 


745 




GI 


6691191 




Score 


358 




T** von ^ 


120, ,745 












(AC007534) F7F22 . 15 


[Arabidopsis thaliana] 




Seq. No. 


42172 




Seq. ID 


OJ000223 13.0412 


.07 


Gene No. 


87659 




Strand 


+ ~ 




Start 


120 




End 


748 




Name 


OJ000223 13.0412.C7 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


164 ~ 




End 


654 




ox 


none 




Score 


128 




J_j Awl liJ 


164. .289, 166. .285, 


280, .546 


, 291. .491, 


562. .654, 563. , 


652 


Seq. No. 


42172 




Seq. ID 


OJ000223 13 . 0412 


.07 


Gene No. 


87659 




Strand 






Start 


120 




End 


748 




Name 


OJ000223 13. 0412. 07 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


175 ~ 




End 


549 




GI 


none 




Score 


123 ^ 




F. von <? 


175. .198, 176. .289, 


232. .282 


, 279. .491, 


280. .549, 289,. 


525 


Seq. No. 


42172 




9f»a ID 


OJ000223 13 . 0412 


.07 


Gene No. 


87659 




strand 


+ ~ 




91-3 rt 


120 




End 


748 




Name 


OJ000223 13. 0412. 07 


.ol.gs 


Method 


GENSOAN 




Start 


543 ~ 




End 


748 




ox 


none 




Score 


.91 




Rvon *5 


543. .748 










Seq, No. 


42173 




Seq. ID 


OJ000223_13.0412 


.08 


Gene No. 


87660 




Strand 


+ 




Start 


386 




End 


782 




Name 


OJ000223 13.0412.08 


.ol.gs 


Method 


GENSOAN 




Start 


386 ~ 




End 


782 




GI 


none 




Score , 


.82 




F.yon *? 


386, .489, 620. .782 










Seq. No. 


42173 




Seq. ID 


OJ000223_13.0412 


.08 


Gene No. 


87661 




Strand 






Start 


1 




End 


999 




Name 


OJ000223 13,0412.08 


.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


999 




GI 


5852181 




Score 


106 




R von 


1..67, 407. .594, 969. .999 










{AL117265) zhbOOll. 


1 [Oryza 


sativa] 






Seq. No. 


42174 




Seq. ID 


OJ000223_13,0412 


.09 


Gene No. 


87662 




Strand 


+ 




Start 


1 




End 


7594 




Name 


OJ000223 13.0412.09 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End • 


7594 




GI 


5852175 




Score 


62 




Exons 


1..20, 4166. .4214, 


4822. .4872, 7484. .7594 





42424 



GI Descrip. {AL117265) zhbOOOS.l [Oryza sativa] 



Seq. No. 


42174 


Seq. ID 


OJ000223_13 


.0412. C9 


Gene No. 


87662 


Strand 


+ 




Start 


1 


End 


7594 




Naiue 


OJ000223 13.0412.C9.ol.gp 


Method 


AAT/GAP 




Start 


1724 


End 


4535 




GI 


LIB3477-003-P1-K1-E9 


Score 


125 




Exons 


1724. .1760, 4478. .4535 










'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 01 


S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


42174 

*i ^ X / *x 


Seq. ID 


OJ000223_13 


. 0412. C9 


Gene No . 


R7fifi9 
o / o 


Strand 


+ 




Start 


1 

X 


End 


7594 




Name 


O.Tnnn99'^ 1 n419 PQ n9 nn 


Method 


AAT/NAP 




Start 


fift fin ~ 

DO O U 


End 


7594 




GI 




Score 


355" 




Exons 


6880. .7594 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 




Sea No . 

^^^^^ ■ * 


4 91 74 


Seq. ID 


OJ000223_13 


.0412. C9 


rzpnp No 


0 / DO J 


Strand 






O L. Cl J. L. 




End 


1944 




Name 


nTnnn99'^ 1 0419 PQ n1 rrci 


Method 


GENSCAN 




O U d J. L. 


1 RR1 ~ 


End 


1944 




ox 


none 


Score 


.93 




Exons 


1551. .1606, 1872. .1944 








Seq. No. 


42174 


Seq. ID 


OJ000223_13 


. 0412-C9 


f^pnp No 


87664 


Strand 






start 


2997 


End 


3840 




Name 


OJ000223 13.0412.C9.o2.gs 


Method 


GENSCAN 




Start 


2997 


End 


3840 




GI 


none 


Score 


.65 




Exons 


2997.. 3095, 3332 .. 3679, ^3757 . 


.3840 






Seq. No. 


42174 


Seq. ID 


OJ000223_13 


.0412. C9 


Gene No. 


87665 


Strand 






Start 


4412 


End 


5023 




Name 


OJ000223 13.0412.C9.o2.gp 


Method 


AAT/GAP 




Start 


4412 


End 


5023 




GI 


uC-osfiM202048cl2bl 


Score 


603 






4412. .4476, 4527. ,4874, 5004. 


.5023 






GI DescriD. 


'5257255/cibj | AP000364 . 1 1 AP000364 2.0e- 


-16 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 • 






Seq. No. 


42174 


Seq. ID 


OJ000223_13 


.0412-C9 


Gene No. 


87666 


Strand 






Start 


5337 


End 


5600 




Name 


OJ000223 13.0412.C9.o4.gp 


Method 


AAT/GAP 




Start 


5337 


End 


5600 




GI 


61605 3.R1084 


Score 


418 




Exons 


5337. .5600 








GI Descrip. 


•1402920/emb|CAA66965 1 2.0e-20 (X98321) peroxidase 


[Arabidops 



thaliana] ' 



42425 




Seq. No. 


42174 








Seq. ID 


OJ000223_13.0412.C9 


Gene No. 


87667 








Strand 




Start 


7298 








End 


7590 


Name 


OJ000223 13 


.0412 


.C9.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


7298 








End 


7588 


GI 


none 








Score 


49 


Exons 


7298. .7345, 


7303 


. .7353, 


7351 


..7569, 7352. .7588 


C \J • LN W • 


42174 








Seq. ID 


OJ000223 13. 0412. C9 


Gene No. 


87667 








Strand 




Start 


7298 








End 


7590 


Name 


OJ000223 13 


.0412 


.C9.01. 


tw 


Method 


TBLASTX : Wheat 


Start 


7331 








End 


7590 


GI 


none 








Score 


228 


Exons 


7331. .7588, 


7357 


. .7590 








Seq. No. 


42175 








Seq. ID 


OJ000223 13.0412 CIO 


Gene No. 


87668 








Strand 




Start 


3402 








End 


6393 


Name 


OJ000223 13 


.0412 


.ClO.ol 


.np 


Method 


AAT/NAP 


Start 


3402 








End 


6393 


GI 


6705984 








Score 


1107 


Exons 


3402. .3506, 


4835 


. .6171, 


6362 


. .6393 




GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 


O C ^ • L\\J 9 


*1 ^ X / J 








Seq. ID 


OJ000223_13. 0412. CIO 


Gene No. 


87668 








Strand 


+ 


Start 


3402 








End 


6393 


Name 


OJ000223 13 


.0412 


.C10.O2 


.gs 


Method 


GENSCAN 


Start 


4663 








End 


6017 


GI 


none 








Score 


.45 


Exons 


4663. .4699, 


4798 


. .4873, 


4986 


..5148, 5191. .5256, 5527. .6017 


Seq. No. 


42175 








Seq. ID 


OJ000223_13. 0412. CIO 




87669 








Strand 




Start 


397 








End 


3968 


Name 


OJ000223 13 


.0412 


.ClO.ol 


.gs 


Method 


GENSCAN 


Start 


397 








End 


3968 


GI 


none 








Score 


.63 


Exons 


397.. 537, 1278.. 


1498, 1811.. 


1891, 2310 


..2395, 2838. .2895, 




2964. .3031, 


3182 


..3791, 


3923 


. .3968 




Seq. No. 


42175 








Seq. ID 


OJ000223_13, 0412. CIO 


f^prie* No 


87670 








Strand 




Start 


5110 








End 


5601 


Name 


OJ000223 13 


.0412 


-ClO.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


5110 








End 


5601 


GI 


none 








Score 


274 


Exons 


5110. .5391, 


5130 


. .5357, 


5393 


..5518, 5393. .5539, 5394. .5549, 




5404. .5601 












Seq. No. 


42175 








Seq. ID 


OJ000223_13.0412.C10 


Gene No. 


87670 








Strand 




Start 


5110 








End 


5601 


Name 


OJ000223 13 


.0412 


.C10.O2 


.ts 


Method 


TBLASTX: Soybean 


Start 


5203 








End 


5559 



42426 








none 








Score 


152 








S203 5418 


5226 


5420, 


5387 . 


.5428, 5421.. 5552, 5422.. 5553, 






5425 5559 
















Seq. No. 


42175 








Seq. ID 


OJ000223 13.0412 


.CIO 




Gene No. 


87670 








Strand 








Start 


5110 








End 


5601 






Name 


OJ000223 13 


. 0412 


.C10.o2, 


, tm 


Method 


TBLASTX: Maize 






O U CIJ. u 


5350 ~~ 








End 


5583 






O J. 


none 








Score 


225 






U ^ W i 1 o 


5350. . 5583, 


5356 


. . 5574 












Seq. No. 


42175 








Seq. ID 


OJ000223 13.0412 


.CIO 




Gene No. 


87671 








Strand 








Start 


5755 








End 


5955 






Name 


OJ000223 13 


.0412 


.ClO.ol. 


, tm 


Method 


TBLASTX: Maize 






q-f- a rt 


5755 ~ 








End 


5955 






O J. 


none 








Score 


57 






F. von ^ 


5755. .5808, 


5811 


. . 5948, 


5812. 


.5955 








Seq. No. 


42175 








Seq. ID 


OJ000223 13.0412 


.CIO 




Gene No. 


87672 








Strand 








Start 


6160 








End 


6393 








OiT00n223 13 


. 0412 


.C10.o3, 


, tm 


Mp1"hod 


TBLASTX • Mai ze 




It 




6150 ~ 








End 


6391 




Li ! 


o J. 










Score 


197 




I y 




61 60 6390 


6161 


6391 










H 


Seq. No. 


42175 








Seq. ID 


OJ000223_13.0412 


.CIO 




Gene No. 


87672 








Strand 










6160 








End 


6393 








OJ000223 13 


.0412 


.CIO a o2 , 


. tw 


Method 


TBLASTX: Wheat 








6163 ~~ 








End 


6391 






GI 


none 








Score 


369 




~ J 


111 AwllO 


6163 6267. 


6164 


. . 6391, 


6176. 


a6388, 6292. a 6390 






Seq. No. 


' 42175 








Seq. ID, 


OJ000223_13.0412 


aClO 


^3 . 


Gene No. 


87672 








Strand 








Start 


6160 








End 


6393 




'kJ 


Name 


OJ000223 13 


. 0412 


.ClO.ol, 


. ts 


Method 


TBLASTX: Soybean 




IJ 


^t Art 

L. dX. U 


6175 ~ 








End 


6393 






VJ J. 


none 








Score 


252 








6175 6360, 


6176 


. . 6352, 


6176. 


.6370, 6356.. 6391, 6358.. 6393 




O C • L>( a 


42176 








Seq. ID 


OJ000223_13a0412 


.Cll 




Gene No. 


87673 








Strand 


+ 






Start 


1 








End 


1115 






Name 


OJ000223 13 


.0412 


aCll.Ol, 


.np 


Method 


AAT/NAP 






L. dX. L. 


1 ~ 








End 


771 






GT 
\j ±. 


6705984 








Score 


1065 






T*" von Q 


1 . . 771 
















GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


42176 








Seq. ID 


OJ000223__13.0412 


.Cll 




Gene No. 


87673 








Strand 


+ 






Start 


1 








End 


1115 






Name 


OJ000223 13 


.0412 


.C11.03, 


.tm 


Method 


TBLASTX: Maize 





42427 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



22 End 

none Score 
22.. 345, 60.. 200 

42176 Seq. ID 

87673 Strand 

1 End 
OJ000223_13.0412.Cll.ol.tw Method 

184 End 

none Score 
184. .582, 186. .572 

42176 Seq. ID 

87673 Strand 

1 End 
OJ000223_13.0412.Cll.ol.gs Method 

220 End 

none Score 
220. .318, 334. .858 

42176 Seq. ID 

87673 Strand 

1 End 
OJ000223_13 . 0412 . Cll . o2 . tm Method 

351 End 

none Score 

351. .497, 352. .576, 418. .570, 537. .575 



345 
187 



OJ000223_13. 0412. Cll 
+ 

1115 

TBLASTX: Wheat 

582 

443 



OJ000223_13. 0412. Cll 
+ 

1115 
GENSCAN 
858 
.6 



OJ000223_13. 0412. Cll 
+ 

1115 

TBLASTX: Maize 

576 . 
225 



42176 Seq. ID 

87673 Strand 

1 End 
OJ000223_13. 0412. Cll. ol.tm Method 

577 End 

none Score 

577. .819, 579. .746, 832. .903, 1026 



OJ000223_13. 0412. Cll 
+ 

1115 

TBLASTX: Maize 
1115 
303 
1115 



42177 Seq. ID 

87674 Strand 

1108 End 
OJ000223_13 . 04 12 . C12 . ol . gs Method 

1108 End 

none Score 
1108. .1149 



OJ000223_13.0412.C12 
+ 

1149 
GENSCAN 
1149 
.41 



Seq. No. 42178 Seq. ID 

Gene No. 87675 Strand 

Start 76 End 

Name OJ000223_13 . 04 12 . C13 . ol . gs Method 

Start 76 End 

GI none Score 

Exons 76.. 240, 1012.. 1155 

Seq. No. 42179 Seq. ID 

Gene No. 87676 Strand 

Start 4 End 

Name OJ000223_13 . 04 12 . C16 . ol . gs Method 

Start 4 End 



OJ000223_13. 0412.C13 
+ 

1155 
GENSCAN 
1155 
.79 



OJ000223_13.0412.C16 
+ 

747 

GENSCAN 
747 



42428 



GI 


none 








Exons 




m I *J f 


602. .747 


Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 




U 4 X ^ ■ 


CI6.06. 


tm 


Start 


loOi^ 








GI 


none 








Exons 


"liTrtO ICQ"? 

1602 . , Iby / , 


1 DU J . 


.1698, 


1615. . 




1 TQH 1 QH^^ 
1 / OU . . XOUD, 


1 7 Q4 


.2129, 


1795. . 


Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 


OJ000223_13. 


0412. 


C16.02, 


gs 


Start 


±ddz 








GI 


none 








Exons 


1652 . .2121, 


22xy . 


.2317, 


2950. . 




4 651 . . o4 U / / 


c; c; "5 c; 


.5650, 


5861. . 




/4o4. . /d4o. 


1 y J / . 


.8087, 


8120. . 


Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 


OJ000223 13 


.0412. 


C16.02' 


.np 


Start 


4637 








GI ■ 


4680179 








Exons 


4637. .8012, 


8046. 


.8532 




GI Descrip. 


(AF111709) polyprotein 


[Oryza 


Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 


OJ000223 13 


.0412 


.016. o5 


.tw 


Start 


4 682 








GI 


none 








Exons 


4682. .5014, 


4746 


. .5015 




Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 


OJ000223 13 


.0412 


.CI6.0I 


. tm 


Start 


4862 








GI 


none 








Exons 


4862. .5293, 


4878 


. .5294, 


5294 . 


Seq. No. 


42179 








Gene No. 


87677 








Start 


1652 








Name 


OJ000223 13 


.0412 


.016.04 


.tw 


Start 


5015 








GI 


none 








Exons 


5015. .5284, 


5016 


. .5288, 


5294. 


Seq. No. 


42179 








Gene No. 


87677 









Score 



,41 



Seq. ID OJ000223_13. 0412. 016 
Strand 

End 8532 
Method TBLASTX : Maize 
End 2140 
Score 43 

1698, 1778. .1807, 1779. .1805, 
2061, 1803. .2126, 1811. .2140 

Seq. ID OJ000223_13. 0412. 016 
Strand 

End 8532 

Method GENSCAN 

End 8332 

Score .43 

3008, 3587.. 3621, 3729.. 4012, 
6568, 6716.. 6804, 6861.. 7293, 
8332 

Seq. ID OJ000223__13. 0412. 016 
Strand 

End 8532 

Method AAT/NAP 

End 8532 

Score 4462 

sativa subsp. indica] 

Seq. ID OJ000223_13. 0412.016 
Strand 

End 8532 

Method TBLASTX : Wheat 

End 5015 

Score 132 



Seq. ID OJ000223_13. 0412.016 
Strand 

End 8532 

Method TBLASTX : Mai ze 

End 5440 

Score 220 

5440, 5298. .5432 

Seq. ID OJ000223_13. 0412.016 
Strand 

End 8532 

Method TBLASTX : Wheat 

End 5618 

Score 158 

.5476, 5294.-5494, 5448. .5618 

Seq. ID OJ000223_13. 0412.016 
Strand 



42429 




start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.C16.04 


. tm 


Method 


TBLASTX: Maize 




Start 


5487 








End 


5779 




GI 


none 








Score 


197 




Exons 


5487. .5777, 


5491 


. .5778, 


5594. 


.5779 






Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.016. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5577 








End 


5832 




GI 


none 








Score 


83 




Exons 


' 5577.. 5780, 


5577 


. .5813, 


5578. 


.5832 






Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.CI6.0I 


. tw 


Method 


TBLASTX: Wheat 




Start 


5625 








End 


6203 




GI 


none 








Score 


230 




Exons 


5625. .6203, 


5626 


. .5883, 


5631. 


.6092, 5938.. 6105 




Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 


~ 




Start 


1652 ' 








End 


8532 




Name 


OJ000223 13. 


0412 


■ C16..02 


. tm 


Method 


TBLASTX: Maize 




Start 


6192 








End 


6546 




GI 


none 








Score 


161 




Exons 


6192. . 6545, 


6198 


. . 6545, 


6199. 


. 6546 






Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.C16.o2 


, tw 


Method 


TBLASTX: Wheat 




Start 


6204 








End 


6617 




GI 


none 








Score 


296 




Exons 


6204. .6617, 


6205 


. .6585 










Seq. No. 


"42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.C16.o3 


. ts 


.Method 


TBLASTX : Soybean 




Start 


6363 








End 


6608 




GI 


none 








Score 


88 




Exons 


6363. .6608, 


6367 


. .6594 










Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




Name 


OJ000223 13. 


0412 


.016. o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6552 








End 


6898 




GI 


none 








Score 


59 




Exons 


6552. .6728, 


6701 


. .6898, 


6711. 


.6806 






Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412 


.016 


Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 





42430 





N3.nie 


OJ000223 13 


, 0412 


C16 o6 


. tw 


Method 


TBLASTX: Wheat 






U U X O 








End 


6919 






none 








Score 


89 






6618 6728. 


6634 


. . 6726, 


6701 . 


.6919, 6711.. 6908, 6716.. 6916, 






6850 6918 














O » LNIJ • 


42179 








Seq. ID 


OJ000223_13.0412.C16 




Gene No. 


87677 








Strand 






Start 


1652 








End 


8532 




NHine 


OJ000223 13 


.0412 


C16 ol 


. ts 


Method 


TBLASTX: Soybean 




O C d X L 


6623 ~ 








End 


7027 














Score 


46 






6623 6739 


6633 


6728 


6701 . 


.6991, 6711. .6908, 6719. .6991, 






6995 7027 


6996 


7025 










Seq. No. 


42179 










OJ000223 13 0412 C16 




Gene No. 


87677 








strand 








1652 








End 


8532 






OJ000223 13 


. 0412 


C16 o3 


. tm 


Method 


TBLASTX: Maize 




o L.a.1- u 


6914 ~ 








End 


7378 




ox 


non*^ 








Score 


71 




F von Q 


6914 7378- 


6954 


. .7115, 


7143 . 


.7310 






Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412.C16 


\J 


Gene No. 


87677 








Strand 






Of- a r1- 


1 652 








End 


8532 




Nsitie 




0412 


n 6 n3 


. L. W 


Method 


TBLASTX: Wheat 


i y 


O LdX L 


6Qfifl ~ 

O -7 O O 








End 


7451 




oX 


none 








Score 


264 




EiXons 


6Q6ft 7450 


7011 

r W X X 


74^1 








m 


Seq. No. 


42179 








Seq. ID 


OJ000223_13.0412.C16 




Gene No. 


87677 








Strand • 






Start 


1652 








End 


8532 


t ^ 




OJ000223 13 


. 0412 


C16 o7 


. tw 


Method 


TBLASTX: Wheat 




o I. dx u 


7642 ~ 








End 


7988 




V3X 


none 








Score 


58 




R von ^ 

Cj A w Jl IS 


7642 7734 


7656 


. . 1151 , 


7782 . 


.7988, 7867.-7938 


J 


C£irr No 


42180 








Seq. ID 


OJ000223_13.0412.C17 




Gene No. 


87678 








Strand 


+ 




Start 


1 








End 


2030 






OJ000223 13 


.0412 


.C17.01 


.np 


Method 


AAT/NAP 




o I. dx u 


1 ~ 

X 








End 


2030 




ux 


4680186 








Score 


304 




TI' von Q 


1 20 939 


.992, 


1829. . 


2030 








V3X jjc^oxx^* 


(AF^ 11709^ 
^ncxxx f \J ^ f 


unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 




Gene No. 


87679 








Strand 


+ 




Start 


2947 








End 


8413 




Name 


OJ000223 13 


.0412 


.C17.02 


.np 


Method 


AAT/NAP 




Start 


2883 








End 


3316 




GI 


4680185 








Score 


388 



Exons 2883.. 3316 

GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



42431 



Seq. No. 42180 " 

Gene No. 87679 

Start 2947 

Name OJ000223_13.0412.C17.o2.gs 

Start 2947 

GI none 

Exons 2947.. 3302, 3872.. 3930, 4236. 

5818.. 5976, 6154.. 6288, 6826. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4409, 4755 
.6853, 7047 



OJ000223_13.0412.C17 
+ 

8413 
GENSCAN 
7854 
.44 

5080, 5346.. 5517, 
7854 



Seq. No. 42180 

Gene No. 87679 

Start 2947 

Name OJ000223_13 . 04 12 . C17 . o3 . np 

Start 4724 

GI 7248394 

Exons 4724.. 5654, 5922.. 7028, 8376. 
GI Descrip. 



OJ000223_13.0412.C17 
+ 

8413 
AAT/NAP 
8413 
1691 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8413 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 42180 Seq. ID 

Gene No. 87680 Strand 

Start 8638 End 

Name OJ000223_13.0412.C17.o5.np ■ Method 

Start 8638 End 

GI ■ 629693 Score 
Exons 8638.. 9493, 10619.. 10673 

GI Descrip. probable integrase - common tobacco (fragment) 

gi|530742|emb|CAA56791| (X80830) integrase [Nicotiana tabacum] 



OJ000223_13,0412.C17 
+ 

10673 
AAT/NAP 
10673 
322 



Seq. No. 


42180 




Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87681 




Strand 




Start 


138 




End 


1838 


Name 


OJ000223 13.0412.C17.ol. 


gs 


Method 


GENSCAN 


Start 


138 




End 


1838 


GI 


none 




Score 


.89 


Exons 


138. .454, 484. .703, 1794 


. .1838 




Seq. No. 


42180 




Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 




Strand 




Start 


9872 




End 


11842 


Name 


OJ000223 13.0412.C17.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


5616 




End 


5981 


GI 


none 




Score 


122 


Exons 


5616. .5840, 5847. .5981 








Seq. No. 


42180 




Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 




Strand 




Start 


9872 




End 


11842 


Name 


OJ000223 13.0412.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5777 




End 


6175 


GI 


none 




Score 


75 


Exons 


5777. .5824, 5784 . .5834, 


5829. . 


6161, 5837. .6175, 5837.. 6133 


Seq. No. 


42180 




Seq. ID 


OJ000223_13.0412.C17 



42432 




Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.02 


. tm 


Method 


TBLASTX: Maize 


Start 


5832 








End 


6050 


GI 


none 








Score 


256 


Exons 


5832... 6050, 


5837. 


.6049 








Seq, No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.01 


. tm 


Method 


TBLASTX: Maize 


Start 


6051 








End 


6512 


GI 


none 








Score 


465 


Exons 


6051. .6512, 


6100. 


.6315, 


6198. 


.6350, 6200.. 6511 


Seq. No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


6177 








End 


6579 


GI 


none 








Score 


190 


Exons 


6177. .6518, 


6200. 


.6514, 


6538. 


.6579 




Seq. No. 


'42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682, 








Strand 




Start 


. 9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


017 .o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


6198 ~ 








End 


6669 


GI 


none 








Score 


196 


Exons 


6198. .6479, 


6236. 


.6328, 


6538. 


.6669, 6549. .6656 


Seq. No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.01 


.ts 


Method 


TBLASTX: Soybean 


Start 


6820 








End 


7227 


GI 


none 








Score 


165 


Exons 


6820. . 6984, 


6822. 


. 6956, 


6976. 


.7059, 6977.. 7060, 7057.. 7227 


Seq. No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.03 


• ts 


Method 


TBLASTX: Soybean 


Start 


8663 








End 


9058 


GI 


none 








Score 


208 


Exons 


8663. .9058, 


8764. 


.8880 








Seq. No. 


42180 








Seq. ID 


OJ000223_13.0412.C17 


Gene No. 


87682 








Strand 




Start 


9872 








End 


11842 


Name 


OJ000223 13. 


0412. 


C17.03 


.gs 


Method 


GENSCAN 


Start 


9872 








End 


11842 


GI 


none 








Score 


.54 


Exons 


9872. .9895, 


9957. 


.10114 


, 10392. .10527, 


11555. .11732, 



11773. .11842 



Seq. No. 42181 Seq. ID OJ000223_13 . 04 12 . C18 



42433 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



87683 Strand + 

1 End 4540 

OJ000223_13 .0412. C18 . ol . np Method AAT/NAP 

1 End 637 

5295955 Score 381 
1..637 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



42181 Seq, ID 

87683 Strand 

1 End 
OJ000223_13.0412.C18,ol.gs Method 

77 End 

none Score 

77. .139, 1150. .1559, 1594. ,2038 



OJ000223_13,0412.C18 
+ 

4540 
GENSCAN 
2038 
.4 



42181 
87683 
1 

OJ000223 
949 

6907087 
949. .1937, 
(AP001129) 
region of 
sativa] 



13.0412,C18,o2.np 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2405. .2506 

ESTs C72771(E2215) ,AU082313 (E2215) correspond to 
the predicted gene.; hypothetical protein [Oryza 



OJ000223 
+ 

4540 
AAT/NAP 
2506 
390 



13.0412.C18 



Seq. No, 


42181 


Seq. ID 


OJ000223_ 


_13.0412.C18 


Gene No. 


87683 


Strand 


+ 




Start 


.1 


End 


4540 




Name 


OJ000223 13,0412,C18.o4.np 


Method 


AAT/NAP 




Start 


2085 


End 


4540 




GI 


629693 


Score 


83 




Exons 


2085. .2119, 4049.. 4188, 4496. 


.4540 






GI Descrip, 


probable integrase - common tobacco (fragment) 






gi 1 530742 |emb|CAA56791| (X80830) integrase [Nicotiana tabaci 


Seq. No. 


42181 


Seq. ID 


OJ000223_ 


_13.0412.C18 


Gene No. 


87684 


Strand 






Start 


2399 


End 


5272 




Name 


OJ000223 13.0412.C18,o2.gs 


Method 


GENSCAN 




Start 


2399 


End 


5272 




GI 


none 


Score 


.82 




Exons 


2399.. 2505, 3201,. 3254, 3781, 


.3838, 4183. .4383, 


4646, .5272 


Seq, No. 


42181 


Seq. ID 


OJ000223_ 


_13.0412.C18 


Gene No. 


87684 


Strand 






Start 


2399 


End 


5272 




Name 


OJ000223 13.0412,C18.o3.np 


Method 


AAT/NAP 




Start 


2899 


End 


4848 




GI 


4680186 


Score 


217 




Exons 


2899. .3120, 4746.-4848 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


42182 


Seq. ID 


OJ000223_ 


_13,0412.C19 


Gene No. 


87685 


Strand 







42434 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_13.0412.C19.ol.np 
1 

7523686 
1..256, 1366. .1397 

(AC009526) Similar to Athila ORF 1 [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1397 
AAT/NAP 
1397 
95 



42183 Seq. ID 

87686 Strand 
1227 End 
OJ000223_13 . 04 12 . C20 . ol . gs Method 
1227 End 
none . Score 
1227. .1402 

42184 

87687 Strand 
1 ^ End 
OJ000223_13 . 04 12 . C21 . ol . np Method 
1 End 
4680183 Score 
1. ,1120 

{AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000223_13.0412.C20 

1402 
GENSCAN 
1402 
.41 . 



Seq. ID OJ000223_13.0412,C21 
+ 

1120 
AAT/NAP 
1120 
1601 



42184 Seq. ID 

87687 Strand 

1 End 
OJ000223_13 . 0412 . C21 .ol . gs Method 

215 End 

none Score 
215- .1101 

42184 Seq. ID 

87687 Strand 

1 End 
OJ000223_13 . 04 12 . C21 . ol , tw Method 

660 End 

none Score 

660.. 722, 661.. 1062 



OJ000223_13.0412.C21 
+ 

1120 
GENSCAN 
1101 
,7 



OJ000223_13.0412.C21 
+ 

1120 

TBLASTX: Wheat 

1062 

259 



OJ000223_13.0412.C22 
+ 

3585 
AAT/NAP 
3585 
4441 



42185 Seq. ID 

87688 Strand 
1 End 
OJ000223_13 . 04 12 . C22 . ol , np Method 
1 End 
5922631 Score 
1..860, 1452. .3585 

(AP000492) ESTs C26347 (C12145 ) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF04 9110) [Oryza sativa] 
gi I 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 
Gene No. 



42185 
87688 



Seq. ID OJ000223_13. 0412,022 
Strand + 



42435 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No- 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 



OJ000223_13 . 0412 . C22 . ol . gs 
48 

none 



End 

Method 

End 

Score 



3585 
GENSCAN 
3536 
,58 



48. .852, 949. .1222, 1415. ,1696, 1897. .2761, 2828. ,3536 



42185 
87688 
1 

OJ000223_13.0412.C22.ol.tw 

200 

none 



Seq. ID OJ000223_13.0412.C22 

Strand + 

End 3585 

Method TBLASTX : Wheat 

End 997 

Score 14 6 



200. .376, 421. .657, 425. .655, 704. .997, 847. .993 



42185 
87688 
1 

OJ000223_13.0412.C22.o3.ts 

917 

none 

917. .1141, 1148, .1282 

42185 
87688 
1 

OJ000223_13.0412.C22.o5.tw 

998 

none 

998. .1306, 998. ,1306 

42185 
87688 
1 

OJ000223_13.0412.C22.o3.tm 

1007 

none 



Seq. ID OJ000223_13,0412.C22 

Strand + 

End 3585 

Method TBLASTX : Soybean 

End 1282 

Score 127 



Seq. ID OJ000223_13.0412.C22 

Strand ' + 

End 3585 

Method TBLASTX: Wheat 

End 1306 

Score 358 



Seq. ID OJ000223_13.0412-C22 

Strand + 

End 3585 

Method TBLASTX : Mai ze 

End 1349 

Score 304 



1007. .1306, . 1046. .1291, 1048. .1293, 1287,, 1349 



^Seq. ID OJ000223_13.0412.C22 

Strand + 

End 3585 

Method TBLASTX: Maize 

End 1744 

Score . 328 



42185 
87688 
1 

OJ000223_13.0412.C22.o2.tm 
1397 
none 

1397. .1744, 1480. .1716 

42185 
87688 
1 

OJ000223_13.0412.C22.o4.tw 
1433 
none 

1433.. 1765, 1477.. 1761, 1723, .1839, 1726,. 1851, 1737.. 1856 



Seq. ID OJ000223_13.0412.C22 

Strand + 

End 3585 " 

Method TBLASTX : Wheat 

End 1856 

Score 363 



42185 
87688 
1 



Seq. ID OJ000223_13.0412-C22 
Strand + 
End 3585 



42436 




Name OJ000223_13 . 0412 . C22 . ol . ts 

Start 1520 

GI none 

Exons 1520.. 1723, 1531.. 1671, 1544 

Seq. No. 42185 

Gene No. 87688 

Start 1 

Name OJ000223_13 . 0412 . C22 . o7 . tw 

Start 1862 

GI none 

Exons 1862.. 1909, 1870.. 1962, 

Seq. No. 42185 

Gene No. 87688 

Start 1 

Name OJ000223_13 . 0412 . C22 . o2 

Start 2137 

GI none 

Exons 2137. .2241, 2145.. 2231, 




Method TBLASTX : Soybean 
End 1877 
Score 192 
..1672, 1737. .1877, 1738. .1866 

Seq. ID OJ000223_13.0412.C22 

' Strand + 

End 3585 

Method TBLASTX : Wheat 

End 2142 

Score 43 
1921.. 2142, 2050.. 2130 

Seq. ID OJ000223_13.0412.C22 

Strand + 

End 3585 

.ts Method TBLASTX: Soybean 

End 2525 

Score 84 
2281.. 2523, 2286.. 2525 



Seq. No. 42185 Seq. ID 

Gene No. 87 688 Strand 

Start 1 End 

Name OJ000223_13. 0412 .C22 .o3. tw Method 

Start 2146 End 

GI none Score 

Exons 2146.. 2568, 2148.. 2492 

Seq. No. 42185 Seq. ID 

Gene No. 87 688 Strand 

Start 1 End 

Name OJ000223_13 . 0412 . C22 . o4 . tm Method 

Start 2200 End 

GI none Score 

Exons 2200.. 2355, 2359.-2472 



OJ000223_13.0412.C22 
+ 

3585 

TBLASTX: Wheat 

2568 

402 



OJ000223_13.0412.C22 
+ 

3585 

TBLASTX: Maize 

2472 

111 



Seq. No. 42185 

Gene No. 87688 

Start 1 

Name OJ000223_13 . 0412 . 022 . o8 . tw 

Start 2584 

GI none 

Exons 2584. .2718, 2596.. 2727, 2624. 



Seq. ID OJ000223_13.0412-C22 

Strand + 

End * 3585 

Method TBLASTX : Wheat 

End 2883 

Score 135 

2731, 2785.. 2883 



Seq. No. 42185 Seq. ID 

Gene No. 87688 Strand 

Start 1 End 

Name OJ000223_13 . 0412 . C22 . ol . tm Method 

Start 2880 End 

GI none Score 

Exons 2880.. 3191, 2881.. 3204, 3196.. 3243 



OJ000223_13.0412.C22 
+ 

3585 

TBLASTX: Maize 

3243 

433 



Seq. No. 42185 Seq. ID 

Gene No. 87688 Strand 

Start 1 End 

Name OJ000223 13 . 0412 . C22 . o2 . tw Method 



OJ000223_13.0412.C22 
+ 

3585 

TBLASTX: Wheat 



42437 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2884 V End 3275 

none Score 412 

2884. .3042, 2886. .3197, 2887. .3273, 3088. .3273, 3228. .3275 



42185 
87688 
1 

OJ000223_13.0412.C22.o6.tw 

3304 

none 

3304.. 3585, 3315.. 3584 

42186 
87689 
1 

OJ000223_13.0412.C23.ol.np 
1 

6691716 

1..150, 229. .408, 485. .587, 



Seq. ID OJ000223_13.0412.C22 

Strand + 

End 3585 

Method TBLASTX : Wheat 

End 3585 

Score 238 



Seq. ID 

Strand 

End 

Method 
End 
Score 
670. .835 



OJ000223_13.0412.C23 
835 

AAT/NAP 

835 

510 



(AP0004 92) hypothetical protein [Oryza sativa] 
gil 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 
[Oryza sativa] 

OJ000223 13.0412.C23 



835 

GENSCAN 

790 

.8 



OJ000223_13.0412.C25 

1189 
GENSCAN 
1088 
.92 



OJ000223_13.0412.C25 

1189 
AAT/NAP 
1189 
166 



OJ000223_13,0412.C26 
+ 

832 

GENSCAN 

832 

.43 



Con Nri 


42186 




Seq. ID 


Gene No . 


87689 




Strand 


Start 


1 




End 


Name 


OJ000223 13.0412.C23. 


ol.gs 


Method 


Start 


245 




End 


GI 


none 




Score 


Exons 


245. .587, 753. .790 






Seq. No. 


42187 




Seq. ID 


Gene No. 


87690 




Strand 


Start 


294 




End 


Name 


OJ000223 13.0412.C25. 


ol .gs 


Method 


Start 


294 




End 


GI 


none 




Score 


Exons 


294. .960, 1000. .1088 






Seq. No. 


42187 




Seq. ID 


Gene No. 


87690 




Strand 


Start 


294 




End 


Name 


OJ000223 13.0412.C25 


ol .np 


Method 


Start 


521 




End 


GI 


5257279 




Score 


Exons 


521. .1189 






GI Descrip. 


(AP000364) Similar to Transposon MAGGY 


homologues . (L35053) 


[Oryza 


sativa] 


Seq. No. 


42188 




Seq. ID 


Gene No. 


87691 




Strand 


Start 


402 




End 


Name 


OJ000223 13.0412.C26 


. ol .gs 


Method 


Start 


402 




End 


GI 


none 




Score 


Exons 


402. .457, 682. .832 







42438 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42189 Seq. ID 

87692 Strand 

62 End 

OJ000223_13 . 0412 . C32 . ol . gs Method 

62 End 

none Score 



OJ000223_13.0412.C32 
+ 

14405 
GENSCAN 
11215 
. 62 



62, .196, 369.-716, 1073. .1166, 3339. .3410, 3590. .3747, 
4833. .4956, 5018. .5216, 6226. .6277, 7616. .8128, 8612. .8849, 
9242. .9345, 9610. .9793, 10031 10668 , 10808.. 11215 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223_13.0412.C32 
+ 

14405 
AAT/GAP 
7410 
153 



42189 Seq. ID 

87692 Strand 
62 End 
OJ000223_13 . 0412 . C32 . ol . gp Method 
6899 End 
5867_1.R1084 Score 
6899. .6932, 7321. .7410 

•4 64 986/sp|P35132|UBC9_ARATH 5.0e-58 UBIQUITIN-CONJUGATING 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN LIGASE 9) (UBIQUITIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ {Z14 990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_34 9211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 

Seq. ID OJ000223_13.0412.C32 



42189 
87692 
62 

OJ000223_13.0412.C32.ol.np 
8612 
4680179 
8612. .12975 

{AF111709) polyprotein [Oryza sativa subsp. indica] 



Strand 
End 

Method 

End 

Score 



14405 
AAT/NAP 
12975 
6248 



42189 
87692 
62 

OJ000223_13 . 0412 . C32 . o2 . gs 

11587 

none 

11587. .11924, 12090. .12259, 
14022. .14087, 14133 14285, 



Seq. ID OJ000223_13.0412.C32 

Strand + 

End 14 405 

Method GENSCAN 

End 14405 

Score .4 
12722. .12840, 13756 .. 13930, 
14290. .14405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_13.0412.C32 
+ 

18300 
AAT/NAP 
17109 
119 



42189 Seq. ID 

87693 Strand 
15048 End 
OJ000223_13.0412.C32.o4 .np Method 
15048 End 
6721561 Score 
15048. .15133, 17076. .17109 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 



42189 



Seq. ID OJ000223_13.0412.C32 



42439 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



87693 Strand + 

15048 End 18300 

OJ000223_13 .0412. C32 . o3 . gs Method GENSCAN 
16514 End 18300 

none . Score .41 

16514. .16902, 17461. .17646, 17763.. 18300 



Ocxrr Mo 
o C • LN u • 


42189 


Seq. ID 


OJ000223_ 


13. 0412, 


.C32 




f \j ^ 'J 


Strand 


+ 








A. ^ \J "iij 


End 


18300 






Name 


OJ000223 13.0412.C32.o7.np 


Method 


AAT/NAP 






Start 


17717 


End 


18215 






\j± 


4680183 


Score 


228 






von Q 


17717, .18215 










m nQcoT*io 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Qorr Mo 


42189 


Seq. ID 


OJ000223_ 


13.0412< 


.C32 


riarxa Mo 


87694 


Strand 


+ 








20441 


End 


22380 






Mamo 
IN dllLC 


OJ000223 ■l3.0412.C32.o9.np 


Method 


AAT/NAP 








20441 


End 


22380 






GI 


5803259 


Score 


85 






Exons 


20441. .20664, 22358.. 22380 












(AP000399) hypothetical protein [Oryza 


sativa] 






Ccii-T Mrt 

oeC]. INO . 


42189 


Seq. ID 


OJ000223_ 


_13.0412 


.C32 


oene ino . 


87695 


Strand 








o uar c 


13248 


End 


13876 






Name 


OJ000223 13.0412.C32.o2.np 


Method 


AAT/NAP 






Q-l- a vt- 

o taru 


13248 


End 


13876 






GI 


6721559 


Score 


299 






Exons 


13248. ,13383, 13412.. 13876 












{AP001073) hypothetical protein [Oryza 


sativa] 








gil 6815084 Idbj | BAA90370.il 


{AP001081) : 


hypothetical protein 




[Oryza sativa] 










Qo/^ Mr^ 
O c; ^ . LN (J . 


42189 


Seq. ID 


OJ000223_ 


_13.0412 


.C32 


r^ana Mo 


87696 


Strand 










14926 


End 


15693 






Name 


OJ000223 13.0412.C32.o3.np 


Method 


AAT/NAP 






Start 


14926 


End 


15693 






ox 


4680183 


Score 


166 






Exons 


14926. .15015, 15623.. 15693 










m noQoyio 

OX L/C70l^i- • 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq, No. 


42189 


Seq. ID 


OJ000223_ 


_13.0412 


.C32 


Gene No. 


87696 


Strand 








Start 


14926 


End 


15693 






Name 


OJ000223 13.0412.C32,o5.np 


Method 


AAT/NAP 






Start 


14926 


End 


15693 






GI 


4680183 


Score 


173 






Exons 


14926. .15015, 15623.. 15693 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


42189 


Seq. ID 


OJ000223_ 


_13.0412 


.032 


Gene No. 


87697 


Strand 








Start 


18566 


End 


20652 







42440 



Name 


OJ000223 13.0412.C32.'o7.tw 


Method 


TBLASTX: Wheat 




Start 


9103 


End 


9468 




GI 


none 


Score 


234 




Exons 


9103.. 9402, 9108.. 9284, 9388 


. .9468 






Seq. No, 


42189 


Seq. ID 


OJ000223_13.0412. 


C32 


Gene No. 


87697 


Strand 






Start 


18566 


End 


20652 




Naitie 


OJ000223 13.0412.C32.o7.tm 


Method 


TBLASTX: Maize 




Start 


9106 


End 


9402 




GI 


none 


Score 


191 




Exons 


9106.. 9402, 9106.. 9390, 9123 


. .9287 






Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412. 


C32 


Gene No. 


87697 


Strand 






Start 


18566 


End 


20652 




Name 


OJ000223 13.0412.C32.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9792 


End 


10146 




GI 


none 


Score 


237 




Exons 


9792. .9932, 9793. .10146 








Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 


Strand 






Start 


18566 


End 


20652 




Name 


OJ000223 13.0412.C32.o4.tw 


Method 


TBLASTX: Wheat 




Start 


10321 


End 


10780 




GI 


none 


Score 


391 




F.vnn <^ 


10321. .10719, 10395. .10667, 


10438. .10689, 10538 .. 10690, 






10673. .10780, 10675. .10737 








Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


.87697 


Strand 






Start 


18566 


End 


20652 




Name 


OJ000223 13.0412.C32.o4.tm 


Method 


TBLASTX: Maize 




Start 


10339 


End 


10622 




GI 


none 


Score 


305 




Exons 


10339. .10620, 10416.. 10622 








Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 


Strand 






Start 


18566 


End 


20652 




Name 


OJ000223 13.0412.C32.o3.tm 


Method 


TBLASTX: Maize 




Start 


10673 


End 


11167 




GI 


none 


Score 


151 




Exons 


10673. .10846, 10832 11167 , 


10918. .11049, 10919. .11122 




Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 


Strand 






Start 


18566 


End 


20652 




Name 


OJ000223 13.0412.C32,ol.ts 


Method 


TBLASTX : Soybean 




Start 


10721 


End 


11116 




GI 


none 


Score 


51 




Exons 


10721. .10753, 10723. .10752, 


10757. .11116, 10760. .10837, 






10867. .11115 








Seq. No. 


42189 


Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 


Strand 







42441 




start 


18566 




End 


20652 




NHin.6 


OJ000223 13. 0412 .C32 


. o5 tw 


Method 


TBLASTX: Wheat 




Start 


10829 ~ 




End 


11131 




ox 


none 




Score 


348 






10829. .11131, 10873. 


. 11130 








Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Nanie 


OJ000223 13 . 0412 .C32 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11132 ~ 




End 


11557 




GI 


none 




Score 


593 




F.von ^ 


11132. .11557, 11164. 


. 11550, 


11210. .11551 




Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 


— 




Start 


18566 




End 


20652 




Nanie 


OJ000223 13 . 0412 .C32 


, o3 . t s 


Method 


TBLASTX: Soybean 




Start 


11138 ~ 




End 


11383 






none 




Score 


185 






11138 . . 11383 










Seq. No. 


42189 




Seq, ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 


— 




Start 


18566 




End 


20652 






OJ000223 13 0412 C32 


. ol . tm 


Method 


TBLASTX: Maize 




o L. a. J. u 


11204 ~ 




End 


11560 










Score 


476 






11204 11560- 11206 


. 11550 








Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 


— 




Start 


18566 




End 


20652 




Naiue 


OJ000223 13. 0412 .C32 


. o2 . tw 


Method 


TBLASTX: Wheat 




Start 


11596 ~ 




End 


12123 




GI 


none 




Score 


586 






11596 .12123, 11742. 


.12122 








Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Naitie 


OJ000223 13.0412.C32 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11772 " 




End 


12087 




GI 


none 




Score 


259 




F.xnn 


11772. .12086, 11773. 


. 12087 








Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13 0412. C32 


. ol • tc 


Method 


TBLASTX: Cress 




Start 


11830 ~ 




End 


12147 




GI 


none 




Score 


85 




Exons 


11830. .11997, 12004. 


.12147, 


12054.. 12146 




Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 





42442 




Name 


OJ000223 13.0412.C32 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


11911 




End 


12171 




GI 


none 




Score 


292 




Exons 


11911. .12171, 11916. 


.12170 








Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13.0412-C32 


, o2.tm 


Method 


TBLASTX: Maize 




Start 


12088 




End 


12405 




GI 


none 




Score 


436 




Exons 


12088, .12405, 12099. 


.12404 








Seq, No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13,0412.032 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


12129 




End 


12517 




GI 


none 




Score 


468 




Exons 


12129. .12509, 12130. 


.12516, 


12137. .12517 




Seq. No. 


42189 




Seq. ID 


OJ000223_13,0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13.0412.C32 


, o6. tm 


Method 


TBLASTX: Maize . 




Start 


12405 




End 


12724 




GI 


none 




Score 


85 




Exons 


12405, , 12464, 12409. 


.12471, 


12469. .12522, 12474 ,, 12518 , 






12512. .12580, 12579, 


,12614, 


12617. .12724 




Seq, No. 


42189 




Seq. ID 


OJ000223_13,0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13,0412.C32 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


12579 




End 


12930 




GI 


none 




Score 


45 




Exons 


12579. .12614, 12620. 


.12724, 


12622. .12708, 12712 .. 12930 , 






12726. .12929 










Seq. No. 


42189 




Seq. ID 


OJ000223_13.0412 


.C32 


Gene No. 


87697 




Strand 






Start 


18566 




End 


20652 




Name 


OJ000223 13.0412.C32 


.o4 ,gs 


Method 


GENSCAN. 




Start 


18566 




End . 


20652 




GI 


none 




Score 


.51 




Exons 


18566, .18942, 19032. 


.19189, 


20006, .20125, 20442.. 20652 




Seq. No. 


42190 




Seq. ID 


OJ000223_13.0412 


.C33 


Gene No. 


87698 




Strand 


+ 




Start 


1 




End 


529 




Name 


OJ000223 13.0412.C33 


. ol .np 


Method 


AAT/NAP 




Start 


1 




End 


529 




GI 


6742729 




Score 


330 




Exons 


1. .529 











GI Descrip. (AF121139) RIM2 protein [Oryza sativa] 

.Seq. No. 42190 Seq. ID OJ000223_13 . 04 12 . C33 



Gpnp No 


87698 




Strand 


+ 






Start 


. 1 




End 


529 






Name 


OJ000223 13.0412.C33 


.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


1 




End 


465 






GI 


none 




Score 


111 






Exons 


1..111, 2. .121, 90.. 


329, 90. 


.416, 115. 


.414, 421 


. .465 




Seq. No. 


42190 




Seq. ID 


OJ000223 


_13.0412 


.C33 


Gene No « 


87698 




Strand 


+ 






Start 


1 




End 


529 






Name 


OJ000223 13.0412.C33 


.ol . tc 


Method 


TBLASTX: 


Cress 




Start 


159 




End 


465 






GI 


none 




Score 


205 






Exons 


159. .416, 187. .414, 


421. .465 








Seq. No. 


42191 




Seq. ID 


OJ000223 


_13.0412 


.C34 


(^pne No 


87699 




Strand 


+ 






Start 


454 




End 


960 






Name 


OJ000223 13.0412.C34 


.ol.gs • 


Method 


GENSCAN 






Start 


454 




End 


960 






GI 


none 




Score 


.56 






Exons 


454. .598, 875. .960 












Seq. No. 


42192 




Seq. ID 


OJ000223 


_13.0412 


.C35 


Gene No. 


87700 




Strand 


+ 






Start 


3367 




End 


5677 






Name 


OJ000223 13.0412.C35 


.ol.gs 


Method 


GENSCAN 






Start 


3367 




End 


5677 






GI 


none 




Score 


.55 






Exons 


3367.. 3451, 3512.. 3685, 3746 


..3874, 3915. .3998, 


4814. .5080, 




5381. .5677 












Seq. No. 


42192 




Seq. ID 


OJ000223 


_13.0412 


.C35 




87701 




Strand 


+ 






start 


9813 




End 


10709 






Name 


OJ000223 13.0412.C35 


.o3. gs 


Method 


GENSCAN 






start 


9813 




End 


10709 






GI 


none 




Score 


.87 






Exons . 


9813. .10146, 10588.. 


10709 










Seq. No. 


42192 




Seq. ID 


OJ000223 


_13.0412 


.C35 


Gene No. 


87702 




Strand 


+ 






Start 


14449 




End 


19394 






Name 


OJ000223 13.0412.C35 


.o5.gs 


Method 


GENSCAN 






Start 


14449 




End 


19361 






GI 


none 




Score 


.5 






Exons 


14449. .14675, 15040. 


.15331, 


15424. .15892, 16103 


. .16249, 






16269. .16418, 16441. 


.16570, 


16639. .16708, 16842 


. .17041, 






17253. .17583, 17711. 


.18393, 


18563. .19361 






Seq.- No. 


42192 




Seq. ID 


OJ000223 


_13.0412 


.C35 


Gene No. 


87702 




Strand 


+ 






Start 


14449 




End 


19394 






Name 


OJ000223 13.0412.C35 


.ol.np 


Method 


AAT/NAP 






Start 


15948 




End 


19394 






GI 


7248394 




Score 


1054 






Exons 


15948. .15983, 17859. 


.18941, 


19373. .19394 







42444 




GI Descrip. {AP001389) ESTs C97394 {C60113) , AU075824*.TR0165) , D38985 {R0165) 
correspond to a region of the predicted' gene. -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AG006446) 



Seq. No. 


42192 


Seq. ID 


OJ000223_13.0412 


.035 


Gene No . 


87702 


Strand 


+ 




Start 


14449 


End 


19394 




Name 


OJ000223 13.0412.C35.o2.np 


Method 


AAT/NAP 




Start 


18212 


End . 


19394 




GI 


4680180 


Score 


4 97 




Exons 


18212. .19394 








GI Descrip - 


{AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


42192 


Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87703 


Strand 






Start 


6344 


End 


9106 




Name 


OJ000223 13.0412.C35.o2.gs 


Method 


GENSCAN 




Start 


6344 


End 


9106 




GI 


none 


Score 


.41 




Exons 


6344. ,6365, 6414. .6604, 7730. 


.7980, 8082. .8436, 8801.. 9106 


Seq. No. 


42192 . 


Seq. ID 


OJ000223_13.0412 


.C35 


Gene No . 


87704 


Strand 






Start 


11524 


End 


13517 




Name 


OJ000223 13.0412,C35.o4 .tm 


Method 


TBLASTX: Maize 




Start 


712 


End 


1002 




GI 


none 


Score 


87 




Exons 


712, .810, 820. .1002, 826. .960 








Seq. No. 


42192 


Seq. ID 


OJ000223_13.0412 


.C35 


Gene No . 


87704 


Strand 






Start 


11524 


End 


13517 




Name 


OJ000223 13.0412.C35.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1079 


End 


1449 




GI 


none 


Score 


129 




Exons 


1079. .1318, 1081. .1449 








Seq. No. 


42192 


Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87704 


Strand 






Start 


11524 


End 


13517 




Name 


OJ000223 13.0412.C35.o2.tm 


Method 


TBLASTX: Maize 




Start 


1174 


End 


1635 




GI 


none 


Score 


76 




Exons 


1174. .1260, 1178. .1261, 1273. 


.1635, 1427.. 1633 




Seq. No. 


42192 


Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87704 


Strand 






Start 


11524 


End 


13517 




Name 


OJ000223 13.0412.C35.o4.gs 


Method 


GENSCAN 




Start 


11524 


End 


13517 




GI 


none 


Score 


.53 




Exons 


11524. .11722, 11740. .11833, 11896 .. 12239, 12299. . 12368 , 






12615. .13143, 13284.. 13517 








Seq. No. 


42192 


Seq^ ID 


OJ000223_13.0412 


.C35 



42445 




Gene No, 


87704 




Strand 












End 


13517 




Name 




■ Oo . tw 


Method 


TBLASTX: Wheat 






i.^ ft 




End 


13331 






none 




Score 


81 




Cixons 


i9QnA 1 '^m 1 i9Qftfi 


1 ^1 4 Q 

. X ^ X *it J f 


13137. .13199, 13215.. 13331 




Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87705 




Strand 












End 


18632 




Name 




.Ox. tw 


Method 


TBLASTX: Wheat 






1 11 AA 




End 


18148 






none 




Score 


84 




Exons 


MIAA 1 7Pnfi 177Q^ 


1 R1 4ft 

• X O X 4 O f 


17818. .18081 




Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87705 




Strand 








1 11 A A 

J. / f *±H 




End 


18632 




Name 




• . l-iU 


Method 


TBLASTX: Maize 




o uaru 






End 


18016 






none 




Score 


263 




Exons 


177Qft 1ft^1^^ 177Qft 


1 7QQft 
• X / ^ ;?o / 


17818.. 18015 




Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87705 




Strand 






otart 


111 A A 




End 


18632 




Name 


UUUUUZ^J XO • Ufl XZ . JO 


- 

. ol . tm 


Method 


TBLASTX: Maize 






XoUX / 




End 


18478 






none 




Score 


526 




Exons 


1R017 1 ftA7ft 1 flOl 7 
XoUX / • .XOfi f O f XOUX / • 


1 ft 40fi 
. X O 4 U O , 


18166. .18477 




Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87705 




Strand 








177 44 




End 


18632 




Name 


nT0n099'^ 1*^ 0419 P'^R 


. o4 • tw 


Method 


TBLASTX: Wheat 




C-l- a Y-f- 

oT-ari- 


1 R 1 4 Q 
Xo X ft J 




End 


184-84 






none 




Score 


199 




Exons 


1fi14Q 1fi4ft4 Iftlfi'^ 

XOX4?. .X0fi04f XOXOJ. 


1 ft4ft0 

. X O 4 O U 








Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 


Gene No. 


87705 




Strand 








1774 4 

X / / 4 ft 




End 


18632 




Name 


(^700099*^ 1^ 0419 C^^ 

\JO UUU^^J XO.U4XZ.^^OO 


ri9 f- Q 


Method 


TBLASTX : Soybean 




o tart 


1 R1 fil 
XO X 0 / 




End 


18632 






none 




Score 


207 




Exons 


1 R1 ^^7 1P44R 1 fi909 
XOXO / • . X0440/ XO^U^. 


1 ft '^'^Q 

. X O JO ^ / 


18507. .18632, 18512.. 18601 




oeq. wo. 


491 Q9 
4 Z X 




Seq. ID 


OJ000223_13.0412 




Gene No. 


87706 




Strand 






Start 


18783 




End 


19226 




Name 


OJ000223 13.0412.C35 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


18783 




End 


19193 




GI 


none 




Score 


133 




Exons 


18783. .18920, 18785. 


.18934, 


18941. .19024, 18942. .19193, 






19072. .19095 










Seq. No. 


42192 




Seq. ID 


OJ000223_13.0412 


.C35 



42446 



Gene No. 


87706 


Strand 








Start 


18783 


End 


19226 






NcLiue 


OJ000223 13. 0412 .C35.o3. tw 


Method 


TBLASTX: Wheat 


Start 


18828 ~ 


End 


19226 








none 


Score 


73 






J— 1 A V-/ 1 1 0 


18828. -18917, 18957. .19226 










Sprr No 


42193 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87707 


Strand 


+ 






Start 


1 


End 


1120 






Naine 


OJ000223 13.0412.C36.ol.np- 


Method 


AAT/NAP 






Start 


1 


End 


1120 






GI 


6815052 


Score 


90 






P.3f on ^ 


1..55, 518. .630, 1051. .1120 












(AP001080) hypothetical protein [Oryza 


sativa] 






Seer No 


42193 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87707 


Strand 


+ 






Start 


1 


End 


1120 






Name 


OJ000223 13.0412.C36.o2.np 


Method 


AAT/NAP 






Start 


768 


End 


1120 






GI 


6705984 


Score 


146 






Flxon^ 


768. .1120 












(AB033235) gag-pol polyprotein [Oryza 


sativa] 






Seer No 


42194 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87708 


Strand 


+ 






Start 


1 


End 


4057 






Name 


OJ000223 13.0412.C37.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4057 






GI 


4680179 


Score 


2685 








1..58, 1715. .4057 










VJX 1-/ w O W -I, ->-^' . 


(AF111709) polyprotein [Oryza 


sativa subsp. indica 


1 


Seq. No. 


42194 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87708 


Strand 


+ 






Start 


1 


End 


4057 






Name 


OJ000223 13.0412.C37.ol.gs 


Method 


GENSCAN 






Start 


33 


End 


2543 






GI 


none 


Score 


.59 








33. .189, 269. .768, 796. .1162, 


2050. .2543 






Sea No. 


42194 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87708 


Strand 


+ 






Start 


1 


End 


4057 






Name 


OJ000223 13.0412.C37.ol.np 


Method 


AAT/NAP 






Start 


84 


End 


1562 






GI 


6815052 


Score 


1609 






Rxon *? 


84. .220, 269. .1006, 1088. .1162, 1444.. 


1562 






QJ npcjpT'iri 


{AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42194 


Seq. ID 


OJ000223_ 


13 


.04 


Gene No. 


87708 


Strand 


+ 






Start 


1 


End 


4057 






Name 


OJ000223 13.0412.C37.o2.gs 


Method 


GENSCAN 






Start 


2872 


End 


3840 






GI 


none 


Score 


.99 







42447 



Exons 



• 

2872. .3840 





Sea No. 


42194 








Seq. ID 


OJ000223 13.0412 


.C37 




f^Pfip No 


87709 








Strand 








Start 


4467 








End 


5020 






NcLins 


OJ000223 13 


. 0412 


.037 .06 


. tw 


Method 


TBLASTX: Wheat 






Start 


1637 ~ 








End 


17-72 






GI 


none 








Score 


178 






Exons 


1637. .1768, 


1638 


. .1772 












Seq. No. 


42194 








Seq. ID 


OJ000223_13.0412 


.C37 




Gene No. 


87709 








Strand 








start 


4467 








End 


5020 






Name 


OJ000223 13 


.0412 


.C37 .ol 


. ts 


Method 


TBLASTX : Soybean 






Start 


1763 ~ 








End 


2074 






GI 


none 








Score 


397 






Exons 


1763. .2074, 


1846 


. .2073 












Secj. No. 


42194 








Seq. ID 


OJ000223 13.0412 


.C37 




Gene No . 


87709 








Strand 








Start 


4467 








End 


5020 






Name 


OJ000223 13 


.0412 


.037 .o4 


. tw 


Method 


TBLASTX: Wheat 






Start 


1787 ~ 








End 


2095 






GI 


none 








Score 


391 






Exons 


178T. .2095, 


1789 


. .2091, 


1799. 


.2095 






fh 


Sea. No. 


42194 








Seq. ID 


OJ000223 13.0412 


.C37 


\ ~ 


ficine No 


87709 








Strand 






f 1 


Start 


4467 








End 


5020 






Name 


OJ000223 13 


. 0412 


,C37.o4 


. tm 


Method 


TBLASTX: Maize 






Start 


1808 ~ 








End 


2156 






GI 


none 








Score 


284 




= y 


Exons 


1808. .2119, 


1876 


. .2088, 


2100. 


,2156 








Sea. No. 


42194 








Seq. ID 


OJ000223 13.0412 


.C37 




Gene No . 


87709 








Strand 








Start 


4467 








End 


5020 






Name 


OJ000223 13 


.0412 


.C37.02 


. tw 


Method 


TBLASTX: Wheat 






Start 


2099 ~ 








End 


2516 




p 


GI 


none 








Score 


560 






Exons 


2099. .2506, 


2100 


. .2516 












Secj. No. 


42194 








Seq. ID 


OJ000223 13.0412 


.037 






87709 








Strand 








Start 


4467 








End 


5020 






Name 


OJ000223 13 


. 0412 


.037 .o3 


. ts 


Method 


TBLASTX: Soybean 






Start 


2100 ~ 








End 


2342 






GI 


none 








Score 


210 






Exons 


2100. .2342, 


2117 


. .2227, 


2282. 


.2341 








Seq. No. 


42194 








Seq. ID 


OJ000223_13.0412 


.037 




Gene No. 


87709 








Strand 








Start 


4467 








End 


5020 






Name 


OJ000223 13 


.0412 


.037.02 


. tm 


Method 


TBLASTX: Maize 






Start 


2163 








End 


2516 






GI 


none 








Score 


454 






Exons 


2163. .2516, 


2183 


. .2503 











42448 



Seq, No. 
Gene No, 
Start 
Name 
Start 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42194 
87709 
4467 

OJ000223_13.0412.C37.o3.tw 

2576 

none 

2576.-2857, 2615.. 2875, 2788. 
2859. .3056 

42194 
87709 
4467 

OJ000223_13.0412.C37,o2.ts 

2860 

none 

2860. .3108, 2860. .3009, 2886. 

42194 
87709 
4467 

OJ000223_13 .0412. C37 . o3 . tm 

2906 

none 

2906.. 3007, 2908.. 3192, 2910. 

42194 
87709 
4467 

OJ000223_13.0412.C37.ol.tw 

3067 

none 

3067. .3693, 3111. .3692 

42194 
87709 
4467 

OJ000223_13 .0412. C37 . ol . tm 

3250 

none 

3250. .3408, 3252. .3401, 3255. 
3406. .3834 

42194 
87709 
4467 

OJ000223_13.0412.C37.o5.tw 

3693 

none 

3693. .3845, 3694. .3831, 3846. 

42194 
87709 
4467 

OJ000223_13.0412.C37,o5.tm 

3837 

none 



Seq. ID OJ000223_13.0412.C37 
Strand 

End 5020 

Method TBLASTX : Wheat 

End 3060 

Score 233 

.2859, 2847. .3056, 2848. .3060, 



Seq. ID OJ000223_13.0412.C37 
Strand 

End 5020 

Method TBLASTX : Soybean 

End 3109 

Score 279 
.3107, 2891.. 3109 

Seq. ID 'OJ000223_13.0412.C37 
Strand 

End 5020 

Method TBLASTX: Maize 

End 3198 

Score 71 
.3194, 2911. .3198 

Seq. ID OJ000223_13.0412.C37 
Strand 

End 5020 

Method TBLASTX : Wheat 

End 3693 

Score 685 



Seq. ID OJ000223_13.0412.C37 

Strand - . . 

End 5020 

Method TBLASTX: Maize 

End 3834 

Score 193 

.3419, 3317. .3403, 3405. .3701, 



Seq. ID OJ000223_13.0412.C37 
Strand 

5020 

TBLASTX: Wheat 
4016 
154 



End 

Method 
End 
Score 
.4016 



Seq. ID OJ000223_13.0412.C37 
Strand 

End 5020 

Method TBLASTX : Mai ze 

End 4004 

Score 180 



42449 




TT V o n a 


3837 4004 


3837 


3995 








Seq. No. 


42194 






Seq. ID 


OJ000223_13.0412 


.C37 


Gene No. 


87709 






Strand 








4467 






End 


5020 




N3.in.e 


OJ000223 13 


. 0412 


r37 03 as 


Method 


GENSCAN 




O Udl. L. 


4467 ~ 






End 


5020 




PT 








Score 


. 43 




EjXons 


44fi7 4fiS3 


4887 


5020 








Seq. No. 


42195 






Seq. ID 


OJ000223_13.0412 


.C38 


Gene No. 


87710 






Strand 


+ 




O Lai U 


A 
*i 






End 


1660 




Nsiue 


n.Tnoo9?3 1 3 


0412 


r38 nl as 


Mpt hod 


GENSCAN 




o tax; U 


4 ~ 






End 


1660 












Score 


. 47 




von c 


4 73 300 


368 


1593 1660 








Seq. No.. 


42195 






Seq. ID 


OJ000223_13.0412 


.C38 


Gene No. 


87711 






Strand 


+ 




0 UaX L. 


320S 






End 


5431 




Mamo 
LN diiic 


0.7000223 13 


. 0412 


C38 o3 as 


Mpt hod 


GENSCAN 




0 Uai L. 


320S 






End 


5217 












Score 


. 53 




Exons 


32ns 3^23 


*i ^ u 0 


4 3Qfi R01 6 


S217 






oeq. iNO. 


4 Z J. ^3 






• XL/ 


OlT000223 13 0412 


. C38 


Gene No . 


87711 






Strand 


+ ~ 




Start 


3205 






End 


5431 




Name 


OJ000223 13 


,0412 


.C38.ol.np 


Method 


AAT/NAP 




Start 


3997 






End 


5431 




GI 


4388825 






Score 


128 




Exons 


3997. .4256, 


5385 


. .5431 








GI Descrip. 


(AC006528) 


putative retroelement pol polyprotein [Arabidopsis 



thaliana] 



Seq. No. 42195 Seq. ID 

Gene No. 87712 Strand 

Start 2495 End 

Name OJ000223_13 . 04 12 . C38 . o2 . gs Method 

Start 2495 End 

GI none Score 

Exons 2495.. 2804, 2830.. 3051, 3070.. 3080 



OJ000223_13.0412,C38 

3080 
■ GENSCAN 
3080 
.47 



Seq. No. 42195 

Gene No. 87713 

Start 4252 

Name OJ000223_13 . 04 12 . C38 . o2 . np 

Start 4252 

GI 6523547 

Exons 4252.. 4301, 4816.. 5065, 

GI Descrip. {AJ242540) hydroxyproline-rich glycoprotein 
carteri f. nagariensis] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 13.0412.C38 



8949 
AAT/NAP 
8949 
203 



7277. .7358, 8033. 



8496, 8578.-8949 
DZ-HRGP [Volvox 



Seq. No. 
Gene No. 
Start 



42195 
87713 
4252 



Seq. ID 

Strand 

End 



OJ000223 13.0412.C38 



8949 



42450 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_13 . 0412 . C38 . o3 . gp Method AAT/GAP 
5861 End 6528 

83529_1.R1084 Score 1071 

5861. .6528 

M521194/dbj IAB013613.1IAB013613 6.0e-79 Oryza sativa DNA, 
centromere sequence RCBll* 

42195 Seq. ID OJ000223_13 . 04 12 . C38 

87714 Strand 

9709 End 11215 

OJ000223_13 . 0412. C38 . o3 . np Method AAT/NAP 

9709 End 11215 

6063554 Score 99 

9709,. 9882, 11184.. 11215 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98 611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42196 Seq. ID 

87715 Strand 

13 End 
OJ000223_13 . 04 12 . C42 . ol . gs Method 

13 End 

none Score 

13. .138, 217. .1103, 1191. .1643 



OJ000223__13.0412.C42 

1643 
GENSCAN 
1643 
.97 



OJ000223 13.0412.C43 



42197 Seq. ID 

87716 Strand 
1 End 1563 

OJ000223_13.0412,C43.ol.np Method AAT/NAP 
1 End 1563 

6681183 Score 89 

1..52, 877. .1321, 1507, .1563 
diaphanous homolog 1 (Drosophila) 

gi I 6014968 I sp 1008808 I DIA1_M0USE DIAPHANOUS PROTEIN HOMOLOG 1 
(P140MDIA) git 2114473 (U96963) pl40mDia [Mus musculus] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42198 Seq. ID 

87717 , Strand 

1171 End 
OJ000223_13 . 04 12 . C4 4 . ol . gs Method 

1171 End 

none Score 
1171. .1950 



OJ000223_13.0412.C44 

2010 
GENSCAN 
1950 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 



42198 Seq. ID 

87717 Strand 

1171 End 
OJ000223_13 , 0412 . C44 . ol . np Method 

1204 End 

4680203 Score 
1204. .2010 

(AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000223_13.0412.C44 

2010 
AAT/NAP 
2010 
420 



42198 
87717 
1171 



Seq. ID 

Strand 

End 



OJ000223 13.0412.C44 



2010 



42451 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_13.0412.C44.ol.tw Method TBLASTX: Wheat 
1282 End 1983 

none Score 67 

1282. .1401, 1402. .1506, 1403. .1507, 1525. .1578, 1578. .1622, 
1579. .1629, 1645. .1785, 1646. .1771, 1783. .1983, 1793. .1930 



42198 
87717 
1171 

OJ000223_13.0412.C44.ol.ts 

1375 

none 

1375.. 1593, 1409.. 1591 



Seq. ID OJ000223_13.0412.C44 
Strand 

End 2010 

Method TBLASTX : Soybean 

End 1593 

Score 93 



42198 Seq. ID 

87717 Strand 

1171 End 
OJ000223_13. 0412.C44 .o2 .np Method 

1700 End 

6742729 Score 
1700.. 2010 

(AF121139) RIM2 protein [Oryza sativa] 



OJ000223_13.0412.C44 

2010 
AAT/NAP 
2010 
207 



Seq. -ID 
Strand 
End 

Method 
End 
Score 

1..562, 1428. .1742, 1832. .1939, 2130, 
(AC008263) Contains 3 PF| 01535 DUF17 domains. [Arabidopsis 
thaliana] gi | 6646779 | gb IAAF21091 . 1 1 AC013258_29 (AC013258) 
hypothetical protein [Arabidopsis thaliana] 



42199 
87718 
1 

OJ000303_11. 0406.Cl.ol.np 
1 

5882738 



OJ000303_11.0406.C1 
+ 

2535 
AAT/NAP 
2457 
854 
.2457 



Seq. No. 


42199 


Seq. ID 


OJ000303_11.0406.C1 


Gene No . 


87718 


Strand 


+ 


Start 


1 


End 


2535 


Name 


OJ000303 11.0406.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


194 


End 


515 


GI 


none 


Score 


492 


Exons 


194. .514, 195. .515 






Seq. No.- 


42199 


Seq. ID 


OJ000303_11.0406.C1 


Gene No. 


87718 


Strand 


+ 


Start 


1 


End 


2535 


Name 


OJ000303 11.0406.Cl.ol.gs 


Method 


GENSCAN 


Start 


202 


End 


2535 


GI 


none 


Score 


87 


Exons 


202.. 562, 1428. .1742, 1832. 


.1939, 2130 


.^2462, 2502.. 2535 


Seq. No. 


42199 


Seq. ID 


OJ000303_11.0406.C1 


Gene No. 


87718 


Strand 


+ 


Start 


1 


End 


2535 


Name 


OJ000303 11.0406.Cl.ol.gp 


Method 


AAT/GAP 


Start 


328 


End 


1620 


GI 


LIB3474-011-P1-K1-C6 


Score 


803 


Exons 


328. .562, 1428. .1620 







42452 



Gi Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 
Gene No. 



'5882738/gb|AAD55291.1|AC008263_22 4.0e-45 (AC008263) Contains 3 
PF 01535 DUF17 domains. [Arabidopsis thaliana] ' 



42199 
87718 
1 

OJ000303_11 . 0406 . CI . ol . ts 

510 

none 



Seq. ID OJ000303_11.0406.C1 

Strand + 

End 2535 

Method TBLASTX : Soybean 

End 1743 

Score 77 



510. .563, 1420. .1743, 1425. .1742 



42199 
87718 
1 

OJ000303_11 . 0406 . CI . ol . tm 

516 

none 



Seq. ID OJ000303_11.0406.C1 

Strand + 

End 2535 

Method TBLASTX : Mai ze 

End 2470 

Score 82 



516. .563, 517. .564, 518. .565, 526. ,582, 1420. .1743, 1425. .1742, 
1427. .1744, 1825. .1938, 1830. .1940, 1831. .1944, 2113. .2340, , 
2116. .2298, 2117. .2329, 2130. .2339, 2257. .2313, 2375. .2470, 
2389. .2466 



42200 
87719 
14 

OJ000303_11.0406-.C2.ol.gp 
14 

428191 
14. .372 

42200 
87719 
14 

OJ000303_ll,0406.C2.ol.gs 
86 

none 
86. .373 



Seq. ID OJ000303_11.0406.C2 

Strand + 

End 37 3 

Method . AAT/GAP 

End 372 

Score 669 



Seq. ID OJ000303_11.0406.C2 

Strand + 

End 373 

Method GENSCAN 

End 373 

Score 1 



42200 
87719 
14 

OJ000303_11.0406.C2.ol.np 
92 

7267650 
92.. 304 

(AL161515) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000303_11.0406.C2 
Strand + 

373 

AAT/NAP 
304 
201 



End 

Method 

End 

Score 



42200 
87720 
1568 

OJ000303_11.0406.C2.ol.tm 
83 

none 

83. .256, 109. .225, 347. .379 

42200 
.87720 



Seq. ID OJ000303_11.0406.C2 

Strand + 

End 1909 

Method TBLASTX : Mai ze 

End 379 

Score 258 



Seq. ID OJ000303_11.0406.C2 
Strand + 



42453 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1568 

OJ000303_11.0406.C2.ol.tc 
95 

none 

95. .256, 115. .225 

42200 
87720 
1568 

OJ000303_11.0406.C2.ol.ts 

104 

none 

104. .256, 115. .225 



End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



1909 

TBLASTX: Cress 

256 

187 



OJ000303_11.0406.C2 
+ 

1909 

TBLASTX : Soybean 

256 

200 



42200 
87720 
1568 

OJ000303_11.0406.C2.o2.gp 
1568 

LIB3433-04 6-P1-K1-E4 
1568. .1909 

M249382/gb|AAD14479| l.Oe-26 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAG gb_AC004481. [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_ 
+ 

1909 
AAT/GAP 
1909 
602 



11. 0406. C2 



42201 Seq. ID 

87721 Strand 
62 End 
OJ000303_11.0406.C3.ol.gs Method 
62 End 
none Score 

62.. 136, 649.. 701, 822.. 1110 



OJ000303_11.0406.C3 
+ 

12292 
GENSCAN 
1110 
.87 



42201 
87721 
62 

OJ000303_11.0406.C3.ol 
856 

7484830 

856. .1688, 1800. .1899, 
calmodulin-binding prot 
thaliana gi | 4539298 | emb 
calmodulin-binding prot 
gi I 7269431 1 emb I CAB79435 
calmodulin-binding prot 



Seq. ID OJ000303_11.0406.C3 
Strand + 
End 12292 
np Method AAT/NAP 

End 3675 
Score 358 
3646.. 3675 

ein homolog F14M19.80 - Arabidopsis 

CAB39601.il (AL049480) putative 
ein [Arabidopsis thaliana] 
.11 {AL161564) putative 
ein [Arabidopsis thaliana] 



Seq. No. 42201 Seq. ID 

Gene No. 87721 Strand 

Start 62 End 

Name OJ000303_11 . 0406 . C3 , ol . gp Method 

Start 1029 End 

GI 2798662 Score 

Exons 1029.. 1206, 1419.. 1681 

GI Descrip. 4539298/emb | CAB39601 . 1 | l.Oe-09 (AL049480) putative 

calmodulin-binding protein [Arabidopsis thaliana] 



OJ000303_11.0406.C3 
+ 

12292 
AAT/GAP 
1681 
785 



Seq. No. 



42201 



Seq. ID OJ000303_11.0406.C3 



42454 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



87721 Strand + 

62 End 12292 

OJ000303_11 . 0406 . C3 . o2 . gs Method GENSCAN 

1508 End 11969 

none Score . 75 

1508, .1681, 1793, ,1899, 4053. .4320, 4400. .5086, 5201. .5301, 

5410,, 5485, 5572,. 5631, 5709.. 5893, 6039.. 6135, 6231.. 6317, 

6422. ,6480, 6530, .6681, 7194. .7271, 7370. .7530, 7622. .7899, 

8556, ,8634, 9107, .9502, 11487. .11969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42201 
87721 
62 

OJ000303__11 , 0406 , 03 , o2 . np 

4498 

4249382 

4498. .4620, 4726. .4823, 4910 
5572. .5631, 5709.. 5893, 6039 
6590. .6681, 7194.. 7271, 7370 



Seq, ID 
Strand 
End 12292 
Method AAT/NAP 
End 7836 
Score 1718 
.5086, 5186.. 5301, 
.6135,. 6231. .6317, 



OJ000303_11.0406.C3 
+ 



5410, 
6422, 



.5485, 
.6480, 



7530, 7622, .7836 
(AC005966) Strong similarity to gi 13337350 F13P17.3 putative 
permease from Arabidopsis thaliana BAG gb|AC004481. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42201 
87721 
62 

OJ000303_11 . 0406 . C3 , o2 . gp 
4971 
568502 
4971. ,5086, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

5201. .5301, 5410. .5485, 5572, ,5631, 5709. ,5741 
4249382/gb|AAD14479| l,0e-26 {AC005966) Strong similarity to 
gi_3337350 F13P17,3 putative permease from Arabidopsis thaliana 
BAG gb_AC004481. [Arabidopsis thaliana] 



OJ000303_11.0406.C3 
+ 

12292 
AAT/GAP 
5741 
685 



42201 Seq. ID 

87721 Strand 
62 End 
OJ000303_11 . 0406 . C3 . o3 . gp Method 
7680 End 
82678_1.R1084 Score 
7680. .8179 

'4249382/gbl AAD14479I 5.0e-14 (AC005966) Strong similarity to 
gi_3337350 F13P17.3 putative permease from Arabidopsis thaliana 
BAG gb__AC004481.. [Arabidopsis thaliana]* 



OJ000303_11.0406.C3 
+ 

12292 
AAT/GAP 
8179 
968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq, No. 
Gene No. 



42201 Seq, ID 

87721 Strand 

62 End 

OJ000303_11 . 04 06 , C3 . o4 . gp Method 

9059 End 

46887 1.R1084 Score 



OJ000303_11.0406.C3 
+ 

12292 
AAT/GAP 
12292 
1998 



9059. ,9151, 9305, .9502, 11487. .12292 

'3024501/sp|Q40193|RllC_LOTJA 5,0e-71 RAS-RELATED PROTEIN RABllC 
>gi_137014 6_emb_CAA98179_ (Z73951) RABllC [Lotus japonicus] ' 



42201 
87721 



Seq. ID OJ000303_11,0406.C3 
Strand + 



42455 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



62 



End 

Method 
End 
Score 



12292 
AAT/NAP 
11966 
918 



OJ000303_11.0406.C3.o3.np 
9338 
3024501 
9338. .9502, 11487. .11966 

RAS-RELATED PROTEIN RABllC gi | 137014 6 | emb | CAA9817 9 | (Z73951) 
RABllC [Lotus japonicus] 

42201 Seq. ID OJ000303_11 . 0406 . C3 

87722 Strand 

12520 End 12693 

OJ000303_11 . 0406 . C3 . o5 . gp Method AAT/GAP 

12520 End 12693 

LIB3474-009-P1-K1-F11 Score 224 

12520. .12693 

•4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



42201 Seq. ID 

87723 Strand 

13920 End 

OJ000303_11.0406.C3.o3.ts Method 

843 End 
none Score 
843.. 1124, 844.. 1107, 1103.. 1213, 1104 
1490.. 1576 

42201 

87723 Strand 

13920 End 

OJ000303_11 . 04 06 . C3 . o5 . tm Method 

844 End 
none Score 
844. .1107, 864. .1103, 1113. .1211, 1121. 
1481. .1669 

42201 
87723 
13920 

OJ000303_11.0406.C3.o4.tm 
2139 
none 

2139.. 2342, 2139.. 2330, 2150., 2332 



OJ000303_11.0406.C3 
14114 

TBLASTX: Soybean 
1639 
183 

..1211, 1481. .1639, 



Seq. ID OJ000303_11.0406.C3 



14114 

TBLASTX: Maize 

1669 

190 

.1204, 1480. .1593, 



Seq. ID OJ000303_11.0406.C3. 
Strand 

14114 

TBLASTX: Maize 
2342 
265 



End 

Method 

End 

Score 



42201 
87723 
13920 

OJ000303_11, 

4539 

none 

4539. .4619, 



5195. 
5572. 



.5302, 
.5631, 



6040. .6135, 
6298. .6321, 
7184. .7273, 
7622. .7750, 



0406.C3.ol.ts 



4734. .4823, 4742. 

5399.. 5470, 5422. 

5705.. 5872, 5706. 

6106.. 6162, 6221. 

6421. .6480, 6421. 

7189. .7272, 7342. 

7734. .7847, 7735. 



Seq. ID OJ000303_11.0406.C3 
Strand 

End • 14114 

Method TBLASTX : Soybean 

End 12255 

Score 114 

.4825, 4909. .5085, 4910. ,5086, 
.5469, 5453. .5491, 5571. .5627, 
.5873, 6039. .6131, 6039. .6134, 
.6316, 6222.. 6338, 6225.. 6317, 
.6480, 6590. .6694, 6591. ,6698, 
.7530, 7368. .7544, 7621. ,7737, 
.7848, 12193.. 12255 



42456 



Seq. No. . 42201 
Gene No. 87723 
Start 13920 

Name OJ000303_11 . 0406 . C3 . o3 . tc 

Start 4539 
GI none 

Exons 4539. ..-4619, 4734.. 4823, 4742. 

5198. .5290 



Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 

Method TBLASTX : Cress 

End 5290 

Score 127 

.4810, 4909. .5079, 4910. .5086, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42201 
87723 
13920 

OCfb00303_11.0406.C3.o3.tm 

4572 

none 

4572. .4619, 4587. .4619, 4734, 
4910.. 5083, 5201.. 5302, 5203. 
5571. .5624, 5572. .5619, 5697. 

42201 
87723 
13920 

OJ000303_11.0406.C3.o4.tc 

5706 

none 

5706. .5894, 5744. .5893, 6027. 
6040. .6135, 6221.. 6274, 6222. 



Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 
Method TBLASTX: Maize 
End 5765 
Score 88 

.4823, 4742. .4825, 4909. .5100, 
.5304, 5399.. 5482, 5453 . . 54-'91 , 
.5765 

Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 
Method TBLASTX : Cress 
End 6275 
Score 199 

.6128, 6038.. 6127, 6039.. 6134, 
.6275 



hi. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42201 
87723 
13920 

OJ000303_11. 

5766 

none 

5766.-5894, 
6039. .6134, 
6229. .6321, 
6590. .6694, 
7196. .7276, 
7622. .7750, 



0406.C3.o2.tm 



5777.. 5893, 5781. 

6040.. 6135, 6221. 

6230.. 6322, 6377, 

6591,. 6698, 6591, 

7218.. 7283, 7357, 

7622. .7750, 7734, 



Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 
Method TBLASTX : Mai ze 
End 7829 
Score 206 

.5894, 5785,-5895, 6004.. 6135, 
.6316, 6222,. 6317, 6225. .6317, 
.6478, 6421, .6480, 6421. .6480, 
.6722, 7184, .7276, 7189. .7275, 
.7530, 7368. .7544, 7621. .7749, 
.7799, 7734. .7829, 7735. .7827 



Seq. No, 42201 
Gene No. 87723 
Start 13920 

Name OJ000303_11 . 0406 . C3 . o2 . tc 

Start 6282 
GI none 

Exons 6282.. 6317, 6445.. 6480, 6593, 

7184. .7273, 7189. .7272, 7342. 
7622. .7750, 7622. .7756, 7734. 



Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 
Method TBLASTX : Cress 
End 7885 
Score 64 

.6694, 6603. ,6698, 6612. .6695, 
.7530, 7368.. 7547, 7621.. 7737, 
.7832, 7735.. 7833, 7748.. 7885 



Seq. No. 42201 

Gene No. 87723 

Start 13920 

Name OJ000303_11 . 0406 , C3 . o2 . tw 

Start* 6641 



Seq. ID OJ000303_11.0406.C3 
Strand 

End 14114 

Method TBLASTX : Wheat 

End 7750 



42457 




GI 


none 


Score 


73 




Exons 


6641.. 6697, 6642.. 6698, 7183. 


.7272, 7184.. 7273, 7351. .7530 




7368.. 7544, 7621. .7746, 7622. 


.7750 






Seq. No. 


42201 


Seq. ID 


OJ000303_11.0406. 


C3 


Gene No. 


87723 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000303 11.0406.C3,o2.ts 


Method 


TBLASTX : Soybean 




Start 


9335 


End 


11969 




GI 


none 


. Score 


280 




Exons 


9335.. 9505, 9337.. 9495, 11481 


. .11885, 


11484. .11726, 






11489. .11884, 11504. .11917, 11790 .. 118 91 , 11841 .. 11969, 






11849. .11962, 11893. .11967, 11901.. 11969 




Seq. No. 


42201 


Seq. ID 


OJ000303_11.0406. 




Gene No. 


87723 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000303 11.0406.C3.ol.tc 


Method 


TBLASTX: Cress 




Start 


9337 


End 


11987 




GI 


none 


Score 


269 




Exons 


9337.. 9495, 9338.. 9505, 11480 


. .11827, 


11484. .11909, 






11484. .11726, 11489. .11884, 11772 118 97 , li880, .11987 




Seq. No. 


/loom 


beq. iu 


OJ000303_11.0406. 


C3 


Gene No . 


O T T O O 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000'303_11.0406-C3.ol.tm 


Method 


TBLASTX: Maize 




Start 




bna 


11969 




GI 


none 


Score 


278 




Exons 


9337.. 9501, 9338.. 9505, 11481 


. .11966, 


11486. .11884, 11847. 


Seq. No. 


42201 


Seq. ID 


OJ000303_11.0406. 


C3 


tjene no. 


87723 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000303 11.0406.C3,o3.tw 


Method 


TBLASTX: Wheat 




Start 


9337 


End 


9505 




GI 


none 


Score 


284 




Exons 


9337.. 9504, 9338.. 9505 








Seq. No. 


42201 


Seq. ID 


OJ000303_11.0406. 


03 


Gene No . 


87723 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000303 11.0406.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


11487 


End 


11896 




GI 


none 


Score 


452 




Exons 


11487. .11867, 11504. .11896 








Seq. No. 


42201 


Seq. ID 


OJ000303_11.0406. 


C3 


bene No . 


87723 


Strand 






Start 


13920 


End 


14114 




Name 


OJ000303 11.0406.C3.o3.gs 


Method 


GENSCAN 




Start 


13920 


End 


14114 




GI 


none 


Score 


.77 




Exons 


13920. .14114 








Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406. 


C5 


Gene No. 


87724 


Strand 


+ 





42458 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10098 End 13371 

OJ000303_11 . 04 06 . C5 . o2 . np Method AAT/NAP 

10098 End 13371 

7363274 Score 202 

10098. .10122, 13094.. 13371 

(AP001552) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F17A8; putative protein. (AL049482) [Oryza sativa] 



42202 
87724 
10098 

OJ000303_11 . 0406 . C5 . ol . np 

10380 

4895194 



Seq. ID OJ000303_11.0406.C5 

Strand + 

End 13371 

Method AAT/NAP 

End 12590 

Score 1497 



10380. .10527, 10661. .10878, 10968 .. 11491, 11780.. 12590 
(AC007661) putative peptide/amino acid transporter [Arabidopsis 
thaliana] 



OJ000303_11.0406.C5 
+ 

26340 
AAT/NAP 
19740 
240 



42202 Seq. ID 

87725 Strand 
19525 End 
OJ000303_11 . 04 06 . C5 . o3 . np Method 
19525 End 
560610 Score 
19525.. 19740 

trypsin inhibitor, WTI [Triticum aestivum=wheat , variety San 
Pastore, endosperm, Peptide, 71 aa] 

42202 Seq. ID OJ000303_11 . 0406 . C5 

87725 Strand + 

19525 End 26340 

OJ000303_11 . 0406 . 05 . o5 . np Method AAT/NAP 

19606 End 23473 

5441880 Score 389 

19606. .19679, 23232.. 23473 

{AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
{AC003981) [Oryza sativa] 



42202 Seq. ID 

87725 Strand 

19525 End 

OJ000303_11 . 04 06 . C5 . ol . gp Method 

21926 End 

7406_1.R1084 Score 
21926. .22077 

•1122315/emb|CAA63901| 7.0e-10 {X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



OJ000303_11.0406.C5 
+ 

26340 
AAT/GAP 
22077 
222 



42202 
87725 
19525 

OJ000303_11.0406.C5.o4 .gs 

22527 

none 



Seq. ID OJ000303_11.0406.C5 

Strand + 

End 26340 

Method GENSCAN 

End 23752 

Score .47 



22527. .23082, 23187 .. 23456, 23592., 23752 



42459 



Seq. No. 42202 Seq. ID 

Gene No. 87725 Strand 

Start 19525 End 

Name OJ000303_11 . 04 06 . C5 . o4 . np Method 

Start 22527 End 

GI 7228442 Score 

jExons 22527. .23135, 26307.. 26340 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog.. (AC003981) [Oryza sativa] 



OJ000303_11.0406.C5 
+ 

26340 
AAT/NAP 
26340 
999 



Seq. No. 42202 Seq. ID 

Gene No. 87725 Strand 

Start 19525 End 

Name OJ000303_11 . 04 06 . C5 . o6 . np Method 

Start 22527 End 

GI 7228442 Score 

Exons 22527. .23132, 23806.. 23826 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



OJ000303_11.0406.C5 
+ 

26340 
AAT/NAP 
23826 
999 





Ort^ XT A 

Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406,C5 




Gene No . 


87725 


Strand 


+ 




start 


19525 


End 


26340 




Name 


OJ000303 11.0406.C5.o2.gp 


Method 


AAT/GAP 


\ y 


Start 


23577 


End 


24030 




GI 


LIB3431-045-P1-N1-A10 


Score 


852 


h [=? 




23577. .24030 








GI Descrip. 


'5441876/dbj |AP000367.1tAP000367 O.Oe+00 Oryza sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) ' 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406.C5 




Gene No. 


87725 


Strand 


+ 




Start 


19525 


End 


26340 




Name 


OJ000303 11.0406.C5.o5.gs 


Method 


GENSCAN 




Start 


24680 


End 


25577 




GI 


none 


Score 


.49 


Cj- 


Exons 


24680. .24698, 24 937 .. 25029, 


25354. .25577 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406.C5 




Gene No, 


87726 


Strand 


+ 




Start 


26708 


End 


30143 




Name 


OJ000303 11.0406.C5.o6.gs 


Method 


GENSCAN 




Start 


26708 


End 


29490 




GI 


none 


Score 


.76 




Exons 


26708. .26953, 26995 27072, 


27993. .28059, 28157 .. 28281, 






29413. .29490 








Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406.C5 




Gene No. 


87726 


Strand 


+ 




Start 


26708 


End 


30143 




Name 


OJ000303 11.0406.C5.o8.np 


Method 


AAT/NAP 




Start 


28157 


End 


30143 




GI 


4454470 


Score 


104 




Exons 


28157. .28281, 29957.. 30143 








GI Descrip. 


{AC006234) putative sugar transporter 


[Arabidopsis thaliana] 



42460 




Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 




Strand. 






Start 


23177 




End 


24389 




Name 


OJ000303 11 0406 C5 


o3 . ts 


Method 


TBLASTX : Soybean 






10437 ~ 




End 


11096 




KJd. 


none 




Score 


123 




X-J ^ W i 1 o 


10437 10526, 10451 


. 10537, 


10608. .10799, 10663. .10875, 






11031 11096 












42202 




Seq. ID 


OJ000303_11.0406 


. C5 


Gene No. 


87727 




Strand 






Start 


23177 




End 


24389 




Name 


OJ000303 11 0406. C5. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


10440 ~ 




End 


12563 




GI 


none 




Score 


96 




Rvnn ^ 


10440 10526 10666 


. 10872, 


11024. .11041, 11043. .11255, 






11048 11254 11325 


a 11453, 


11778. .11813, 11835. .12014, 






11997 12215 12201 

A. ±. ^ Zf 1 a aX^£>X^/ 


a 12434, 


12215. .12325, 12444.. 12563 




Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 




Strand 






Start 


23177 




End 


24389 




LN alLlC 


ojnnn303 ii 0406 cs 

UUV<^y^ XXaVJIUU.V^^a 


o 1 . t w 


Method 


TBLASTX: Wheat 




qt-a rt- 
o 1. ax L. 


1 0799 ~~ 




End 


11126 




ox 






Score 


183 






10799 10875 10740 


10889 


10962. .11015, 11003. .11095, 






1 1 H'^l 1 1 1 9fi 11034 

XXV/JX* a XXX^O/ XXU^*a a 


• X X X u ^ , 


11036. .11110 




Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 




Strand 






o L. ax u 


23177 




End 


24389 




Name 


OJ000303 11 0406 C5 


o2 . tm 


Method 


TBLASTX: Maize 




O L. ClX L. 


11034 ~ 

X X W J 1 




End 


12017 




GI 


none 




Score 


191 




Xj A WHO 


11034 11255. 11036 


. 11254, 


11325. .11438, 11339. .11419, 






11838 12017 










Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


.C5 


Genp No 


87727 




Strand 






start 


23177 




End 


24389 




Name 


OJ000303 11 0406 C5 


o2 . ts 


Method 


TBLASTX : Soybean 




Start 


11100 ~ 




End 


11441 




GI 


none 




Score 


323 




F von Q 


11100 11441 11153 


a 11386 








Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 




Strand 






Start 


23177 




End 


24389 






OJ000303 11 0406 PS 


ol t s 


Method 


TBLASTX : Soybean 




Start 


11874 




End 


12569 




GI 


none 




Score 


319 




Exons 


11874. .12209, 11894. 


.12022, 


12221. .12325, 12222 .. 12434, 






12429. .12569 










Seq. No. 


42202 




Seq. ID 


OJ000303_11.0406 


aC5 


Gene No. 


87727 




Strand 







42461 




start 


23177 


End 


24389 




Name 


OJ000303 11.0406.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


12123 


End 


12509 




GI 


none 


Score 


81 




Exons 


12123. .12209, 12162. .12509, 


12197. .12325 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 


Strand 






Start 


23177 


End 


24389 




Name 


OJ000303 11.0406.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


- 12245 


End 


12563 




GI 


none 


Score 


203 




Exons 


12245. .12325, 1224 6 .. 12443; 


12432.. 12563 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 


Strand 






Start 


23177 


End 


24389 




Name 


OJ000303 11.0406.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


19545 


End 


19728 




GI 


none 


Score 


170 




Exons 


19545. .19679, 19546 19638, 


19577. .19681, 19615. .19728 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87727 


Strand - 






Start 


23177 


End 


24389 




Name 


OJ000303 11.0406.C5.o7,np 


Method 


AAT/NAP 




Start 


23177 


End 


24389 




GI 


6721543 


Score 


97 




Exons 


23177. .23217, 23536 23611, 


24261. .24389 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42202 


Seq. ID 


OJ000303_11.0406 


.C5 


Gene No. 


87728 


Strand 






Start 


24648 


End 


26445 




Name 


OJ000303 11.0406.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


24648 


End 


26445 




GI 


none 


Score 


219 




Exons 


24648. .24782, 24650 .. 24790, 


24653. .24790, 24 664 .. 24807 , 






24773. .24814, 24849. . 24899, 


26281. .26445, 26283 .. 26444 , 






26284. .26445 








Seq. No. 


42203 


Seq. ID 


OJ000303_11.0406 


.C6 


Gene No. 


87729 


Strand 


+ 




Start 


1 


End 


1526 




Name 


OJ000303 11.0406.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1526 




GI 


6714427 


Score 


505 




Exons 


1..259, 528. .575, 682. .744, 


892. .976, 


1179. .1273, 1347. 


.15: 


GI Descrip. 


(AC012328) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42203 


Seq. ID 


OJ000303_11.0406 


.C6 


Gene No. 


87729 


Strand 


+ 




Start 


1 


End 


1526 




Name 


OJ000303 11.0406.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


262 




GI 


none 


Score 


248 




Exons 


- 1. .258, 2. ,262 










42462 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



42203 
87729 
1 

OJ000303__1-1 . 04 06 . C6 . ol . ts 
1 

none 

1..258, 2. .268 



Seq. ID OJ000303_11.0406.C6 

Strand + 

End 1526 

Method TBLASTX : Soybean 

End 268 

Score 269 



42203 
87729 
1 

OJ000303_11 . 0406 . C6 . ol . tm- 
1 

none 



Seq. ID OJ000303_11.0406.C6 
Strand + 

1526 

TBLASTX: Maize 
713 
174 



End 

Method 
End 
Score 

1..258, 1,.258, 2. .262, 516. .575, 520. .597, 525. .575, 672. .713, 
681. .713 



42203 
87729 
1 

OJ000303_11.0406.C6.ol.gs 

155 

none 



Seq. ID OJ000303_11 . 0406.C6 

Strand + 

End 1526 

Method GENSCAN 

End 1484 

Score .88 



155.. 259, 682.. 744, 892.. 972, 1175.. 1273, 1347.. 1484 



42203 
87729 
1 

OJ000303_11.0406.C6.ol.gp 
195 

LIB3434-004-P1-K1-G12 



Seq. ID OJ000303_11.0406-C6 

Strand + 

End 1526 , 

Method AAT/GAP 

End 1403 

Score 659 



195. ,259, 528. .575, 682. .744, 892. .972, 1175. .1273, 1347. .1403 
'3915309/sp|O52733|XYLT_LACBR 5.0e-ll D-XYLOSE-PROTON SYMPORT 
(D-XYLOSE TRANSPORTER) >gi_2895856 (AF045552) D-xylose 
proton-symporter [Lactobacillus brevis] ' 



42203 
.87729 
1 

OJ000303_11.0406.C6.o2.tc 

886 

none 



Seq. ID OJ000303_11.0406.C6 

Strand + 

End 1526 

Method TBLASTX : Cress 

End 1484 

Score 95 



886. .975, 1178. .1276, 1180. .1275, 1338. .1484, 1346. .1477 



42203 
87729 
1 

OJ000303_11.0406.C6.o2.ts 
1174 
5057520 



Seq, ID OJ000303_11.0406.C6 

Strand + 

End 1526 

Method TBLASTX : Soybean 

End 1481 

Score 133 



1174. .1284, 1175. .1285, 1329. .1481, 1341. .1451, 1343. .1477 



42203 
87729 
1 



Seq. ID OJ000303_11.0406.C6 
Strand + 
End 1526 



42463 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000303_11.0406.C6.o2.tm 

1208 

none 

1208.. 1276, 1213.. 1275, 1344. 
1353. .1484 

42204 
87730 
1280 

OJ000303_11.0406.C7.o2.gs 

1280 

none 

1280. .1466, 1604. .1611 



Method - TBLASTX: Maize 
End 1486 
Score 96 

.1484, 1346. .1486, 1346. .1480, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_11.0406.C7 

1611 
GENSCAN 
1611 
.44 



42205 Seq. ID 

87731 Strand 
3649 End 
OJ000303_11 . 0406 . C8 . o2 . np Method 
364 9 End 
7446441 Score 
3649.. 3773, 4360.. 6268 

probable serine/threonine-specif ic protein kinase F13M22.21 (EC 
2.7.1.-) - Arabidopsis thaliana gi | 3236253 | gb | AAC23641 . 1 | 
(AC004 684) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ000303_11.0406.C8 
+ 

6307 
AAT/NAP 
6268 
1530 



42205 
87731 
3649 

OJ000303_11.0406.C8.ol.gs 

4202 

none 

4202. .6307 



Seq. ID OJ000303_11.0406.C8 

Strand . + 

End 6307 

Method GENSCAN 

End 6307 

Score 1 



r-3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



42205 Seq. ID 

87731 Strand 
3649 End 
OJ000303^11 . 0406 .-CS . ol . gp Method 
5044 End 
uC-osroM202001c02al Score 
5044. .5522 

'4972051/emb|CAB43919.1| l.Oe-26 (AL078470) 
serine/threonine-specific kinase like protein [Arabidopsis 
thaliana] ' 



OJ000303_11.0406.C8 
+ 

6307 
AAT/GAP 
5522 
779 



42205 
87732 
19625 

OJ000303_11.0406.C8.o5.gs 

19625 

none 

19625. .19900 

42205 
87733 
21518 

OJ000303_11 . 0406 . C8 .o7 .np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000303_11.0406.C8 
+ 

19900 
GENSCAN 
19900 
.86 



OJ000303_11.0406.C8 
+ 

25518 
AAT/NAP 



42464 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21518 End 25323 

7485430 Score 869 

21518.. 21595, 22926 .. 23105, 23739 .. 24010 , 24098 24158 , 

24205. .24314, 24626. .24687, 24897 .. 25020 , 25207.. 25323 

hypothetical protein F13M22.16 - Arabidopsis thaliana 

gi I 3236248 I gb IAAC23636.il (AC004684) unknown protein 

[Arabidopsis thaliana] 



42205 
87733 
21518 

OJ000303_11.0406.C8.o6.gp 
22976 

29574_1.R1084 
22976. .23105, 23739 .. 24010, 
24626.-24687, 24897 25020, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
24098. .24134, 24217 



OJ000303__11.0406.C8 
+ 

25518 
AAT/GAP 
25518 
1912 

24314, 



25207.. 25518 

'3236248 l.Oe-116 (AC004 684) unknown protein [Arabidopsis 
thaliana] * 



42205 
87733 
21518 

OJ000303_11 . 0406 . C8 . o7 . gs 

23045 

none 

•23045. .23105, 23739 .. 23963, 
24897. .25020, 25207.. 25326 

42205 
87734 
40967 

OJ000303_11 . 0406 . C8 . o7 . gp 
40937 

82060_1.R1084 
40937. .41298 

'5419927/emb|CAB46492,l| 2. 
[Lycopersicon esculentum] ' 



Seq. ID OJ000303_11.0406.C8 

Strand + 

End 25518 

Method GENSCAN 

End 25326 

Score .83 
24217. .24314, 24626. . 24687, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_ 
+ 

43438 
AAT/GAP 
41298 
642 



11. 0406. 08 



Oe-36 (AJ243340) expansin9 



Seq. No. 


42205 


Seq. ID 


OJ000303_ 


11. 


0406. 


C8 


Gene No. 


87734 


Strand 


+ 








Start 


40967 


End 


43438 








Name 


OJ000303 11.0406.C8.ol0.gs 


Method 


GENSCAN 








Start . . 


40967 


End 


43127 








GI 


none 


Score 


.81 








Exons 


40967. .41451, 42818. .43127 












Seq. No. 


42205 


Seq. ID 


OJ000303^ 


11. 


0406. 


C8 


Gene No. 


87734 


Strand 










Start 


40967 


End 


43438 








Name 


OJ000303 11.0406.C8.o9.np 


Method 


AAT/NAP 








Start 


40967 


End 


43124 








GI 


7407663 


Score 


1422 








Exons 


40967. .41451, 42818. .43124 












GI Descrip. 


{AF247164) alpha-expansin OsEXP7 [Oryza sativa] 








Seq. No. 


42205 


Seq. ID 


OJ000303_ 


_11. 


0406. 


C8 


Gene No. 


' 87734 


Strand 


+ 









42465 




start 


40967 


End 


43438 






Name 


OJ000303 11.0406.C8.o8;gp 


Method 


AAT/GAP 






Start 


42939 


End 


43438 






GI 


3762780 


Score 


919 






Exons 


42939, .43438 










Seq. No. 


42205 


Seq. ID 


OJ000303_11. 


0406, 


C8 


Gene No. 


87735 


Strand 


+ 






Start 


44080 


End 


44359 






Name 


OJ000303 11.0406.C8.o9.gp 


Method 


AAT/GAP 






Start 


44080 


End 


44359 






GI 


3763004 


Score 


531 






Exons 


44080. .44359 










Seq. No. 


42205 


Seq. ID 


OJ000303_11, 


0406. 


C8 


Gene No. 


87736 


Strand 








Start 


345 


End 


3003 






Name 


OJ000303 11.0406.C8,ol.np 


Method 


AAT/NAP 






Start 


345 


End 


3003 






GI 


7106528 


Score 


117 






Exons 


345. .457, 2935. .3003 










GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq, No. 


42205 


Seq. ID 


OJ000303_11. 


0406. 


C8 


Gene No. 


87737 


Strand 








Start 


6169 


End 


6572 






Name 


OJ000303 11.0406;C8.o2.gp 


Method 


AAT/GAP 






Start 


6169 


End 


6572 






GI 


none 


Score 


792 






Exons 


6169.. 6572 










Seq. No. 


42205 


Seq. ID 


OJ000303_11, 


0406. 


C8 


Gene No. 


87738 


Strand 








Start 


7103 


End 


9915 






Name 


OJ000303 ll,0406.C8.o3.np 


Method 


AAT/NAP 






Start 


7103 


End 


9915 






GI 


3283026 


Score 


908 






Exons 


7103. .7164, 7283. .7462, 7555 


..7759, 7986. .9262, 9333. .9485, 




9603. .9915 










GI Descrip. 


{AF051562) putative transposase [Arabidopsis thaliana] 




Seq. No. 


42205 


Seq, ID 


OJ000303_11. 


0406. 


C8 


Gene No. 


87739 


Strand 








Start 


11162 


End 


12486 






Name 


OJ000303 11.0406.C8,o3.gs 


Method 


GENSCAN 






Start 


11162 


End 


12346 






GI 


none 


Score 


,92 






Exons 


11162. .11371, 11528. .11622, 


11882, .12053, 12135. .12255, 






12282. ,12346 










Seq. No. 


42205 


Seq, ID 


OJ000303_11. 


0406. 


C8 


Gene No. 


87739 


Strand 








Start 


11162 


End 


12486 






Name 


OJ000303 11.0406.C8.o4.np 


Method 


AAT/NAP 






Start 


11958 


End 


12254 






GI 


886414 


Score 


120 







42466 



C3 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



11958. .12053, 12135. .12254 
(L42549) TCJ2 [Trypanosoma cruzi] 



42205 
87739 
11162 

OJ000303_11.0406.C8.o3.gp 
11995 

LIB3474-011-P1-K1-D8 
11995. .12053, 12135.. 12486 
•3603461 8.0e-ll {AF088982) 
sapiens] ' 

42205 
87740 
12734 

OJ000303_11.0406.C8.o4.gp 
12734 

2111_1.R1084 . 
12734. .13461, 13784 .. 13886, 
14875. .15017, 15444. .15613 
'3928869 5.0e-19 (AF093420) 
sapiens] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_11.0406.C8 

12486 
AAT/GAP 
12486 
778 



heat shoclc protein hsp40-3 [Homo 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_11.0406.C8 

18775 
AAT/GAP 
15613 
2686 



13991. .14212, 14302. .14352, 

Hsp70 binding protein HspBPl [Homo 



Seq. No. 


42205 




Seq. ID 


OJ000303_ 


11.0406. 


C8 


f^pnp No . 


87740 




Strand 








start 


12734 




End 


18775 






Name 


OJ000303 11. 0406. C8. 


o4 .gs 


Method 


■GENSCAN 






Start 


12933 




End 


18775 






GI 


none 




Score 


.57 






Exons 


12933. .13461, 13784. 


.13886, 


13991. .14212, 14302. 


.14352, 






14875. .15017, 15444. 


.15658, 


16263. .16344, 16612. 


.16725, 






17045. .17522, 18478. 


.18775 










Seq. No. 


42205 




Seq. ID 


OJ000303_ 


11.0406 


.C8 


Gene No. 


87740 




Strand 








Start 


12734 




End 


18775 






Name 


OJ000303 11. 0406. C8. 


o5.np 


Method 


AAT/NAP 






Start 


12969 




End 


15535 






GI 


6478927 




Score 


1051 






Exons 


12969. .13461, 13784. 


.13886, 


13991. .14212, 14302. 


.14352, 






14875. .15089, 15444. 


.15535 










GI Descrip. 


(AC011436) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42205 




Seq. ID 


OJ000303_ 


11.0406 


.08 


Gene No. 


87741 




Strand 








Start 


20976 




End 


22745 






Name 


OJ000303 11. 0406. C8. 


o6.np 


Method 


AAT/NAP 






Start 


20796 




End 


22745 






GI 


5821280 




Score 


552 






Exons 


20796. .20902, 21008. 


.21266, 


22163. .22264, 22356. 


.22418, 






22488. .22574, 22665. 


.22745 










GI Descrip. 


(AB024526) FtsJ [Arabidopsis thaliana] 








Seq. No. 


42205 




Seq. ID 


OJ000303_ 


_11.0406 


.C8 


Gene No. 


87741 




Strand 








Start 


20976 




End 


22745 







42467 




Name 


OJ000303 11. 


0406. 


C8.06. 


gs 


Method 


GENSCAN 


Start 


20976 








End 


22745 


GI 


none 








Score 


.66 


Exons 


20976. .21266 


;, 22163. .22269, 


22331. .22418, 22488 .. 22574 , 




22665. .22745 










Seq. No. 


42205 








Seq. ID 


OJ000303_11.0406.C8 


oene ino • 


87742 








Strand 


- 


Start 


£. 1 -J O J 








End 


35202 


Name 


\JiJ\J\J\J 0\J -J J. J. • 


U *» V U . 


C8.07. 


ts 


Method 


TBLASTX : Soybean 


Start 


4 "^fiO ~ 

•3 J u w 








End 


4882 


GI 


none 








Score 


124 


Exons 


4360. .4554, 


4388. 


.4555, 


4622 


. .4882 




Seq. No. 


42205 








Seq. ID 


OJ000303_11.0406.C8 


Gene No. 


87742 








Strand 




Start 


27583 








End 


35202 


Name 


OJ000303 11 


0406. 


C8.0I. 


tc 


Method 


TBLASTX: Cress 


Start 


4388 ~ 

•a J 0 0 








End 


6142 


GI 


none 








Score 


108 


Exons 


4388. .4630, 


4628. 


.4774, 


4714 


..4776, 4786. .5025, 4787. .5032, 




521 fi 52Q3 


524 3 


5302 


52Q7 


..5551, 5308. .5442, 5572. .5802, 




5573 5Q32 


^ 17 17 0 • 


.6142, 


6055 


. .6141 




Seq. No. 










Seq. ID 


OJ000303_11.0406.C8 


oene ino . 


fi7742 








Strand 




Start 


275fi3 








End 


35202 


Name 


OJ000303 11. 


0406. 


C8.04. 


tw 


Method 


TBLASTX: Wheat 


Start 


4627 








End 


4998 


GI 


n 0 n 0 








Score 


104 


Exons 


4fi27 475ft 


4 fi2ft 


.4774, 


4789 


..4998, 4790. .4972 


Seq. No. 


42205 








Seq. ID 


OJ000303_11.0406.C8 




87742 








Strand 




Start 


27583 








End 


35202 


Name 


OJ00n303 11 


0406. 


C8.0IO 


' . tm 


Method 


TBLASTX: Maize 


Start 


4691 








End 


5059 


GI 


none 








Score 


83 


Exons 


4691 4768 


4708 . 


. 4764 , 


4786 


..5025, 4787.. 5059 


Seq. No. 


42205 








Seq. ID 


OJ000303_11.0406.C8 


Gene No. 


87742 








Strand 




O Lair L 


27 583 








End 


35202 


Name 


ojnon303 11 


0406 


C8.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


5282 ~ 








End 


5785 


GI 


none 








Score 


34 


Exons 


5282. .5302, , 


5297. 


.5557, 


5308 


..5463, 5518.. 5556, 5558.. 5785, 




5575. .5784 












Seq. No. 


42205 








Seq. ID 


OJ000303_11.0406.C8 


Gene No. 


87742 








Strand 




Start 


27583 








End 


35202 


Name 


OJ000303 11. 


0406. 


C8.0I. 


tw 


Method 


TBLASTX: Wheat 


Start 


5296 








End 


5728 


GI 


none 








Score 


232 


Exons 


5296. .5463, 


5297. 


.5569, 


5573 


. .5728 





42468 






Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11.0406.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


5326 


End 


5899 






GI 


none 


Score 


306 






Exons 


5326.. 5463, 5330.. 5566, 5345 


..5500, 5542.. 5592, 5573.. 5899 






5597.. 5704, 5608.. 5802, 5840 


. .5899 








Seq. No. 


42205 


Seq. ID 


OJ000303_11 . 0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11.0406.C8.o8.ts 


Method 


TBLASTX : Soybean 






Start 


5801 


End 


6115 






GI 


none 


Score 


135 






Exons 


5801.. 5992, 5840.. 5947, 5993 


. .6115 








Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11. 0406. 08. o3. to 


Method 


TBLASTX: Cress 






Start 


7554 


End 


9804 






GI 


none 


Score 


80 






Exons 


7554.. 7757, 7554.. 7757, 7555 


..7761, 8173. .8265, 8290. .8427 






8500.. 8826, 8884.. 9237, 8906 


..9025, 9086.. 9208, 9625.. 9804 




Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11.0406.C8.o7.tm 


Method 


TBLASTX: Maize 






Start 


7996 


End 


8262 






GI 


none 


Score 


275 




r i I 


Exons 


7996.. 8262, 7997.. 8257, 8008 


. .8262 






-, 

===^ 


Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11.0406.C8.Qll.tm 


Method 


TBLASTX: Maize 






Start 


11927 


End 


12243 






GI 


none 


Score 


84 






Exons 


11927. .12055, 11958. .12065, 


11985. .12053, 12126. .12233, 




^~ 




12128. .12193, 12135. .12233, 


12136. .12243, 12166.. 12240 






Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 






Name 


OJ000303 11.0406.C8.o4.ts 


Method 


TBLASTX : Soybean 






Start 


12984 


End 


15517 






GI 


none 


Score 


109 






Exons 


12984. .13076, 13083. .134 63, 


13086. .13268, 13213 .. 134 64 , 








- 13783. .13893, 13992 14213, 


13993. .14214, 14303 14353, 








14307. .14354, 148 67. .15019, 


14871. .15023, 14871, .15020, 








15464. .15517 










Seq. No. 


42205 


Seq. ID 


OJ000303_11.0406. 


C8 




Gene No. 


87742 


Strand 








Start 


27583 


End 


35202 





42469 



Name 

Start 

GI 

Exons 



OJ000303_11 . 04 06 . C8 . 08 . tm Method 
13008 End 
none Score 



TBLASTX: Maize 

13893 

166 



13008. .13079, 13071. .13463, 13135 .. 13392, 13293 .. 134 63, 
13781. .13885, 13783. .13893 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42205 Seq. ID 

87742 Strand 

27583 End 

OJ000303_11 . 04 06 . C8 . o5 . tm Method 

14004 End 

none Score 



OJ000303_11.0406.C8 
35202 

TBLASTX: Maize 

15521 

303 



14004. .14213, 14005. .14214, 14287 .. 14355, 14302 .. 14358 , 
14867. .15019, 14871. .15029, 14871 ,. 15020, 14 881 15024 , 
15444. .15521, 154 44 .. 15509, 154 4 5 .. 15513, 15464. .15520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42205 Seq. ID 

87742 Strand 

27583 End 

OJ000303_11.0406.C8.o6.tm Method 

19699 End 

none Score 



OJ000303_11.0406.C8 
35202 

TBLASTX: Maize 

22755 

69 



19699. .19836, 19737 19835, 21183 .. 21269, 21189 21269, 

21190. .21270, 22157. .22267, 22157 .. 22267 , 22158 22277 , 

22356. .22421, 22389 ., 22418 , 22470 .. 2254 1, 22486 .. 22587 , 

22543.-22587, 22660 .. 22755, 22662. .22754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42205 Seq. ID 

87742 Strand 

27583 End 

OJ000303_11.0406.C8.ol0.ts Method 

22196 End 

none Score 



OJ000303_11.0406.C8 
35202 

TBLASTX : Soybean 

22743 

51 



22196. .22276, 22203 .. 22298, 22395 ., 22418, 22396 .. 22425, 
22470. .22541, 22486 22566, 22662 .. 22733, 22663.. 22743 



Seq. No. . 42205 
Gene No. 87742 
Start 27583 

Name OJ000303_11 . 0406 . C8 . o3 . tm 

Start 23045 
GI none 

Exons 23045. .23107, 23735 .. 24013, 

23995. .24018, 24095 .. 24148, 
24215. .24343, 24216 24311, 
24625. .24687, 24626 .. 24688, 
24894. .25016, 25202 .. 25327 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_11.0406.C8 
35202 

TBLASTX: Maize 

25334 

93 



23737. .24018, 23738 .. 24 013, 

24096. .24116, 24 098 ,. 24 139, 

24221. .24316, 24 621 .. 24 680, 

24629. .24688, 24877 .. 25020, 

25203. .25334, 25207.. 25329 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42205 Seq. ID 

87742 Strand 

27583 End 

OJ000303_11 . 0406 . C8 . o4 . tc Method 

23048 End 

none Score 



OJ000303_11.0406.C8 
35202 

TBLASTX: Cress 

25335 

65 



23048. .23107, 23726 .. 24013, 23735 24013, 23883 .. 24 026, 
24095. .24148, 24098 .. 24142, 24215 .. 24 316, 24216 .. 24311, 
24625. .24687, 24626 .. 24688, 24894 .. 25025, 24895 .. 25020, 



42470 






24913. .25032, 25206 


. .'25319, 


25207.. 25335 




Seq. No. 


42205 




Seq. ID 


.OJ000303_11.0406. 


C8 


Gene No - 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


.o3. ts 


Method 


TBLASTX : Soybean 




Start 


23720 




End 


25368 




GI 


none 




Score 


359 




Exons 


23720. .24013, 23735 


. .24013, 


23877. .24017, 24097 24 138, 






24098. .24139, 24215 


. .24316, 


24216,-24311, 24217 .. 24327, 






24218. .24316, 24626 


. .24688, 


24877, .25020, 24894 .. 25031, 






24896. .25024, 25207 


. .25368, 


25218, .25367 




Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406- 


C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


, o8 , np 


Method 


AAT/NAP 




Start 


26863 




End 


28903 




GI 


1091678 




Score 


818 




Exons 


26863. .26911, 27212 


. .28903 








GI Descrip. 


activator-like transposable 


element [Pennisetum glaucum] 




Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406. 


C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


.o9.ts 


Method 


TBLASTX: Soybean 




Start 


27298 




End 


27543 




GI 


none 




Score 


92 




Exons 


27298. ,27543, 27383 


. .27508 








Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406. 


C8 


Gene No . 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


, o4 , tm 


Method 


TBLASTX: Maize 




Start 


27304 




End 


35202 




GI 


none 




Score 


70 




Exons 


27304. .27465, 27394 


. .27516, 


27419. ,27514, 27697 ,, 27 915, 






27697. .28377, 27782 


. ,28183, 


28208, ,28399, 28453 ,. 28 650, 






35125,-35202 










Seq. No. 


42205 




Seq. ID 


OJ000303_11,0406. 


C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


,o2, tw 


Method .. 


TBLASTX: Wheat 




Start 


27394 




End 


27804 




GI 


none 




Score 


112 




Exons 


27394. ,27519, 27395 


. .27514, 


27400. .27519, 27528 .. 27626, 






27541, ,27633, 27697 


. .27804 








Seq. No. 


42205 




'Seq. ID 


OJ000303_11.0406. 


C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11, 0406. C8 


.08, gs 


Method 


GENSCAN 




Start 


27583 


End 


29259 




GI 


none 




Score 


,81 




Exons 


27583. .29259 











42471 




Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406 


C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




NsiTie 


OJ000303 11. 0406. C8. 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


27715 ~ 




End 


28377 






none 




Score 


97 




Exons 


27715. .27963, 27739. 


.28377, 


28214. .28339 




Seq. No. 


42205 




Seq. ID 


OJ000303_11 . 0406 


.C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


27805 ~ 




End 


28096 




GI 


none 




Score 


88 




F.xon 


27805. -28095, 27809. 


.28096 








Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406 


.C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8. 


o6 . tc 


Method 


TBLASTX: Cress 




Start 


27853 ~ 




End 


28290 




GI 


none 




Score 


59 




R von s 


27853. .28290, 27854. 


.27964, 


28064. .28288 




Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406 


.C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8, 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


28429 ~ 




End 


28806 




GI 


none 




Score 


70 




Exons 


28429. .28806, 28457. 


.28666 








Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406 


.C8 


Gene No. 


87742 




Strand 






Start 


27583 




End 


35202 




Name 


OJ000303 11. 0406. 08, 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


28459 "~ 




End 


28869 




GI 


none 




Score 


68 




F.xons 


28459. .28869, 2856i2 


.28660 








Sea No . 


42205 




Seq. ID 


OJ000303_11.0406 


.C8 


Gene No. 


87742 




Strand 






Start . 


27583 




End 


35202 




Name 


OJ000303 11. 0406. C8 


o9. tm 


Method 


TBLASTX: Maize 




Start 


28651 




End 


29124 




GI 


none 




Score 


94 




Rvon 


28651. .28917, 28709 


.28885, 


28954. .29055, 28961 .. 29086, 






29059. . 29124 










Seq. No. 


42205 




Seq. ID 


OJ000303_11.0406 


.C8 


Gene No . 


87743 




Strand 






.Start 


40972 




End 


43136 




Name 


OJ000303 11. 0406. C8 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


40972 




End 


43136 




GI 


none 




Score 


46 




Exons 


40972. .41067, 41033 


. .41068, 


41059. .41451, 41060. .41452, 






42813. .42950, 42818 


. .42886, 


42840. .42950, 42918 .. 42974 , 





42472 



42949.-42993, 42950 .. 43126, 
43084. .43128 

Seq. No. 42205 

Gene No. 87743 

Start 40972 

Name OJ000303_11 . 0406.C8 .ol . ts 

Start 41041 

GI none 
Exons 



42951. .43127, 43083 .. 43136, 



Seq. ID OJ000303_11.0406.C8 
Strand 

End 43136 

Method TBLASTX : Soybean 

End 43129 - 

Score 356 



41041. .41250, 41042. .41263, 4 1264 4 1452, 41266 .. 41439, 
42812. .43129, 42840 43127 , 42950. .43129 



Seq. No. 42205 

Gene No. 87743 

Start 40972 

Name OJ000303_11 . 0406.C8 .o2 . tc 

Start 41042 

GI none 

Exons 41042, 
42813. 



Seq. ID OJ000303_11.0406.C8 
Strand 

End 43136 
_ Method TBLASTX : Cress 

End 43127 
Score 353 

41263,- 41044. .41262, 41264 .. 41452, 41266 41451, 
43013, 42818. .43126, 42840.. 43127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 

GI Descrip. 



42206 Seq. ID 

87744 ' Strand 
1 End 
OJ000303_11.0406.C9.ol.np Method 
1 End 
7434286 Score 



OJ000303_11.0406.C9 

1648 
AAT/NAP 
1648 
842 



1..23, 499, .639, 726. .868, 983. .1118, 1282. .1648 
probable serine/threonine/tyrosine-specif ic protein kinase (EC 
2.7.1.-) T9I4.1 - Arabidopsis thaliana gi | 34 61835 | gb | AAC33221 . 1 | 
(AC005315) putative protein kinase [Arabidopsis thaliana] 



Seq. No. 42206 

Gene No. 87744 

Start 1 

Name OJ000303_11. 0406.C9.ol.tc 

Start 508 

GI none 
Exons 



Seq. ID OJ000303_11.0406.C9 
Strand 

End 1648 

Method TBLASTX : Cress 

End 1545 

Score 14 9 



508. .639, 515. .631, 711. .866, 730. .852^ 982. .1119, 984. .1118, 
1271.. 1540, 1273.. 1518, 1375.. 1545 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42206 Seq. ID 

87744 Strand 

1 End 

OJ000303_11 . 04 06 . C9 . ol . ts Method 

508 End 

none Score 



OJ000303_11.0406.C9 
1648 

TBLASTX : Soybean 

1546 

146 



508. .636, 509. .631, 552. .641, 705. .860, 711. .866, 730. .867, 
981. .1115, 982. .1119, 983. .1096, 984. .1118, 1273. .1533, 
1282.. 1533, 1283.. 1546 



Seq. No. 42206 Seq. ID 

Gene No. 87744 Strand 

Start 1 End 

Name OJ000303_11 , 04 06 . C9 . ol . tw Method 

Start 508 End 

GI none Score 



OJ000303_11.0406.C9 
1648 

TBLASTX: Wheat 

848 

128 



42473 



Exons 



508. .639, 515. .640, 711. .848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000303_11.0406.C9 
Strand 

End 1648 

Method GENSCAN 

End 1605 

Score .75 



Seq. ID OJ000303_11.0406.C9 
Strand 

End 1648 

Method TBLASTX : Mai ze 

End 14 38 

Score 132 



42206 
87744 
1 

OJ000303_11.0406.C9.ol.gs 
516 
none 

516.. 639, 726.. 851, 1282.. 1605 

42206 
87744 
1 

OJ000303_11 . 04 06 . C9 . ol . tm 
540 
none 

540. .638, 541. .639, 542. .640, 711. .866, 724. .867, 725.-868, 
725. .880, 981. .1115, 982. .1122, 983. .1117, 984. .1118, 
1280. .1426, 1281. .1427, 1283. .1438, 1285. .1437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42206 
87744 
1 

OJ000303_11.0406.C9.o2.tm 

1439 

none 



Seq. ID OJ000303_11.0406.C9 
Strand 

End 1648 

Method TBLASTX: Maize 

End 1610 

Score 151 



1439. .1552, 1440. .1574, 1441. .1605, 1442. .1609, 1443. .1610 



42206 
87744 
1 

OJ000303_11.0406.C9.ol.gp 
1460 

25528_1.R1084 
1460. .1607 

'3355490 4.0e-44 (AC004218) putative dolichyl -phosphate 
beta-glucosyltransferase [Arabidopsis thaliana] ' 



Seq. ID OJ000303_11.0406.C9 
Strand 

End 1648 

Method AAT/GAP 

End 1607 

Score 256 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42207 
87745 
1883 

OJ000303_11. 0406. CIO. ol.np 

1883 

7484940 



Seq. ID OJ000303_11. 0406. CIO 

Strand + 

End 4306 

Method AAT/NAP 

End 4306 

Score 398 



1883.. 2048, 2757.. 2863, 2998.. 3043, 3732.. 3866, 4006.. 4095, 
4193. .4306 

dolichyl-phosphate beta-glucosyltransferase homolog F12L6.29 - 
Arabidopsis thaliana gi | 6598395 | gb|AAF18606. 1 |AC003674_1 
(AC003674) putative dolichyl-phosphate beta-glucosyltransferase 
[Arabidopsis thaliana] 



42207 
87745 
1883 

OJ000303_11. 0406. CIO. ol.gs 

2217 

none 



Seq. ID OJ000303_11. 0406. CIO 

Strand + 

End 4306 

Method GENSCAN 

End 38 66 

Score .93 



42474 



Exons 



2217. .2303, 2388. .2458, 2570. .2627, 2757.. 2863, 2998.. 3043, 
3732. .3866 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000303_11. 0406. CIO 
+ 

4306 
AAT/GAP 
4306 
224 



42207 Seq. ID 

87745 Strand 
1883 End 
OJ000303_11. 0406. CIO. o2.gp Method 
4162 End 
2280586 Score 
4162. .4306 

3355490 4.0e-44 (AC004218) putative dolichyl-phosphate 
beta-glucosyltransferase [Arabidopsis thaliana] 

42207 Seq. ID OJ000303_11 . 0406 . CIO 

87746 Strand 

1 End 415 

OJ000303_11. 0406. CIO. ol.gp Method AAT/GAP 

1 End 415 

25528_1.R1084 Score 780 
1. .415 

'3355490 4.0e-44 (AC004218) putative dolichyl-phosphate 
beta-glucosyltransferase [Arabidopsis thaliana] ' 



^=3 


Seq. No. 


42207 






Seq. ID 


OJ000303_11. 0406. CIO 




Gene No, 


87747 






Strand 






Start' 


2388 






End 


4306 




Name 


OJ000303 11 


.0406. 


ClO.ol.tm 


Method 


TBLASTX: Maize 




Start 


2388 






End 


4306 




GI 


none 






Score 


57 




Exons 


2388. .2459, 


2427. 


.2459, 2504. 


.2629, 2551.. 2634, 2571.. 2630, 






2756. .2863, 


2757. 


.2861, 2996. 


.3046, 3692.. 3871, 3729.. 3866, 






3745. .3867, 


3989. 


.4096, 4003. 


.4098, 4005. .4091, 4006. .4098, 






4190. .4306, 


4191, 


.4259, 4250. 


.4306 






Seq. No. 


42207 






Seq. ID 


OJ000303_11, 0406. CIO 




Gene No. 


87747 






Strand 






Start 


2388 






End 


4306 


zz 


Name 


OJ000303 11 


.0406. 


ClO.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2811 






End . 


4044 




GI 


none 






Score 


71 


J 


Exons 


2811. .2861, 


3729. 


.3866, 3729. 


.3866, 3731.. 3874, 3997.. 4044 




Seq. No. 


42208 






Seq. ID 


OJ000303_11,0406.C11 




Gene No . 


87748 






Strand 


+ 




Start 


1 






End 


708 




Name 


OJ000303 11 


.0406. 


Cll.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


453 




GI 


7484940 






Score 


281 




Exons 


1..22, 123. 


.187, 


267. .453 








GI Descrip. 


dolichyl-phosphate beta-glucosyltransferase homolog F12L6.29 



Arabidopsis thaliana gi | 6598395 | gb IAAF18606. 1 1 AC003674_1 
(AC003674) putative dolichyl-phosphate beta-glucosyltransferase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



42208 
87748 
1 



Seq. ID OJ000303_11.0406.C11 
Strand + 
End 708 



42475 



Nsine 


n.Tfinn'^n^ 11 n4nfi rii n^ n<=i 


Mp1" hioH 


GENSCAN 


o L.a.xr L 


1 ?s ~ 


End 


708 




none 


Score 


.56 




I'^S 187 267 414 658 708 

X<aJ^**-LU// £,\Jl»m^^^f \J-J\J»9l\J\J 








4 ^ ^ U O 


Seq. ID 


OJ000303 11.0406-Cll 


Gene No. 


87749 


Strand 


+ ~ 


Start 


843 ' 


End 


1223 


Naitie 


OJ000303 11.0406.Cll.o2.np 


Method 


AAT/NAP 


DUO. IT L 


843 


End 


1223 




3935157 


Score 


93 


EiXons 


843. .1052, 1184. .1223 








(AC005106) T25N20.21 [Arabidopsis thaliana] 


Q Q Mo 
o c • IN u . 


42208 


Seq. ID 


OJ000303_11.0406.C11 


Gene No. 


87750 


Strand 


- 


Start 


352 


End 


651 


Name 


OJ000303_11.0406.Cll.ol.tc 


Method 


TBLASTX: Cress 


ouar L 






447 




none 


Score 


106 


CjXOIlb 


113. .196, 123. .191, 257. .370, 


264. .443, 


264. .443, 265. .447, 




265. .447 






Seq. No. 


42208 


Seq. ID 


OJ000303_11.0406.C11 


Gene No. 


87750 


Strand 




ouar t. 


352 


End 


651 


Naitie 


OJ000303 11.0406.Cll.ol.ts 


Method 


TBLASTX : Soybean 


ouarT, 


113 


End 


423 




none 


Score 


110 




113. .196, 123. .191, 255. .419, 


256. .423 




Seq. No. 


42208 


Seq. ID 


OJ000303_11.0406.C11 


Gene No, 


87750 


Strand 






352 


End 


651 


Name 


OJ000303 11.0406.Cll.ol.gp 


Method 


AAT/GAP 


ouaru 


352 


End 


651 


CT 

K3± 


3106857 


Score 


587 


CjXOIIo 


352.. 651 








42209 


Seq. ID 


OJ000303_11.0406.C16 


Gene No . 


87751 


Strand 


+ 


Start 


13517 


End 


18958 


Name 


OJ000303 11.0406.C16.o2.np 


Method 


AAT/NAP 


Start 


13517 


End 


18958 


GI 


6069646 


Score 


964 


Exons 


13517. .13613, 16920. .17687, 17969.. 18958 


GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | {AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq, No. 42209 Seq. ID 

Gene No. • 87751 Strand 

Start 13517 End 

Name OJ000303_11 . 0406 . C16 . o4 . gp Method 

Start 14915 End 



OJ000303_11.0406.C16 
+ 

18958 

AAT/GAP 

15043 



42476 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7587_1.R1084 Score 218 
14915. .15043 

•131283/sp|P12158|PSBC_ORYSA 2.0e-85 PHOTOSYSTEM II 44 KD 

REACTION CENTER PROTEIN (P6 PROTEIN) (CP43) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_11965_emb_CAA34014_ (X15901) 
PSII 43kDa protein [Oryza sativa] ' 



42209 Seq. ID 

87751 Strand 

13517 End 

OJ000303_11.0406.C16.o5.gp Method 

15152 End 

5607533 Score 
15152. .15481 

11957/emb|X15901 ICHOSXX l.Oe-145 Rice complete chloroplast 
genome 



OJ000303_11. 0406.C16 
+ 

18958 
AAT/GAP 
15481 
473 



OJ000303_11.0406.C16 

12718 
AAT/GAP 
2560 
1429 



42209 Seq. ID 

87752 . Strand 
896 End 
OJ000303_11.0406.C16.ol.gp Method 
593 End 
19609_1.R1084 Score 
593.. 1011, 1149.. 1413, 2483.. 2560 

•3927836 9.0e-68 (AC005727) unknown protein [Arabidopsis 
thaliana] ' 

42209 Seq. ID OJ000303_11 . 0406 .C16 

87752 Strand 

896 End 12718 

OJ000303_11.04 06.C16.ol.gs Method GENSCAN 

896 End 12718 

none Score .72 

896. .1011, 1149. .1317, 2483. .2596, 2690. .4116, 5369. .5561, 

6489. .6842, 6952. .7017, 7169. .7301, 7790. .8009, 8737. .8849, 

11805. .11861, 12582.. 12718 



Seq. No. 


42209 


Seq. ID 


OJ000303_11.0406.C16 


Gene No. 


87752 


Strand 




Start 


896 


End 


12718 


Name 


OJ000303 11.0406.C16.ol.np 


Method 


AAT/NAP 


Start 


899 


End 


4114 


GI 


3927836 


Score 


1311 


Exons 


899. .1011, 1149.. 1413, 2483 


..2596, 2690. .3189, 3241. .3941, 




3972. .4114 






GI Descrip. 


(AC005727) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


42209 


Seq. ID 


OJ000303_11.0406.C16 


Gene No. 


87752 


Strand 




Start 


896 


End 


12718 


Name 


OJ000303 11.0406.C16.o2.gp 


Method 


AAT/GAP 


Start 


3461 


End 


3917 


GI 


uC-osroM202019h06al 


Score 


894 


Exons 


3461.. 3917 






GI Descrip. 


'3927836 3.0e-16 (AC005727) 


unknown protein [Arabidopsis 


thaliana] ' 







42477 



Seq. No. 


42209 








Seq. ID 


OJ000303 


Gene No . 


87752 








Strand 




Start 


896 








End 


12718 


Name 


OJ000303 11.0406 


.C16. 


o3 




Method 


AAT/GAP 


Start 


3973 ~ 








End 


4228 


GI 


none 








Score 


301 


Exons 


3973. .4228 












Seq. No. 


42209 








Seq. ID 


OJ000303 


Gene No. 


87753 








Strand 




Start 


15363 








End 


15821 


Name 


OJ000303 11.0406 


.C16. 


o6 


gp 


Method 


AAT/GAP 


Start 


15363 








End 


15821 


GI 


45273 1.R1084 








Score 


838 


Exons 


15363. .15821 













GI Descrip. '1022811 4.0e-21 {U37703) ORE 62 [Hordeum vulgare] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 
=^ GI 
f Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



42209 
87754 
20941 

OJ000303_11.0406.C16.o2.ts 

884 

none 



Seq. ID OJ000303_11.0406.C16 
Strand 

End 22476 

Method TBLASTX : Soybean 

End 2543 

Score 151 



884. .1042, 888. .1016, 1144 .. 1416, 1147 .. 1305, 1148. .1417, 
1244. .1417, 1336. .1425, 2483.-2542, 2484. .2543 



42209 
87754 
20941 

OJ000303_11.0406.C16.o3.tc 

888 

none 



Seq. ID OJ000303_11.0406.C16 
Strand 

End 22476 

Method TBLASTX: Cress 

End 2570 

Score 66 



888. .995, 896. .982, 1153. ,1281, 1162. .1416, 1163. .1417, 
1350.. 1418, 1351.. 1425, 2478.. 2570, 2483.. 2569 



42209 
87754 
20941 

OJ000303_11.0406.C16.o5.tm 

897 

none 



Seq. ID OJ000303_11.0406.C16 
Strand 

End 22476 

Method TBLASTX : Mai ze 

End' 2536 

Score 129 



897. .1013, 905. .1012, 1144. .1416, 1148. .1414, 2483. .2536, 
2487. .2534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42209 
87754 
20941 

OJ000303_11.0406.C16.o6.tc 

2571 

none 



Seq. ID OJ000303_11.0406.C16 
Strand 

End 22476 

Method TBLASTX : Cress 

End 2980 

Score 43 



2571. .2597, 2684. .2776, 2688. .2777, 2816. .2896, 2816. .2980, 
2880.. 2972 



Seq. No. 
Gene No. 
Start 



42209 
87754 
20941 



Seq, ID OJ000303_11.0406.C16 
Strand 

End ' 22476 



42478 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000303 11.0406.C16.o9.tm Method TBLASTX:Maize 
2687 End 3005 

none Score 85 

2687. .2749, 2813. .2908, 2813. .3004, 2814. .3005 



42209 Seq. ID 

87754 Strand 

20941 End 
OJ000303_11 . 04 06 . CI 6 . o6 . ts Method 

2813 End 

none Score 
2813. .3013, 2816. .2956 

42209 Seq. ID 

87754 Strand 

20941 End 
OJ000303_11. 04 06.C16.o7.tm Method 

3215 End 

none Score 
3215.. 3418, 3285.. 3419 

42209 Seq. ID 

87754 Strand 

20941 End 
OJ000303_11.0406.C16.o5.ts Method 

3242 End 

none Score 
3242. .3418, 3273. .3419 

42209 Seq. ID 

87754 Strand 

20941 End 
OJ000303_11.0406.C16.o5.tc Method 

3251 End 

none Score 

3251.. 3418, 3273.. 3413, 3329.. 3415 



OJ000303__11.0406.C16 
22476 

TBLASTX: Soybean 

3013 

116 



OJ000303_11.0406.C16 
22476 

TBLASTX: Maize 

3419 

96 



OJ000303_11.0406.C16 
22476 

TBLASTX: Soybean 

3419 

124 



OJ000303_11.0406.C16 
22476 

TBLASTX: Cress 

3418 

111 



OJ000303 11.0406.C16 



22476 

TBLASTX: Maize 

15785 

78 



42209 Seq. ID 

87754 Strand 

20941 End 

OJ000303_11.0406.C16.ol.tm Method 

15171 End 

none Score 

15171. .15260, 15172. .15219, 15231 15269, 15358 .. 15456, 

15368. .15457, 15372 .. 15458 , 15377 .. 15475, 154 13 .. 15727 , 

15423. .15728, 15459 15731, 154 60 .. 15729, 1574 6 .. 15784 , 
15747. .15785 

OJ000303 11.0406-C16 



42209 Seq. ID 

87754 Strand 
20941 End 
OJ000303_11 . 0406 . C16 . o4 . tc Method 
15172 End 
none Score 

15172. .15210, 15251. .15319, 15282 .. 15314 , 15380 .. 15427, 

15380. .15409, 15472 .. 15696, 15477 .. 15701, 15477 .. 15689, 

15478. .15690, 15485.. 15700 



22476 

TBLASTX: Cress 

15701 

45 



42479 



Seq. No. 


42209 






87754 






9nQd 1 




Name 


riTnnn'^n'^ ii 0406 nfi 

VJUUUUjvJ x J. • U *4 w o • \^ X u 


.o3 . ts 


Start 


1 c^'^TR 
±D J / O 






n on ^ 




Exons 


loo / o . - / xofio:?. 


• X J V -? J f 


Seq. No. 






Gene No. 


87754 




Start 


20941 




Name 


OJ000303 11.0406.C16 


. o4 . tm 


Start 


16752 




GI 


none 




Exons 


16752. .16883, 16911. 


.11111, 




17174. .17242 





Seq. No. 
Gene No. 



42209 
87754 



Start 


o n Q >i 1 




Name 


OJOOUjUJ li.U4Uo.U±D. 


0£. . tlU 


Start 


17244 




GI 


none 




Exons 


17244 .. 17453, 1/JlU.. 


1 7 4 09 




17602. .17688, 17603. . 


17689, 




17730. .17921 




Seq. No. 


>i o o n o 




Gene No. 


87754 




btar u 


£.\J ^ *i ±. 




Name 


OJ000303 11.0406.016. 


o2.tw 


Start. 


17575 




GI 


none 




Exons 


17575. .17688, 17600.. 


17689, 




17872. .18000 




Seq. No. 


42209 




Gene No. 


87754 




Start 


20941 




Name 


OJ000303 11. 0406. 016 


.08 .tm 


Start 


18403 




GI 


none 




Exons 


18403. .18441, 18503. 


.18718, 


Seq. No. 


42209 




Gene No. 


87754 




Start 


20941 




Name 


OJ000303 11.0406.016 


.o4 . ts 


Start 


20904 




GI 


none 




Exons 


20904. .20984, 20905. 


.21162, 


Seq. No. 


42209 




Gene No. 


87754 




Start 


20941 




Name 


OJ000303 11.0406.016 


. 06. tm 



Seq. ID OJ000303_11. 0406. 016 
Strand 

End 22476 

Method TBLASTX : Soybean 

End 15701 

Score . 44 
15477. .15701, 15477.. 15689 

Seq. ID OJ000303_11. 0406.016 
Strand 

End 22476 

Method TBLASTX:Maize • 

End 17243 

Score 103 
16919. .17143, 17166. .17243, 



Seq. ID OJ000303_11. 0406.016 
Strand 

End 22476 

Method TBLASTX : Maize 

End 17922 

Score 182 , 
17469. .17597, 17477 .. 17587 , 
17668. .17916, 17689 .. 17 922 , 



Seq. ID OJ000303_11. 0406.016 
Strand 

End 22476 

Method TBLASTX : Wheat 

End 18000 

Score 68 
17683. .17841, 17 68 9 17859, . 



Seq. ID OJ000303_11. 0406, 016 
Strand 

End 22476 

Method TBLASTX : Mai ze 

- End 18924 

Score 42 
18719. .18838, 18847. .18924 

Seq. ID OJ000303_11. 0406. 016 
Strand 

End 22476 

Method TBLASTX : Soybean 

End 21162 

Score 4 3 
21032. .21148 

Seq. ID OJ000303_11. 0406.016 
Strand 

End 22476 

Method TBLASTX : Mai ze 



42480 



start 
GI 

Exons. 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20924 End 21171 

none Score 92 

20924. .21139, 20941 .. 21150, 20941.. 21171 



42209 
87754 
20941 

OJ000303_11.0406.C16.ol.tc 

20941 

none 

20941. .21462, 20942.. 21349 

42209 
87754 
20941 

OJ000303_11.0406.C16.o3.qs 

20941 

none 

20941. .22401 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42209 
87754 
20941 

OJ000303_11.0406.C16.o4.np 

20944 

7485066 

20944. .22263, 22441. 
hypothetical protein 



OJ000303_11.0406.C16 
22476 

TBLASTX: Cress 

21462 

197 



OJ000303_11.0406.C16 

22476 
GENSCAN 
22401 
.98 



OJ000303 11.0406.C16 



Seq. ID _ 
Strand 

End 22476 
Method AAT/NAP 
End 22476 
Score 994 

22476 

- Arabidopsis thaliana 
gi|2244839|emb|CAB10261.1| (Z97337) hypothetical protein 
[Arabidopsis thaliana] gi | 7268228 | emb | CAB78524 . 1 1 (AL161540) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


42209 




Seq. ID 


OJ000303_11.0406. 


C16 


Gene No. 


87754 




Strand 






Start 


20941 




End 


22476 




Name 


OJ000303 11.0406.C16. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


21166 




End 


21702 




GI 


none 




Score 


389 




Exons 


21166. .21702 










Seq. No. 


42209 




Seq. ID 


OJ000303_11.0406. 


C16 


Gene No. 


87754 




Strand 






Start 


20941 




End 


22476 




Name 


OJ000303 11.0406.C16. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


21217 




End 


22219 




GI 


none 




Score 


230 




Exons 


21217. .22074, 21473.. 


21952, 


21748. .22080, 21772 22170, 






21773. .21943, 22018.. 


22218, 


22043. .22219, 22054 .. 22212, 






22055. .22216 










Seq. No. 


42209 




Seq. ID 


OJ000303_11.0406. 


C16 


Gene No. 


87754 




Strand 






Start 


20941 




End 


22476 




Name 


OJ000303 11.0406.C16. 


ol . tw 


Method 


TBLASTX: Wheat' 




Start 


21635 




End 


22219 




GI 


none 




Score 


187 




Exons 


21635. .21958, 21637.. 


22110, 


21700. .21816, 21850. .22092, 





42481 




21995. .22096, 22027 .. 22218 , 22040. .22219 



Seq. No. 


42209 


Seq. ID 


OJ000303 


_11.0406. 


C16 


Gene No. 


o / /d4 


Strand 








Start 


20941 


End 


22476 






Name 


OJ000303 11.0406.C16.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


21661 


. End 


22440 






GI 


none 


Score 


34 






Excns 


21661.'. 21777, 21690 .. 21722, 


21700. .21966, 21721 


. .21894, 






21769. .21951, 21769 .. 22071, 


21781. .22239, 21785 


. .21946, 






21994. .22194, 22072 .. 22200, 


22234. .22317, 22336 


. .22440 




Seq. No. 


42209 


Seq. ID 




_11.0406. 


016 


Gene No. 


87754 


Strand 








Start 


20941 


End 








Name 


OJ000303 11.0406.C16.o7.ts 


Method 


TBLASTX : 


Soybean 




Start 


21715 


End 








GI 


none 


Score 


192 






Exons 


21715. .21921, 21841. .22218 










Seq. No. 


42210 


Seq. ID 


OJQ00303 


_11.0406. 


017 


Gene No. 


87755 


Strand 


+ 






Start 


59 


End 


o c o 

253 






Name 


OJ000303 11.0406.C17.ol.gs 


Method 


GENSCAN 






Start 


59 


' End 


253 






GI 


none 


Score 


. 43 






Exons 


59. .253 










beq. No. 


42210 


Seq. ID 


OJ000303 


Xi . U4UD . 


/ 


Gene No. 


87756 


Strand 








Start 


1 


End 


563 






Name 


OJ000303 11.0406.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


563 






GI 


6983864 


Score 


83 






Exons 


1..22, 464. .563 










GI Descrip. 


(AP001168) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42210 


Seq. ID 


OJ000303 


_11.0406. 


017 


oene ino . 


87757 


Strand 








Start 


926 


End 


1319 






Name 


OJ000303 11.0406.C17.o2.np 


Method 


AAT/NAP 






Start 


926 


End 


1319 






GI 


4588012 


Score 


95 






Exons 


926. .1016, 1148. .1319 










GI Descrip. 


(AF085717) putative callose 


synthase catalytic 


subunit 






[Gossypiiim hirsutum] 










Seq. No. 


42211 


Seq. ID 


OJ000223 


_19.0403. 


02 


Gene No. 


87758 


Strand 








Start 


861 


End 


947 






Name 


OJ000223 19.0403.C2.ol.gs 


Method 


GENSCAN 






Start 


861 


End 


947 






GI 


none 


Score 


.51 






Exons 


861. .947 










Seq. No. 


42212 


Seq. ID 


OJ000223 


_19.0403. 


03 


Gene No. 


87759 


Strand 


+ 







42482 



o Lax L. 


901 

£.\J 1. 


End 


3661 




Name 


OJ000223 19.0403.C3.ol.gs 


Method 


GENSCAN 




Start 


201 


End 


3661 




GI 


none 


Score 


.91 




Exons 


201. .290, 800. .843, 951. .1418, 


1723. .1748, 1906. 


.1936, 




2055-.2142, 2259. .2548, 2695.. 


2786, 2883. .3085, 


3380. .3661 


Seq. No. 


42212 


Seq. ID 


OJ000223 


19. 0403. C3 


Gene No. 


87759 


Strand 


+ 




Start 


201 


End 


3661 






OJ000223 19.0403.C3.ol.np 


Method 


AAT/NAP 




Start 


1330 


End 


3658 




GI 


5081555 


Score 


680 




Exons 


1330. .1418, 1723. .1748, 1906.. 


1936, 2055.. 2142, 


2259. .2404, 




2504. .2548, 2695. .2786, 2886.. 


3268, 3464.. 3658 




GI Descrip. 


(AF132001) PHAP2A protein [Petunia x hybrida] 




Seq. No. 


42212 


Seq. ID 


OJ000223_ 


19. 0403. C3 


Gene No. 


87759 


Strand 


+ 




Start 


201 


End 


3661 




Name 


OJ000223 19.0403.C3.ol.gp 


Method 


AAT/GAP 




Start 


2257 


End 


3541 




GI 


25592 1.R1084 


Score 


1350 




Exons 


2257. .2404, 2504. .2548, 2695.. 


2786, 2883.. 3085, 


3181. .3264, 




3380.. 3541 








GI Descrip. 


'5081555/gb|AAD39439.1|AF132001 1 4.0e- 


-27 (AF132001) PHAP2A 




protein [Petunia x hybrida] ' 








Seq. No. 


42212 


Seq. ID 


OJ000223_ 


19, 0403. C3 


uene wo . 


87760 


Strand 


+ 




Start 


3635 


End 


4050 




Name 


OJ000223 19.0403.C3.o2.gp 


Method 


AAT/GAP 




Start 


3635 


End 


4050 




GI 


702296 


Score 


622 




Exons 


3635. .4050 








Seq. No. 


42212 


Seq. ID 


OJ000223_ 


19. 0403. C3 


Gene No. 


87761 


Strand 


+ 




Start 


11794 


End 


18877 




Name 


OJ000223 19.0403.C3.o2.np 


Method 


AAT/NAP 




Start 


11794 


End 


16326 




GI 


7486157 


Score 


576 




Exons 


11794. .11934, 12136. .12779, 12826 .. 13742 , 13872. 


.14078, 




14718. .14854, 16280.. 16326 









GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



hypothetical protein F26B6.1 - Arabidopsis thaliana 
gi I 3242728 I gb I AAC23780.il (AC003040) unknown protein 
[Arabidopsis thaliana] 



42212 
87761 
11794 

OJ000223_19.0403.C3.o5.np 

13267 

7228438 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13267. .13385, 1787 9 .. 18199, 18856.. 18877 

{AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 



OJ000223_19.0403.C3 
+ 

18877 
AAT/NAP 
18877 
189 



42483 



isolog (AC003981) [Oryza sativa] 

Seq. No. 42212 Seq. ID 

Gene No. 87762 Strand 

Start 14685 End 

Name OJ000223_19 . 0403 . C3 . o3 . gp Method 

Start 14685 End 

GI none Score 

Exons 14685.-15474 



OJ000223_19.0403.C3 

15474 
AAT/GAP 
15474 
1531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42212 
87763 
15594 

OJ000223_19.0403.C3.ol-tc 

1329 

none 

1329.. 1409, 1375.. 1419, 1899. 
2059.. 2148, 2255.. 2410, 2256. 
2692.. 2775, 2693.-2773 

42212 
87763 
15594 

OJ000223_19.0403-C3.ol.ts 

1905 

none 

1905.. 1931, 2017.. 2148, 2053. 
2255.. 2407, 2255.. 2410, 2256. 
2502.. 2549, 2504.-2548, 2692. 



Seq. ID OJ000223_19.0403-C3 
Strand 

End 18877 
Method TBLASTX : Cress 
End 2775 
Score 91 

.1937, 2053.. 2145, 2053-.2136, 
.2417, 2502.. 2549, 2504-.2548, 



Seq. ID OJ000223_19.0403.C3 
Strand 

End 18877 

Method TBLASTX : Soybean 

End 2959 

Score 40 

.2145, 2053-.2136, 2061.. 2153, 
.2417, 2256.. 2411, 2501.. 2548, 
.2775, 2693.-2773, 2888.. 2959 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42212 
87763 
15594 

OJ000223_19.0403.C3.o3.tm 

2004 

none 

2004.. 2141, 2013.. 2141, 2041, 
2256.. 2417, 2256.. 2411, 2502, 
2506. .2553 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 19-0403. C3 



18877 

TBLASTX: Maize 
2558 
140 

.2148, 2047-.2145, 2255. 
.2549, 2503.. 2547, 2505. 



.2410, 
.2558, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42212 

87763 

15594 

OJ000223 

9924 

none 



19.0403.C3.o4.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_19.0403.C3 
18877 

TBLASTX: Maize 

12222 

80 



9924. .9953, 9974. .10009, 1164 9 .. 11711, 11827 .. 11964 , 
11831. .11926, 11832. .11963, 12139 .. 12222, 12147.-12221 



42212 

87763 

15594 

OJ000223 

12454 

none 



Seq. ID OJ000223_19.0403.C3 



19.0403.C3.o2.ts 



Strand 
End 

Method 

End 

Score 



18877 

TBLASTX : Soybean 

12768 

277 



12454. .12750, 12483 12749, 12532.. 12768 



42484 



O C U a i.^ ■ 


42212 




Seq. ID 


OJ000223_19.0403 


.C3 




87763 




Strand 






Start ■ 


15594 




End 


18877 




Name 


OJ000223 19. 0403. C3. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


12460 




End 


13196 




GI 


none 




Score 


420 






12460. .12750, 12460. 


. 13047, 


124 62. .1304 9, 12813. .13061, 






12814 13053, 13052. 


. 13192, 


13052. .13126, 13053. .13196, 






13113. . 13196 










Seq. No. 


42212 




Seq. ID 


OJ000223_19.0403 


.C3 


Gene No. 


87763 




Strand 






Start 


15594 




End 


18877 




Name 


OJ000223 19. 0403-C3 . 


o2 ■ to 


Method 


TBLASTX: Cress 




Start 


12523 ~ 




End 


12762 




GI 


none 




Score 


283 




TT von 


12523. .12762, 12528. 


. 12749 








Seq. No. 


42212 




Seq. ID 


OJ000223_19.0403 


.C3 


Gene No. 


87763 




Strand 






Start 


15594 




End 


18877 




Name 


OJ000223 19 . 0403-C3. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


13341 ~ 




. End 


13715 




GI 


none 




Score 


50 






13341 13421. 13493 


. 13714, 


13500. .13715 




Seq. No. 


42212 




Seq. ID 


OJ000223_19.0403 


.C3 


Gene No. 


87763 




Strand 






Start 


15594 




End 


18877 




Name 


OJ000223 19. 0403. C3- 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


13638 




End 


15183 




GI 


none 




Score 


184 




Exons 


13638. .13781, 13645. 


.13785, 


13655. .13780, 13907. .13990, 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13923. .13991, 14036 .. 14 104 , 

14190. .14237, 14711. .15010, 

15000. .15062, 15002. .15052, 

15110. .15181, 15111. .15182, 



42212 
87763 
15594 

OJ000223_19.0403.C3-o4.np 
15594 
7228442 
15594. .15620, 17131 17312, 



1404 9. .14105, 14189. .14236, 

14712. .15011, 14775. .15011, 

15029. .15064, 15033. .15053, 

15118. .15183, 15123.. 15182 

OJ000223 19. 0403. C3 



Seq. ID 
Strand 

End 18877 
Method AAT/NAP 
End 18877 
Score 133 
18850. .18877 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 19.0403,03 



42212 
87763 
15594 

OJ000223_19.0403.C3,o3.np 
16552 
7228438 

16552. .16637, 16825 16967, 18759.. 18877 

(AP001366) EST C28952 (C62945) corresponds to a region of the 



18877 
AAT/NAP 
18877 
66 



42485 



predicted gene.;. Similar to maize transpo'son MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 





beg. NO. 


yl 0 9 1 "5 






Seq. ID 


OJ000223_19.0403 




Gene No . 


oil o4 






Strand 


+ 




o uar L 


1 1 Q 9 






End 


4177 




Name 




UfiUO.L'ft .ox. 


gs 


Method 


GENSCAN 




b tar u 


1 "7 Q 0 






End 


4177 






none 






Score 


.6 




Exons 


1782. .2413, 


2723. .2903, 


3651. 


.3711, 4101.. 4177 




Seq. No. 


42213 






Seq. ID 


OJ000223_19.0403 




oene jno . 


87765 






Strand 






O 4- v--^ 

otart 


4595 






End 


7482 




Name 


OJ000223 19. 


0403.C4.ol. 


np 


Method 


AAT/NAP 




Dtar r 


4595 






End 


7482 






3785979 






Score 


202 




Exons 


4595. .4621, 


6034. .6248, 


7462. 


.7482 






GI Descrip. 


(AC005560) putative homeodomain transcription factor 






[Arabidopsis 


thaliana] 










Seq. No. 


42213 






Seq. ID 


OJ0UU2zJ_iy . U4UJ 




Gene No. 


o n T ^ c 

87765 






Strand 




J 


start 


4595 






End 






Name 


OJ000223 19. 


0403 .C4 . o2 . 


gs 


Method 


GENSCAN 




otart 


5699 






End 


^ C "7 O 




GI 


none 






Score 


.98 


u 


Exons 


5699. .5881, 


5973. .6578 










beg. NO. 


42213 






Seq. ID 


OJ000223_19.0403 




Gene No . 


87766 






Strand 






b uarc 


10061 






End 


11405 




Name 


OJ000223 19. 


0403.C4.ol. 


tm 


Method 


TBLASTX: Maize 




b Lari, 


5992 






End 


6243 




GI 


none 






Score 


175 




Exons 


5992. .6243, 


6039. .6242 








== 


beg. NO. 


42213 






Seq. ID 


OJ000223_19.0403 


3 


t^ene no. 


87766 






Strand 






b car u 


10061 






End 


11405 




Name 


OJ000223 19. 


0403.C4.ol. 


ts 


Method 


TBLASTX : Soybean 




bcar u 


6031 






End 


6237 




GI 


none 






Score 


200 




Exons 


6031. .6237, 


6039. .6236 










beg. NO. 


42213 






Seq. ID 


OJ000223_19.0403 




Gene No . 


87766 






Strand 






Start 


10061 






End 


11405 




Name 


OJ000223 19. 


0403.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


6042 






End 


6234 




GI 


none 






Score 


98 




Exons 


6042. .6191, 


6049. .6171, 


6180. 


.6233, 6202.. 6234 




Seg. No. 


42213 






Seq. ID 


OJ000223_19.0403 




Gene No. 


87766 






Strand 






Start 


10061 






End 


11405- 




Name 


OJ000223 19. 


0403.C4.o2. 


np 


Method 


AAT/NAP 



42486 



start 10061 "End 11405 

GI 6630699 Score 88 

Exons 10061. .10150, 11293.. 11405 

GI Descrip. {AP000969) hypothetical protein [Oryza sativa] 

gil 6721536|dbj IBAA89566. 11 {AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



19. 0403. C5 



42214 Seq. ID OJ000223_ 

87767 Strand + 

12251 End 17720 

OJ000223_19 . 04 03 . C5 . o2 . np Method AAT/NAP 

12251 End 17720 

4544369 Score 502 

12251. .12322, 16761 .. 16902 , 16942.. 17720 
(AC006920) hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


42214 






Seq. ID 


OJ000223 




Gene No. 


87767 






Strand. 


+ 




Start 


12251 






End 


17720 




Name 


OJ000223 19. 


0403.C5.o6, 


gs 


Method 


GENSCAN 




Start 


16728 






End 


17684 




GI 


none 






Score 


,96 




Exons 


16728. .17684 












Seq. No. 


42214 






Seq. ID 


OJ000223 




Gene No. 


87768 






Strand 






Start 


99 






End 


644 




Name 


OJ000223 19. 


0403.C5.ol. 


gs 


Method 


GENSCAN 




Start 


99 






End 


431 




GI 


none 






Score 


1 




Exons 


99. .431 












Seq. No. 


42214 






Seq. ID 


OJ000223 




Gene No. 


87768 






Strand 






Start 


99 






End 


644 




Name 


OJ000223 19. 


0403.C5.ol. 


gp 


Method 


AAT/GAP 




Start 


291 






End 


644 




GI 


LIB3433-059- 


P1-K1-B7 




Score 


611 




Exons 


291. .644 











.C5 



GI Descrip. ' 3821780/emb | AJ009303 . 1 | XLAJ9303 
clone 27A6-1' 



4.0e-10 Xenopus laevis cDNA 



Seq. No. 


42214 










Seq. ID 


OJ000223 


Gene No. 


87769 










Strand 




Start 


6136 










End 


6483 


Name 


OJ000223 19, 


.0403. 


C5 


.o2 


.gp 


Method 


AAT/GAP 


Start 


6080 










End 


6483 


GI 


2442446 










Score 


678 


Exons 


6080. .6483 














Seq. No. 


42214 










Seq. ID 


OJ000223 


Gene No. 


87769 










Strand 




Start 


6136 










End 


6483 


Name 


OJ000223 19, 


,0403. 


C5 


.o3 


.gs 


Method 


GENSCAN 


Start 


6136 










End 


6429 


GI 


none 










Score 


1 


Exons 


6136. ,6429 















42487 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42214 
87770 
8335 

OJ000223_19.0403.C5,ol.np 

8335 

6523034 



Seq. ID OJ000223_19.0403.C5 
Strand 

End 11902 

Method AAT/NAP 

End 11902 

Score 1007 



8335. .8879, 9830. .10187, 10236. . 11179, 11803.. 11902 
(AL132976) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42214 
87771 
13248 

OJ000223_19.0403.C5.o3.tm 

8440 

none 



Seq. ID OJ000223_19.0403.C5 
Strand 

End 15528 

Method TBLASTX: Maize 

End 8772 

Score 330 



8440. .8496, 8462. .8770, 8487. .8765, 8491. .8772 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42214 
87771 
13248 

OJ000223_19 . 04 03 . C5 . o2 . ts 

8818 

none 



Seq. ID OJ000223_19.0403.C5 
Strand 

End 15528 

Method TBLASTX : Soybean 

End 10185 

Score 45 



8818. .8880, 9825.-9962, 9846. .9968, 10008 .. 10106, 10008 .. 10184 , 
10015. .10185 



Seq. No. 


42214 




Seq. ID 


OJ000223_19.0403. 


C5 


Gene No. 


87771 




Strand 






Start 


13248 




End 


15528 




Name 


OJ000223 19. 


0403.C5.o4 .tm 


Method 


TBLASTX: Maize 




Start 


9675 




End 


10130 




GI 


none 




Score 


70 




Exons 


9675.-9962, 


10008. .10103, 10011. .10130, 10018.. 10122 




Seq. No. 


42214 




Seq. ID 


OJ000223_19.0403. 


C5 


Gene No. 


87771 




Strand 






Start 


13248 




End 


15528 




Name 


OJ000223 19. 


0403.C5.ol,tc 


Method 


TBLASTX: Cress 




Start 


9827 




End 


10184 




GI 


none 




Score 


59 




Exons 


9827.-9958, 


9828. .9959, 10008 .. 10184 , 


10015. .10164 




Seq. No. 


42214 




Seq. ID 


OJ000223_19,0403. 


C5 


Gene No. 


87771 




Strand 






Start 


13248 




End 


15528 




Name 


OJ000223 19. 


0403.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


10431 




End 


11030 




GI 


none 




Score 


164 




Exons 


10431. .10577 


, 10438. .10578, 


10593, .10664, 10593. .10667, 






10594. .10677 


, 10659. .10832, 


10662. .10964, 10663. .10950, 






10938. .10994 


, 10938., 11030 








Seq. No. 


42214 




Seq. ID 


OJ000223_19.0403. 


C5 


Gene No. 


87771 




Strand 






Start 


13248 ■ 




End 


15528 





42488 




N3.iue 




Method 


TBLASTX: Cress 




X U DO J 


End 


11060 




none 


Score 


44 


Exons 


lofts'^ inifiQ lOfiS'^ iDflfi'^ 


10785. .10964, 11001.. 11060 


Seq. No. 


42214 


Seq. ID 


OJ000223_19.0403.C5 


Gene No. 


87771 


Strand 






X ^ ^ 1 o 


End 


15528 


Na.nie 


0.700099'^ 1 Q 040*^ as 


Method 


GENSCAN 




1'^94ft ~ 

X J ^ 4 o 


End 


15528 


CT 


none 


Score 


.8 


CiXons 


1*^94^ I'^fiOQ 14fifi1 14Q?9 


15511. .15528 


Seq. No. 


42214 


Seq. ID 


OJ000223_19.0403.C5 


Gene No. 


87772 


Strand 






X / V 1 ^ 


End 


17561 


Nsiue 


0.70009 9"^ 1Q 040? n9 tf^ 


Method 


TBLASTX: Cress 


oL.d.X L 


1 7049 ~ 


End 


17519 




none 


Score 


187 


Exons 


17049 171SS 1704? 1799ft 


17277. .17453, 17475.. 17519 


Seq. No. 


42214 


Seq. ID 


OJ000223_19.0403.C5 


Gene No. 


87772 


Strand 






1 7049 


End 


17561 


Nsiue 


n.70009 9? 1Q 040? PS o1 t-cj 


Method 


TBLASTX: Soybean 




1 70^^0 ~ 
X / U DU 


End 


17561 




none 


Score 


415 


Exons 


170^0 174?1 170^^1 174^^^ 
X/UDU. .X / ftOX/ X fUDX. .X / fiJO^ 


17481. .17561 


Seq. No. 


42214 


Seq. ID 


OJ000223_19.0403.C5 


Gene No. 


87772 


Strand 




OUaX U 


1 704 9 


End 


17561 


N3in.e 


n.700099? 1 Q 040? PS o9 -t-ni 


Method 


TBLASTX: Maize 




17147 ~ 

X / X *i / 


End 


17546 




none 


Score 


466 


Exons 


17147 174?1 1714ft 174ft? 

X/X4 / • •X/4JXf X/X40. * X f *±0 O 1 


17472. .17546, 17483. .17542 


06q • INU . 


42215 


Seq. ID 


OJ000223_19.0403.C6 




87773 


Strand 






1 


End 


1300 


Ncune 


OJ000223 19.0403.C6.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


1298 


GI 


558 1.R1084 


Score 


1023 


TT voT» o 


1..164, 827. .967, 1057. .1298 




^ T o o T 
oX uescxxp • 


•129231/sp|P2577 6|ORYA ORYSA O.Oe+00 ORYZAIN ALPHA CHAIN 




PRECURSOR >gi 67 644 pir KHRZOA oryzain (EC 3.4.22.-) alph 




precursor - rice >gi_218181_ 


dbj_BAA14402_ {D90406) oryzain 




precursor [Oryza sativa] ' 






Seq- No. 


42215 


Seq. ID 


OJ000223_19.0403.C6 


Gene No. 


87773 


Strand 




Start . 


1 


End 


1300 


Name 


OJ000223 19.0403.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1 


End 


1294 


GI 


none 


Score 


173 



Exons 1..165, 3.. 164, 827.. 970, 843.. 968, 1054.. 1284, 1057.. 1293, 

1130.. 1294 



42489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000223_19.0403.C6 
Strand 

End 1300 

Method AAT/NAP 

End 1296 

Score 854 



42215 
87773 
1 

OJ000223_19.0403.C6.ol.np 
1 

129231 

1..164, 827. .967, 1057. .1296 

ORYZAIN ALPHA CHAIN PRECURSOR gi | 67644 | pir | | KHRZOA oryzain (EC 
3.4.22.-) alpha precursor - rice gi | 218181 | dbj | BAA14402. 1 | 
(D90406) oryzain alpha precursor [Oryza sativa] 



42215 
87773 
1 

OJ000223_19.0403.C6.ol.tm 
3 

none 



Seq. ID OJ000223_19.0403.C6 
Strand 

End 1300 

Method TBLASTX : Mai ze 

End 1300 

Score 178 



3. .164, ■ 6. .164, 7. .165, 825. .968, 827. .973, 834. .968, 
1035. .1289, 1050. .1289, 1054. .1290, 1057. .1293, 1130, .1300 



42215 
87773 
1 

OJ000223_19 . 0403 . C6 . ol . tc 
24 

none 



Seq. ID OJ000223_19.0403.C6 
Strand 

End 1300 

Method TBLASTX: Cress 

End 1300 

Score 62 



24. .173, 36. .173, 37. .174, 825. .968, 827. .967, 827. .973, 
828. .980, 1054. .1290, 1056. .1289, 1057. .1293, 1130. .1300 



42215 
87773 
1 

OJ000223_19.0403.C6.ol.gs 
47 

none 

47. .164, 827. .967, 1021. .1292 

42215 
87773 
1 

OJ000223_19.0403.C6.ol.tw 
1095 
none 



Seq. ID OJ000223_19.0403.C6 
Strand 

End 1300 

Method GENSCAN 

End 1292 

Score .84 



Seq. ID OJ000223_19.0403.C6 
Strand 

End 1300 

Method TBLASTX : Wheat 

End 1294 

Score 228 



1095.. 1286, 1096. .1287, 1096. .1293, 1121. .1294, 1130. .1294 



Seq. ID OJ000223_19.0403.C7 
Strand 

End 509 

Method AAT/GAP 

End 509 

Score 980 



42216 
87774 
1 

OJ000223_19.0403.C7.ol.gp 
1 

558_1.R1084 
1. .509 

'129231/sp|P25776|ORYA_ORYSA O.Oe+00 ORYZAIN ALPHA CHAIN 

PRECURSOR >gi_67644_pir KHRZOA oryzain (EC 3.4.22.-) alpha 

precursor - rice >gi_218181_dbj_BAA144 02_ (D90406) oryzain alpha 
precursor [Oryza sativa] ' 



42490 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 
3 Name 
3 Start 

n GI 

] Exons 

3 Seq. No. 

ij Gene No. 

5 Start 

r= Name 

^ Start 
GI 

J Exons 



42216 Seq. ID OJ000223_19 . 0403 .C7 

87774 Strand 

1 End 509 

OJ000223_19 - 0403 . C7 . ol . np Method AAT/NAP 

1 End 4 64 

129231 Score 744 

1..464 

ORYZAIN ALPHA CHAIN PRECURSOR gi | 67 644 | pir | | KHRZOA oryzain (EC 
3.4.22.-) alpha precursor - rice gi | 218181 1 dbj | BAA14402 . 1 1 
(D90406) oryzain alpha precursor [Oryza sativa] 



42216 
87774 
1 

OJ000223_19.0403.C7.ol.tc 
11 

none 



Seq. ID OJ000223_19.0403.C7 
Strand 

End 509 

Method TBLASTX: Cress 

End 4 01 

Score 8 9 



11. .85, 13. .81, 96. .215, 240. .320, 315. .380, 372, 



,401 



42216 
87774 
1 

OJ000223_19.0403.C7.ol.tm 
11 

none 



Seq. ID OJ000223_19.0403.C7 
Strand 

End 509 

Method TBLASTX : Mai ze 

End 456 

Score 94 



11. .79, 13. .81, -15. ,95, 16. .102, 87. .398, 88. .456 



Seq. ID OJ000223_19.0403.C7 
Strand 

End 509 

Method TBLASTX : Soybean 

End 374 

none Score 99 

11. .82, 13. .81, 126. .215, 228. .374, 229. .339 



42216 
87774 
1 

OJ000223_19.0403.C7.ol.ts 
11 



Seq. No. 


42216 








Seq. ID 


OJ000223_ 


Gene No. 


87774 








Strand 




Start 


1 








End 


509 


Name 


OJ000223 


19. 0403. C7 


ol 


. gs 


Method 


GENSCAN 


Start 


15 








End 


464 


GI 


none 








Score 


.64 


Exons , 


15, .464 












Seq. No. 


42216 








Seq. ID 


OJ000223 


Gene No, 


87774 








Strand 




Start 


1 








End 


509 


Name 


OJ000223 


19. 0403. C7 


.ol 


.tw 


Method 


TBLASTX:! 


Start 


264 








End 


401 


GI 


none 








Score 


82 


Exons 


264. .401, 


265. .399 










Seq. No, 


42217 . . 








Seq. ID 


OJ000223 


Gene No. 


87775 








Strand 


+ 


Start 


123 








End 


1998 


Name 


OJ000223 


19. 0403. C8 


.ol 


.gs 


Method 


GENSCAN 


Start 


123 








End 


1998 : 



42491 







none 


Score 


. 53 








TTvon 

l-l,^V,i/l li^ 


123.. 391, 927.. 988, 1859.. 1998 












42217 


Seq. ID 


OJ000223_ 


19 0403 


.C8 




Gene No. 


87776 


Strand 


+ 








Start 


18150 


End 


20357 








NsJiie 


OJ000223 19.0403.C8.o6.gs 


Method 


GENSCAN 










18150 


End 


20328 








ox 


none 


Score 


.87 










18150. .18278, 18351. .18532, 


19169. .19350, 19430. 


. 19500, 








20275. .20328 












O ^ \^ • H u • 


42217 


Seq. ID 


OJ000223_ 


19.0403 


.08 






87776 


Strand 


+ 








Start 


18150 


End 


20357 








Name 


OJ000223 19.0403.C8.o3.np 


Method 


AAT/NAP 








Start 


18236 


End 


20357 








ox 


5080827 


Score 


613 








von Q 


18236. .18532, 18643 .. 18742 , 


18819. .18892, 19169. 


.19354, 








19410. .19500, 19757. .19840, 


20275. .20357 








ox L^COWX x^ • 


(AC007258) Hypothetical protein [Arabidopsis thaliana] 






Corr No 


42217 


Seq. ID 


OJ000223_ 


19.0403 


, C8 




f^on^ Mo 


87776 


Strand 


+ 








Start 


18150 


End 


20357 








Name 


OJ000223 19.0403. C8.o3.gp 


Method 


AAT/GAP 






tr R 




19175 


End 


19969 






f i 1 


oX 


uC-osflcypl54d08bl 


Score 


864 








TT v ^n e 


19175. .19350, 19430. .19500, 


19757. .19969 






f ^ 


ox Ld/t^O^XX^a 


'5080827/gb|AAD39336.1|AC007258 25 6. 


De-38 (AC007258) 








Hypothetical protein [Arabidopsis thaliana] * 






m 


Seq. No. 


42217 


Seq. ID 


OJ000223_ 


19.0403 


.C8 




Gene No. 


87777 


Strand 








= 


k> u ax u 


3155 


End 


4765 






r J 




OJ000223 19.0403.C8.o2.gs 


Method 


GENSCAN 






^ J 


O UdX U 


3155 


End 


4765 








ox 


none 


Score 


.98 










3155.. 3390, 3496.. 3751, 3925 


..4193, 4343. .4567, 


4705. .4765 


u 


Seq. No. 


42217 


Seq. ID 


OJ000223_ 


19.0403 


,C8 




Gene No. 


87778 


Strand 










Start 


6624 


End 


11019 










OJ000223 19.0403.C8.o3.gs 


Method 


GENSCAN 








O Lax L. 


6624 


End 


10557 








ox 


none 


Score 


.92 








P von G 


6624. .6682, 8093.. 8190, 9067 


..9207, 9244. .9738, 


9821. .10557 




9orr Mo 


42217 


Seq. ID 


OJ000223_ 


19.0403 


.C8 




riono No 


87778 


Strand 










Start 


6624 


End 


11019 








Name 


OJ000223 19.0403.C8.ol.np 


Method 


AAT/NAP 








Start 


6761 


End 


11019 








GI 


4006882 


Score 


404 








Exons 


6761. .6794, 8093. .8190, 9244 


..9743, 9800. .10197, 


10237. 


.10555 






10949. .11019 












GI Descrip. 


(Z99707) UDP-glucuronyltransferase-like protein 


[Arabidopsis 



42492 



thaliana] gi I 7270638 | emb | CAB80355 . 1 1 (AL161590) 







Kjuc ^ X uoux L/iiy X ux ai lo X cx doc 


1 1 Vo oT'ol-OT n 

XXA.C ^XvJI_C?XiI 


rZXT*aV\'i HooQT g 1"Via1 i anal 
[^nx di^xui^^o X o L.iidxxdiidj 




Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 






87778 


q+- r;^nd 






Of- a rt- 
O Uai. L. 




Pnri 


11019 

X X VJ X ^ 




IN diiit? 






AAT /HAP 






7 661 ~ 


End 


9323 






^76814 3 




1150 






7661 fiic^n Q?44 Q'^?'^ 








Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 






87778 










6694 




1 1019 

X X W X ^ 










AAT /GAP 




q-|-ar1- 
O Ldi. L 


10070 ~ 


End 


10354 




O J. 


3768142 


Score 


533 






10070 103S4 








Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 




r^^Tio Mo 


87779 


o u X ai i^aA 








1 1817 

X X O X / 


PnH 


1 94 98 




Name 


n.T0009?3 IQ 0403 Pft o4 og 


Mo1~ hoH 


V7 Ci LN O V^rtLM 






11817 ~ 

X X O X / 


FnH 


1 94 98 

X ^ rl o 






n on a 


q OO Y*0 

o oux c 






von e 


11817 1 1 Q70 194R8 194Q8 

XXOX/..XX^/Uf X^*iOO..X^*i:/0 








Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 




Gene No. 


87780 


Strand 




z _ a 




14658 


End 


17378 




Naine 


OJ000223 19.Q403.C8.o2.np 


Method 


AAT /NAP 




q-|- =,7-1- 


14658 


End 


17378 


- - 


ox 


7109483 


Score 


862 




von Q 


14658. .14696, 15967.. 17378 








rzT n^QOT~To 


(AC016662) putative glucosyltransf erase [Arabidopsis thaliana 




Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 


L ^ 


n^anf^ No 


87780 


Strand 




■L 1 


91- Art 


14658 


•End 


17378 




IN dlLlC? 


OJ000223 19.0403.C8.o5.gs 


Method 


GENSCAN 




o L. ax L 


15955 


End 


17364 




GI 


none 


Score 


1 




F* von Q 


15955. .17364 








Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 




(TloTl o Mo 


87781 


Strand 






rl- 
o uax L 


20123 


End 


20622 






OJ000223 19.0403.C8.o4.gp 


Method 


AAT /GAP 




o uax L 


20123 


End 


20622 




vjX 


none 


Score 


992 




Exons 


20123. .20622 








Seq. No. 


42217 


Seq. ID 


OJ000223_19.0403.C8 




Gene No. 


87782 


Strand 






Start 


20918 


End 


22244 




Name 


OJ000223 19.0403.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


9223 


End 


10189 



42493 



# 



GI 

Exons 



none 

9223.. 9360, 9225.. 9362, 9432 
9643., 9738, 9820.. 9855, 9856 
10085. .10189 



Score 84 
,9491, 9534. .9608, 9612. .9740, 
.10044, 9857. .10045, 10084 .. 10188 , 



becj. NO. 


4 ^ ^ X / 




\jene ino. 








20918 




Name 




o4 . tm 


Start 


10324 




GI 


none 




Hi AwiiO 


10324. .10392, 10360. 


.10461, 




10508 10558 




becj. INO, 


4 991 7 






87782 




Start 


20918 




Name 


OJ000223 19. 0403. C8. 


o2 .tc 


Start 


15949 






none 




Exons 


1SQ49 16020, 16084, 


.16140, 


Seq. NO. 


4 9917 

fi X / 






87782 




Start 


ZU JXO 




Name 


OJ000223 19. 0403. C8. 


o2.ts 


Start 


15964 




(ZT 


none 




Exons 


1 t;Qfi4 1 fil 04 1 6174 

X0-70rt.,XDXU*l/ 


16392, 


beq. NO. 


4 991 7 

ZZ X r 




oilier IN^J . 


87782 




b tar u 


20918 




Name 


OJ000223 19. 0403. C8 


. ol.tw 


Start 


16129 




J. 


none 




^7 ^> C 


1fi19<5 16350 16199 


. .16351 


beq. NO. 


4 9917 






87782 




buarc 


z u ^xo 




Name 


OJ000223 19. 0403. C8 


. o2.tm 


Start , . 


16153 




O J. 


none 




Exons 


1filS3 16350, 16205 


. .16351, 


Seq. No. 


42217 




Gene No. 


87782 




Start 


20918 




Name 


OJ000223 19. 0403. C8 


,ol.ts 


Start 


16417 




GI 


none 




Exons 


16417. .16551, 16603 


. .16740, 


Seq. No. 


42217 




Gene No. 


87782 




Start 


20918 





Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 

Method TBLASTX: Maize 

End 10558 

Score 107 
10361. .10513, 10507. .10557, 



Seq. ID OJ000223_19.0403,C8 
Strand 

End 22244 

Method TBLASTX : Cress 

End 16336 

Score 181 
16141. .16335, 16202.. 16336 

Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 

Method TBLASTX : Soybean 

End 16392 

Score 129 
16199. .16336 

Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 

Method TBLASTX : Wheat 

End 16351 

Score 154 



Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 

Method TBLASTX : Mai ze 

End 16539 

Score 125 
16408. .16539 

Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 

Method TBLASTX : Soybean 

End 17068 

Score 90 
16789. .17067, 16823.. 17068 

Seq. ID OJ000223_19.0403.C8 
Strand 

End 22244 



42494 




Ns-itie 


OJ000223 19. 0403. C8. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


16897 






End 


17340 






none 






Score 


123 






16897. . 


16965, 16997. 


. 17179, 


16999. .17187, 17305. .17340 




Seq. No. 


42217 






Seq. ID 


OJ000223_19.0403. 


C8 


Gene No. 


87782 






Strand 


— 




Start 


20918 






End 


22244 




Name 


OJ000223 19. 0403. C8. 


o3 . tm 


Method 


TBLASTX: Maize 




c-i-arl- 


17009 






End 


17251 




ox 


none 






Score 


194 






17009. . 


17251, 17032, 


. 17250 








Seq. No. 


42217 






Seq. ID 


OJ000223_19.0403. 


C8 


Gene No. 


87782 






Strand 






Start 


20918 






End 


22244 




Name 


OJ000223 19. 0403. C8. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


19167 






End 


19828 






none 






Score 


194 






19167. . 


19343, 19173. 


. 19361, 


19175. .19345, 19426 .. 19506, 






19434. . 


19505, 19750. 


. 19827, 


19754. .19828 




^*sn Nn 


42217 






Seq. ID 


OJ000223_19.0403. 


C8 


Gene No. 


87782 






Strand 






Start 


20918 






End 


22244 




Name 


OJ000223 19. 0403. C8. 


o7 . gs 


Method 


GENSCAN 






20918 






End 


22048 






none 






Score 


.97 




Exons 


20918. . 


21163, 21286. 


. 21390, 


21468. .21575, 21652 .. 21786, 






21948. . 


22048 










O C l.^ . * 


42217 






Seq. ID 


OJ000223_19.0403, 


C8 




87782 






Strand 






Start 


20918 






End 


22244 




Name 


OJ000223 19. 0403. C8. 


o4 .np 


Method 


AAT/NAP 




Start 


21071 






End 


22244 




ox 


6522931 




Score 


251 




LjA.\t/l. 1 0 


21071. . 


21163, 21286. 


.21387, 


21468. .21565, 21654 .. 21786, 






21948. . 


22048, 22180. 


.22244 








GT Descrio- 


(AL132978) hypothetical protein [Arabidopsis thaliana] 




Seo No 


42217 






Seq. ID 


OJ000223_19.0403. 


C8 


Gene No. 


87782 






Strand 






Start 


20918 






End 


22244 




Name 


OJ000223 19. 0403. C8. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


21666 






End 


22050 




GI 


none 






Score 


154 




F vnn <5 


21666. . 


21785, 21667. 


.21786, 


21668. .21781, 21939 .. 2204 9, 






21947. . 


22042, 21949. 


.22050 








Seq. No. 


42218 






Seq. ID 


OJ000223_19.0403. 


C9 


Gene No. 


87783 






Strand 






Start 


1 






End 


2567 




Name 


OJ000223 19. 0403. C9. 


ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1266 




GI 


6522931 




Score 


158 




Exons 


1. .44, 


201. .352, 585 


. . 653, 


770. .850, 


975. .1154, 1234. .1266 



42495 



GI Descrip. {AL132978) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 42218 

Gene No. 87783 

Start 1 

Name OJ000223_1 9 . 04 03 . C9 . ol . gs 

Start 215 

GI none 
Exons 



Seq. ID OJ000223_19.0403.C9 
Strand 

End 2567 

Method GENSCAN 

End 2567 

Score .73 



215. .352, 770. .859, 975. .1154, 1234. .1435, 1777. .1848, 
2240. .2443, 2542. .2567 



Seq. No. 42218 

Gene No. 87783 

Start 1 

Name OJ000223_19 . 0403 .C9 . ol . tm 

Start 591 

GI none 
Exons 



Seq. ID OJ000223_19.0403.C9 
Strand 

End * 2567 

Method TBLASTX : Mai ze 

End 1303 

Score 74 



591. .656, 591. .656, 592. .657, 595. .657, 752. .862, 766. .861, 
767. .862, 975. .1157, 976. .1137, 1232. .1303, 1232. .1291 



Seq. No. 42219 Seq. ID 

Gene No. 87784 Strand 

Start 431 End 

Name OJ000223_19 . 0403 . CIO , ol . gs Method 

Start 431 End 

GI none Score 

Exons 431.. 782 



OJ000223_19. 0403. CIO 
782 

GENSCAN 

782 

.79 



Seq. No. 42220 Seq. ID 

Gene No. 87785 Strand 

Start 102 End 

Name OJ000223_19 . 04 03 . Cll . ol . gs Method 

Start 102 End 

GI none Score 

Exons 102.. 350 



OJ000223_19. 0403. Cll 
+ 

350 

GENSCAN 

350 

.45 



Seq. No. 42221 Seq. ID 

Gene No. 87786 Strand 

Start 1176 End 

Name OJ0OO223_19 . 0403 . C12 . ol . gs Method 

Start 1176 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_19.0403.C12 
+ 

6000 
GENSCAN 
6000 
.49 



1176.. 1901, 3504.. 3590, 3676.. 4190, 5709.. 6000 



42221 Seq. ID 

87786 Strand 

1176 End 

OJ000223_19 . 0403 . C12 . ol . gp Method 

1455 End 

72052 2.R1084 Score 



OJ000223_19.0403.C12 
+ 

6000 
AAT/GAP 
3712 
1031 



1455.. 1901, 3504.. 3590, 3676.. 3712 

'170344 6/sp|P50287|ASPG_ARATH 2.0e-37 L- ASPARAGINASE 

(L-ASPARAGINE AMIDOHYDROLASE) >gi_107 6292_pir S53127 

asparaginase - Arabidopsis thaliana >gi_735918_emb_CAA84367_ 
(Z34884) asparaginase [Arabidopsis thaliana]* 



Se^v. No. 



42221 



Seq. ID OJ000223_19.0403.C12 



42496 



Gene No. 87786 Strand + 

Start 1176 End 6000 

Name OJ000223_19 . 0403.C12.ol.np Method AAT/NAP 

Start 1506 End 4197 

GI 231573 Score 845 

Exons 1506.. 1901, 3504.. 3594, 3665.. 3750, 3799.. 4197 

GI Descrip. - L-ASPARAGINASE (L-ASPARAGINE AMIDOHYDROLASE) 

gi I 99970 Ipir I I S24757 asparaginase (EC 3.5.1.1) - narrow-leaved 
blue lupine gi 1 19135 I emb I CAA43099 . 1 1 (X60691) developing seed 
L-asparaginase [Lupinus angustif olius] 



Seq. No. 42221 
Gene No. 87786 
Start 1176 

Name OJ000223_1 9.0403. C12 . o2 . gp 

Start 3845 

GI LIB3432-029-P1-K1-C3 
Exons 3845.-4276 

GI Descrip. ' 1703447/sp I P50288 1 ASPG_LUPAL 
(L-ASPARAGINE AMIDOHYDROLASE) 
[Lupinus albus] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_ 
+ 

6000 
AAT/GAP 
4276 
848 



19.0403.C12 



l.Oe-37 L-ASPARAGINASE 

>gi_496102 (L19141) L-asparaginase 



Seq. No. 42221 Seq. ID 

Gene No. 87787 Strand 

Start 6999 End 

Name OJ000223_19 . 0403 . C12 . o3 . gp Method 

Start 6971 End 

GI 54071_1.R1084 Score 

Exons 6971.. 7584, 8014.. 8177 

GI Descrip. ' 2911042/emb | CAA17552 | 2.0e-57 (AL021961) Phosphoglycerate 

dehydrogenase - like protein [Arabidopsis thaliana] ' 



OJ000223_19.0403.C12 
+ 

9554 
AAT/GAP 
8177 
1496 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42221 Seq. ID 

87787 Strand 

6999 End 

OJ000223_19 . 0403 . C12 . o2 . gs Method 

6999 End 

none Score 



OJ000223_19.0403.C12 
+ 

9554 
GENSCAN 
9554 
.99 



6999.-7584, 8014. .8390, 8512. .8622, 8704. .8799, 8883. .9554 



42221 
87787 
6999 

OJ000223_19.0403.C12.o2.np 

7030 

7488146 

7030. .7584, 8014. .8390, 



OJ000223_19.0403.C12 
+ 



Seq. ID 
Strand 

End 9554 
Method AAT/NAP 
End 9551 
Score 2181 
8512. .8622, 8704.. 8799, 8883. .9551 
probable phosphoglycerate dehydrogenase (EC 1.1.1.95) - 
Arabidopsis thaliana gi | 2911042 | emb | CAA17552 . 1 | (AL021961) 
Phosphoglycerate dehydrogenase-like protein [Arabidopsis 
thaliana] gi | 7270370 I emb I CAB80137 . 1 1 (AL161585) Phosphoglycerate 
dehydrogenase-like protein [Arabidopsis thaliana] 



Seq. No. 42221 Seq. ID 

Gene No. 87788 Strand 

Start 9245 End 

Name OJ000223 19. 0403.C12 .o2 .ts Method 



OJ000223_19.0403.C12 
9802 

TBLASTX : Soybean 



42497 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1482 
none 

1482. .1901, 
3676. .3750, 

42221 
87788 
9245 

OJ000223_19. 

1496 

none 

1496. .1897, 

42221 
87788 
9245 

OJ000223_19, 

1506 

none 

1506. .1553, 
3798. .4187, 



1514.. 1891, 3500, 
3762. .3890, 3762, 



0403.C12.o2.tm 



1497. .1901, 3500. 



0403.C12.o2.tc 



1533.. 1895, 1688, 
3799. .4188 



oeq . iNu . 


42221 








Gene No. 


O / / OO 








Start 










Name 


OJ UUUzZ J 1 y . 


U ft U J . 




tm 


Start 


J DO 








GI 


none 








Exons 


3963. .4205, 


3964. 


.4206, 


4214. 


Seq. No. 


42221 








Gene No. 


87788 








Start 


9245 








Name 


OJ000223 19. 


0403, 


C12.04. 


tm 


Start 


7208 








GI 


none 








Exons 


7208. .7585, 


7209 


.7586 




Seq. No. 


.42221 








Gene No. 


87788 








Start 


9245 








Name 


OJ000223 19 


.0403 


.012. o3 


.tc 


Start 


7209 








GI 


none 








Exons 


7209. .7589, 


7271 


. .7591, 


8012. 


Seq. No. 


42221 








Gene No. 


87788 








Start 


9245 








Name 


OJ000223 19 


.0403 


.012. o3 


.ts 


Start 


7290 








GI 


none 








Exons 


7290. .7442, 


7304 


. .7441, 


7323. 




7443. .7469, 


7466 


. .7591, 


7467. 




8013. .8345, 


8016 


. .8345 





Seq. No. 



42221 



End 4194 
Score 530 

.3589, 3501. .3590, 3675.-3749, 
.4193, 3763.. 4194 

Seq. ID OJ000223_19.0403.C12 
Strand 

End 9802 

Method TBLASTX : Maize 

End 3593 

Score 623 

.3589, 3501.. 3590, 3531.. 3593 

Seq. ID OJ000223_19.0403.C12 
Strand 

End 9802 

Method TBLASTX : Cress 

End . 4188 

Score 59 

.1891, 3500.. 3580, 3504.. 3587, 



Seq. ID OJ000223_19.0403.C12 
Strand 

End ' 9802 

Method TBLASTX : Mai ze 

End 4 324 

Score 372 

4324, 4215.. 4250 

Seq. ID OJ000223_19.0403.C12 
Strand 

End 9802 

Method TBLASTX : Mai ze 

End 7586 

Score 331 



Seq. ID OJ000223_19. 0403. 012 
Strand 

End 9802 

Method TBLASTX: Cress 

End 8273 

Score 323 
.8272, 8013.. 8273 

Seq. ID OJ000223_19. 0403.012 
Strand 

End 9802 

Method TBLASTX : Soybean 

End 8345 

Score 124 

.7442, 7436.-7465, 7440. .7475, 
.7589, 8012.. 8197, 8012.. 8344, 



Seq. ID OJ000223_19.0403.C12 



42498 






o / / o o 






Strand 












End 


9802 


Name 


OJ000223 19.0403 


.C12.01 


atm 


Method 


TBLASTX: Maize • 


start 


8085 






End 


9650 


\j± 


none 






Score 


466 


Cxons 


808S 8399 8096 


8389, 


8362 


..8391, 8511a. 8624, 8521aa8622, 




8S64 8665 8703 


8801, 


8745 


..8801, 8746.. 8802, 8871, .9500, 




Rfi76 Q'lS'^ ftftSn 


9554 


8927 


..9553, 9564.. 9608, 9565,-9609, 




Q^66 Qfin7 9Sfi7 


9608 


9694 


. .9650 




oecj. iNo . 


1 ^ X 






Seq. ID 


OJ000223_19.0403.C12 




07700 






Strand 




Start 


9245 






End 


9802 


Name 


OJ000223 19.0403 


.C12.01 


ate 


Method 


TBLASTX: Cress 




8274 






End 


9572 




n Pino 






Score 


189 


TT von c 


8974 8399 8274 


8390, 


8276 


a. 8389, 8511. ,8618, 8521. .8622, 




ft7n3 8801 8745 


8807, 


8746 


..8802, 8862. ,9500, 8876. .9223, 




8880 9572 8927 


9553, 


9277 


. .9567 




Corr Mo 
O 6 q • LN U • 


49991 






Seq. ID 


OJ000223_19.0403.C12 


Gene No. 


87788 






Strand 




Start 


9245 






End 


9802 


Name 


O.Tnnr)993 19 0403 


C12 ol 


. ts 


Method 


TBLASTX : Soybean 


Qi_ _ —A. 


P^4fi 
O J *i u 






End 


9554 




none 






Score 


65 


Exons 


ft^4fi ft'^QQ ftR09 


8694 


8521 


..8622, 8746. .8802, 8748. .8804, 




fiR71 Q4fi9 ftfiRO 

OO / X. m J*±Q ^ f OOOU 


9554 

a a f 


8927 


. .9553 




C^/^ \Io 
O^q. LNO* 


49991 






Seq. ID 


OJ000223_19.0403.C12 


fZc^T> pi Mo 


87788 






Strand 




Start 


9245 






End 


9802 


Name 


OJ000223 19.0403 


.C12.04 


.gp 


Method 


AAT/GAP 




9245 






End 


9802 


o J. 


37383 1.R1084 






Score 


1107 


EjXons 


9245. .9802 












•2911042/emb|CAA17552| 


l.Oe- 


43 (AL021961) Phosphoglycerate 




dehydrogenase - 


like protein 


[Arabidopsis thaliana] ' 




42222 






Seq. ID 


OJ000223_19.0403.C13 


Gene No. 


87789 






Strand 




Start 


1 






End 


1282 


M a rn o 


OJ000223 19.0403 


aC13aOl 


.np 


Method 


AAT/NAP 


o Ldx L 


1 






End 


1282 




4160292 






Score 


122 


P von c 


1..32, 604. .689, 


974. .1075, 


1249.-1282 






(Y18209) alpha-N-acetylglucosaminidase 


[Nicotiana tabacum] 


Seq. No. 


42223 






Seq. ID 


OJ000223_19-0403.C14 


Gene No. 


87790 






Strand 


+ 


Start 


6175 






End 


7474 


Name 


OJ000223 19.0403 


.C14a02 


.gs 


Method 


GENSCAN 


Start 


6175 






End 


7474 


GI 


none 






■Score 


.97 


Exons 


6175.. 6272, 7171 


. .7474 








Seq. No. 


42223 






Seq- ID 


OJ000223_19.0403.C14 



42499 



Gene No. 


87791 


Strand 


+ 






ft74 Q 

0 / T -7 


End 


9696 




Naine 




Method 


GENSCAN 






P74Q ~" 


End 


9696 






none 


Score 


.66 




HjXons 


P74Q Q6Q6 








beq. NO. 




Seq. ID 


OJ000223 19 


.0403.C14 


Gene No. 


81192 


Strand 






Start 


1 


End 


4257 




Name 


OJ000223 19.0403.C14 .ol.np 


Method 


AAT/NAP 




brari: 


1 


End 


2021 






4160292 


Score 


478 




Exons 


1..33, 122. .234, 652. .863, 


1401. .1477, 


1794 , . 2021 






(Y18209) alpha-N-acetylglucosaminidase 


[Nicotiana 


tabacum] 


O ^ ■ i.^ Vi/ . 


42223 


Seq. ID 


OJ000223_19 


.0403.C14 


Gene No. 


87792 


Strand 






Start 


1 


End 


4257 




Name 


OJ000223 19.0403.C14 .ol.gs 


Method 


GENSCAN 




Start 


113 


End 


4257 




GI 


none 


Score 


.6 




Exons 


113. .234, 652. .695, 1401.. 


1477, 1794.. 


2085, 2363.. 


2508, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



2921. .3445, 3526.. 3717, 3816. .3865, 4041. .4257 

42223 Seq. ID OJ000223_19 . 0403 . C14 

877.92 Strand 

1 End 4257 

OJ000223_19.0403.C14 .ol.gp Method AAT/GAP 

1401 End 1814 

uC-osflcypl79b04bl Score 158 

1401. .1477, 1794. .1814 

•4160292/emblCAA77084 I 5.0e-19 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] ' 

42223 Seq. ID OJ000223_19 . 0403 . C14 

87792 Strand 

1 End 4257 

OJ000223_19 , 0403 . C14 . o2 . gp Method AAT/GAP 

1794 End 2078 

uC-osflcypl79b04bl Score 478 

1794. .2078 

•4160292/emb|CAA77084 I 5.0e-19 (Y18209) 
alpha-N-acetylglucosaminidase [Nicotiana tabacum] ' 



42223 Seq. ID 

87792 Strand 

1 End 

OJ000223_19 . 04 03 . C14 . o2 . np Method 

2894 End 

2429288 Score 
2894. .3445, 3526.-3723, 4051. .4242 

(AF0144 68) peroxidase [Oryza sativa] 



42223 
87793 
9291 



Seq. ID 

Strand 

End 



OJ000223_19. 0403. 014 

4257 
AAT/NAP 
4242 
953 



OJ000223 19.0403.C14 



12558 



42500 



Name 

Start 

GI 

Exons 



OJ000223_1 9.0403. C14 . o2 . tm Method TBLASTX : Maize 

113 End 864 

none Score 164 

113. .235, 113. .232, 640. .864, 642. .704, 643. .861, 653. .862 



Seq. No. 42223 

Gene No. 87793 

Start 9291 

Name OJ000223_19 . 0403 .C14 .ol 

Start 2891 

GI none 

Exons 2891.. 3160, 3149.. 3445, 
4039. .4263, 4045. .4212 

Seq. No. 42223 

Gene No. 87793 

Start 9291 

Name OJ0002'23_19 . 0403 . C14 . ol 

Start 2894 

GI none 

Exons 2894.. 3028, 3026.. 3166, 
3556.. 3723, 3569.. 3727, 



Seq. ID OJ000223_19.0403.C14 
Strand 

End 12558 

.ts Method TBLASTX: Soybean 

End 4263 

Score 129 
3243.-3443, 3556. .3723, 3569. .3727, 



Seq. ID OJ000223_19.0403.C14 
Strand 

End 12558 
.tm Method TBLASTX: Maize 

End 4224 

Score 58 
3218. .3463, 3240. .3314, 3354. .3446, 
4045. .4173, 4048. .4182, 4174. .4224 



Seq. No. 42223 Seq. ID 

Gene No. 877 93 Strand 

Start 9291 End 

Name OJ000223_19 . 0403 . C14 . ol . tw Method 

Start 3035 End 

GI none Score 

Exons 3035.. 3442, 3252.. 3443 



OJ000223_19.0403.C14 
12558 

TBLASTX: Wheat 

3443 

145 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42223 
87793 
9291 

OJ000223 

3041 

none 



19.0403.C14.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 19.0403.C14 



3041.. 3169, 3221.. 3463, 3246.. 3443, 
4048. .4188 



12558 

TBLASTX: Cress 
4188 
127 

3556.. 3723, 3569.. 3727, 



Seq. No. 42223 

Gene No. 877 93 

Start 9291 

Name OJ000223_19. 0403.C14 .o4 .np 

Start 9291 

GI 7487161 

Exons 9291.. 9334, 10804 .. 11004 , 12475 
GI Descrip. hypothetical protein T19C21.19 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 19.0403.C14 



12558 
AAT/NAP 
12507 
159 

12507 

Arabidopsis thaliana 



gi I 3395440 I gb IAAC28772.il 
[Arabidopsis thaliana] 



(AC004683) hypothetical protein 



Seq. No. 42223 Seq. ID OJ000223_19 . 0403 . C14 

Gene No. 87793 Strand 

Start 9291 End 12558 

Name OJ000223_19 . 0403 . C14 . o4 . gs Method GENSCAN 

Start 10210 End 12558 

GI none Score . 71 



42501 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10210. .10718, 10807. .10810, 10834 .. 10962, 11165 .. 11377 , 
11581. .11620, 12488.. 12558 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 19.0403.C14 



42223 
87793 
9291 

OJ000223_19.0403.C14.o5.np 
11141 
7487315 
11141. .11258 

hypothetical protein T22A6.140 - Arabidopsis thaliana 
gi|5051773|emb|CAB45066.1| {AL078637) putative protein 
[Arabidopsis thaliana] gi | 7269281 | emb | CAB79341 . 1 | (AL161561) 
putative protein [Arabidopsis thaliana] 



12558 
AAT/NAP 
11258 
79 



42224 Seq. ID 

87794 Strand 

1 End 

OJ000223_19 . 0403 . C15 . ol . np Method 

1 End 

6587815 Score 



OJ000223_19.0403.C15 
+ 

3389 
AAT/NAP 
3389 
823 



1..35, 730.. 1360, 1409.. 1605, 2288.. 2402, 2600.. 3389 
(AC010924) Similar. to gb| 044028 Arabidopsis thaliana 
transcription factor CKC and contains a PF 100069 Eukaryotic 
protein kinase domain. 

42224 Seq. ID OJ000223_19 . 0403 . C15 

87794 Strand + 

1 End 3389 

OJ000223_19 . 0403 . C15 . ol . gs Method GENSCAN 

215 End 2863 

none Score .81 

215. .266, 670. .1605, 2288. .2395, 2582. .2863 



42224 
87794 
1 

OJ000223_19.0403.C15.ol.tc 

756 

none 

756. .815, 1551. .1610, 2710. 
3081.. 3389, 3089.. 3388 



Seq. ID OJ000223__19.0403.C15 

Strand + 

End 3389 

Method TBLASTX: Cress 

End 3389 

Score 78 
3081, 2773.. 3018, 2865.. 3080, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42224 
87794 
1 

OJ000223_19 . 0403 . C15 . ol . ts 
2696 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2696.-2863, 2710.. 2910, 2893.. 3078, 2905.. 3057, 2921.. 3094, 
2928. .3074, 2948 .. 307 9, 3080 .. 3388, 3087. .3389 



OJ000223_19.0403.C15 
+ 

3389 

TBLASTX : Soybean 
3389 
49 



Seq. No. 42224 Seq. ID 

Gene No. 87794 Strand 

Start 1 End 

Name 0 J000223_19 . 04 03 . C15 . ol . tm Method 

Start 2710 End 



OJ000223_19.0403.C15 
+ 

3389 

TBLASTX: Maize 
3389 



42502 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

. Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



none Score 374 

2710. .3087, 2883. .3056, 3077. .3388, 3096. .3389 



42224 
87794 
1 

OJ000223_19.0403.C15.ol.tw 

2725 

none 



Seq. ID OJ000223_19.0403.C15 

Strand + 

End 3389 

Method TBLASTX : Wheat 

End 314 6 

Score 59 



2725. .2841, 2730. .2789, 2763. .3077, 2773. .3078, 2846. .3076, 
2865.. 3077, 3090.. 3146, 3090.. 3128 



Seq. ID OJ000223_19.0403.C15 

Strand + 

End 3389 

Method TBLASTX : Wheat 

End 338 9 

Score 196 



42224 
87794 
1 

OJ000223_19 . 0403. C15 . o2 . tw 
3147 
none 

3147. .3389, 3179. .3325 

42225 
87795 
2024 

OJ000303_10.0405.Cl.ol.gs 
2024 
none 

2024. .2230 

42226 
87796 
966 

OJ000303_10.0405.C2.ol.gs 
966 
none 

966. .1008, 1294. .1317, 2920. .2980, 3066. .3294, 4338. .4613, 
5301. ,5438, 5535. .6020 



Seq. ID OJ000303_10.0405.C1 

Strand + 

End 2230 

Method GENSCAN 

End . 2230 

Score . 9 



Seq. ID OJ000303_10.0405.C2 

Strand + 

End 6020 

Method GENSCAN 

End 6020 

Score .69 



Seq. ID OJ000303_10.0405.C3 

Strand + 

End 372 

Method GENSCAN 

End 372 

Score . 62 



42227 
87797 
31 

OJ000303_10.0405.C3.ol.gs 
31 

none 

31. .246, 334. .372 

42227 
87798 
6735 

OJ000303_10.0405.C3.o3.gs 
6735 
none 

6735. .6877, 7359. .7585, 7815. .7949, 8286.. 8521, 8590. .8716, 
8839. .9392, 9924. .10010, 10132. .10248 



Seq. ID OJ000303_10.0405.C3 

Strand + 

End 10430 

Method GENSCAN 

End 10248 

Score .89 



42227 
87798 
6735 



Seq. ID OJ000303_10.0405.C3 
Strand + 
End " 10430 



42503 





OJ000303 10 0405 C3 o2 no 


Method 


AAT/NAP 


Start 


7363 


End 


10261 


GI 


3763932 


Score 


706 


Exons 


7363.. 7493, 8310.. 8521, 8590 


..8715, 8846. .9118, 9260. .9392, 




9924. .10010, 10132.. 10261 






GI Descrip. 


(AC004450) putative protein 


kinase [Arabidopsis thaliana] 


Seq. No. 


42227 




OJnon303 10 04 05 C3 








+ 


Start 


6735 


End 


1 04 '^0 

X.\J *± ■jyJ 


Name 


OJ00.0303 10.0405.C3.o3.gp 


Method 


AAT/GAP 


Start 


8309 


End 


8482 


GI 


none 


Score 


263 


Exons 


8309. .8482 






Seq. No. 


42227 


Seq- ID 


OJ000303_10.0405.C3 


Gene No. 


87798 


Strand 


+ 


Start 


6735 


End 


10430 




OJ000303 10.0405.C3.o4.gp 


Method 


AAT/GAP 


start 


9245 


End 


10430 


GI 


uC-osflcyp035a09bl 


Score 


969 


Exons 


9245.. 9392, 9924.. 10010, 10132.. 10430 




GI Descrip. 


'2880051 2.0e-30 (AC002340) 


putative protein kinase [Arabidopsis 




thaliana] ' 






Seq. No. 


42227 


Seq. ID 


OJ000303_10.0405.C3 


Gene No. 


87799 


Strand 




Start 


735 


End 


3543 


Name 


OJ000303 10.0405.C3.ol.gp 


Method 


AAT/GAP 


Start 


735 


End 


2884 


GI 


20702 1.R1084 


Score 


1262 


Exons 


735. .1069, 1145.. 1213, 1745. 


.1813, 1883. .1904, 2262. .2353, 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2648., 2763, 2859.. 2884 

'6091742/gb|AAF03454,l|AC010797_30 3.0e-54 (AC010797) putative 
ribosome recycling factor [Arabidopsis thaliana] ' 



Seq, ID OJ000303_10.0405.C3 
Strand 

End 3543 

Method GENSCAN 

End 3436 

Score .75 

989. .1069, 1145. .1213, 1745. .1813, 1883. .1904, 2262. .2353, 
2648.. 2805, 2859.. 3002, 3247.. 3436 



42227 
87799 
735 

OJ000303_10.0405.C3.o2.gs 

989 

none 



42227 
87799 
735 

OJ000303_10.0405.C3.ol.np 
992 

6091742 



Seq. ID OJ000303_10.0405.C3 
Strand 

End 3543 

Method AAT/NAP 

End 3436 

Score 546 



GI Descrip. 
Seq. No. 42227 



992. .1069, 1145, .1213, 1745, .1818, 2189, .2353, 2648. .2763, 
2859.. 3002, 3247.. 3436 

(AC010797) putative ribosome recycling factor [Arabidopsis 
thaliana] 



Seq, ID OJ000303_10.0405.C3 



42504 



Gene No. 87799 

Start 735 

Name OJ000303_10 . 04 05 . C3 . o2 . gp 

Start 2963 

GI 2310617 

Exons 2963.. 3002, 3247,. 3543 

Seq. No. 42227 

Gene No. 87800 

Start 7531 

Name OJ000303_10 . 0405 .03 . o4 . tm 

Start 2259 

GI none 

Exons 2259.. 2351, 2261.. 2353, 2262, 
2648.. 2773, 2653. .2778, 2852, 
2859.. 3002, 2884. .3000, 3242, 



Strand 
End 

Method 

End 

Score 



3543 
AAT/GAP 
3543 
621 



Seq. ID OJ000303_10.0405.C3 
Strand 

End 16084 
Method TBLASTX : Mai ze 
End 3350 
Score 132 

.2363, 2643. .2765, 2648. .2782, 
.2998, 2855.. 2992, 2857.. 2997, 
.3322, 3248.. 3349, 3249.. 3350 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42227 Seq. ID 

87800 Strand 

7531 End 

OJ000303_10.0405.C3.o3.np Method 

7531 End 

3763933 Score 



OJ000303_10.0405.C3 

16084 
AAT/NAP 
15971 
926 



7531.. 7577, 10532 10644, 11831 .. 11883, 12003 .. 1207 9, 
12167. .12300, 12431. .12538, 13105 .. 13180, 13212 .. 1344 1, 
13530. .13679, 14357 .. 14456, 14890 .. 14 973, 15258 .. 15314 , 
15583. .15699, 15816.. 15971 

(AC004450) unknown protein [Arabidopsis thaliana] 



Seq. No. 42227 
Gene No. 87800 
Start 7531 

Name OJ000303_10 . 0405 . C3 . ol . tm 

Start 8365 
GI none 

Exons 8365.. 8478, 8375.. 8479, 8586. 

8862.. 9158, 9260.. 9397, 9261. 
10129. .10212 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 10. 0405. C3 



16084 

TBLASTX: Maize 
10212 
83 

8720, 8587. .8757, 8861.. 9121, 
9398, 9912.. 10016, 9923.. 10012, 



Seq. No. 42227 

Gene No. 87800 

Start 7531 

Name OJ000303_10 . 0405 . C3 . ol . ts 

Start 8390 

GI none 

Exons 8390.. 8479, 
9245. .9394, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8587. .8757, 8589. .8720, 8861. .9121, 
9260. .9397, 9261. .9398, 9912. .10016 



OJ000303_10.0405.C3 
16084 

TBLASTX : Soybean 

10016 

71 

8862. .9122, 



Seq. No. 42227 

Gene No. 87800 

Start 7531 

Name OJ000303_10 . 0405 .C3 . ol . tw 

Start 8587 

GI none 

Exons 8587.. 8718, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_10.0405.C3 
16084 

TBLASTX: Wheat 

9125 

90 



8837. .9031, 8838. .9074, 9086. .9121, 9093. .9125 



Seq. No. 



42227 



Seq. ID OJ000303_10.0405.C3 



42505 



Gene No. 


87800 




Start 


7531 






OJ000303 10. 0405. C3 


.ol.tc 




8668 






none 






8668.. 8766, 8862.. 9122, 8897 


Seq. No. 


42227 




Gene No. 


87800 




Start 


7531 




KT a Tin o 


OJ000303 10. 0405. C3 


.02. tc 




9249 






none 




T** von c 


9249. .9317,-9252. .9398, 9254 


Cq/t "NIo 


42227 




uens iNu • 


87800 




Start 


7531 




Name . 


OJ000303 10. 0405. C3 


. o5 . gp 


Start 


10743 




GI 


uC-osroM202008cl2al 




P von Q 


10743. .10963, 11683 


. .11746, 




12167. .12253 






•3763933 8.0e-16 (AC004450) 




uoaj-xana j 




beq. NO. 


*i ^ £. ^ / 




vjene ino . 


87800 




Start 


7531 




Name 


OJ000303 10. 0405. C3 


. o4 .gs 


Start 


10913 




ox 


none 




EjXons 


10913. .10963, 11835 


. .11883, 




12431. .12538, 13105 


. .13174, 




14896. .14973, 15583 


. .15699, 


oeq . LNo • 


42227 




uene lno . 


87800 




Q-h a r*-|- 
OUax U 


7531 




Name 


OJ000303 10. 0405. C3 


.o2.tm 


Start 


11690 




GI 


none 




F,5f on ^ 


11690. .11746, 11700 


. .11747, 




12002. .12082, 12002 


. .12082, 




12168. .12305, 12169 


. .12306, 




12432. .12548, 12433 


. .12588, 




13105. .13197, 13355 


. .13432, 


C Q Mo 

oeq • LNO . 


42227 




oene wo . 


87800 






7531 




Name 


OJ000303 10. 0405. C3 


.o3.ts 


Start - 


12018 




GI 


none 




Exons 


12018. .12080, 12044 


. .12082, 




12168. .12305, 12432 


. .12539, 




13103. .13180, 13104 


. .13178, 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



16084 

TBLASTX: Cress 

9122 

68 



OJ000303_10.0405,C3 
16084 

TBLASTX: Cress 

9400 

210 



OJ000303_10.0405-C3 

16084 
AAT/GAP 
12253 
862 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12003 

13552 



OJ000303 10. 0405. C3 



16084 
GENSCAN 
15986 
.77 

12118, 12167. .12300, 
13674, 14384. .14428, 



Seq. ID OJ000303_10.0405.C3 
Strand 

End 16084 

Method TBLASTX: Maize 

End 13436 

Score 61 
11829. .11885, 11830. .11883, 
12167. .12304, 12168. .12305, 
12425. .12541, 12432 .. 12539, 
13097. .13180, 13104. .13175, 
13359. .13436, 13360.. 13434 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12167 

12432 



OJ000303 10. 0405. C3 



16084 

TBLASTX: Soybean 
13596 
50 

12304, 12168. .12305, 
12539, 12433. .12540, 



13310,-13432, 13355. .13435, 



42506 






13359. .13436, 13359. 


.13457, 


13363. .13437, 13525. 


.13596 




Seq. No. 


42227 




Seq. ID 


OJ000303_ 


10.0405 


.C3 


Gene No . 


87800 




Strand 








Start 


7531 




End 


16084 






Ncune 


OJ000303 10. 0405. C3. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13525 




End 


15996 






GI 


none 




Score 


140 






Exons 


13525. .13677, 13547. 


.13678, 


13548. .13679, 13550. 


.13708, 






14178. .14261, 14199. 


.14258, 


14364. .14435, 14366. 


.14434, 






14379. .14435, 14891. 


.14974, 


14893. .15000, 14898. 


.14975, 






15257. .15316, 15258. 


.15335, 


15259. .15333, 15583. 


.15705, 






15587.-. 15700, 15816. 


.15941, 


15817. .15906, 15862. 


.15957, 






15938. .15988, 15939. 


.15995, 


15946. .15996 






Seq. No. 


42227 




Seq. ID 


OJ000303_ 


10.0405 


.C3 


Gene No. 


87800 




Strand 








Start 


7531 




End 


16084 






Name 


OJ000303 10. 0405. C3. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


15647 




End 


15982 






GI 


none 




Score 


73 






Exons 


15647. .15703, 15649. 


.15705, 


15809. .15976, 15816. 


.15977, 






15816. .15980, 15874. 


.15981, 


15875.. 15982 






Seq. No. 


42227 




Seq. ID 


OJ000303_ 


10.0405 


.C3 


Gene No. 


87800 




Strand 








Start 


7531 




End 


16084 






Name 


OJ000303 10. 0405. C3. 


o6.gp 


Method 


AAT/GAP 






Start 


15664 




End 


16084 






GI 


none 




Score 


513 






Exons 


15664. .15699, 15816. 


.16084 










Seq. No. 


42228 




Seq. ID 


OJ000303_ 


10.0405 


.C4 


Gene No. 


87801 




Strand 


+ 






Start 


421 




End 


1442 






Name 


OJ000303 10. 0405. C4. 


ol .gs 


Method 


GENSCAN 






Start 


421 




End 


1442 






GI 


none 




Score 


.44 






Exons 


421. .447, 605. .624, 


1389. .1442 








Seq. No. 


42228- 




Seq. ID 


OJ000303_ 


10.0405 


.C4 


Gene No. 


87802 




Strand 


+ 






Start 


4350 




End 


6332 






Ncime 


OJ000303 10. 0405. C4. 


ol .np 


Method 


AAT/NAP 






Start 


4347 




End 


6329 






GI 


3763934 




Score 


1142 






Exons 


4347. .4925, 5007. .5696, 5724. .6329 








GI Descrip. 


(AC004450) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42228 




Seq. ID 


OJ000303_ 


10.0405 


.C4 


Gene No. 


87802 




Strand 


+ 






Start 


4350 




End 


6332 






Name 


OJ000303 10. 0405. C4. 


o2.gs 


Method 


GENSCAN 






Start 


4350 




End 


6332 






GI 


none 




Score 


1 






Exons 


4350. .6332 













42507 




Seq. No. 


42228 




Seq. ID 


OJ000303_ 


10. 0405. C4 


Gene No. 


87803 




Strand 


+ 






13383 




End 


15176 




N3.nie 


OJ000303 10 0405 C4 


. o5 . gs 


Method 


GENSCAN 






13383 ~ 

J. .J ^ O «J 




End 


15176 










Score 


.49 




Cxons 


13383 13815. 13990 


. . 14175, 


14224. .14327, 14508. 


.15176 


o e q • IN u • 


*3 ^ ^ ^ O 




Seq. ID 


OJ000303_ 


10. 0405. C4 


Gene No. 


87803 




Strand 


+ 




Start 


13383 




End 


15176 




NniTie 


OJ000303 10 0405 C4 


. o 3 . np 


Method 


AAT/NAP 






1338<) ~ 




End 


15173 






1076288 




Score 


1287 




Exons 


1338Q 13810 13955 

XJ-JO.7. .iJO-LW/ X ^ ^ 'J -J 


14175, 


14266. .14406, 14521. 


,15173 


PT noQr*r*'ir^ 


sTninn ^ipirl "oprmease 


AAP3 - 


Arabidopsis 


thaliana 




Seq. No. 


42228 




Seq. ID 


OJ000303_ 


10. 0405. C4 


Gene No. 


87804 




Strand 






O Udi. u 


1 




End 


471 




Name 


OJ000303 10 0405 C4 


Ol . CID 


Method 


AAT/GAP 










End 


471 






none 




Score 


463 




Cxons 


1 39 1 Qn 471 










O c M • ^ • 


42228 




Seq. ID 


OJ000303_ 


10. 0405. C4 


Gene No. 


87805 




Strand 






Start 


6819 




End 


9410 




Name 


OJ000303 10. 0405. C4 


. o2 . gp 


Method 


AAT/GAP 




Start 


6819 




End 


9410 




GI 


5532 1.R1084 




Score 


2668 




Exons 


6819.. 7208, 7297. .7400/ 7513. .7612, 7694.. 7791, 


8088. .8140, 



8214. .8273, 8353. .8424, 8567. .8638, 8730. .8822, 8925. .8992, 
9073. .9410 

GI Descrip. ' 2131161/pir t | S67800 4.0e-49 4-nitrophenylphosphatase (EC 
3.1.3.41) - yeast (Saccharomyces cerevisiae) 

>gi_1431400_emb_CAA98816_ (Z74284) ORF YDL236w [Saccharomyces 
cerevisiae] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42228 
87805 
6819 

OJ000303_10.0405.C4.o3.gs 
7102 
none 



Seq. ID OJ000303_10.0405.C4 
Strand 

End 9410 

Method GENSCAN 

End 9343 

Score .8 



7102.. 7208, 7324.. 7400, 7513. .7612, 7694.. 7791, 8088.. 8184, 
8186.. 8273, 8353.. 8424, 8567.. 8638, 8730.. 8822, 8925.. 8992, 
9073.. 9343 



Seq. No. 42228 

Gene No. 87805 

Start 6819 

Name OJ000303_10 . 0405 . C4 . o2 . np 

Start 7105 

GI 6319965 
Exons 



Seq. ID OJ000303_10.0405.C4 
Strand 

End 9410 

Method AAT/NAP 

End 9163 

Score 212 



7105. .7208, 7294. .7400, 7513. .7637, 7722. .7784, 8084. .8144, 
8285.. 8430, 8567.. 8638, 8730.. 8822, 8925.. 8992, 9073.. 9163 



42508 




GI Descrip. p-nitrophenyl phosphatase; PholSp gi | 2131161 1 pir | | S67800 

4-nitrophenylphosphatase (EC 3.1.3.41) - yeast (Saccharomyces 
cerevisiae) gi | 1431400 | embl CAA98816 | (Z74284) ORF YDL236w 
[Saccharomyces cerevisiae] 



Seq. No. 


42228 








Seq. ID 


OJ000303 


_10.0405.C4 


Gene No. 


87806 








Strand 


- 




Start 


12004 








End 


12538 




Name 


OJ000303_10. 


0405. 


C4.04. 


gs 


Method 


GENSCAN 




Start 


12004 








End 


12538 




GI 


none 








Score 


.87 




Exons 


12004. .12087 


, 12410.. 12538 








Seq. No. 


42228 








Seq. : ID 


OJ000303 


_10.0405.C4 


Gene No, 


87807 








Strand 






Start 


14758 








End 


15285 




Name 


OJ000303_10. 


0405. 


C4.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4 yo / 








End 


5629 




GI 


none 








Score 


92 




Exons 


4957. .5109, 


4959. 


.5624, 


4964 . 


,5629, 4965.. 5627 




Seq. No. 


42228 








Seq. ID 


OJ000303 


_10.0405.C4 


Gene No. 


87807 








Strand 






Start 


14758 








End 


15285 




Name 


OJ000303 10. 


040:5.C4.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5910 








- End 


6343 




GI 


none 








Score 


589 




Exons 


5910. .6335, 


5924. 


.6343 










Seq. No. 


42228 








Seq. ID 


OJ000303 


_10.0405.C4 


Gene No. 


87807 








Strand 






Start 


14758 








End 


15285 




Name 


OJ000303 10. 


0405. 


C4.02. 


ts 


Method 


TBLASTX: 


Soybean 


Start . 


7073 








End 


9130 




GI 


none 








Score 


100 




Exons 


7073. .7210, 


7102. 


.7230, 


T o n ^ 
729© . 


.7403, 7296.. 7403, 


7313. .7429, 




7510. .7614, 


7512. 


.7613, 


T ^ n o 
7692 . 


.7790, 7692.. 7793, 


7693. .7791, 




8067. .8141, 


8084. 


.8143, 


o n o T 


,8140, 8202.. 8270, 


8208. .8270, 




0010 OTTI 

8212 . . oZll, 


8343. 


.8426, 




.8427, 8564. .8644, 


oobo . . objy , 




8728. .8823, 


8730. 


,8825, 


8916. 


.9008, 8926.. 9006, 


9071. .9130, 




9071. .9130 














Seq. No. 


42228 








Seq. ID 


OJ00G303 


_10.0405.C4 


Gene No. 


87807 








Strand 






Start 


14758 








End 


15285 




Name 


OJ000303 10. 


0405. 


C4.05, 


tm 


Method 


TBLASTX: 


Maize 


Start 


7099 








End 


7369 




GI 


none 








Score 


160 




Exons 


7099. .7230, 


7100. 


.7216, 


7296. 


.7367, 7296.. 7361, 


7313. .7369 


Seq. No. 


42228 








Seq. ID 


OJ000303 


_10.0405.C4 


Gene No. 


87807 








Strand 






Start 


14758 








End 


15285 




Name 


OJ000303 10. 


0405. 


C4.03. 


tc 


Method 


TBLASTX: 


Cress 


Start 


7102 








End 


7544 




GI 


none 








Score 


85 




Exons 


7102. .7230, 


7106. 


.7264, 


7296. 


.7430, 7302.. 7403, 


7313. .7429, 



42509 






71^10 1 A 
1 D Xc. . . 1 D*iH 






Seq. No. 




Seiq. ID 


OJ000303_10.0405-C4 


Gene No. 


0 / OU / 


Strand 




Start 


14758 


End 


15285 


Name 


OJ000303_10 . 04 05 . C4 . 06 . tm 


Method 


TBLASTX: Maize 


o care 


1 / J. J 


End 


9121 




none 


Score 


59 


Exons 


771'^ 770"^ PflRR ftOftT 


..8140, 8196. .8270, 8202. .8270. 




Q'5(;'^ Q/197 Q^fiA ^fiAA ftRfiR 


..8654, 8728. .8823, 8730. ,8822. 




QOnfi PQ*^? QoriQ Qn7i 


..9121, 9074. .9121 


Seq. No. 


42228 


Seq. ID 


OJ000303_10.0405.C4 


Gene No. 


87807 


Strand 




otarr 




End 


15285 


Name 




Method 


TBLASTX: Cress 


btar u 




End 


9133 


T 
bi 


none 


Score 


135 


Exons 


R79fi ^^9"^ R7^n Rfi9R RQIfi 


..9008, 8935.. 9006, 9071.. 9133 


beq. NO. 




Seq. ID 


OJ000303_10.0405.C4 


Gene No. 


R7 fln7 


Strand 




Start 


14758 


End 


15285 


Name 


OJ000303_10 . 0405 . C4 . ol . tc 


Method 


TBLASTX: Cress 


c 4- 

otarc 




End 


15184 


T 


none 


Score' 


454 


Exons 


1'3yic;0 ITQOn 1*5^1^^ 1*5007 


13959. .13991, 14001 .. 14201, 




1/lf\ri'5 1^17'3 l/l'^OO 1/1/117 


14523. .14777, 14 606 .. 1474 6, 




I/IQCO IRH^^Q lylQQR 1E^^Q^ 
14 0 . . lOU DO / 140150 .. 101o4 






Seq. No. 


/I 0 0 0 Q 


Seq. ID 


OJ000303_10.0405.C4 


Gene No. 


Q 7 Q r^7 

0 / OU / 


Strand 




Start 


14758 


End 


15285 


Name 


OJ000303_10.0405.C4.ol.ts 


Method 


TBLASTX : Soybean 


C-(- vt- 


Uf* Of* 


' End 


14972 




none 


Score 


398 


Exons 


Ufl04 • . lOOU// ±J40Q. .XJO^U/ 


13959. .13991, 14001 .. 14201, 




l/lfinO 1 4 1 1/1'599 14417 


14523. .14777, 14 609 14758 , 




1 4 R77 14 Q79 
140A/..14i7/Z 






Seq. No. 


42228 


Seq. ID. 


OJ000303_10.0405.C4 


Gene No. 


87807 


Strand 




onart 


1 47 RR 


End 


15285 


Name 


nTnnri'5n'5 in ^4nt^ ca r\A 

UJUUUjUJ lU . U4 UO • ^^4 . 04 . cm 


Method 


TBLASTX: Maize 


otar u 


1 '54 R4 
104 04 


End 


13819 


bl 


none 


Score 


456 


Exons 


1*54^4 1 "^fll Q 1*54=^^ 1 "^Rl 1 
1040fi • . lODl^/ 10400. .XOOJ-i. 






beq. NO. 


/I 99 9Q 


Seq. ID 


OJ000303_10.0405.C4 




fl7Rn7 


Strand 




Start 


14758 


End 


15285 


Name 


OJ000303 10.0405.C4.o3.tm 


Method 


TBLASTX :Maize 


Start 


14091 


End 


15130 


GI 


none 


Score 


87 


Exons 


14091. .14201, 14096. .14194, 


14318. .14398, 14 319 14417 , 




14532. .14777, 14600 .. 14758 , 


14837. .15130, 14838.. 15068 



42510 



Seq. No. 42228 

Gene No. 87807 

Start 14758 

Name OJ000303_10 . 04 05 . C4 . ol . tw 

Start 14655 

GI none 

Exons 14655. .14777, 14 660 .. 14758 , 
14870. .15025 



Seq. ID 

Strand 

End 

Method 

End 

Score 



'OJ000303_10.0405.C4 
15285 

TBLASTX: Wheat 

15047 

152 



14849. .15019, 14859. .15047, 



Li 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42228 Seq. ID OJ000303_10 . 0405 . C4 

87807 Strand 

14758 End 15285 

OJ000303_10 . 04 05 . C4 . o3 . gp Method AAT/GAP 

14758 End 15285 

uC-osroM202019c03al Score 1036 

14758. .15285 

' 1076288/pir I IS51168 4 . Oe-22 amino acid permease AAP3 - 
Arabidopsis thaliana • 



42229 
87808 
177 

OJ000303_10.0405.C5.ol.np 
177 

4519258 



Seq. ID OJ000303_10.0405.C5 



Strand 
End 

Method 

End 

Score 



4421 
AAT/NAP 
4421 
1102 



177. .277, 1272. .2625, 2695. .3987, 4391. .4421 
(AB017 914) L-zip+NBS+LRR [Oryza sativa] 



42229 
87808 
177 

OJ000303_10.0405.C5.ol.ts 

3569 

none 



Seq. ID OJ000303_10.0405.C5 
Strand 

End 4421 

Method TBLASTX : Soybean 

End 3961 

Score 72 



3569.. 3844, 3597.. 3797, 3836.. 3961, 3836.. 3961 



Seq. No. 42230 Seq. ID 

Gene No. 87809 Strand 

Start 1 End 

Name OJ000303_10 . 04 05 . C6 . ol . np Method 

Start 1 End , 

GI 2129652 Score 

Exons . _ 1..21, 2146.. 2442, 2479.. 3520 

GI Descrip*. myosin heavy chain homolog - Arabidopsis thaliana (fragment) 
gi 1 699495 {U19616) myosin heavy chain homolog [Arabidopsis 
thaliana] 



OJ000303_10.0405.C6 
+ 

3520 
AAT/NAP 
3520 
249 



Seq. No. . 42230 Seq. ID 

Gene No. 87810 Strand 

Start 5245 End 

Name OJ000303_10 . 0405 . C6 . ol . tm Method 

Start 2667 End 

GI none Score 

Exons 2667.-2963, 2668.. 3051 



Seq. No. 
Gene No. 



42230 
87810 



Seq. ID 
Strand 



OJ000303_10.0405.C6 
8194 

TBLASTX: Maize 

3051 

350 



OJ000303 10. 0405. C6 



42511 












End 


' 8194 . 






n4 n R 

. Uft UD . 


UD . oz . gs 


Method 


GENSCAN 










End 


8194 




none 






Score 


.76 


Exons 




OZ XX. 




.7306, 8170. .8194 


oeq. INO . 


ft z ^ 






Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 






Strand 




Start 


5245 






End 


8194 


Name 




n^nR 


C6.o2 .np 


Method 


AAT/NAP 


ocarc 








End 


7580 




00 T T CO 






Score 


797 


Exons 




0 jZ / . 


.6893, 7089. 


.7306, 7473.. 7580 


oi uescnp. 


^ri^U L/U -3 4 0 ; 




[Arabidopsis thaliana] 


becj. wo. 








Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 






Strand 




Start 


5245 






End 


8194 


Name 


o.Tn rKT^n^ in 

\jo uvjuouj xu 


n^ns 


C6.o2.tm 


Method 


TBLASTX: Maize 


o Ear L 








End 


6054 




none 






Score 


60 


Exons 






.5404, 5452. 


.5646, 5453. .5650, 5623. .5886 




0/ZO.*0oXfi/ 


0 0 DO . 


.6054 






06(5. NO. 








Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


.87810 






Strand 




Start 


5245 






End 


8194 


Name 


ujuuujuj xu 


n^ n R 
- U4 uo - 


Co . 01 . tc 


Method 


TBLASTX: Cress 


btar u 


0 jXX 






End 


7262 




none 






Score 


120 


Exons 


OOXX , • 04 UO / 




.5670, 5740. 


.6057, 6303.. 6356, 6442.. 6759 




DftOU. • OOUU/ 




.6767, 6561. 


.6833, 7002,-7022, 7065.. 7262 


Seq. No. 


42230 






Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 






Strand 




ouar u 


OZ fl 0 






End 


8194 


Name 


0 7000^0"^ in 
vjjuuujuo xu 


HAD R 
• U*l uo . 


C6.ol.ts 


Method 


TBLASTX : Soybean 


btar u 


R'^1 1 

ooxx 






End 


5877 




none 






Score 


112 


Exons 




^9 


.5649, 5674. 


.5877 




Seq. No. 


42230 






Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 






Strand 




0 uar u 








End 


8194 


Name 


ujuuujuj xu 


n^n^ 
. Uft uo . 


C6.o3.tm 


Method 


TBLASTX: Maize 


otar c 


D jx y 






End 


6744 




none 






Score 


104 


Exons 




Dfi O 0 - 


.6722, 6453. 


.6500, 6457. .6744, 6561. .6743 




42230 






Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 






Strand 




Start 


5245 






End 


8194 


Name 


OJ000303 10 


.0405. 


C6,o2.ts 


Method 


TBLASTX : Soybean 


Start 


6427 






End 


6812 


GI 


none 






Score 


129 


Exons 


6427. .6804, 


6450. 


.6812 







42512 




Seq. No. 


42230 


Seq. ID 


OJ000303_10.0405.C6 


Gene No. 


87810 


Strand 




Start 


5245 


End 


8194 


Name 


OJ000303 10.0405.C6.ol.tw 


Method 


TBLASTX: Wheat 


C+- art 


6834 ~ 


End 


7536 


V3.L 


none 


Score 


108 


R von ^ 


6834.-6893, 7089.. '7280, 7096. 


.7269, 7474. .7536 


Qf»rr No 


42231 


Seq. ID 


OJ000303_10.0405.C9 


Hpnp No. 


87811 


Strand 




Start 


1 


End 


842 


Name 


OJ000303 10.0405.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


842 




2130141 


Score 


365 


P von 


1..411, 502. .842 






OJ- L/ C O ^ -L -I- ^ • 


mudrA protein - maize transposon MuDR gi 1540581 (M76978) mudr^ 




[ ^ea mays j yiiojooxo \\j±*±dj / } 


mudrA gene product [Zea mays] 


Seq. No. 




Seq. ID 


OJ000303_10.0405,C9 


Gene No. 


87811 


Strand 




Start 


1 


End 


842 


Name 


OJ0003.03 10.0405.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


19 


End 


343 


ox 


none 


Score 


149 


F* von ^ 


19. .342, 20. .343 






Seq. No. 


42231 


Seq. ID 


OJ000303_10.0405.C9 


Gene No. 


87811 


Strand 




Start 


1 


End 


842 


IN clllLC 


OJ000303 10.0405.C9.ol.gs 


Method 


GENSCAN 




192 


End 


699 


ox 


none 


Score 


.44 




192. .417, 511. .699 








42232 


Seq. ID 


OJ000303_10. 0405. CIO 


Gene No. 


87812 


■ Strand 


+ 


Start 


2566 


End 


3480 


Name 


OJ000303 10.0405.C10.ol.np 


Method 


AAT/NAP 


Start 


2566 


End 


3480 


GI 


7228450 


Score 


84 


p von 


2566.. 2662, 2917.. 3020, 3161. 


.3296, 3367.. 3480 




(AP001366) hypothetical protein [Oryza 


sativa] 


Sgct No 


42233 


Seq. ID 


OJ000303_10.0405.C11 


Gene No . 


87813 


Strand 


+ 


Start 


2617 


End 


3089 


Name 


OJ000303 10.0405.Cll.ol.gp 


Method 


AAT/GAP 


Start 


2617 


End 


3089 


GI 


38782 1.R1084 


Score 


795 


F. von 


2617. .3089 






GI Descrip. 


'6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 6, clone: P0514G12 ' 




Seq. No. 


42233 


Seq. ID 


OJ000303__10.0405.C11 


Gene No. 


87814 


Strand 




Start 


123 


End 


5427 


Name 


OJ000303 10.0405.Cll.ol.g.s 


Method 


GENSCAN 



42513 



start 
GI 

Exons 



123 End 4905 

none Score . 58 

123. .286, 460. .877, .1721. .1825, 2134. .2308, 2721. .2833, 

4810. .4905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42233 Seq. ID 

87814 Strand 

1-23 End 

OJ000303_10. 0405.Cll.ol.np Method 

823 End 

6907088 Score 



OJ000303_10.0405.C11 

5427 
AAT/NAP 
2271 
1080 



823. .1220, 1721. .1958, 2134. .2271 

(AP001129) hypothetical protein [Oryza sativa] 



42233 
87814 
123 

OJ000303_10.0405.Cll.o2.np 
3503 
7106528 

3503. .3643, 5404. .5427 
(AP001278) EST D40774 (S2920) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_10,0405.C11 

5427 
AAT/NAP 
5427 
62 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



42234 
87815 
119 

OJ000303_10.0405.C13.ol.gs 

119 

none 



Seq. ID OJ0G0303_10.0405.C13 

Strand + 

End 14696 

Method GENSCAN 

End 14696 

Score .77 



119. .320, 437. .858, 1775. .1913, 2237. .2345, 4005. .4110, 
4547. .4585, 4841. .4995, 5912. .6033, 6233. .6363, 6811. .6908, 
7029. .7201, 7397. .7820, 10937 .. 11014, 11814 .. 12190 , 
12750. .12828, 13766. . 13928, 14523.. 14696 



42234 
87815 
119 

OJ000303_10.0405.C13.ol.gp 
574 
none 

574. .858, 1775. .1913, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2237. .2297 



42234 
87815 
119 

OJ000303_10.0405.C13.ol.np 
1775 
-6850324 

1775. .1942, 2262. .2429, 2542 
4005. .4110, 4841.. 5099, 5820 
6811.. 6908, 7029.. 7225, 7288 



Seq. ID 
Strand + 
End 14696 
Method AAT/NAP 
End 8845 
Score 1229 
.2642, 3466. .3587, 
.5907, 5964.. 6020, 



OJ000303_10.0405.C13 
+ 

14696 
AAT/GAP 
2297 
922 



OJ000303 10.0405.C13 



3667, 
6223, 
8626. 



.3758, 
.6363, 
.8845 



7462, 7628. .7820, 
(AC009999) Contains similarity to CGI-141 protein from Homo 
sapiens gb|AF151899. ESTs gb|AI992525, gb|AA042356 come from 
this gene. [Arabidopsis thaliana] 



Seq. No. 



42234 



Seq. ID OJ000303_10.0405.C13 



42514 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



87815 Strand + 

119 End 14696 

OJ000303^10 . 04 05 . C13 . o2 . gp Method AAT/GAP 

2375 End 3587 

none Score 523 

2375.-2456, 2542. .2642, 3466. .3587 



Seq. No. 42234 Seq. ID OJ000303 

Gene No. 87815 Strand + 

Start 119 End 14696 

Name OJ000303_10.0405.C13.o3.gp Method AAT/GAP 

Start 7526 End 8719 

GI none Score 717 

Exons 7526.. 7820, 8626.. 8719 



10. 0405. 013 





Sea No . 


42234 




Seq. ID 


OJ000303_ 


10.0405 


.013 




Gene No. 


87816 




Strand 


+ 








Start 


20843 




End 


24039 








Name 


OJ000303 10.0405.C13 


. o4 .gs 


Method 


GENSCAN 








Start 


20843 




End 


24039 








GI 


none 




Score 


.98 








Exons 


20843. .20916, 21966. 


.22097, 


22219. .22947, 23061 


. .24039 






Seq. No. 


42234 




Seq. ID 


OJ000303 


_10.0405 


.013 


. ■ 


Gene No. 


87816 




Strand 


+ 








Start 


20843 




End 


24039 








Name 


OJ000303 10.0405.C13 


.o5 .gp 


Method 


AAT/GAP 






H y 


Start 


22431 




End 


22827 








GI 


none 




Score 


775 








Exons 


22431. .22827 












^ _i 


Seq. No. 


42234 




Seq. ID 


OJ000303 


_10.0405 


.013 




Gene No. 


87816 




Strand 


+ 








Start 


20843 




End 


24039 








Name 


OJ000303 10.0405.C13 


,o2 .np 


Method 


AAT/NAP 








Start 


22547 




End 


23940 








GI 


7434307 




Score 


826 








Exons 


22547. .22947, 23061. 


.23217, 


23342. .23940 







GI Descrip. hypothetical protein F25G13.90 - Arabidopsis thaliana 
gi|5123941|emb|OAB45499.1| (AL079349) putative protein 
[Arabidopsis thaliana] gi | 7268002 | emb | OAB78342 . 1 | (AL161535) 
putative protein [Arabidopsis thaliana] 



Seq. No. 42234 Seq. ID 

Gene No. 87817 Strand 

Start 8808 End 

Name OJ000303_10 . 04 05 . C13 . o4 . gp Method 

Start 8808 End 

GI none Score 

Exons 8808.. 9344 



OJ000303_10. 0405.013 

9344 
AAT/GAP 
9344 
1026 



Seq. No. 42234 Seq. ID 

Gene No. 87818 Strand 

Start 16028 End 

Name OJ000303_10 . 04 05 . 013 . o2 . gs Method 

Start 16028 End 

GI none Score 



OJ000303_10. 0405. 013 

17062 
GENSCAN 
17062 
.69 



42515 



Exons 



16028. .16408, 16985.. 17062 



Seq. No. 42234 

Gene No. 87819 

Start 18937 

Name OJ000303_10 . 0405 . C13 . o3 . gs 

Start 18937 

GI none 

Exons 18937. .19374, 19529.. 20560 

Seq. No. 42234 

Gene No. 87820 

Start 28573 

Name OJ000303_10 . 0405 . C13 . ol . tm 

Start 2222 

GI none 

Exons 2222.. 2455, 2229.. 2465, 2230. 

Seq. No. 42234 

Gene No. 87820 

Start 28573 

Name OJ000303_10 . 0405 . C13 . o5 . tm 

Start 6810 

GI none 

Exons 6810.. 6881, 6810.. 6881, 6811. 
7040. .7222 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_10.0405.C13 

20560 
GENSCAN 
20560 
.89 



Seq. ID OJ000303_10.0405.C13 
Strand 

End ' 31631 

Method TBLASTX : Maize 

End 2644 

Score 240 

.2457, 2548.. 2643, 2549.. 2644 

Seq. ID OJ000303_10.0405.C13 
Strand 

End 31631 

Method TBLASTX : Mai ze 

End 7224 

Score 93 

.6882, 7029. .7220, 7033.. 7224, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42234 
87820 
28573 

OJ000303_10 . 0405 . C13 . o2 . tm 

7452 

none 

7452. .7517, 7452. .7520, 7520. 
7552.. 7830, 7575.. 7823, 8615. 

42234 
87820 
28573 

OJ000303_10.0405.C13.o2.tw 

19623 

none 

19623. .19988, 19679.. 19987 

42234 
87820 
28573 

OJ000303_10.0405.C13.o2.ts 

20291 

none 

20291. .20347, 20441.. 20641 



Seq. ID OJ000303_10.0405.C13 
Strand 

End 31631 

Method TBLASTX : Mai ze 

End 8714 

Score 57 

.7771, 7522.. 7821, 7533.. 7823, 
.8665, 8694. .8714 

Seq, ID OJ000303_10.0405.C13 
Strand 

End 31631 

Method TBLASTX : Wheat 

End 19988 

Score 134 



Seq. ID OJ000303_10.0405.C13 
Strand 

End 31631 

Method TBLASTX : Soybean 

End 20641 

Score 175 



Seq. No. 42234 

Gene No. 87820 

Start 28573 

Name OJ000303_10 . 0405 . C13 . ol . tw 

Start 20375 



Seq. ID OJ000303_10.0405.C13 
Strand 

End 31631 

Method TBLASTX : Wheat 

End 20647 



42516 




GI 


none 




Score 


169 




Exons 


20375. .20641, 20408. 


.20647 








Seq. No. 


42234 




Seq. ID 


OJ000303_10.0405. 


C13 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405.C13 


.06. tm 


Method 


TBLASTX: Maize 




Start 


20414 




End 


20635 




GI 


none 




Score 


193 




Exons 


20414. .20635 










Seq. No. 


42234 




Seq. ID 


OJ000303_10.0405. 


C13 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405.C13 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


22591 




End 


22951 




GI 


none 




Score 


66 




Exons 


22591. .22653, 22592. 


.22654, 


22598. .22654, 22763 .. 22951, 






22777. .22950 










Seq. No. 


42234 




Seq. ID 


OJ000303_10.0405. 


C13 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405.C13 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


22769 




End 


23805 




GI 


none 




Score 


99 




Exons 


22769. .22951, 23038. 


.23193, 


23106- .23192, 23487.-23648, 






23488.-23667, 23494. 


.23685, 


23701- .23760, 23749.-23805 




Seq. No. 


42234 




Seq- ID 


OJ000303_10.0405. 


013 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405.C13 


. o4 - tm 


Method 


TBLASTX: Maize 




Start 


22781 




End 


23199 




GI 


none 




Score 


103 




Exons 


22781. .22951, 23062. 


-23199, 


23097. .23192 




Seq. No. 


42234 




Seq. ID 


OJ000303_10.0405. 


C13 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405.C13 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


23086 




End 


23820 




GI 


none 




Score 


158 




Exons 


23086. .23202, 23109. 


.23192, 


23479. .23751, 23490.-23693, 






23494. .23733, 23749. 


-23820 








Seq. No. 


42234 




Seq- ID 


OJ000303_10.0405. 


C13 


Gene No. 


87820 




Strand 






Start 


28573 




End 


31631 




Name 


OJ000303 10.0405,C13 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


23497 




End 


23820 




GI 


none 




Score 


234 




Exons 


23497.-23688, 23500. 


.23679, 


23698. .23760, 23748.-23798, 






23749- -23820 










Seq, No. 


42234 




Seq. ID 


OJ00b303_10.0405. 


C13 


Gene No. 


87820 




Strand 







42517 



Start 


28573 


End 


31631 




Name 


OJ000303 10.0405.C13.o3.tw 


Method 


TBLASTX: Wheat 


Start 


23518 


End 


23796 




GI 


none 


Score 


159 




Exons 


23518. .23670, 23523.-23669, 


23665. ,23757, 23698. 


.23796, 




23704. .23772 








Seq. No. 


42234 


Seq. ID 


OJ000303_ 


10 . 0405. C13 


Gene No. 


87820 


Strand 






Start 


28573 


End 


31631 




Name 


OJ000303 10.0405.C13.o6.gs 


Method 


GENSCAN 




Start 


28573 


End 


31631 




GI 


none 


Score 


.86 




Exons 


28573. .28704, 28855 .. 28961, 


29761. .30062, 31241. 


.31276, 




31549. .31631 








Seq. No. 


42235 


Seq. ID 


OJ000303_ 


_10,0405.C15 


Gene No. 


87821 


Strand 






Start 


642 


End 


752 




Name 


OJ000303 10.0405.C15.ol.gs 


Method 


GENSCAN 




Start 


642 


End 


752 




GI 


none 


Score 


.9 




Exons 


642. .752 








Seq. No. 


42236 


Seq. ID 


OJ000303__ 


10.0405.C16 


Gene No. 


87822 


Strand 






Start 


4299 


End 


12158 




Name 


OJ000303 10.0405.C16.ol.np 


Method 


AAT/NAP 




Start 


4293 


End 


11961 




GI 


3914403 


Score 


983 




Exons 


4293.. 4401, 4658.. 4768, 4924 


..4998, 5082.. 5190, 


5798. .5924, 




6933.. 7007, 7107.. 7295, 7970 


..8102, 9368.. 9408, 


9702. .9767, 



9884.. 9920, 10331 .. 104 10, 10697 .. 10753, 10842 .. 10892 , 
10987. .11052, 11632. .11767, 11891.. 11961 
GI Descrip. PROTOPORPHYRINOGEN OXIDASE, MITOCHONDRIAL (PPO II) 
( PROTOPORPHYRINOGEN IX OXIDASE ISOZYME II) (PPX II) 
gi|7489194|pir| IT04076 protoporphyrinogen oxidase (EC 1.3.3.4) 
IX, mitochondrial - common tobacco gi | 2370335 | emb | CAA73866 . 1 1 
v. , (Y13466) protoporphyrinogen oxidase [Nicotiana tabacum] 
' ■ gi I 3929920 I dbj IBAA34712.il (AB020500) mitochondrial 
protoporphyrinogen oxidase [Nic 



Seq. No. 42236 

Gene No. 87822 

Start 4299 

Name OJ000303_10 . 0405 . C16. o2 . gs 

Start 4299 

GI none 

Exons 4299.. 4405, 5798.. 5924, 6212. 



Seq. ID OJ000303_10.0405.C16 
Strand 

12158 
GENSCAN 
11952 
.88 



End 

Method 
End 
Score 

.6256, 6933.. 7007, 7107.. 7295, 
7970. .8102, 9368. .9408, 9702. .9767, 10697 .. 10753, 10842 .. 10892, 
10987. .11052, 11632. .11767, 11891. .11952 



Seq. No. 42236 

Gene No. 87822 

Start 4299 

Name OJ000303_10. 0405 .CI6.0I .ts 

Start 4311 



Seq. ID OJ000303_10.0405.C16 
Strand 

End 12158 

Method TBLASTX : Soybean 

End 11770 



42518 



GI- 
Exons 



none Score 82 - 

4311. .4406, 4312. .4407, 4658, .4759, 4660. .4767, 4921. .4980, 
4926. .4991, 5081. .5191, 5082.. 5192, 5790.. 5828, 5791.. 5823, 
5818. .5925, 5820. .5927, 6930. .7007, 7964. .8104, 9367. .9417, 
9693. .9770, 9703. .9768, 9854. .9922, 9867. .9923, 10684 .. 10761, 
10839. .10892, 10987 .. 11052, 11621 .. 11770, 11623. .11769 



-4 



Seq. No. 42236 Seq. ID OJ000303_10 . 0405 . C16 

Gene No. 87822 Strand 

Start 4299 End 12158 

Name OJ000303_10. 0405. 016. ol.gp Method AAT/GAP 

Start 4678 End 7134 

GI LIB3433-051-P1-K1-F6 Score 825 

Exons 4678.. 4768-, 4925.. 4998, 5082.. 5190, 5798.. 5924, 6933.. 7007, 

7107.. 7134 

GI Descrip. M 58 6308 /dbj | BAA7 6345 . 1 1 8.0e-43 (AB025102) protoporphyrinogen 
IX oxidase [Glycine max] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42236 Seq. ID OJ000303_10 . 0405 . C16 

87822 . Strand 

4299 End 12158 

OJ000303_10.0405.C16.o2.gp Method AAT/GAP 

7270 End 11029 

uC-osflcypl76d01bl Score 959 

7270.. 7295, 7970.. 8102, 9337.. 9408, 9702.. 9767, 9884. .9920, 
10325. .10410, 10697. .10753, 10842 10892, 10987. .11029 
M586308/dbj t BAA76348.il 6.0e-44 (AB025102) protoporphyrinogen 
IX oxidase [Glycine max] ' 



42236 
87822 
4299 

OJ000303_10.0405.C16.ol.tm 

11002 

none 



Seq. ID OJ000303_10.0405.C16 



Strand 
End 

Method 

End 

Score 



12158 

TBLASTX: Maize 

11770 

199 



11002. .11052, 11584. .11769, 11593 .. 117 66, 11594. .11770 



42236 Seq. ID 

87822 . Strand 

4299 End 
OJ000303_10.0405.C16.o3.gp Method 

11652 End 

3760686 Score 

11652. .11767, 11891.. 12158 



OJ000303_10.0405.C16 

12158 
AAT/GAP 
12158 
722 



Seq. No. 42237 Seq. ID 

Gene No. 87823 Strand 

Start 1047 End 

Name OJ000303_10 . 0405 . 017 . ol . gp Method 

Start 1047 End 

GI none Score 

Exons 1047.. 1411 



OJ000303_10.0405.C17 
+ 

1411 
AAT/GAP 
1411 
635 



Seq. No. 42237 Seq. ID 

Gene No. 87824 Strand 

Start 1457 End 

Name OJ000303_10. 0405 .017 .o5 .np Method 



OJ000303_10.0405.C17 
+ 

20892 
AAT/NAP 



42519 




start 


1457 


' End 


20892 


GI 


5821153 


Score 


99 


Exons 


1457... 1660, 13648. .13819, 18434.. 18951 


, 19271. .19529, 




20454. .20536, 20593 .. 20715, 


20800. .20892 


GI Descrip. 


(AB016092) RNA binding protein [Homo sapiens] 


Seq, No. 


42237 


Seq. ID 


OJ000303_10 . 0405 . C17 


Gene No. 


87824 


Strand 


+ 


Start 


1457 


End 


20892 


Name 


OJ000303_10. 0,405.C17 .o2.gs 


. Method 


GENSCAN 


Start 


6539 


End 


7645 


GI 


none 


Score 


.7 


Exons 


6539.. 6746, 6770.. 6839, 6926 


;. ,7022, 7592. .7645 


Seq. No. 


42237 


Seq. ID 


OJ000303_10.0405.C17 


Gene No. 


87824 


Strand 


+ 


Start 


1457 


End 


20892 


Name 


OJ000303_10. 0405.C17 . o5.gp 


Method 


AAT/GAP 


Start 


14068 


End 


14486 


GI 


LIB3431-024-P1-N1-G11 


Score 


831 


Exons 


14068 . . 14486 






GI Descrip. 


•2673918 2.0e-15 (AC002561) 


unknwon protein [Arabidopsis 




thaliana] * 






Seq. No. 


42237 


Seq. ID 


OJ000303_10.0405.C17 


Gene No. 


87825 


Strand 




Start 


1262 


End 


8708 


Name 


OJ000303 10.0405.C17.ol.np 


Method 


AAT/NAP 


Start 


934 


End 


4744 


GI 


6382522 


Score 


1371 


Exons 


934.. 1039, 1360.. 2096, 2249. 


.2460, 2506. .3471, 3683. .3790, 




4001. .4186, 4694. .4744 






GI Descrip. 


(AC011020) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42237 


Seq. ID 


OJ000303_10.0405.C17 


Gene No. 


87825 


Strand 




Start 


1262 


End . 


8708 


Name 


OJ000303 10.0405.C17.ol.gs 


Method 


GENSCAN 


Start 


1262 


End 


4744 


GI 


none 


Score 


.99 


Exons 


1262.. 2096, 2249,. 3471, 3683 


..3790, 4001. .4186, 4694. .4744 


Seq. No. 


42237 


Seq. ID 


OJ000303_10.0405.C17 


Gene No. 


87825 


Strand 




Start 


1262 


End 


8708 


Name 


OJ000303 10.0405.C17.o2.gp 


Method 


AAT/GAP 


Start 


2268 


End 


3159 


GI 


29994 1.R1084 


Score 


1758 


Exons 


2268. .3159 






GI Descrip. 


•2829887 9.0e-42 (AC002396) 


Hypothetical protein [Arabidops 




thaliana] • 






Seq. No. 


42237 


Seq. ID 


OJ000303_10.0405.C17 


Gene No. 


87825 


Strand 




Start 


1262 


End 


8708 


Name 


OJ000303 10.0405.C17.o3.gp 


Method 


AAT/GAP 


Start 


3992 


End 


8708 



42520 



GI 29329_1.R1084 Score 780 

Exons 3992.. 4186, 4694. .4772, 5105. .5157, 8604.. 8708 

GI Descrip. '2673918 2.0e-15 (AC002561) unknwon protein [Arabidopsis 
thaliana] ' 



Seq. No. 42237 Seq. ID 

Gene No.. 87826 Strand 

Start 8936 End 

Name OJ000303_10 . 0405 . C17 . o3.. gs Method 

Start 8936 End 

GI none Score 
Exons 



OJ000303_10.0405.C17 

17848 
GENSCAN 
17848 
.53 



8936.. 9046, 10356 .. 10473, 10536 10657, 10841 .. 10929, 
11290. .11370, 11869. .12033, 12615 .. 12717 , 13300 .. 13422, 
13554. .13920, 14178 .. 14198, 14410 .. 14 458 , 16237 .. 1644 1, 
16682. .16702, 17792.. 17848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42237 Seq. ID OJ000303_10 . 0405 . C17 

87826 Strand 

8936 End 17848 

OJ000303_10 . 0405 . C17 . o3 . np Method AAT/NAP 

9154 End 11457 

5001454 Score 102 

9154. .9194, 11202. .11457 

(AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



42237 



Seq. ID OJ000303_10.0405.C17 



87826 Strand 
8936 End 17848 

OJ000303_10 . 0405 . C17 . o2 . np Method AAT/NAP 
10245 End 14912 

6069646 Score 1275 

10245. .11215, 14893.. 14912 

{AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42237 Seq. ID 

87826 Strand 

8936 End 

OJ000303_10 .0405. C17 . o4 . gp Method 

11687 End 

702652 Score 



OJ000303_10.0405.C17 

17848 
AAT/GAP 
12679 
867 



11687. .12033, 12404, .12472, 12615.. 12679 

2673918 2.0e-15 (AC002561) unknwon protein [Arabidopsis 

thaliana] 



42237 
87826 
8936 

OJ000303__10 . 0405 . C17 . o4 . np 

12395 

3763923 



Seq. ID OJ000303_10.0405.C17 



Strand 
End 

Method 

End 

Score 



17848 
AAT/NAP 
17010 
196 



12395. .12472, 12615 .. 12680, 13300 .. 13408 , 16926.. 17010 
(AC004450) hypothetical protein [Arabidopsis thaliana]. 



42521 






Seq. No. 


42237 








Seq. ID 


OJ000303_10 . 04 05 .017 




Gene No. 


87826 








Strand 






Start 


8936 








End 


17848 




Name 


OJ000303 10. 


0405 


.C17.06 


.gp 


Method 


AAT/GAP 




Start 


14604 








End 


14946 




GI 


none 








Score 


623 




Exons 


14604. .14946 












Seq. No. 


42237 . 








Seq. ID 


OJ000303_10 . 0405 .017 




Gene No. 


87827 








Strand 






Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.C17.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


1466 








End 


1735 




GI 


none 








Score 


103 




Exons 


1466. .1735, 


1485 


. .1685 










Seq. No. 


42237 








Seq. ID 


OJ000303_10. 0405. 017 




Gene No. 


87827 








Strand 






Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.017. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1613 








End 


2029 




GI 


none 








Score 


270 




■ Exons 


1613. .1921, 


1620 


. .1922, 


1905. 


.2024, 1907.. 2023, 1928.. 2029 




^Seq. No . : 


M223'7 _ 




- • ^ - * . 




Seq.' ID 


- Oj600303J10-.'0465.ci7 




Gene No. 


87827 








Strand 




= is? 


Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.017. Ol 


.tc 


Method 


TBLASTX: Oress 


: . ; 


Start 


1868 








End 


3049 


~r 


GI 


none 








Score 


85 




Exons 


1868. .2125, 


2248 


. .2370, 


2368. 


.2457, 2710.. 3000, 2715.. 2972, 


i y 
1= 




2716. .2973, 


2738 


. .3049 








CI 


Seq. No. 


42237 








Seq. ID 


OJ000303_10. 0405.017 


"J 


Gene No. 


87827 








Strand 






Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.017.O2 


.tm 


Method 


TBLASTX: Maize 




Start 


2033 








End 


3001 




GI 


none 








Score 


87 


12 


Exons 


2033. .2125, 


2242 


. .2406, 


2246. 


.2413, 2248. .2445, 2707. .3000, 






2744. .3001 














Seq. No. 


42237 








Seq. ID 


OJ000303_10. 0405.017 




Gene No. 


87827 








Strand 






Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.017.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


2722 








End 


3013 




GI 


none 








Score 


148 




Exons 


2722. .2991, 


2722 


. .3012, 


2738. 


.3013 






Seq. No. 


42237 








Seq. ID 


OJ000303_10. 0405.017 




Gene No. 


87827 








Strand 






Start 


18505 








End 


19050 




Name 


OJ000303 10. 


0405 


.017.O1 


.tw 


Method 


TBLASTX: Wheat 




Start 


2764 








End 


2998 




GI 


none 








Score 


134 



42522 




Exons 2764.. 2997, 2765.. 2998 



Seq. No. 


42237 




Seq. ID 


OJ000303_10.0405. 


C17 


Gene No. 


87827 




Strand 






Start 


18505 




End 


19050 




Name 


OJ000303 10.0405.C17. 


o3. tm 


Method 


TBLASTX: Maize 




Start 


10275 




End 


14921 




GI 


none 




Score 


88 




Exons 


10275. .10460, 10484.. 


10738, 


10485. .10697, 10514 .. 10738 , 






10730. .10855, 14511,. 


14663, 


14672. .14731, 14767 .. 14841 , 






14768. .14842, 14846., 


14920, 


14850. .14921 




Seq. No. 


42237 




Seq. ID 


OJ000303_10.0405. 


C17 


Gene No. 


87827 




Strand 






Start 


18505 




End 


19050 




Name 


OJ000303 10.0405.C17. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


10371 




End 


14962 




GI 


none 




Score 


71 




Exons 


10371. .10406, 10526.. 


10723, 


14740. .14841, 14846.. 14962 




Seq. No. 


42237 




Seq. ID 


OJ000303 10.0405. 


C17 


Gene No. 


87827 




Strand 






Start 


18505 




End 


19050 




Name 


OJ000303 10.0405.C17. 


o4 . tm 


Method 


TBLAS TX : Ma i z e 




Start'. - 


11147, . . - 




End 


114 40 • 




GI * 


none ' 




' ' Score' 


143 




Exons 


11147. .11440, 11157.. 


11438 








Seq. No. 


42237 




Seq. ID 


OJ000303 10.0405. 


C17 


Gene No. 


87827 




Strand 






Start 


18505 




End 


19050 




Name 


OJ000303 10.0405.C17. 


o4 , gs 


Method 


GENSCAN 




Start 


18505 




End 


18966 




GI 


none 




Score 


.69 




Exons 


18505.. 18966 










Seq. No. 


42237 




Seq. ID 


OJ000303_10.0405. 


C17 


Gene No. 


87827 




Strand 






Start 


18505 




End 


19050 




Name 


OJ000303 10.0405.C17. 


o7 . gp 


Method 


AAT/GAP 




Start 


18737 




End 


19050 




GI 


none 




Score 


572 




Exons 


18737. .19050 










Seq. No. 


42238 




Seq. ID 


OJ000303__10.0405. 


^ J- 0 


Gene No. 


87828 




Strand 






Start 


1 




End 


1076 




Name 


OJ000303 10.0405.C18. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


1076 




GI 


6721515 




Score 


186 




Exons 


1,.37, 249. .532, 623. 


.772, 


1054. .1076 






GI Descrip. 


(AP001072) Similar to mudrA 


. (M76978) 


[Oryza sativa] 




Seq. No. 


42238 




Seq. ID 


• OJ000303_10.0405. 


C18 


Gene No. 


87828 




Strand . 






Start 


1 




End 


1076 




Name 


OJ000303 10.0405.C18. 


ol. tm 


Method 


TBLASTX: Maize 





42523 




start 


298 


End 


975 






GI 


none 


Score 


65 






Exons 


298. .441, 299. .430, 451. .504 


, 451. .534 


, 649. .975, 


653. . 


940 


Sec5. No. 


42238 


Seq. ID 


OJ000303 10 


.0405 


.CI 


Gene No. 


87828 


Strand 








Start 


1 


End 


1076 






Name 


OJ000303 10.0405.C18.o2.np 


Method 


AAT/NAP 






Start 


592 


End 


1076 






GI 


4680209 


Score 


172 






Exons 


592. .724, 794. .1076 










GT Descrio. 


{AF114171) unknown [Sorghum bicolor] 








Seq. No. 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene No. 


87829 


Strand 


+ 






Start 


15557 


End 


16555 






Name 


OJ000303 13.0407.C2.o3.gs 


Method 


GENSCAN 






Start 


X J J •J / 


End 


16555 






GI 


none 


Score 


. 42 






Exons 


15557. .15578, 16377.. 16555 










Seq. No. 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene. No. 


87830 


Strand 


+ 






Start 


.17744 


End 


18102 






Name - ' ■ 


, OJ0Q0303. 13.0407.C2.o4..gs ; 


Method 


GENSCAN 






Start 


177'44 ■ 


End 


18102 






GI 




Score 


. 57 






Exons 


17744. .18102 










Seq. No. 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene No. 


87831 


Strand 








Start 


3537 


End 


5699 






Name 


OJ000303 13.0407.C2.ol.gs 


Method 


GENSCAN 






Start 


3537 


End 


5699 






GI 




Score 


. 59 






Exons 


3537.. 3595, 5618.. 5699 










Sea No 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene No. . 


87832 . 


. Strand 








Start ' 


-7636.. .- . . ' ; 


. ;End. ■;;.^;■ 


13514-;* 






Name *. '.' 


- OJ0053'03' 13.0407.C2.o2.,gs' \ 


' Methoci 


GENSCAN ■■ 






Statt' 


7636 


End ' 


13514 






GI 


none 


Score 


.8 






Exons 


7636.. 7785, 7813.. 7920, 8081 


..10525, 10553. .10660, 


11485. . 




12229. .12269, 12383 .. 12444 , 


12592. .12754, 13444.. 13514 




Seq. No. 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene No. 


87832 


Strand 








Start 


7636 


End 


13514 






Name 


OJ000303 13.0407.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


11461 


End 


11706 






GI 


none 


Score 


154 






Exons 


11461. .11703, 11489. .11704, 


11542. .11706 






Seq. No. 


42239 


Seq. ID 


OJ000303_13 


.0407 


.C2 


Gene No. 


87832 


Strand 








Start 


7636 


End 


13514 







42524 



Name OJ000303_13. 0407 .C2 .o2 .np Method , AAT /NAP 

Start 11476 End 12792 

GI 4903139 Score 615 

Exons 11476. .11702, 12229 .. 12269, 12383 1244 4 , 12592.. 12792 

GI Descrip. (AB027456) extensive homology to FT (FLOWERING LOCUS T, 

AB027504) and TSF (TWIN SISTER OF FT, AB027506) genes of 

Arabidopsis thaliana; similar to mammalian 

phophatidylethanolamine binding protein (PEBP) and hippocampal 
cholin. . . 



Seq. No. 


42239 




Seq. ID 


OJ000303_13.0407 


.C2 


Gene No. 


87832 




Strand 






Start 


7636 




End 


13514 




Name 


OJ000303 13. 0407. C2. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


11479 




End 


11706 




GI 


none 




Score 


228 




Exons 


11479. .11703, 11486. 


.11704, 


11542. .11706 




Seq. No. 


42239 




Seq. ID 


OJ000303_13.0407 


.C2 


Gene No. 


87832 




Strand 






Start 


7636 




End 


13514 




Name 


OJ000303 13.0407. C2, 


o2.tm 


Method 


TBLASTX: Maize 




Start 


12224 




End 


12800 




GI 


none 




Score 


66 




Exons 


- 122-24. .12268, 12228. 


.12269, 


12377. .12442, 12378 12443, 






12381. .12452, 12382. 


.12444, 


12382. .12453, 12560 12775 , 






12583. .12774, 12777. 


.12800 











Seq. No. 


42239 


Seq. ID 


OJ000303 


_13.0407.C2 




Gene No. 


87832 


Strand 








Start 


7636 


End 


13514 






Name 


OJ000303 13.0407.C2.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


12230 


End 


12787 






GI 


none 


Score 


135 






Exons 


12230. .12268, 12382 .. 12453, 


12560. .12787, 12583 


. .12786 




Seq. No. 


42240 


Seq. ID 


OJ000303 


_13.0407.C3 




Gene No. 


87833 


Strand 








Start 


5887 


End 


5989 






Name • 


OJ00b3.03. 13.0407.C3.ol.gp . 


Method 


. 'AAT/GAP 






. Start 


5887 ■ ' . 


^ End 


5989 • 






GI 


5S67 1.R1084 


Score 


141 






Exons 


5887. .5989 










GI Descrip. 


M64986/sp| P35132IUBC9 ARATH 


5.0e-58 


UBIQUITIN- 


CONJUGATING 






ENZYME E2-17 KD 9 (UBIQUITIN 


-PROTEIN 


LIGASE 9) 


(UBIQUITIN 



CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin--protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 42240 Seq. ID 

Gene No. 87834 Strand 

Start 9186 End 

Name OJ000303_13 . 0407 . C3 . o3 . gs Method 

Start 9186 End 

GI none Score 



OJ000303_13.0407,C3 
+ 

9955 
GENSCAN 
9955 
.47 



42525 




Exons 9186., 9348, 9669.. 9719, 9885.. 9955 



Seq. No. 


42240 


Seq. ID 


OJ000303_ 


13, 0407. C3 


Gene No. 


87835 


Strand 


+ 




Start 


10485 


End 


12845 




Name 


OJ000303 13.0407.C3.o2.gp 


Method 


AAT/GAP 




Start 


10423 


End 


12845 




GI 


1794 1.R1084 


Score 


2834 




Exons 


10423. .10737, 10824 11033, 


11124. .11546, 12335. 


.12845 


GI Descrip. 


•5734634/cibj IBAA83365.il 4. 


Oe-10 (AP000391) Similar to puta 




lipase (AC006232) [Oryza sativa] ' 






Seq. No. 


42240 


Seq, ID 


OJ000303_ 


13. 0407. C3 


Gene No. 


87835 


Strand 


+ 




Start 


10485 


End 


12845 




Name 


OJ000303 13.0407.C3.o4.gs 


Method 


GENSCAN 




Start 


10485 


End 


12552 




GI 


none 


Score 


.9 




Exons 


10485. .10826, 10862 .. 11033, 


11124. .11546, 12335. 


.12552 


Seq. No. 


42240 


Seq. ID 


OJ000303_ 


13. 0407. C3 


Gene No. 


87835 


Strand 


+ 




Start 


10485 


End 


12845 




n Name 


OJ000303 13.0407.C3.ol.np 


Method 


AAT/NAP 




. Start 


10503 , . • 


End 


12546 






7523511 


Score 


1133 




Exons 


10503. .10737, 10824. .11033, 


11124, .11546, 12335. 


,12546 


GI Descrip. 


(AP001633) ESTs AU032777 {S14085) , C23613 (S14085 ) 


correspond 



region of the predicted gene. -Similar to Arabidopsis thaliana 
chromosome II BAG F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 





Seq. No. 


42240 


Seq. ID 


OJ000303_ 


13.0407 


.C3 




Gene No. 


87836 


Strand 










Start 


3662 


End 


6424 






3 


Name 


OJ000303 13,0407.C3.o2.gs 


Method 


GENSCAN 








Start 


3662 


End 


6424 






; ^ 


GI 


none 


Score 


.88 






tJ 


Exons 


3662.. 3750, 5189. .5263, 6105 


..6237, 6416,-6424 








Seq. No. 


42240 


Seq.' ID 


OJ000303_ 


13.0407 


.C3 




Gene No. 


87837 


Strand 










Start 


13966 


End 


18564 








Name 


OJ000303 13.0407.C3.o3.gp 


Method 


AAT/GAP 








Start 


13579 


End 


14042 








GI 


4714605 


Score 


838 








Exons 


13579. .14042 












Seq. No. 


42240 


Seq. ID 


OJ000303_ 


13.0407 


.G3 




Gene No. 


87837 


Strand 










Start 


13966 


End 


18564 








Name 


OJ000303 13.0407.C3.o5,gs 


Method 


GENSCAN 








Start 


13966 


End 


18564 








GI 


none 


Score 


.88 








Exons 


13966. ,14060, 144 51 .. 14593, 


15192. .15305, 16705. 


.16804, 





16904, ,16986, 17060 .. 17212 , 18146.. 18564 



42526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 13. 0407. C3 



42240 
87837 
13966 

OJ000303_13 . 04 07 . C3 . o2 . np 
13969 
7487205 

13969. .14060, 14451 14593, 
17060. .17212, 18146.. 18564 

hypothetical protein T19L18.9 - Arabidopsis thaliana 
gi|3413704|gb|AAC31227.1| (AC004747) unknown protein 
[Arabidopsis thaliana] 



18564 
AAT/NAP 
18564 
676 



16705. .16804, 16904 .. 16986, 



42240 Seq. ID 

87837 Strand 

13966 End 

OJ000303_13 . 0407 . C3 . o4 . gp Method 

14472 End 

4714604 Score 



OJ000303_13.0407.C3 

18564 
AAT/GAP 
16804 
644 



14472. .14593, 15192 .. 15305, 16705.. 16804 

3413704 2.0e-24 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 42240 Seq. ID 

Gene No. 87838 Strand 

Start 19752 , ^ . : , . End. 

Name* OJ0q0303_13 . 0407 .C3 .06. gs Method 

Start 19752 End 

GI none Score 

Exons 19752. .20078 



OJ000303_13.0407.C3 

20078... 
GENSCAN 
20078 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42240 
87839 
20488 

OJ000303_13.0407.C3.o7.gs 

20488 

none 

20488. .20705, 20805 .. 21102, 
21759. .22029; 22179.. 22238 



Seq- ID 

Strand 

End 

Method 

End 

Score 



OJ000303_13.0407.C3 

22238 
GENSCAN 
22238 
.92 



21202. .21344, 21455 .. 2167 9, 



Seq. ID. 

Strand 

End 

Method 

End 

Score 



.OJ000303. 13. 0407. G3 



22238 
AAT/NAP 
22064 
930 



42240 • ' 

87839 
20488 

OJ000303_13.0407.C3.o4.np 
20494 
7523511 

20494. .20695, 20795 21102, 
21759. .21933, 21979.. 22064 

(AP001633) ESTs AU032777 (S14085 ) , C23613 (S14085 ) correspond to a 
region of the predicted gene. ^Similar to Arabidopsis thaliana 
chromosome II BAG F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



21202. .21354, 21474 .. 21679, 



42240 Seq. ID 

87839 Strand 

20488 End 

OJ000303_13 . 04 07 . C3 . o5 . gp Method 

21744 End 



OJ000303_13.0407.C3 

22238 

AAT/GAP 

21987 



42527 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI ■ 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1632101 Score 346 

21744.. 21987 

5734634/dbj IBAA83365.il 4.0e-10 (AP000391) Similar to putative 
lipase {AC006232) [Oryza sativa] 



42240 
87840 
25370 

OJ000303_13.0407.C3.ol.tc 

10566 

none 

10566. .10619, 10665. .10736, 
11390. .11566, 12334. .12537, 
20507. .20686, 20803 20871, 
21438. .21533, 21546 .. 21620, 
21886. .21936, 25394 .. 25585, 
26210. .26419, 26425.-26466 

42240 
87840 
25370 

OJ000303_13 . 0407 . C3 . ol . tm 

10566 

none 

10566. .1073.6, .10572, 

10828. .11028, 'llilO, 

11209. .11547, 12334, 

20479. .20703, 20498. 

20901. .20957, 21026, 

21471. .21536, 21471, 

21760. .21849, 21761. 

25386. .25565, 25391, 

26046. .26123, 26199. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 13. 0407. C3 



-26486 

TBLASTX: Cress 
26466 
59 

10835. .10855, 11123 11389, 
12438. .12536, 20506 20703, 
20912. ,20986, 20992 21099, 
21648. .21680, 21754 21831 , 
25395.-25586, 2604 5 26203, 



.10664, 
.11256, 
.12558, 
.20686, 
.21103, 
.21623, 
.21847, 
.25585, 
.26420, 



Seq. ID OJ000303_13.0407.C3 
Strand 

26486 

TBLASTX: Maize 
26466 
298 

10586. .10735, 10826 .. 11032 , . 
11123. .11548, 11123. .11272, 
12557, 20479. .20661, 
20868, 20896. .21108, 
21190. .21402, 21197. .21355, 
21493. .21624, 21642 .. 21668 , 
21874, .21936, 21881 .. 21934 , 
25392. .25586, 26045 .. 26419, 
26418. .26465, 26422.-26466 



End 

Method 

End 

Score 



12429 
20803 



42240 
87840 
25370 

OJ000303_13 . 0407 . C3 . o4 . tw 

10566 

none - 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_13.0407.C3 
26486 

TBLASTX: Wheat 
21936 

■213 . , - 



10566, .10736, 10586 .. 10735, 21751 .. 2184 9, 21752 ., 21850 , 
21877. .21936, 21878.. 21934 



42240 
87840 
25370 

OJ000303_13.0407,C3.o5,ts 

10572 

none 



Seq. ID OJ000303_13.0407.C3 
Strand 

End 26486 

Method TBLASTX : Soybean 

End 21933 

Score 77 



10572. .10634, 10586 10633, 10658 ., 10732 , 10665 .. 10736, 
10832. .10876, 10874 .. 10972, 21510 ,. 21680, 21754 .. 21870, 
21886. .21933 



Seq. No, 42240 Seq. ID 

Gene No', 87840 Strand 

Start 25370 End 

Name OJ000303 13 , 0407 . C3 . ol . tw . Method 



OJ000303_13,0407.C3 
26486 

TBLASTX: Wheat 
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start 
GI 

Exons 



10810 End 26419 ^* 

none Score 236 

10810. .11031, 10826. .11029, 11120 11233, 11123 .. 11203, 

11190. .11231, 21235. .21354, 21269 21355, 21471 ,. 21536, 

21471. .21635, 214 93 .. 21639, 21642 21674 , 26366.. 26419 



Seq, No. 42240 

Gene No. 87840 

Start 25370 

Name OJ000303_13. 0407 .C3.ol. ts 

Start 11120 

GI none 

Exons 11120 
26084 



OJ000303 13. 0407. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11509, 20845. .20865, 20944 .. 21108 , 21190 .. 21291 , 
26350 



26486 

TBLASTX : Soybean 

26350 

284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42240 
87840 
25370 

OJ000303_13.0407.C3.o4.ts 

12328 

none 

12328. .12561, 20500 .. 20703, 
25388.-25585, 25398.. 25586 

42240 
87840 
25370 

OJ000303_13.0407.C3.o2.tw 
12340 
none 
12340. 
20944. 
26162. 



12546, 12429. .12521, 
21027, 25394. ,25579, 
26245 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_13.0407.C3 
26486 

TBLASTX : Soybean 

25586 

202 



20504. .20671, 20666 20689, 



Seq. .ID 
Strand 
End 

Method 
End 
Score 

20494 

25395 



OJ000303 13. 0407. C3 



26486 

TBLASTX: Wheat 
26245 
240 

20691, 20495. .20680, 
25580, 26045. .26161, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42240 
87840 
25370 

OJ000303_13.0407.C3.o4.tm 

13852 

hone 



Seq. ID OJ000303_13.0407.C3 
Strand 

End 26486 

Method TBLASTX :Maize 

End 15306 

Score 34 



13852. .13884, 13940 .. 13993, 13973 .. 14062, 13974 .. 14063, 

13981. .14061, 14448. .14594, 14 448 .. 14594 , 14450 .. 14596, 

14450. .14596, 14458 .. 14598, 15192 .. 15305, 15193 .. 15306, 

15193.. 15306 . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42240 Seq. ID 

87840 Strand 

25370 End 

OJ000303_13 . 04 07 . C3 . o3 . tc Method 

15242 End 

none Score 



OJ000303_13.0407.C3 
26486 

TBLASTX: Cress 

16985 

69 



15242. .15304, 16704. 
16905. ,16985 



,16805, 16704. .16805, 16705 .. 16806, 



Seq. No. 
Gene No. 
Start 



42240 
87840 
25370 



Seq. ID 

Strand 

End 



OJ000303 13. 0407. C3 



26486 
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Narrie 


OJ000303 13:0407.C3. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


16681 




End 


18268 




GI 


none 




Score 


105 




Exons 


16681. .16806, 16704. 


,16805, 


16905. ,17045, 16925 ,, 16990, 






17059- .17205, 17059. 


,17214, 


18131, ,18268, 18142, ,18267 




Seq. No. 


42240 




Seq, ID 


OJ000.303_13.0407 


.C3 


Gene No . ■ 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13. 0407. C3. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


16704 




End 


18229 




GI 


none 




Score 


120 




Exons 


16704. .16805, 16704. 


.16805, 


16705. ,16806, 168 98 .. 16990, 






16901. .16984, 16903. 


,16986, 


16905. .17060, 16905. .17060, 






17058, .17210, 17058. 


,17210, 


17059. .17211, 17059. .17214, 






18131. ,18229, 18142. 


,18228 








Seq. No. 


42240 




Seq. ID 


OJ000303_13.0407 


.C3 


Gene No; 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13. 0407. C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


19833 




End 


20060 




GI 


none 




Score 


71 




Exons 


19833. .20060, 19867. 


.20001 








Seq. No. 


42240 - 




■ Seq. ID 


- - ■ 

OJ000303_13.0407 


.C3 


Gene No. 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13. 0407. C3. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


19836 




End 


20060 




GI 


none 




Score 


77 




Exons 


19836. .20060, 19867. 


.20001 








Seq. No. 


42240 




Seq. ID 


OJ000303_13.0407 


• C3 


Gene No . 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13, 0407. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


19836 




End 


20033 




GI 


none 




Score 


96 




Exons 


19836. .-20033, 19867. 


.19998 








Seq. No. 


42240 




Seq, ID 


OJ000303_13,0407 


.C3 


Gene No, 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13. 0407. C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


19836 




End 


20000 




GI 


none 




Score 


111 




Exons 


19836. .20000, 19864, 


.19998 








Seq. No. 


42240 




Seq. ID 


OJ000303_13.0407 


.C3 


Gene No. 


87840 




Strand 






Start 


25370 




End 


26486 




Name 


OJ000303 13. 0407. C3. 


o6.gp 


Method 


AAT/GAP 




Start 


25094 




End 


26219 




GI 


28337 1.R1084 




Score 


1189 




Exons 


25094. .25584, 26047. 


.26219 








GI Descrip. 


'5734636/dbj IBAA83367.il 2. 


Oe-28 (AP000391) Similar to putative 
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lipase (AC006232) [Oryza sativa] ' 



Seq. No. 


42240 


Seq. ID 


OJ000303_13.0407.C3 


Gene No. 


87840 


Strand 


_ 


Start 


25370 


End 


26486 


Name 


OJ000303 13.0407.C3.o8.gs 


Method 


GENSCAN 


Start 


25370 


End 


26424 


GI 


none 


Score 


.85 


Exons 


25370. .25584, 26047.. 26424 






Seq. No. 


42240 


Seq. ID 


OJ000303_13.0407.C3 


Gene No. 


87840 


Strand 




Start 


25370 


End 


26486 


Name 


OJ000303 13.0407.C3.o5.np 


Method 


AAT/NAP 


Start 


25373 


End 


26486 


GI 


7523511 


Score 


611 


Exons 


25373. .25584, 26047.. 26486 






GI Descrip. 


{AP001633) ESTs AU032777 (S14085) , C23613 (S14085) correspond to 




region of the predicted gene. 


--Similar 


to Arabidopsis thaliana 




chromosome II BAG F10A12 genomic sequence; putative lipase 




(AC006232) [Oryza sativa] 






Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407.C4 


Gene No. 


87841 


Strand 


+ 


Start 


, 9021 


End 


10029 


Name 


OJ000303 13.0407.C4.o2.np 


Method 


AAT/NAP 


Start 


8871 


End 


10026 


GI 


7523515 


Score 


653 


Exons 


8871.. 9265, 9370.. 9534, 9870. 


.10026 




GI Descrip. 


{AP001633) ESTs AU083470(E11568) ,C20136(E11568) correspond to 




region of the predicted gene. 


-Similar 


to Arabidopsis thaliana 




chromosome II BAG F16M14 genomic sequence; unknown protein 




(AC003028) [Oryza sativa] 






Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407.C4 


Gene No. 


87841 


Strand 


+ 


Start 


9021 


End 


10029 


Name 


OJ000303 13.0407.C4.o4.gs 


Method 


GENSCAN 


Start 


9021 


End 


10029 


GI 


none 


Score 


.72 


Exons 


9021.. 9265, 9370., 9534, 9903. 


.10029 




Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407.C4 


Gene No. 


87842 


Strand 


+ 


Start 


13093 


End 


13400 


Name 


OJ000303 13.0407.C4.o3.gp 


Method 


AAT/GAP 


Start 


13093 


End 


13400 


GI 


LIB3433-037-P1-K1-H5 


Score 


427 


Exons 


13093... 13239, 13261.. 13400 






GI Descrip. 


•5295936/dbj I AB026295 . 2 | AB026295 9.0e- 


•92 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence' 


Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407.C4 


Gene No. 


87843 


Strand 


+ 


Start 


21800 


End 


22945 


Name 


OJ000303 13.0407.C4.o3.np 


Method 


AAT/NAP 


Start 


21800 


End 


22945 
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GI 

Exons 

GI Descrip. 



6069646 Score 465 

21800. .22586, 22873.-22945 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 6907112 I dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 13. 0407. C4 



235 

AAT/GAP 

235 

450 



42241 
87844 
1 

OJ000303_13 . 0407 . C4 . ol . gp 
1 

42788_1.R1084 
1. .235 

'5734634/dbj IBAA83365.il 3.0e-44 (AP000391) Similar to putative 
lipase {AC006232) [Oryza sativa] ' 

42241 Seq. ID OJ000303_13 . 0407 . C4 

87844 Strand 

1 End 235 

OJ000303_13 . 0407 . C4 . ol . np Method AAT/NAP 

1 End 186 

7523511 Score 140 

1. .186 

(AP001633) ESTs AU032777(Sl4085) ,C23613(S14085) correspond to a 
region of the predicted gene . -Similar to Arabidopsis thaliana 
chromosome II BAG F10A12 genomic sequence; putative lipase 
(AC006232) [Oryza sativa] 



Seq. No. 


42241 




Seq. ID 


OJ000303_ 


13.0407 


.C4 


Gene No. 


87844 




Strand 








Start 


1 




End 


235 






Name 


OJ000303 13. 0407. C4. 


ol.gs 


Method 


GENSCAN 






Start 


55 




End 


177 






GI 


none 




Score 


.81 






Exons 


55. .177 












Seq. No. 


42241 




Seq. ID 


OJ000303_ 


13.0407 


.C4 


Gene No. 


87845 - 




Strand 








Start 


1692 




End 


2064 






Name 


OJ000303 13. 0407. G4. 


o2.gp 


Method 


AAT/GAP 






Start 


1692 




End 


2064 






GI 


none 




Score 


731 






Exons 


1692. .2064 












Seq, No. 


42241 




Seq. ID 


,OJ000303_ 


13.0407 


.C4 


Gene No. 


87846 




Strand 








Start 


16492 




End 


23772 






Name 


OJ000303 13. 0407. G4. 


o6.gs 


Method 


GENSCAN 






Start 


16492 




End 


23772 






GI 


none 




Score 


.58 






Exons 


16492. .16619, 17179. 


.17374, 


17438. .17701, 18181. 


.18401, 






18878- .19375, 19451. 


.19482, 


20460. .20602, 21087. 


.21197, 






21291. .21318, 21611. 


.21725, 


22344. .22456, 23528. 


.23772 




Seq. No. 


42241 




Seq. ID 


OJ000303_ 


13.0407 


.G4 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



878'46 • Strand 

16492 End 23772 

OJ000303_13 . 04 07 . C4 . o4 . gp Method AAT/GAP 

17614 End 19026 

2428499 Score 842 

17614. .17701, 18180. .18401, 18878. .19026 



42241 
87847 
25187 

OJ000303_13 . 0407 . C4 . o8 . tm 
1 

none 

1..117, 2. .121 

42241 
87847 
25187 

OJ000303_13.0407.C4.ol.tc 
8867 
none 

8867. .9013, 8868. .9014, 9083. .9169, 9084. .9182, 9222. .9281 



Seq. ID OJ000303_13.0407.C4 
Strand 

End 28958 

Method TBLASTX : Mai ze 

End 121 

Score 207 



Seq. ID OJ000303_13.0407.C4 
Strand 

End 28958 

Method TBLASTX : Cress 

End 9281 

Score 199 



Seq. ID OJ000303_13.0407.C4 
Strand- 
End 28958 ' 
Method TBLASTX : Mai ze 
End 9014 
Score 245 



Seq. ID OJ000303_13.0407.C4 
Strand 

End 28958 

Method TBLASTX : Soybean 

End 10017 

Score 185 



42241 
87847 
25187 

OJ000303_13.0407.C4 .o5.tm 
8867 
none 

8867. .9010, 8874. .9014 

42241 
87847 
25187 

OJ000303_13 . 0407 . C4 . ol . ts 
8870 
none 

8870. .9013, 8871. .9014, 9083. .9259, 9084. .9284, 9380. .9535, 
9400. .9534, 9868. .10017 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42241 
87847 
25187 

OJ000303_13.0407.C4.o2.tw 

8970 

none 



Seq. ID OJ000303_13.0407.C4 
Strand 

End 28958 

Method TBLASTX : Wheat 

End 9278 

Score 73 



8970. .9014, 9083. .9163, 9084. .9278 



42241 
87847 
25187 

OJ000303_13.0407.C4.o9.tm 

9083 

none 

9083.. 9265, 9084.. 9266 



Seq. ID OJ000303_13.0407.C4 
Strand 

End 28958 

Method TBLASTX : Mai ze 

End 9266 

Score 206 



Seq. No. 



42241 



Seq. ID OJ000303_13.0407.C4 
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87847 




Strand 






Start 


25187 




End 


28958 




Name 


OJ000303 13. 0407. C4. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


9454 




End 


10031 




GI 


none 




Score 


129 




Exons 


9454. .9534, 9455. .9535, 9455. .9538, 9864. .10031, 9868.. 


10026 


Seq. No. 


42241 




Seq. ID 


OJ000303_13.0407 


.C4 




87847 




Strand 






Start 


25187 




End 


28958 




Name 


OJ000303 13. 0407. C4. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


21772 




End 


22188 




GI 


none 




Score 


404 




Exons 


21772.. 22 188, 21774. 


, 22187, 


21796. .22188 




Seq. No. 


42241 




Seq. ID 


OJ000303_13.0407 


,C4 




87847 




Strand 






start 


25187 




End 


28958 




Name 


OJ000303 13. 0407. C4. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


22192 




End 


22648 




GI 


none 




Score 


79 




Exons 


22192 22278 22355 


22648 


22438. .22638 




Seq. No. 


42241 




Seq, ID 


OJ000303_13.0407 


.C4 




87847 




Strand, 






Start 


25187 




End 


28958 




Name 


OJ000303 13. 0407. C4. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


22448 




End 


22892 




GI 


none 




Score 


181 




Exons 


22448 22648 22483 


22638 


22731, ,22892, 22755.. 22850 




Seq. No. 


42241 




Seq. ID 


OJ000303_13,0407 


,C4 


Gene No. 


87847 




Strand 






Start 


25187 




End 


28958 




Name 


OJ000303 13 0407 C4 


o7 . gs 


Method 


GENSCAN 




Start 


25187 




End 


28458 




GI 


none 




Score 


,73 




Exons 


25187. .25229, 25594, 


,25659, 


26692. ,26990, 27103 ,. 27222, 






27307. .27483, 27940. 


,28175, 


28296.. 28458 




Seq. No. 


42241 




Seq. ID 


OJ000303_13.0407 


.C4 


Gene No. 


87847 




Strand 






Start 


25187 




End 


28958 




Name 


OJ000303 13 0407 C4 


o3 , tm 


Method 


TBLASTX: Maize 




Start 


26567 ~ 




End 


27192 




GI 


none 




Score 


41 




Exons 


26567. .26596, 26679. 


.26993, 


26692, .26721, 26821 .. 26991, 






26822. .27016, 26849. 


.27025, 


27103, .27138, 27118.. 27192 




Seq. No. 


42241 




Seq. ID 


OJ000303_13.0407 


.C4 


Gene No. 


87847 




Strand 






Start • 


25187 




End 


28958 




Name 


OJ000303 13. 0407. C4. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


26688 




End 


28461 




GI 


none 




Score 


36 




Exons 


26688, .26717, 26689. 


.26718, 


26742. .26993, 26824 ,. 26991 , 






27101, .27130, 27102. 


.27155, 


27307. .27441, 27307 ., 27483, 
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28042. .28191, 28294 .. 28461, 28295.-28459 



Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407. 


C4 


Gene No . 


87847 


Strand 






Start 


25187 


End 


28958 




Name 


OJ000303 13.0407.C4.o4.np 


Method 


AAT/NAP 




Start 


26691 


End 


28958 




GI 


6598864 


Score 


448 




Exons 


26691. .26990, 27103 .. 27222, 


27307. .27441, 27940 .. 28175, 






28296. .28458, 28929.. 28958 








GI Descrip. 


{AC010556) putative ATPase 


[Arabidopsis 


i thaliana] 




Sea No 


42241 


Seq. ID 


OJ000303_13.0407. 


C4 


Gene No. 


87847 


Strand 






Start 


25187 


End 


28958 




Name 


OJ000303 13.0407.C4.o4.tm 


Method 


TBLASTX: Maize 




Start 


27193 


End 


27514 




GI 


none 


Score 


53 




Exons 


27193. .27231, 27306 .. 27512, 


27307. .27510, 27307 .. 27513, 






27314.. 27514 








Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407. 


C4 


(^pnp Mo 


87847 


Strand 






Start 


25187 


End 


28958 




Name 


OJ000303 13 : 0407 . C4 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


"27967 


End 


28461 




GI 


none 


Score 


105 




Exons 


27967. .28074, 27969 .. 28076, 


28017. .28091, 28080 .. 28178, 






28083. .28169, 28087 .. 28191, 


28088. .28192, 28294 .. 28461, 






28295. .28459, 28296.. 28460 








Seq. No. 


42241 


Seq. ID 


OJ000303_13.0407. 


C4 


Gene No. 


87847 


Strand 






Start 


25187 


End 


28958 




Name 


.OJ000303 13.0407.C4.o2,tc 


Method 


TBLASTX: Cress 




Start 


28306 


End 


28461 




GI 


none 


Score 


166 




Exons 


28306. .28461, 28307. .28459 








Seq. No. 


42242 


Seq. ID 


OJ000303_13.0407, 


C5 


Gene No. 


87848 


Strand 






Start 


1 


End 


1291 




Name 


OJ000303 13.0407.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1291 




GI 


6598864 


Score 


881 




Exons 


1..214, 332. ,482, 610. .824, 


908. .1102, 


1271. .1291 




GI Descrip. 


(AC010556) putative ATPase 


[Arabidopsis 


; thaliana] 




Seq. No. 


42242 


Seq. ID 


OJ000303_13.0407. 


C5 


Gene No. 


87848 


Strand 






Start 


1 


End 


1291 




Name 


OJ000303 13.0407.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


17 


End 


825 




GI 


none 


Score 


93 




Exons 


17. .193, 23. .196, 51. .212, 


329. .484, 329.. 484, 358.-. 486, 






609. .638, 669.-824, 676.-825 
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Seq. No. 42242 Seq. ID 

Gene No. 87848 Strand 

Start 1 End 

Name OJ0G0303_13 . 0407 . C5 . ol , gs Method 

Start 23 End 

GI none Score 
Exons 



OJ000303_13.t)407.C5 

1291 
GENSCAN 
1282 
.94 



23. .214, 332. .482, 610, .824, 908. .1282 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



42242 
87848 
1 

OJ000303_ 
23 

none 
23. .220, 



13.0407.C5.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 13. 0407. C5 



1291 

TBLASTX: 

1042 

133 



Soybean 



54. .215, 79. .222, 329. .484, 329. .484, 334. .486, 



609. .818, 610. .819, 917. .1042, 918. .1004 



[J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



42242 
87848 
1 

OJ000303_13.0407.C5.ol.tm 

107 

none 



Seq. ID OJ000303_13.0407.C5 
Strand 

End 1291 

Method TBLASTX : Mai ze 

End 825 

Score 77 



107. .220, 111. .215, 329. .439, 330. .374, 335.-445, 391, .453, 
440.. 484, 609.. 824, 613.. 645, 670,. 825 



Seq, ID OJ000303_13.0407.C5 
Strand 

End 1291 
Method AAT/GAP 
End 1000 
Score 990 
149. .214, 332. .482, 610. .824, 908. ,1000 

'1652057/dbj IBAA16982I 2.0e-54 (D90902) hypothetical protein 
[Synechocystis sp,]' 



42242 
87848 
1 

OJ000303_13.0407.C5.ol.gp 
149 

uC-osflM202016a08bl 



42243 
87849 
205 

OJ000303_13.0407.C6.ol.gs 

205 

none 

205. .1056 



Seq. ID OJ000303_13.0407.C6 

Strand + 

End 1725 

Method GENSCAN 

End 1056 

Score .94 



Seq. No. 


42243 




Seq, ID 


OJ000303_ 


13. 


0407 


.C6 


Gene No. 


87849 




Strand 


+ 








Start 


205 




End 


1725 








Name 


OJ000303 13.0407 


. C6.ol .np 


Method 


AAT/NAP 








Start 


226 




End 


1666 








GI 


6691217 




Score 


794 








Exons 


226.. 1046, 1135. 


.1666 












GI Descrip. 


{AC007508) F1K23 


.10 [Arabidopsis thaliana] 








Seq. No. 


42243 




Seq. ID 


OJ000303_ 


13. 


0407 


.C6 


Gene No. 


87849 




Strand 


+ 








Start 


205 




End 


1725 








Name 


OJ000303 13.0407 


.C6.o2.gs 


Method 


GENSCAN 









42536 



start 1114" End ' 

GI none Score .95 

Exons 1114.. 1725 



Seq. No. 


42243 


Seq. ID 


OJ000303_ 


13.0407 


.C6 


Gene No. 


87850 


Strand 


+ 






Start 


1978 


End 


3513 






Name 


OJ000303 13.0407.C6.o3.gs 


Method 


GENSCAN 






Start 


1978 


End 


3513 






GI 


none 


Score 


.9 






Exons 


1978.. 1999, 2120.. 2449, 2555 


..2760, 2875.. 3513 






Seq. No. 


42243 


Seq. ID 


OJ000303 


13.0407 


.06 


Gene No. 


87851 


Strand 


+ 






Start 


21768 


End 


26937 






Name 


OJ000303 13.0407.C6.o6.gs 


Method 


GENSCAN 






Start 


21768 


End 


26937 






GI 


none 


Score 


.96 






Exons 


21768. .23435, 24706 .. 25178 , 


25462. .25711, 26479. 


.26937 





Seq. No. 42243 Seq. ID 

Gene No. 87852 Strand 

Start 27087 End 

Name OJ000303_13 . 0407 . C6 . o3 . gp Method 

Start > 27087 ■ End 

GI none Score 

Exons 27087.. 27478 



OJ000303_13.0407.C6 
+ 

27478 
AAT/GAP 
27478 . 
598 



Seq. No. 


42243 






Seq. ID 


OJ000303_13.0407.O6 


Gene No. 


87853 






Strand 




Start 


3183 






End 


3609 


Name 


OJ000303 13.0407 


.06. ol. 


gp 


Method 


AAT/GAP 


Start 


3183 






End 


3609 


GI 


none 






Score 


826 


Exons 


3183. .3609 










Seq. No. 


42243 






Seq. ID 


OJ000303_13.0407.C6 


Gene No. 


87854 






Strand 




Start 


4127 






End 


7856 


Name 


OJ000303 13.0407 


.06.01. 


to 


Method 


TBLASTX:Oress 


Start 


937 






End 


1639 


GI 


none 






Score 


101 


Exons 


937. .1050, 1141. 


.1560, 


1163. 


.1546, 1550.. 1639 


Seq. No. 


42243 






Seq. ID 


OJ000303_13.0407.O6 


Gene No. 


87854 






Strand 




Start 


4127 






End 


7856 


Name 


OJ000303 13.0407 


.06.02. 


gp 


Method 


AAT/GAP 


Start 


3840 






End 


7856 


GI 


1373 1.R1084 






Score 


2843 


Exons 


3840.. 4627, 4889 


. .5002, 


5214 


..5441, 5546. .5689, 7029. .7153, 



7748. .7856 

GI Descrip. '2342719 2.0e-41 (AO002341) SF16 protein isolog [Arabidopsis 
thaliana] ' 



Seq. No. 42243 Seq. ID OJ000303_13 . 0407 . 06 

Gene No. 87854 Strand 



42537 



start 


4127 


End 


7856 




Name 


OJ000303 13.0407.C6.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


3901 


End 


7112 




GI 


none 


Score 


45 




Exons 


3901.. 3930, 3977.. 4003, 4076. 


.4096, 4078. .4122, 


4143. .4211, 




41S0 4?1? 4152 4256 4178 


,4216, 4214.. 4327, 


4229 4300 




4274. .4339, 4312. .4365, 4388. 


.4471, 4391. .4471, 


4457. .4645, 




4459.-4632, 4460. .4645, 4879. 


.4995, 4£ 


J89. .5005, 


4896, .5006, 




5202. .5444, 5269. .5442, 5286. 


.5444, 5535.. 5672, 


5536. .5670, 




5546. .5692, 5546. .5692, 7024. 


.7110, 7024. .7107, 


7029. .7112, 




• 7071. .7112 








Seq. No. 


42243 


Seq. ID 


OJ000303 


_13.0407.C6 




87854 


Strand 






Start 


4127 


End 


7856 




Name 


OJ000303 13.0407.C6.o4.gs 


Method 


GENSCAN 




Start 


4127 


End 


7103 




GI 


none 


Score 


.87 




Exons 


4127.. 4627,. 4889.. 5002, 5214. 


.5384, 5546.-5689, 


7029, ,7103 


Seq. No. 


42243 


Seq. ID 


OJ000303 


_13,0407.C6 


Gene No. 


87854 


Strand 






Start 


4127 


End 


7856 




Name 


OJ000303 13.0407.C6.o2.np 


Method 


AAT/NAP 




Start 


4361- 


End 


7103' . 




GI 


2342719 


Score 


431 




Exons 


4361.. 4582, 4889.. 5002, 5214. 


.5441, 5546. .5644, 


7029. .7103 


GI Descrip. 


{AC002341) putative SF16 protein {Helianthus annuus} 




[Arabidopsis thaliana] 








Seq. No. 


42243 


Seq. ID 


OJ000303 


_13.0407.C6 




87854 


Strand 






Start 


4127 


End 


7856 




Name 


OJ000303 13.0407.C6.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


5202 


End 


7104 




GI 


none 


Score 


82 




Exons 


5202.. 5444, 5546.. 5638, 7030. 


.7104 






Seq. No,, 


42243 


Seq. ID 


OJ000303 


_13.0407.C6 


Gene No. 


87854 


Strand 






Start 


4127 


End 


7856 




Name 


OJ000303 13.0407.C6.ol.tw 


Method 


TBLASTX: 


Wheat 


Start 


5269 


End 


7106 




GI 


none 


Score 


99 




Exons 


5269.. 5397, 5271.. 5444, 5286. 


.5441, 5540. .5671, 


5549. .5653, 




7027.. 7104, 7027.. 7104, 7029. 


.7106, 7071. .7106 




Seq. No. 


42243 


Seq. ID 


OJ000303 


_13.0407.C6 


Gene No. 


87855 


Strand 






Start 


22053 


End 


26709 




Name 


OJ000303 13.0407.C6.o2.tc 


Method 


. TBLASTX : 


Cress 


Start 


22053 


End 


26709 




GI 


none 


Score 


99 




Exons 


22053. .22283, 224 13 .. 22613, 22418 .. 22675, 23130 


. .23261, 




23150. .23260, 23316. . 23393, 23318 .. 23350, 24709 


. .24810, 




24711. .24863, 24829 25005, 24843 .. 24989, 25096 


. .25143, 




26482. .26595, 26644.. 26709 









42538 




Seq. No. 


42243 




Seq. ID 


OJ000303 


_13.0407 


.C6 


Gene No. 


87855 




Strand 








Start 


22053 




End 


26709 






Name 


OJ000303 13. 0407. C6. 


o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


22053 




End 


22556 






GI 


none 




Score 


124 






Exons 


22053. .22289, 22314 . 


.22556 










Seq. No. 


42243 




Seq. ID 


OJ000303 


_13.0407 


.C6 


Gene No. 


87855 




Strand 








Start 


22053 




End 


26709 






Naiae 


OJ000303 13. 0407. C6. 


o3 . tm 


Method 


TBLASTX: 


t^aize 




Start 


24697 ~ 




End 


25143 






GI 


none 




Score 


88 






Exons 


24697. .24810, 24756. 


.24824, 


24835. .25005, 24837 


. .24989, 






25096. .25143 












Seq. No. 


42243 




Seq. ID 


OJ000303 


13. 0407 


.06 


Gene No. 


87856 




Strand 








Start 


27361 




End 


27738 






Name 


OJ000303 13. 0407. 06. 


o2 . tm 


Method 


TBLASTX: 


teize 




Start 


27361 




End 


27738 






GI 


none 




Score 


150 






Exons 


27361. .27498, 27-361. 


.27495, 


27362. .27499, 27366 


. . 27503, 






27483. .27599, 27493. 


.27585, 


27588. .27707/ 27588 


. .27737, 






27589. .27738 












Seq. No. 


42244 




Seq. ID 


OJ000303 


_13.0407 


.09 


Gene No . 


87857 




Strand 








Start 


152 




End 


1724 






Name 


OJ000303 13. 0407. C9. 


ol . gs 


Method 


GENSCAN 






Start 


152 ~ 




End 


1724 






GI 


none 




Score 


.43 






Exons 


152. .717, 735. .1724 












Seq. No. 


42245 




Seq. ID 


OJ000303 


_13.0407 


.015 


Gene No. 


87858 




Strand 








Start 


1 




End 


821 






Name 


OJ000303 13.0407.C15 


. o 1 . rip 


Method 


AAT/NAP 






Start 


1 




End 


821 






GI 


6063557 




Score 


86 






Exons 


1..151, 767. .821 












GI Descrip. 


(AP000615) similar to dJ522J7.2 (Z98885) [Oryza 


sat iva] 




Seq. No. 


42246 




Seq. ID 


OJ000303 


_13.0407 


.026 


Gene No. 


87859 




Strand 


+ 






Start 


114 




End 


211 






Name 


OJ000303 13,0407.C26 


.ol.gp 


Method 


AAT/GAP 






Start 


114 




End 


211 






GI 


LIB3477-003-P1-K1-E9 




Score 


142 






Exons 


114. .211 













GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PREOURSOR (ORY S I) >gi_1173557 (U31771) Ory s L [Oryza 
sativa] ' 

Seq. No. 42246 Seq. ID Oj000303_13 . 0407 . 026 

42539 



Gene No. 


87860 




Strand 


+ 


Start 


2487 




End 


3738 


Name 


OJ000303 13 


.0407.C26.ol.np 


Method 


AAT/NAP 


Start 


2487 




End 


3735 


GI 


7297325 . 




Score 


111 


Exons 


2487. .2530, 


3640. ,3735 






GI Descrip. 


(AE003619) 


CG7224 gene product [Drosophila melanogaster] 


Seq. No. 


42246 






r\ic\c\c\^c\'>. 1 '5 c\AC\n no^^ 

UJUUUJUJ 1 J . U 41 U / . L/ji D 








Strand . 




start 


2487 




End 


3738 


Name 


OJ000303 13 


.0407.C26.ol.gs " 


Method 


GENSCAN 


start 


3370 




End 


3738 


GI 


none 




Score 


.53 


Exons 


3370. .3738 








Seq. No. 


42246 




Seq. ID 


OJ000303_13.0407.C26 


Gene No. 


87861 




Strand 


+ 


Start 


6601 




End 


22143 


Name 


OJ000303 13 


.0407.C26.o3.gs 


Method 


GENSCAN 


Start 


6601 




End 


20716 


GI 


none 




Score 


.94 


Exons 


6601. .6685, 


7508.. 7716, 7809. 


.7920, 8149. .8249, 9402. .9450, 



9652.. 9774, 10675 .. 10824 , 11627 .. 11721 , 11892 .. 12059, 
12162.. 12272, 12352.. 12439, 12993 13059, 13289 ... 13364 , 
13477. .13594, 13706 .. 13951, 14014 14 189, 14774 .. 14 956, 
15049. .15168, 15730. .15818, 17036. . 17134 , 17406 17828 , 
19186. .19311, 20032. ,20716 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000303_13.0407.C26 
+ 

22143 
AAT/NAP 
15217 
1761 



42246 Seq. ID 

87861 Strand 
6601 End 
OJ000303_13.0407 .C26.o2.np Method 
7556 End 
7437845 Score 
7556. .7716, 7854. .7920, 8160. .8249, 9227 .. 9283, 9402 .. 94 50, 
9652.. 9728, 114 94 .. 11533, 11627 .. 11721, 11892 .. 12071 , 
12174. .12272, 12352 .. 12439, 12993 .. 13059, . 13289 .. 13364 , 
13477. .13594, 13706 .. 13951, 14050 .. 14 189, 14774 .. 14 956, 
15049.. 15217 

probable long-chain-fatty-acid — CoA ligase (EC 6.2,1,3) isoform 
2 - rape gi 1 1617270 I emb I CAA64327 . 1 1 (X94 624) acyl-CoA synthetase 
[Brassica napus] 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42246 Seq. ID 

87861 Strand 

6601 End 

OJ000303_13 . 04 07 . C2 6 . o3 . np Method 

16266 End 

7486745 Score 



OJ000303_13.0407.C26 
+ 

22143 
AAT/NAP 
22143 
237 



16266. .16293, 19175 .. 19311, 20032 .. 20368, 22018.. 22143 
hypothetical protein F9D16,280 - Arabidopsis thaliana 
gi I 4454050 I emb I CAA23047.il (AL035394) putative protein 
[Arabidopsis thaliana] gi | 7269230 | emb | CAB81299 . 1 1 (AL161560) 
putative protein [Arabidopsis thaliana] 



Seq. No. 



42246 



Seq. ID OJ000303 13.0407.C26 



42540 



Gene No. 87861 Strand + " 

Start 6601 End 22143 

Name OJ000303_13. 0407.C26.o3.gp Method AAT/GAP 

Start 18286 End 18370 

GI 69953_1.R1084 Score 115 

Exons 18286.. 18370 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. No. 42246 Seq. ID 

Gene No. 87862 Strand 

Start 22912 End 

Name OJ000303_13 . 0407 . C2 6 , o4 . gs Method 

Start 22912 ^ End 

GI none Score 

Exons 22912. .23094 



OJ000303_13.0407.C26 
+ 

23094 
GENSCAN 
23094 
.95 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42246 Seq. ID 

87863 Strand 

4282 End 
OJ000303_13 . 0407 . C2 6 . o2 . gs Method 

4282 End 

none Score 
4282. .4428, 5415. .5813 



OJ000303_13.0407.C26 

5813 
GENSCAN 
5813 
.5 



Seq. No. 42246 Seq. ID 

Gene No. 87864 Strand 

Start 15430 End 

Name OJ000303_13 . 04 07 . C2 6 . o2 . gp Method 

Start 15430 End 

GI none Score 

Exons 15430. .15570 



OJ000303_13,0407.C26 

15570 
AAT/GAP 
15570 
239 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42246 
87865 
18440 

OJ000303_13. 

7604 

none 

7604. .7663, 
9224. .9325, 
11629. .11715 
12159. .12272 
12352. .12450 
13293. .13370 
13704. .13952 
14045. .14167 
15046. .15168 



0407.C26.ol.ts 



7667.. 7717, 7857 
9399.. 9452, 9647 
11892. .12065, 
12176. .12274, 
12356. .12454, 
13476. .13595, 
13705. .13953, 
14759. .14962, 



Seq. ID OJ000303_13.0407.C26 
Strand 

End 18519 

Method TBLASTX : Soybean 

End 15168 

Score 47 
..7910, 7858. .7911, 8145. .8240, 
..9730, 9648. .9737, 11491 ,. 11535, 
11912. .12004, 12158. .12274, 
12351. .12440, 12352. .12450, 
12983. .13054, 13272 .. 13385, 
13477. ,13599, 13504 .. 13596, 
13708. .13956, 14040 .. 14192, 
14773. .14961, 15046 .. 15168, 



Seq. No. 42246 

Gene No. 87865 

Start 18440 

Name OJ000303_13 . 0407 . C2 6 . ol . tm 

Start 12171 

GI none 

Exons 12171. .12272, 
13275. .13385, 



12171. .12272, 
13284. .13370, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12351. .12443, 
13477. .13599, 



OJ000303 13.0407.C26 



18519 

TBLASTX: Maize 
15168 
121 

12352. .12441, 
13479. .13595, 



42541 



13704. .13952, 13705 .. 13953, 14040 14165, 14045 14164 , 
14747. .14950, 14782 .. 14946, 15049. .15168 



Seq, No. 


42246 




Seq. ID 


OJ000303_13.0407 


.C26 


Gene No. 


87865 




Strand 






Start 


18440 




End 


18519 




Name 


OJ000303 13.0407.C26 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


13287 




End 


13917 




GI 


none 




Score 


68 




Exons 


13287. .13385, 13440. 


.13598, 


13470. .13595, 13477 .. 13599, 






■lOTrtii ■lors'iy" t'^'lrtr 

13704. .13916, 13705. 


. 13917 








Seq. No. 


42246 




Seq. ID 


OJ000303_13-0407 


.C26 


Gene No. 


87865 




Strand 






Start 


18440 




End 


18519 




Name 


OJ000303 13.0407.C26 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


13477 




End 


13917 




GI 


none 




Score 


144 




Exons 


13477. .13599, 13482. 


.13595, 


13704. .13916, 13705.. 13917 




Seq. No. 


42246 




Seq. ID 


OJ000303_13.0407 


.C26 


Gene No. 


87865 




Strand 






Start 


18440 




End 


18519 




Name 


OJ000303 13.0407.C26 


.o2.tw 


Method . 


TBLASTX: Wheat 




Start ■ 


13918 




End 


14921 




GI 


none 




Score 


64 




Exons 


13918. .13953, 13918. 


.13950, 


13920. .13952, 14016 .. 14192, 






.14038. .14166, 14045. 


.14170, 


14055. .14189, 14752. .14919, 






14752. .14919, 14753. 


.14920, 


14766. .14921 




Seq. No. 


42246 




Seq. ID 


OJ000303_13.0407 


.C26 


Gene No. 


87865 




Strand 






Start 


18440 




End 


18519 




Name 


OJ000303 13.0407.C26 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


14087 




End 


15168 




GI 


none 




Score 


153 




Exons 


14087. .14170, 14088. 


.14192, 


14774. .14962, 14776 14961, 






15046. .15168, 15046. 


.15168 









Seq. No. 42246 Seq. ID OJ000303_13 . 0407 . C26 

Gene No. 87865 Strand 

Start 18440 End 18519 

Name OJ000303_13 . 0407 .C26. o4 . gp Method AAT/GAP 

Start 18440 End 18519 

GI 69953_1.R1084 Score 106 

Exons 18440. .18519 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone: P0681F10, complete sequence' 



Seq. No. 42247 Seq. ID 

Gene No. 87866 Strand 

Start 147 End 

Name OJ000303_13 . 0407 . C27 . ol . gs Method 

Start 147 End 

GI none Score 

Exons 147.. 195, 381.. 558, 642.. 713 



OJ000303_13.0407.C27 
+ 

716 

GENSCAN 

713 

.92 



42542 




Seq. No. 


42247 


Seq. ID 


OJ000303_13.0407 


.C27 


Gene No. 


87866 


Strand 


+ 




Start 


147 


End 


716 




Name 


OJ000303 13.0407.C27.ol.tm 


Method 


TBLASTX: Maize 




Start 


353 


End 


716 




GI 


none 


Score 


78 




Exons 


353. .469, 380. .466, 452. .562, 


476. .556, 


483. .578, 486.. 


560, 




629. .709, 634. .711, 642. .713, 


642. .716 






Seq. No. 


422.48 


Seq, ID 


OJ000223_11.0405 


.C2 


Gene No. 


87867 


Strand 


+ 




Start 


3063 


End 


11263 




Name 


OJ000223 11.0405.C2.ol.gs 


Method 


GENSCAN 




Start 


3063 


End 


11263 




GI 


none 


Score 


.7 




Exons 


3063.. 3205, 4319.. 4430, 7331. 


.7477, 9425. .9602, 10879.. 


1091 




11109. .11263 








Seq. No. 


42248 


Seq. ID 


OJ000223_11.0405 


.C2 


Gene No. 


87868 


Strand 


- 




Start 


7782 


End 


8509 




Name 


OJ000223 11.0405.C2.ol.np 


Method 


AAT/MAP 




Start 


7782 


End 


8509 




GI 


6815052 


Score 


373 




Exons 


7782.. 7900, 8182.. 8257, 8339. 


.8509 






GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42249 


Seq. ID 


OJ000223_11.0405 


.C5 




87869 


Strand 






Start 


163 


End 


*a ^ O 




Name 


OJ000223 11.0405.C5.ol.gs 


Method 


GENSCAN 




Start 


163 


End 


490 




GI 


none 


Score 


.46 




Exons 


163. .234, 326. .490 








Seq. No. 


42249 


Seq. ID 


OJ000223_11.0405 


.C5 


Gene No. 


87869 


Strand 






Start 


163 


End 


496 




Name 


OJC}00223 11.0405.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


163 


End 


496 




GI 


none 


Score 


95 




Exons 


163. .234, 163. ,234, 164. .235, 


304.-462, 


325. .495, 326.. 


496, 




332. .472, 333. .476 








Seq. No. 


42249 


Seq. ID 


OJ000223_11.0405 


.C5 




87869 


Strand 






Start 


163 


End 


496 




Name 


OJ000223 11.0405.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


163 


End 


490 




GI 


none 


Score 


72 




Exons 


163. .234, 164. .235, 338. .490 








Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87870 


Strand 


+ 




Start 


514 


End 


1753 




Name 


OJ000223 11.0405.C6.ol.gs 


Method 


GENSCAN 




Start 


■514 


End 


1753 





42543 




GI 


none 


Score 


.76 


Exons 


514. .546, 1739. .1753 






Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87871 


Strand 


+ 




8530 


End 


11690 


Name 


OJ000223 11.0405.C6.o3.gs 


Method 


GENSCAN 


Start 


8530 


End 


11690 


GI 


none 


Score 


.68 


Exons 


8530.. 8580, 8804.. 10144, 10223 .. 10657 , 


10733. .10792, 




10890. .10973, 11055. .11210, 


11331. .11690 


Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87872 


Strand 


+ 


Start 


19931 


End 


21554 


Name 


OJ000223 11.0405.C6.o4.np 


Method 


AAT/NAP 


Start 


19931 


End 


20825 


GI 


5852178 


Score 


523 


Exons 


19931. .20229, 20261 .. 20365, 


20730. .20825 


GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87872 


Strand 


+ 


Start 


19931 


End 


21554 


Name 


OJ000223 11.0405.C6.o5.np 


- Method 


AAT/NAP 


Start 


20001 


End 


21554 


GI 


6063554 


Score 


177 


Exons 


20001. .20217, 20680. .20708, 


21378. .21554 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene . ; hypothetical 




protein [Oryza sativa] 






Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87873 


Strand 


+ 


Start 


24818 


End 


25128 


Name 


OJ000223 11.0405.C6.ol.gp 


Method 


AAT/GAP 


Start 


24818 


End 


25128 


GI 


61605 3.R1084 


Score 


424 


Exons 


24818. .25128 






GI Descrip. 


•1402920/emb|CAA66965| 2.0e- 


-20 (X98321) 


peroxidase [Arabidop 




thaliana] ' 






Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 




87874 


Strand 


+ 


start 


25706 


End 


26847 


Name 


OJ000223 11.0405.C6.o5.gs 


Method 


GENSCAN 


Start 


25706 


End 


26847 


GI 


none 


Score 


.95 


Exons 


25706. .25784, 26465.. 26847 






Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87875 


Strand 


+ 


Start 


34795 


End 


39207 


Name 


OJ000223 11.0405.C6.o7.np 


Method 


AAT/NAP 


Start 


34795 


End 


39207 


GI 


6983860 


Score 


4427 


Exons 


34795. .35897, 36142 .. 36339, 


37614. .39207 



42544 



GI Descrip. 



(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
{AF061282) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42250 
87876 
39497 

OJ000223__11.0405.C6.ol0.np 
39497 
5852178 

39497. .39565, 39964 .. 40183, 
(AL117265) zhbOOOS.l [Oryza sativa] 



Seq. ID OJ000223_11.0405.C6 

Strand + 

End 42479 

Method AAT/NAP 

End 40785 

Score 361 
40215. .40327, 40690.. 40785 



42250 Seq. ID 

87876 Strand 

39497 End 

OJ000223_11 . 0405 . C6 . oil . np Method 

40530 End 

4680186 Score 
40530. .40574, 42274.. 42479 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000223_11. 0405. C6 
+ 

42479 
AAT/NAP 
42479 
239 



42250 Seq, ID 

87877 Strand 

3825 End 

OJ000223_11 . 04 05 . C6 . o2 . gs Method 

3825 End 

none Score 
3825. .4412 



OJ000223_11.0405.C6 

4412 
GENSCAN 
4412 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42250 Seq. ID OJ000223_11 . 0405 . C6 

87878 Strand 

13862 End 16086 

OJ000223_11 . 0405 . C6 . ol . np Method AAT/NAP 

13862 End 16086 

7248394 Score 1729 

13862. .14896, 15164.. 16086 

{AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165.) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42250 Seq. ID 

87879 Strand 

16498 End 

OJ000223__11 . 04 05 . C6 . o2 . np Method 

16498 End 

7543898 Score 



OJ000223_11.0405.C6 

19257 
AAT/NAP 
19257 
53 



16498. .16636, 17314 .. 174 64 , 19236.. 19257 
(AL138645) putative protein [Arabidopsis thaliana] 



42250 Seq. ID 

87879 Strand 

16498 End 

OJ000223_11 . 04 05 . C6 . o3 . np Method 

18417 End 

7248393 Score 



OJ000223_11.0405.C6 

19257 
AAT/NAP 
19151 
394 



42545 



Exons 18417, .18704, 18783 19151 

GI Descrip. (AP001389) hypothetical protein [Oryza sativa] 



Seq. No. 42250 

Gene No. 87880 

Start 22627 

Name OJ000223_11 . 0405 . C6 , o6 . np 

Start 22627 

GI 6539553 

Exons 22627. .23612, 24499. .24793, 
27784. .28656, 30017 .. 30348, 

GI Descrip. (AP000836) Similar to Oryza 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.24960. .25461, 



OJ000223 11. 0405. C6 



31508 
AAT/NAP 
31508 
3157 

26503. 



,27367, 



31462. .31508 

australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi I 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


QT QQ 1 
O / OO 1 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o6. ts 


Method 


TBLASTX : Soybean 




Start 


12162 




End 


12407 




GI 


none 




Score 


113 




Exons 


12162. .12407, 12268. 


.12405 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No . 


O T O O 1 

o /oo 1 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


12498 




End 


38829 




GI 


none 




Score 


693 




Exons 


12498. .12872, 38203. 


.38829, 


38205. .38708, 38760.. 38828 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44 605 




Name 


OJ000223 11. 0405. C6. 


o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12840 




End 


38406 




GI 


none 




Score 


87 




Exons 


12840. .13148, 12928. 


.•13044, 


38248. .38406 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11.0405,06. 


ol2. tw 


Method 


TBLASTX: Wheat 




Start 


12918 




End 


13310 




GI 


none 




Score 


108 




Exons 


12918. .12974, 13005. 


.13112, 


13146. .13310 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o9.tm 


Method 


TBLASTX: Maize 




Start 


13005 




End 


13361 




GI 


none 




Score 


212 




Exons 


13005. .13361 











Seq. No. 42250 Seq. ID OJ000223_11 . 04 05 . C6 

42546 






ft 7 R ft 1 
0 / t3 0 X 




Strand 




Start 


38546 




End 


44605 


Name 


. OJ000223 11. 0405. C6. 


oll.tw 


Method 


TBLASTX: Wheat 


Start 


13476 




End 


13838 


GI 


none 




Score 


61 


Exons 


13476. .13838, 13591. 


.13728, 


13762. .13827 


Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


Gene No. 


87881 




Strand 






00 O 4 0 




End 


44605 


Name 


OJ000223 11. 0405. C6. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


13600 




End 


14012 


GI 


none 




Score 


130 


Exons 


13600. .13854, 13602. 


.13853, 


13875. .13931, 13875 .. 14012 , 




13879. .14010 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


Gene No. 


87881 




Strand 






0 0 J *1 w 




End 


44605 


Name 


OJ000223 11. 0405. C6. 


o3. tw 


Method 


TBLASTX: Wheat 


Start 


13935 




End 


37630 


GI 


none 




Score 


107 


Exons 


13935. ,14063, 37206. 


.37316, 


37208. .37315, 37315 .. 37623, 




37316. .37630, 37322. 


.37630 






Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


oene wo . 


QT Q ft 1 
0 / 0 0 J. 




Strand 




Start 


38546 




End 


44605 


Name 


OJ000223 11. 0405. 06. 


o3 . tm 


Method 


TBLASTX: Maize 


Start 


13938 




End 


37630 


GI 


none 




Score 


418 


Exons 


13938. .14171, 37309. 


.37623, 


37310. .37630 


Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


Gene No. 


87881 




Strand 






0 0 0 fx D 




End 


44605 


Name 


OJ000223 11. 0405. C6. 


06 . tw 


Method 


TBLASTX: Wheat 


Start 


14217 




End 


37205 


GI 


none 




Score 


63 


Exons 


14217. .14351, 14352. 


.14600, 


36917. .37009, 36922 37197 , 




36941. .37204, 36942. 


.37205, 


36945. .37205 


Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


Gene No. 


87881 




Strand 




0 uar L 






End 


44605 


Name 


OJ000223 11. 0405. C6. 


o2. tm 


Method 


TBLASTX: Maize 


Start 


14319 




End 


37172 


GI 


none 




Score 


53 


Exons 


14319. .14399, 14320. 


.14400, 


14388. .14759, 14397 .. 14759, 




36747. .36878, 36747. 


.36911, 


36959. .37033, 36960.. 37172 


Seq. No. 


42250 




Seq. ID 


OJ000223__11.0405 


Gene No. 


87881 




Strand 




Start 


38546 




End 


44605 


Name 


OJ000223 11. 0405. C6. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


14403 




End 


37190 


GI 


none 




Score 


57 



42547 




Exons 


14403. .14663, 36795. 


.36827, 


36795. .36827, 36831 .. 36884, 






36833. .36874, 36939. 


.37190, 


36947, .37084 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






o t ai u 






End 


44605 




Name 


OJ000223 11. 0405. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14652 




End 


36854 




GI 


none 




Score 


529 




Exons 


14652. .14765, 14781. 


.15008, 


36371. .36673, 36372 .. 36854 , 






36483. .36851 










Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.06 


osne iNo . 


0 / u o X 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o7 . ts 


Method 


TBLASTX : Soybean 




Start 


14829 




End 


36683 




GI 


none 




Score 


103 




Exons ' 


14829. .14963, 14970. 


.15194, 


36549. .36683 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.06 


oene ino • 


o / O 0 J. 




Strand 






Start 


3854 6 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


14844 




End 


36673 




GI 


none 




Score 


328 




Exons 


14844. .15002, 36381. 


.36671, 


36431. .36673 




Seq. No. 


42250 




Seq- ID 


OJ000223_11.0405 


.06 


Liene wo . 


O / oO 1 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o9.ts 


Method 


TBLASTX : Soybean 




Start 


15604 




End 


15942 




GI 


none 




Score 


197 




Exons 


15604. .15942 










Seq. No. 


42250 . , 




Seq. ID 


OJ000223_11.0405 


.06 




O / O O J. 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o5.tw 


Method 


TBLASTX: Wheat 




Start 


22763 




End 


23245 




GI 


none 




Score 


348 




Exons 


22763. .23149, 22801. 


.23148, 


23164. .23238, 23168. .23245 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.06 


osne iNo . 


ft P 1 
o / o o 1 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


22876 




End 


23241 




GI 


none 




Score 


93 




Exons 


22876. .23127, 23119. 


.23241 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.06 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


p8.tm 


Method 


TBLASTX: Maize 




Start 


23111 




End 


23419 





42548 




GI 


none 




Score 


172 




Exons 


23111. .23419, 23113. 


.23328 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223_11 . 0405.C6. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


23245 




End 


23596 




GI 


none 




Score 


84 




Exons 


23245. .23589, 23390. 


,23596 








Seq. No. 


42250 




Seq. ID 


OJ000223_11. 0405 


.C6 


Gene No . 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


olO. ts 


Method 


TBLASTX: Soybean 




Start 


24500 




End 


24721 




GI 


none 




Score 


107 




Exons 


24500. .24721, 24555. 


.24719 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223_11 . 0405,C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


27787 




End 


28108 




GI 


none 




Score 


334 




Exons 


27787. .28101, 27791. 


.28078, 


27854. .28108 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No . 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


30003 




End 


30277 




GI 


none 




Score 


114 




Exons 


30003. .30254, 30019. 


.30222, 


30023. .30277, 30024.. 30269 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


,C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223_11. 0405.C6. 


olO. tw 


Method 


TBLASTX: Wheat 




Start 


30026 




End 


30286 




GI 


none 




Score 


177 




Exons 


30026. .30286, 30027. 


.30278 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No . 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223_11 . 0405.C6. 


o8 . tw 


Method 


TBLASTX: Wheat 




Start 


34972 




End 


35331 




GI 


none 




Score 


281 




Exons 


34972. .35331, 34998. 


.35075, 


35005. .35328, 35175.. 35330 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


35897 




End 


36239 




GI 


none 




Score 


146 





42549 



Exons 



35897. ,36058, 36057.. 36239 



Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


o /ooi 




Strand 








O Q C y1 C 




End 


44605 




Name 


UJUUUzZo II. U4U0.bD. 


o2 . tw 


Method 


TBLASTX: Wheat 




otart 


J / O /U 




End 


38196 




bl 


none 




Score 


177 




Exons 


TTi^Tn TTOOT "3 "7 Q Q Q 

J / D /U . . J / o y I , o/ooo. 


o Q 1 n 

- ooiyo, 


37914. .38192 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No . 


Q 7 Q Q 1 

0 fool 




Strand 






Start 






End 


44605 




Name 


OJUUU^^:J II.U4Uo.Cd. 


ol . tc 


Method 


TBLASTX: Cress 




otarr 


rjT Q Q o 




End 


38220 






none 




Score 


96 




Exons 


QTQDO TQm^: "^onT? 


Q Q o o n 


38079. .38219 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No . 


Q T Q O 1 




Strand 






Start 


o Q c >i £r 




End 


44605 




Name 


UJUUUZZo II. U4U0. bo. 


Oo . CS 


Method 


TBLASTX : Soybean 




Start 






End 


38244 




GI 


none 




Score 


290 




Exons 


j/yo4. .Jbz44, o/yo/. 


O O O "3 c 

. oozoo, 


37989.. 38243 




Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


r^^mn XT A 

Gene No . 


Q T Q Q 1 

o /oo I 




Strand 






Start 


o o c / ^ 




End 


44605 




Name 


OJUUU^iZJ II.04L)O.Cd. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 






End 


38333 




GI 


none 




Score 


395 




Exons 


oor*>io ooovio oorixvi 

ooU4o . . Joz:4 J, ooU44. 


O O O O 1 

. obool. 


38262. .38333 




Seq. No. 


42250 




Seq. ID 


OJ000223_I1.0405 


.C6 


Gene No. 


87881 




Strand 






otarc 


0004 0 




End 


44605 




Name 


Q<J\j\j\}/,c6 11.U4Uo.Cd. 


ol . tm 


Method 


TBLASTX: Maize 




otart 






End 


38967 




bi 


none 




Score 


100 




Exons 


•QQTQO "^QROQ •5Q'3QO 

OO Joz . . Joozo , ooooZ. 


O Q C Q T 

. OOOO / , 


38383. .38544, 38541 .. 38672, 






■^Qt^/IO "SOQC? "^Q^^QO 

ooo4z . . OO y D / , oobyo. 


. Ooy4D, 


38760. .38966 




oeq. NO. 


/I O O C A 




Seq. ID 


OJ000223_11.0405 


. bb 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


L;JU^JU^:Zo II. U4UD. bo. 


o7 . gs 


Method 


GENSCAN 




Start 


ooo4 b 




End 


44450 




GI 


none 




Score 


.51 






38546 38649, 38970 


39125, 


39619. .39896, 39924 .. 40274 , 






40297. .40462, 42892. 


.42973, 


43402. .43507, 43513 .. 43984 , 






44184. .44286, 44292. 


.44450 








Seq. No. 


42250 




Seq. ID 


OJ000223_11.0405 


.C6 


Gene No. 


87881 




Strand 






Start 


38546 




End 


44605 




Name 


OJ000223 11. 0405. C6. 


o9.np 


Method 


AAT/NAP 





42550 




start. 


38601 


End 


41256 


GI 


5852179 


Score 


302 


Exons 


38601. .38660, 39924 .. 40136, 


40211. .40418, 41236. .41256 


GI Descrip. 


(AL117265) 2hb0009.1 [Oryza 


sativa] 




Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene no. 


Q T Q Q 1 


Strand 




Start 


38546 


End 


44605 


Name 


OJ000223 11.0405.C6.o7.tw 


Method 


TBLASTX: Wheat 


Start 


38829 


End 


39162 


GI 


none 


Score 


338 


Exons 


38829. .39110, 38830 39162, 


38980. .39141 


Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87881 


Strand 




Start 


38546 


End 


44605 


Name 


OJ000223 11.0405.C6.o3.gp 


Method 


AAT/GAP 


Start 


42027 


End 


42407 


GI 


uC-osflcyp033a04bl 


Score 


662 


Exons 


42027. .42407 






GI Descrip. 


'6016845/dbj | AP000570 . 1 1 AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, .chromosome 1, clone : P0711E10' 




Seq. No. 


42250 


Seq. ID 


OJ000223_11.0405.C6 


Gene No. 


87881 


Strand 




Start 


38546 


End 


44605 


Name 


OJ000223 11.0405.C6.ol2.np 


Method 


AAT/NAP 


Start 


42872 


End 


44605 


GI 


6907087 


Score 


964 


Exons 


42872. .42973, 43513 .. 44189, 


44236. .44605 


GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 {E2215 ) correspond to a 




region of the predicted gene 


. ; hypothetical protein [Oryza 




sativa] 






Seq. No. 


42251 


Seq. ID 


OJ000223_11.0405.C7 


Gene No. 


87882 


Strand 


+ 


Start 


4721 


End 


7751 


Name 


OJ000223 11.0405-C7.o2.gs 


Method 


GENSCAN 


Start 


4721 


End 


7751 


GI 


none 


Score 


.56 


Exons 


4721.. 4809, 5290.. 5461, 5595 


..5724, 6001. .6043, 6398. .6573, 




7744. .7751 






Seq. No. 


42251 


Seq. ID 


OJ000223_11.0405.C7 


Gene No . 


87883 


Strand 


+ 


Start 


10834 


End 


15746 


Name 


OJ000223 11.0405.C7.o4.gs 


Method 


GENSCAN 


Start 


10834 


End 


12393 


GI 


none 


Score 


.66 


Exons 


10834. .10984, 11637 .. 11705, 


12181. .12299, 12313. .12393 


Seq. No. 


42251 


Seq. ID 


OJ000223_11.0405.C7 


Gene No. 


87883 


Strand 


+ 


Start 


10834 


End 


15746 


Name 


OJ000223 11.0405.C7.o2.np 


Method 


AAT/NAP 


Start 


12232 


End 


15746 


GI 


7363272 


Score 


257 



42551 



Exons 


12232. .12300, 13031 .. 13633, 


13791. .13848., 15726. 


.15746 




GI Descrip. 


{AP001552) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


.C7 


Gene No. 


87884 


Strand 








Start 


1204 


End 


3947 






Name 


OJ000223 11.0405.C7.ol.np 


Method 


AAT/NAP 






Start 


1204 


End 


3947 






GI 


4388821 


Score 


361 






Exons 


1204. .1260, 1378. .2008, 2098 


..2221, 2307. .2527, 


3894. .3947 


GI Descrip. 


{AC006528) Mutator-like transposase [Arabidopsis 


thaliana] 


Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


.C7 


Gene No. 


87885 


Strand 








Start 


9282 


End 


9911 






Name 


OJ000223 11.0405.C7.o3.gs 


Method 


GENSCAN 






Start 


9282 


End 


9911 






GI 


none 


Score 


.82 






Exons 


9282.. 9596, 9602.. 9796, 9891 


. .9911 








Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


.C7 


Gene No. 


87886 


Strand 








Start 


13162 


End 


17206 






Name 


OJ000223 11.0405.C7.o5.gs 


Method 


GENSCAN 






Start 


13162 ; 


End 


17206 






GI 


none 


Score 


.68 






Exons 


13162. .13301, 13350. .13445, 


14782. .14943, 14979. 


.14979, 






15118. .15211, 15331. .15644, 


15785. .16175, 16628. 


.16768, 






17181. . 17206 










Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


-C7 


Gene No. 


87887 


Strand 








Start 


19525 


End 


28312 






Name 


OJ000223 11.0405.C7.o6.gs 


Method 


GENSCAN 






Start 


19525 


End 


28312 






GI 


none 


Score 


.66 






Exons 


19525. .19728, 19809. .20224, 


20320. .20531, 20891. 


.20996, 






21045. .21368, 21454. .21704, 


23810. .23936, 28177. 


.28312 




Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 




Gene No. 


87888 


Strand 








Start. 


29234 


End 


33417 






Name 


OJ000223 11.0405.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


1772 


End 


1947 






GI 


none 


Score 


73 






Exons 


1772.. 1885, 1776.. 1886, 1887 


..1946, 1888. .1947 






Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


.C7 


Gene No. 


87888 


Strand 








Start 


29234 


End 


33417 






Name 


OJ000223 11.0405.C7.o7.gs 


Method 


GENSCAN 






Start 


29234 


End 


33417 






GI 


none 


Score 


.69 






Exons 


29234.-29239, 29522 .. 29890, 


31033. .31217, 32245. 


.32598, 






33322. .33417 










Seq. No. 


42251 


Seq. ID 


OJ000223_ 


11.0405 


.C7 



42552 



Gene No. 87888 

Start 29234 

Name OJ000223_11 . 0405 . C7 , 

Start 30698 

GI none 

Exons 30698. .30808, 30701, 

30878. .31048, 30883. 

31120. .31197, 31120. 

32243. .32311, 32244. 

32363. .32545, 32364. 

33308. .33409, 33320. 



ol .tm 



.30808, 
.31062, 
.31218, 
.32288, 
.32513, 
.33409, 



Strand 

End 33417 

Method TBLASTX: Maize 

End 33413 

Score 82 
30876. .30953, 30876. . 31037, 
30925. .'31065, 3104 9 .. 31120, 
31121. .31219, 31121. .31222, 
32309. .32386, 32310 32387, 
32365. .32526, 32561 .. 32599, 
33321. .33410, 33321.. 33413 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42252 Seq. ID 

87889 Strand 

1 End 

OJ000223__11 . 0405 . C13 . ol . np Method 

1 End 

7446252 Score 



OJ000223_11.0405.C13 
+ 

1367 
AAT/NAP 
1367 
668 



1..21, 359. .479, 946. .1133, 1220. .1367 

hypothetical protein OSH45 - rice gi | 1805618 | dbj | BAA08553 . 1 | 
(D49704) OSH45 transcript [Oryza sativa] 



Seq. No. 42252 Seq. ID 

Gene No. 87889 ' Strand 

Start 1 End 

Name OJ000223_11 . 0405 . C13 . ol . tc Method 

Start 358 End 

GI none Score 
Exons 



OJ000223_11.0405.C13 
+ 

1367 

TBLASTX: Cress 

1360 

182 



358. .480, 359. .463, 390. .479, 391. .480, 924. .1043, 1065. .1133, 
1203. .1340, 1216. .1344, 1217. .1360, 1218. .1340, 1273. .1353 



Seq. No. 42252 

Gene No. 87889 

Start 1 

Name OJ000223_11 . 0405 .C13 .ol. ts 

Start 358 

GI none 
Exons 



Seq. ID OJ000223_11.0405.C13 

Strand- + 

End 1367 

Method TBLASTX : Soybean 

End 1360 

Score 178 



358. .480, 359. .463, 362. .481, 385. .480, 924. .1064, 940. .1005, 
942. .1043, 1039. .1134, 1065. .1133, 1217. .1360, 1217. .1258, 
1218.. 1322, 1273.. 1353 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42252 
87889 
1 

OJ000223_11.0405.C13.o2.tw 

358 

none 



Seq. ID OJ000223_11.0405.C13 



Strand 
End 

Method 

End 

Score 



+ 

1367 

TBLASTX: Wheat 

1028 

177 



358. .480, 359. .460, 362. .484, 363. .479, 924. .1028 



Seq. No. 42252 

Gene No. 87889 

Start 1 

Name OJ000223_11 . 0405 , C13 . ol . tm 

Start 358 

GI none 
Exons 



Seq. ID OJ000223_11.0405.C13 



Strand 
End 

Method 

End 

Score 



+ 

1367 

TBLASTX: Maize 

1360 

96 



358. .411, 359. .412, 411. .461, 413. . 460, 413. .484, 924. .1028, 
942.. 1028, 1038. .1064, 1071. .1133, 1217.. 1360, 1273.. 1353 



42553 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42252 
87889 
1 

OJ000223_11 . 0405 . C13 . ol . gs 

359 

none 



Seq. ID OJ000223_11.0405.C13 

Strand , + 

End 1367 

Method GENSCAN 

End 1351 

Score . 97 



359. .479, 946. .1133,. 1220. .1351 



42252 
87889 
1 

OJ000223_11.0405.C13.ol.tw 

1038 

none 



Seq. ID OJ000223_11.0405.C13 

Strand + 

End 1367 

Method TBLASTX : Wheat 

End 1360 

Score 126 



1038. .1133, 1217. .1360, 1273. .1353 



42253 
87890 
1 

OJ000223_11 . 0405 . C14 . ol . np 
1 

7446253 
1..29, 359. .495, 646. .670 

probable homeobox protein - rice gi 1 1805617 | dbj | BAA08552 . 1 1 
(D49704) OSH44 transcript; homeobox gene [Oryza sativa] 



Seq. ID OJ000223_11.0405.C14 

Strand + 

End 1012 

Method AAT/NAP. 

End 670 

Score 226 



42253 
87890 
1 

OJ000223_11.0405.C14.ol.gp 
335 

2872_1.R1084 
335.-495, 589.. 1012 

•1805617/dbj IBAA08552 I 4.0e-17 (D49704) OSH44 transcript; 
homeobox gene [Oryza sativa] ' 



Seq. ID OJ000223_11.0405.C14 

Strand + 

End 1012 

Method AAT/GAP 

End 1012 

Score 1045 



Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405 


.C14 


Gene No. 


87891 




Strand 


+ 




Start 


2347 




End 


3116 




Name 


OJ000223 ll.0405.C14.o2 


. np 


Method 


AAT/NAP 




Start 


2347 




End 


3116 




GI 


4680183 




Score 


170 




Exons 


2347. .2417, 3027.. 3116 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 




Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405 


.C14 


Gene No. 


87892 




Strand 






Start 


915 




End 


8081 




Name 


OJ000223 11.0405.C14,ol 


.tc 


Method 


TBLASTX: Cress 




Start 


358 




End 


617 




GI 


none 




Score 


187 




Exons 


358. .495, 359. .460, 361 


..495, 573. .617 






Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405 


.C14 


Gene No. 


87892 




Strand 






Start 


915 




End 


8081 





42554 



Name 


OJ000223 ll.0405.C14.ol. 


,ts - 


Method 


TBLASTX: Soybean 


Start 


358 




End 


495 


GI 


none 




Score 


187 


Exons 


358. .495, 359. .460 








Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405.C14 


Gene No. 


87892 




Strand 




Start 


915 




End 


8081 


Name 


OJ000223 ll.0405.C14.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


358 




End 


498 


GI 


none 




Score 


187 


Exons 


358. .498, 359. .460, 361. 


.495 






Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405.C14 


Gene No. 


87892 




Strand 




Start 


915 




End 


8081 


Name 


OJ000223 ll.0405.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


358 




End 


498 


GI 


none 




Score 


184 


Exons 


358. .498, 359. .460, 364. 


.468 






Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405.C14 


Gene No. 


87892 




Strand 




Start 


915 




End 


8081 


Name 


OJ000223 ll.0405.C14.o3. 


np 


Method 


AAT/NAP 


Start 


915 




End 


8081 


GI 


1150834 




Score 


77 


Exons 


915, .962, 4451. .4516, 4792.. 


4966, 7017 


..7135, 7989. .8081 


GI Descrip. 


(U42471) Wiscott-Aldrich Syndrome protein homolog [Mus musculus] 


Seq. No. 


42253 




Seq. ID 


OJ000223_11.0405.C14 


Gene No. 


87892 




Strand 




Start 


915 




End 


8081 


Name 


OJ000223 ll.0405.C14.o2. 


gs 


Method 


GENSCAN 


Start 


4000 




End 


7162 


GI 


none 




Score 


.67 


Exons 


4000. .4145, 4194. .4259, 


4352 


..4542, 6247. .6375, 7116. .7162 


Seq. No. - 


, 42254 




Seq. ID 


OJ000223_11.04 05.C15 


Gene No. 


87893 




Strand 


+ 


Start 


1255 




End 


1548 


Name 


OJ000223 ll.0405.C15.ol. 


gp 


Method 


AAT/GAP 


Start . 


1255 




End 


1548 


GI 


3763666 




Score 


544 


Exons 


1255. .1548 








Seq. No. 


42254 




Seq. ID 


OJ000223_11.0405.C15 


Gene No. 


87894 




Strand 




Start 


64 




End 


372 


Name 


OJ000223 ll.0405.C15.ol. 


gs 


Method 


GENSCAN 


Start 


64 




End 


372 


GI 


none 




Score 


.41 


Exons 


64. .372 








Seq. No. 


42254 




Seq. ID 


OJ000223_11.0405.C15 


Gene No. 


87895 




Strand 




Start 


1532 




End ^ 


3193 



42555 



Name 

Start 

GI 

Exons 



OJ000223_11.0405.C15.o2.gs Method GENSCAN 

1532 End 3193 

none Score . 9 
1532.. 1978, 3110.. 3193 



Seq. No. 42255 Seq. ID OJ000223 

Gene No. 87896 Strand + 

Start 410 - End - 3795 

Name OJ000223_11 . 0405 . C16 . ol . gs Method GENSCAN 

Start 410 End 3795 

GI none Score .66 

Exons 410.. 733, 2224.. 2408, 2827.. 3278, 3326.. 3795 



11.0405.C16 



Seq. No. 42255 Seq. ID 

Gene No. 87897 Strand 

Start 6069 End 

Name OJ00022 3_1 1 . 04 05 . CI 6 . o2 . gs Method 

Start 6069 End 

GI none Score 

Exons 6069.. 6201, 6653.-6669 

Seq. No. 42255 Seq. ID 

Gene No. 87898 Strand 

Start 7852 End 

Name OJ000223_11 . 0405 . C16.o4 . tm Method 

Start 266 End 

GI none Score 

Exons 266.. 592 



OJ000223_11.0405-C16 
+ 

6669 
GENSCAN 
6669 
.41 



OJ000223_11.0405.C16 
10053 

TBLASTX: Maize 

592 

216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start, 

GI • 

Exons 



42255 Seq. ID 

87898 Strand 

7852 End 

0 JOOO 2 2 3_1 1.0405.C16.o2.tm Method 

3495 End 

none Score 



OJ000223_11.0405.C16 
10053 

TBLASTX :Maize 

3881 

170 



3495. .3545, 3502.. 3705, 3526.. 3705, 3537.. 3713, 3557 
3707.. 3853, 3715.. 3852, 3721.. 3855, 3798.. 3881 



42255 Seq. ID 

87898 Strand 

7852 End 10053 
OJ000223_11 . 0405 . CI 6 . o3 . gs Method GENSCAN 

7852 End 10053 

none Score .99 
7852. .10053 



3712, 

OJ000223 11.0405.C16 



Seq. No. 


42255 






Seq. ID 


OJ000223_11.0405 


.C16 


Gene No. 


87898 






Strand 






Start 


7852 






End 


10053 




Name 


OJ000223 11 


.0405 


.CI6.0I. tm 


Method 


TBLASTX: Maize 




Start 


8521 






End 


8887 




GI 


none 






Score 


111 




Exons 


8521.. 8841, 


8531 


..8689, 8741. 


.8887 






Seq. No. 


42255 






Seq. ID 


OJ000223_11.0405 


.C16 


Gene No. 


87898 






Strand 






Start 


7852 






End 


10053 





42556 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 



OJ000223_11 . 0405 . C16 . o3 . tm Method 
9001 End 
none Score 
9001. .9414, 9077. .9403, 9412. .9450 



TBLASTX: Maize 

9450 

110 



42256 Seq. ID 

87899 Strand 

496 End 

OJ000223_11.0405.C19.ol.gp Method 

496 End 

uC-osflM202123c0.7bl Score 
496. .848, 1389. .1528 

•3617770/emb|CAA74705| 2.0e-20 (Y14329) threonyl-tRNA synthetase 
[Arabidopsis thaliana] ' 



OJ000223_11.0405.C19 
+ 

8275 
AAT/GAP 
1528 
951 



42256 
87899 
496 

OJ000223_11.0405.C19.ol.np 
619 

3617770 



Seq. ID OJ000223_11.0405.C19 

Strand + 

End 8275 

Method AAT/NAP 

End 8275 

Score 1858 



619. .848, 1389. .1626, 1792. .1851, 1943,.2032, 2243. .2317, 
2643. .2771, 2854. .2943, 3443. .3531, 3625, .3721, 3836. .3922, 
4026. .4110, 5515,-5609, 5710^.. 5742, 6068. .6154, 7099. .7191, 
7759.. 7851, 7930.. 8275 

(Y14329) threonyl-tRNA synthetase [Arabidopsis thaliana] 



42256 
87899 
496 

OJ000223_11.0405.C19.ol.gs 

646 

none 



Seq. ID OJ000223_11,0405.C19 

Strand + 

End 8275 

Method GENSCAN 

End 8151 

Score .82 



646. .848, 1389. ,1626, 1943. .2032, 2643. .2771, 2854. .2943, 
3836., 3922, 4026.. 4110, 4690.. 4905, 5515.. 5609, 5710.. 5742, 
6068. ,6154, 7099. .7191, 7759. .7851, 7930. .8151 



42256 
87899 
496 

OJ000223_11.0405.C19.ol.tc 
730 



none 

730. ,849, 
1789, ,1851, 



OJ000223_11.0405.C19 
+ 

8275 

TBLASTX: Cress 

8157 

77 



1336. , 
1794 
2614 
3431 
3833 
5710 

7759,. 7854, 7764 



2242, ,2316, 
2854, ,2943, 
3827, ,3925, 
5514. .5630, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1359, 1362. .1622, 1387, .1626, 1399. ,1635, 
..1850, 1940. .2056, 1942, .2025, 2240. .2329, 
..2748, 2636.. 2770, 2637., 2771, 2853., 2927, 
..3529, 3443.-3529, 3622.. 3723, 3623.. 3724, 
..3922, 4025. .4108, 4026. ,4109, 5513. .5629, 
..5745, 6065. .6154, 7098. .7187, 7099. ,7185, 
..7853, 7924. .8157, 7924. ,8121, 8025. .8153 



42256 
87899 . 
496 

OJ000223_11.0405.C19.o2.tm 

732 

none 



Seq. ID OJ000223_11,0405.C19 

Strand + 

End 8275 

Method TBLASTX : Mai ze 

End 3903 

Score . 103 



42557 



Exons 



732. .848, 738. .848, 742.-849, 1386. .1625, 1386. .1532, 



1387. .1626, 1390. .1638, 1789. .1851, 1791. 

1940.. 2056, 1941.. 2051, 2236.. 2316, 2237, 

2637. .2759, 2642. .2746, 2748. .2771, 2849. 

2854. .2940, 2866. .2949, 3435. .3530, 3443. 

3623.-3724, 3821. .3901, 3827. .3901, 3834. 
3835. .3903 



.1850, 1796. .1852, 

.2329, 2243.. 2326, 

.2947, 2850.. 2948, 

.3526, 3616. .3723, 

.3902, 3835.. 3903, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42256 



Seq. ID OJ000223 11.0405.C19 



87899 Strand 
4 96 End . 

OJ000223_11 . 04 05 . C19 . o3 . ts Method 
742 End 
none Score 
742. .849, 1386. .1526, 1387. .1527 



+ 

8275 

TBLASTX : Soybean 

1527 

91 



42256 
87899 
496 

OJ000223_11, 

1528 

none 

1528. .1626, 
2236. .2316, 
2850. .2948, 
3623. .3724, 
4019. .4111, 
5708. .5746, 
7099. .7194 



0405.C19.o2.ts 



1789. .1851, 1791. 

2237.. 2329, 2637. 

2854. .2943, 3443. 

3827.. 3925, 3827. 

4019. .4108, 4023. 

5710.. 5745, 6065. 



Seq. ID OJ000223_11.0405.C19 

Strand + 

End 8275 

Method TBLASTX : Soybean 

End 7194 

Score 156 

.1862, 1791. .1856, 1946. .2056, 
.2771, 2637. .2753, 2642. .2767, 
.3526, 3579.. 3722, 3616.. 3723, 
.3916, 3844. .3945, 4011. .4109, 
.4121, 5513. .5611, -5514. .5630, 
.6154, 6067. .6153, 7098. .7190, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42256 
87899 
496 

OJ000223_11.0405.C19.o2.gp 
2657 

17764_1.R1084 

2657. .2771, 2854. .2943, 3443. 
4026.. 4110, 5515.. 5609 
•3617770/emb|CAA74705| 8.0e-£ 
[Arabidopsis thaliana] ' 

42256 
87899 
496 

OJ000223_11.0405.C19.ol.tm 

4068 

none 

4068.. 4109, 5512.. 5610, 5513. 
5702. .5740, 5709. .5747, 5710. 
6067.. 6153, 7098.. 7187, 7098. 
7758.-7853, 7924.. 8154, 7924. 



Seq. ID OJ000223_11-0405.C19 

Strand + 

End 8275 

"Method AAT/GAP 

End 5609 

Score 1053 
.3531, 3625.. 3721, 3836.. 3922, 

7 (Y14329) threonyl-tRNA synthetase 



Seq. ID OJ000223_11.0405.C19 

Strand + 

End -8275 

Method TBLASTX : Maize 

End 8154 

Score 68 

.5629, 5513.. 5611, 5514.. 5630, 
.5745, 6065.. 6154, 6065.. 6136, 
.7187, 7099. .7194, 7756. ,7854, 
.8151, 7926. .8153 



Seq. No. 42256 Seq. ID 

Gene No. 87899 Strand 

Start 4 96 End 

Name OJ000223_11 . 0405 .C19.ol . ts Method 

Start 7740 End 



OJ000223_11.0405.C19 
+ 

8275 

TBLASTX : Soybean 
8162 



42558 



GI 


none 


Score 


80 




Exons 


7740. .7844, 7747. .7854, 7750 


. .7863, 7755. .7886, 


7924. .8157, 




7926.. 8153, 7965.. 8162, 7976 


. .8161 






Seq. No. 


42257 


Seq. ID 


OJ000223_ 


11.0405.C20 


Gene No. 


87900 


Strand 


+ 






807 


End 


1725 




Name 


OJ000223 11.0405.C20.ol.rip 


Method 


AAT/NAP 




start 


807 


End 


1541 




GI 


3617770 


Score 


132 




Exons 


807. .914, 1164, .1235, 1449.. 


1541 






GI Descrip. 


(Y14329) threonyl-tRNA synthetase [Arabidopsis thaliana] 


Seq. No. 


4ZZO / 


beq. lu 


vJJ uuuzzo 


11 . U4i UD . UZU 


Gene No. 


o T ft r\ 

87901) 


strand 


+ 




Start 


OAT 

807 


End 


1 T o c; 
1 /2D 




Name 


r\Tftftrkooo 11 nyinc *^or* «i 
OJOOOz^co 11 . U4U3 . C^U . oi . gp 


Metnoa 






Start 


O T ft 

819 


End 


1 T O Q 




GI 


uC-osrocypUl4aUoal 


Score 


•7 01 
1 




Exons 


819. .914, 1164. .1235, 1449.. 


1725 






GI Descrip. 


'3617770/emb|CAA74705| 3.0e- 


20 (Y14329) 


threonyl 


-tRNA synthetase 




[Arabidopsis thaliana] * 








Seq, No. 


yi o o c T 

42257 


Seq. ID 


OJUUUzz J 


11 r\ A c\c. /^on 
11 . U4 UO , U<iU 


bene No . 


O T ft ft A 

87900 ' 


S t r and 


+ 




Start 


OAT 

807 


End 


1 T O C 

1 /2o 




Name 


/^^AAAOOO 11 A/IAC /^OA «1 

OJ000223 11 . 0405 . C20 . ol . gs 


Method 


GENS CAN 




Start 


843 


End 


1544 




GI 


none 


Score 


.93 




Exons 


843. .914, 1164. .1235, 1449.. 


1544 






Seq. No. 


>1 o o c o 

42258 


Seq, ID 


OJ000223_ 


11 n/iriR /^oi 
11 . U4UD . \^/LL 


Gene No . 


O T ft A 1 

o /901 


Strand 


+ 




Start 


o /40 


End 


3901 




Name 


ujuuuzzj 11 . U4Uo . czi . oi . gs 


Method 


GENSCAN 




Start 


o /4U 


End 


3901 




GI 


none 


Score 


.65 




Exons 


3740. .3901 








Seq. No. 


42258 


Seq. ID 


OJ000223_ 


11.0405.C21 


Gene No. 


87902 


Strand 


+ 






5745 


End 


9350 




Name 


OJ000223 11.0405,C21.o2.gs 


Method 


GENSCAN 




Start 


5745 


End 


9350 




GI 


none 


Score 


.74 




Exons 


5745,, 5762, 6080.. 6211, 7270 


,.7387, 7945. .8025, 


8887. ,8957, 




9210. ,9350 








Seq. No. 


42258 


Seq. ID 


OJ000223_ 


11.0405.C21 


Gene No. 


87902 


Strand 


+ 




Start 


5745 


End 


9350 




Name 


OJ000223 ll,0405.C21,o2.np 


Method 


AAT/NAP 




Start 


6104 


End 


8022 




GI 


3941736 


Score 


59 




Exons 


6104.. 6211, 7270.. 7393, 7954 


. .8022 







GI Descrip. (AF109719) BAT3 [Mus musculus] 



42559 




Seq. No. 


42258 


Seq. ID 


OJ000223_ 


_11.0405.C21 


Gene No. 


87903 


Strand 










HiilU 






Name 


OJ000223 11.0405.C21.ol.np 


Method 


AAT/NAP 




Start 


384 


End 


1809 




GI 


5852084 


Score 


99 




Exons 


384. .498, 1770. .1809 








GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 






Seq. No. 


42258 


Seq. ID 


OJ000223_ 


11.0405.C21 


Gene No. 


87904 


Strand 






otarr 


Dl J / 


End 


8027 




Name 


OJ000223 11.0405.C21.o2.tm 


Method 


TBLASTX: Maize 


Start 


6137 


End ■ 


8027 




GI 


none 


Score 


110 




Exons 


6137. .6214, 6137. .6214, 7242 


..7382, 7264. .7392, 


7270. .7392, 




7946. .8023, 7947. .8024, 7950 


. .8027 






Seq. No. 


42258 


Seq. ID 


OJ000223_ 


_11.0405.C21 


Gene No. 


87904 


Strand 






o uar t 


D X J / 


End 


8027 




Name 


OJ000223 11.0405.C21.ol.tm 


Method 


TBLASTX: Maize 


Start 


6800 


End 


7093 




GI 


none 


Score 


159 




Exons 


6800.. 6943, 6804.. 7067, 6811 


..6945, 6938.. 7036, 


6946. .7083, 




7023. .7085, 7049. .7093 








Seq. No. 


42259 


Seq. ID 


OJ000223 


11.0405-C24 


Gene No. 


Q7 QHC; 

o / y UO 


Strand 


+ 




Start 


110 


End 


837 




Name 


OJ000223 11.0405.C24.ol.gs 


Method 


GENSCAN 




Start 


110 


End 


837 




GI 


none 


Score 


.71 




Exons 


110, .191, 731. .837 








Seq. No. 


42260 


Seq. ID 


OJ000223_ 


_11.0405.C25 


Gene No. 


87906 


Strand 


+ 






5 


End 


2792 




Name 


OJ000223 11.0405.C25.ol.np 


Method 


AAT/NAP 




Start 


5 


End 


2792 




GI 


7413646 


Score 


79 




Exons 


5. .115, 1335. .1519, 2698. .2792 






GI Descrip. 


{AL162971) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


42260 


Seq. ID 


OJ000223_ 


_11.0405,C25 


^s. m ^s. ^\ 

vjene ino. 


87906 


Strand 


+ 




Start 


5 


End 


2792 




Name 


OJ000223 11.0405.C25.ol.gs 


Method 


GENSCAN 




Start 


1037 


End 


2042 




GI 


none 


Score 


.56 




Exons 


1037.. 1100, 1331.. 1519, 1846 


. .2042 






Seq. No. 


42260 


Seq. ID 


OJ000223_ 


11.0405.C25 


Gene No. 


87907 


Strand 






Start 


5097 


End 


8869 




Name 


OJ000223 11.0405.C25.ol.gp 


Method 


AAT/GAP 




Start 


4921 


End 


5322 





42560 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4137_1.R1084 Score 521 / 

4921.. 5322 

•3047064 l.Oe-17 (AF058825) contains similarity to 
peptidyl-prolyl cis-trans isomerase (Pfam: pro_isomerase . hmm, 
score: 23.86 and 28.41 [Arabidopsis thaliana] ' 



42260 Seq. ID 

87907 Strand 

5097 End 
OJ000223_11 . 0405 . C25 . o2 . gs Method 

5097 End 

none Score 

5097.. 5308, 8025. .8567 



42260 
87907 
5097 

OJ000223_11.0405.C25.o2.np 

5103 

7486624- 

5103.. 5308, 8025.. 8540, 8704 
hypothetical protein F7N22.3 



OJ000223_11.0405.C25 

8869 
GENSCAN 
8567 
,62 



OJ000223 11.0405.C25 



Seq. ID 
Strand 

End 8869 
Method AAT/NAP 
End 8811 
Score 74 6 
8811 

Arabidopsis thaliana 
gi I 3047064 I gb I AAC13578.il (AF058825) contains similarity to 
peptidyl-prolyl cis-trans isomerase (Pfam: pro_isomerase . hmm, 
score: 23.86 and 28.41 [Arabidopsis thaliana] - 



42260 
87907 
5097 

OJ000223_11.0405.C25.ol.tm 

5199 

none 



Seq. ID OJ000223_11.0405.C25 
Strand 

End 8869 

Method TBLASTX : Mai ze 

End 8346 

Score 138 



5199.. 5309, 5199.. 5309, 5200.. 5334, 5200.. 5328, 8024.. 8326, 
8025.. 8327, 8032.. 8346, 8033.. 8332 



42260 
87907 
5097 

OJ000223_11.0405.C25.ol.tc 

8086 

none 

8086. .8178, 
8471. .8536 



Seq. ID. 

Strand 

End 

Method 

End' 

Score 



OJ000223_11.0405.C25 
8869 

TBLASTX: Cress 

8536 

82 



8269. .8388, 8341. .8442, 8348. .8437, 8470. .8535, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42260 Seq. ID OJ000223_11 . 04 05 . C25 

87907 Strand 

5097 End 8869 

OJ000223_11 . 0405 . C25 . o2 . gp Method AAT/GAP 

8106 End 8869 

8013_1.R1084 Score 1493 

8106. .8869 

'3047064 3.0e-39 {AF058825) contains similarity to 
peptidyl-prolyl cis-trans isomerase (Pfam: pro_isomerase . hmm, 
score: 23.86 and 28.41 [Arabidopsis thaliana]' 



42260 
87907 



Seq. ID 
Strand 



OJ000223 11.0405.C25 



42561 



start 
Name 
Start 
GI 

Exons 



5097 End 

OJ000223_11 . 0405 .C25 . o2 . tm Method 

8446 End 

none Score 



8869 

TBLASTX: Maize 

8706 

157 



8446. .8559, 8448. .8696, 8450. .8704, 8505. .8579, 8558. .8695, 
8629. .8706 



Seq. No. 42261 Seq. ID 

Gene No. 87908 Strand 

Start 588 End 

Name OJ000303_05 . 0410 .CI . ol . gs Method 

Start 588 End 

GI none Score 

Exons 588.-754 



OJ000303_05.0410.C1 
754 

GENSCAN 

754 

,7 



Seq. No. 42262 Seq. ID 

Gene No. 87909 Strand 

Start 104 End 

Name OJ000303_05 . 04 10 . C2 . ol . gs Method 

Start 104 End 

GI none Score 

Exons 104.. 652 



OJ000303_05.0410.C2 
+ 

652 

GENSCAN 

652 

.83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42263 Seq. ID 

87910 Strand 

83 End 

OJ000303_05 . 04 10 , C4 . ol . np Method 

83 End 

6692122 Score 



OJ000303_05.0410.C4 

+ . 

10056 

AAT/NAP 

1708 

325 



83. .312, 393. .528, 627. .705, 842. .1007, 1053. .1138, 1165, 
1440.. 1492, 1586.. 1708 

(AC007654) T19E23.9 [Arabidopsis thaliana] 



,1248, 



42263 
87910 
83 

OJ000303_05.0410.C4.ol.gp 
500 

uC-osflM202035f05bl 



Seq. ID OJ000303_05.0410.C4 

Strand + 

End 10056 

Method AAT/GAP 

End 1702 

Score 708 



500.. 528, 627.. 701, 842.. 963, 1053.. 1128, 1577.. 1702 
'4538965/emb|CAB39789.1| 4.0e-18 (AL049488) hypothetical protein 
[Arabidopsis thaliana] • 



42263 Seq. ID 

87910 Strand 

83 End 

OJ000303_05.0410.C4.ol.gs Method 

693 End 

none Score 



OJ000303_05.0410.C4 
+ 

10056 
GENSCAN 
10056 
.78 



693. ,705, 876.. 963, 1053. .1128, 2697.. 2885, 2887,. 3217, 
3629.. 3786, 4642,. 4686, 5327.. 6013, 6230.. 9553, 9562.. 10056 



42263 Seq. ID 

87910 Strand 

83 End 

OJ000303_05 . 04 10 . C4 . o2 . gp Method 

3239 End 



OJ000303_05.0410.C4 
+ 

10056 

AAT/GAP 

3543 



42562 





GI 


5455403 


Score 


530 






Exons 


3239. .3543 










Seq. No. 


42263 


Seq. ID 


OJ000303_05.0410 


.C4 




Gene No. 


87910 


Strand 








Start 


83 


End 


10056 






Name 


OJ000303_05 . 04 10 . C4 . o2 ..np 


Method 


AAT/NAP 










End 


10053 






GI 


5295971 


Score 


5292 






Exons 


3699. .3813, .5394. .5691, 5747 


. .10053 








GI Descrip. 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of 


the 






predicted gene.; Similar to 


Tobacco DNA for retroviral- 


like 






transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 






Seq, No. 


42263. 


Seq. ID 


OJUOUoUo U0.U41U 


.C4 




bene No. 




Strand 


+ 






Start 


10406 


End 


11^ y J 






Name 


OJ000303 05.0410.C4.o2.gs 


Method 


GENSCAN 






Start 


10406 


End 


11293 






GI 


none 


Score 


.95 






Exons 


10406. .10761, 10918.. 11293 










Seq. No. 


42263 


Seq. ID 


OJ000303_05.0410 


.C4 


IJ 


Gene No . 




Strand 


+ 






Start 


11482 


End 


12084 






Name 


OJ000303 05.0410.C4.o4.gp 


Method 


AAT/GAP 






Start 


11482 


End 


12084 




I y 


GI 


none 


Score 


1145 






Exons 


11482. .12084 








hi 


Seq. No. 


42263 


Seq. ID 


OJ000303_05.0410 


.C4 




Gene No . 




Strand 


+ 




ry 


Start 


19947 


End 


20725 






Name 


OJ000303 05.0410.C4.o4.gs 


Method 


GENSCAN 






Start 


19947 


End 


20725 




1 


GI 


none 


Score 


.45 






Exons 


19947. .20024, 20440 .. 20559, 


20708. .20725 




' =. 

~:f 


Seq. No. 


42263 


Seq. ID 


OJ000303_05.0410 


.C4 




Gene No. 


87914 


Strand 








^, Start 


11921 


End 


15056 






Name 


OJ000303 05.0410.C4.o3.gs 


Method 


GENSCAN 






Start 


11921 


End 


15056 






GI 


none 


Score 


.81 






Exons 


11921. .12180, 12668. .12862, 


13064. .13814, 14355. .15056 





Seq. No. 42263 Seq. ID OJ000303_05 . 04 10 . C4 

Gene No. 87914 Strand 

Start 11921 End 15056 

Name OJ000303_05 . 0410 . C4 . o3 . np Method AAT/NAP 

Start 11927 End 15038 

GI 7487070 . Score 1184 

Exons 11927. .12184, 12583 .. 12862, 13064 .. 13814 , 14355 .. 14608, 

14663. .14834, 14940. .15038 
GI Descrip. hypothetical protein T16H5.20 - Arabidopsis thaliana 

gi|3250675 I emb I CAA19683.il (AL024486) putative protein 
[Arabidopsis thaliana] gi | 7268762 | emb | CAB78968 . 1 1 (AL161551) 



42563 



putative protein [Arabidopsis thaliana] 



Seq. No. 42263 
Gene No. 87914 
Start 11921 

Name OJ000303_05,0410.C4 .o5.gp 

Start 13394 
GI 8854_1.R1084 
Exons 13394. .13814, 14356.. 14395 

GI Descrip. .'1773295 l.Oe-19 {U76707) regulatory protein NPRl [Arabidopsis 
thaliana] >gi_1916912 (U87794) transcription factor inhibitor I 
kappa B homolog [Arabidopsis thaliana] ' 



Seq. ID OJ000303_05.0410.C4 
Strand 

End 15056 

Method AAT/GAP 

End 14395 

Score 872 



Seq. No. 42263 

Gene No. 87915 

Start 20599 

Name OJ000303_05 . 0410 .C4 . o6. gp 

Start 20599 

GI 8022_1.R1084 

Exons 20599.. 20845 

GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



Seq, ID OJ000303_05.0410.C4 
Strand 

End 20845 

Method AAT/GAP 

End 20845 ' 

Score 309 



Seq. No. 42263 

Gene No. 87916 

Start 20985 

Name OJ000303_05 . 04 10 . C4 . olO . tm 

Start 390 

GI none 
Exons 



Seq. ID OJ000303_05.0410.C4 
Strand 

End 23956 

Method TBLASTX: Maize 

End 955 

Score 195 



390. .530, 391. .534, 398. .556, 626. .703, 627. .713, 841. .954, 
842. .955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42263 
87916 
20985 

OJ000303_05.0410.C4 .o5.ts 

487 

none 



Seq. ID OJ000303_05.0410.C4 
Strand 

End 23956 

Method TBLASTX: Soybean 

End 1128 

Score 4 4 



487, .534, 626. .706, 627. .749, 800. .967, 895. .966, 899. .967, 
903. .971, 1053. .1127, 1054. .1128, 1056, .1127 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



42263 
87916 
20985 

OJ000303_05 . 04 10 . C4 . oil . tm 

5754 

none 



Seq, ID OJ000303_05.0410.C4 
Strand 

End 23956 

Method TBLASTX : Maize 

End 11036 

Score 67 

5754. .5822, 5758. .5823, 5856. .6005, 5872. .5958, 5873. .6034, 
5948.. 6034, 10938.. 11036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42263 
87916 
20985 

OJ000303_05.0410.C4 .o4.tm 

6268 

none 



Seq. ID OJ000303_05.0410.C4 
Strand 

End 23956 

Method TBLASTX : Maize 

End 6976 

Score 215 



6268.. 6501, 6269.. 6508, 6569.. 6688, 6628.. 6675, 6689.. 6736, 



42564 








6714. .6764, 


6776 


. .6967, 


6778. 


.6969, 6779. .6976 




Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No . 










Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410 


.C4 .ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6901 








End 


7354 




GI 


none 








Score 


344 




Exons 


6901. .7077, 


6902 


. .7267, 


6902. 


.7282, 7274.-7354, 7279. .7341 




Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No. 










Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410 


.C4 .o9. 


tm 


Method 


TBLASTX: Maize 




Start 


6991 








End 


7234 




GI 


none 








Score 


302 




Exons 


6991. .7080, 


6992 


. .7231, 


7025. 


.7234, 7026.. 7232 




Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No. 


o /yib 








Q4- r>a nrl 

ourana 






Start 


20985 








End 


0 0 Q C C 




Name 


OJ000303 05. 


0410 


.04 .06. 


ts 


MernoQ 


i dJj/Vo i A ; oOyDean 




Start 


7292 








bna 


/ DlO 




GI 


none 








Score 


zuu 




"Exons 


7292. .7618, 


7388 


. .7468 








11 = 


Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No. 


87916 








burana 






Start 


20985 








T-l J 

End 


0 O Q R C 




Name 


OJ000303 05. 


0410 


.C4 .o3. 


tw 


Method 


1 oiiAb i A : wnea u 


' z 


Start 


7430 










n QT Q 

/ y / 0 




GI 


none 








Score 


^ y 1 


ry 


Exons 


7430. .7891, 


7648 


. .7791, 


7898. 


. / y / 0 




f ^ 


Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No . 


o /yio 








Strand 






Start . 


20985 








End 


23956 




Name 


OJ000303 05. 


0410 


.C4.02. 


tm 


Method 


TBLASTX: Maize 




Start 


7630 








End 


8056 


I J 


GI 


none 








Score 


625 


S 1=. 


Exons 


7630. .8055, 


7634 


. .8056, 


7646. 


.8056 






Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No. 


o /yiD 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410 


.04 .o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7661 








End 


8128 




GI 


none 








Score 


315 




Exons 


7661. .7969, 


7666 


. .7956, 


7994. 


.8128 






Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410.C4 




Gene No. 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410 


.04.04. 


tc 


Method 


TBLASTX :Oress 




Start 


7676 








End 


8116 




GI 


none 








Score 


202 




Exons 


7676. .7972, 


7717 


. .7758, 


7828. 


.7878, 7924. .7962, 7994. .8116 
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Seq. No. 


42263 








Seq.. ID 


OJ000303_05.0410 


.C4 


Gene No. 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4 .o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


8528 








End 


8989 




GI 


5509260 








Score 


412 




Exons 


8528. .8989, 


8545. 


.8730, 


8851. 


.8937 






GI Descrip. 
















Seq. No. 


42263 








Seq. ID 


OJ000303_05. 0410 


.C4 


Gene No . 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


8558 








End 


8875 




GI 


none 








Score 


402 




Exons 


8558. .8875, 


8558. 


.8863, 


8779. 


.8874 






Seq. No. 


42263 








Seq. ID 


OJ000303_05. 0410 


. C4 


Gene No. 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4.o5. 


to 


Method 


TBLASTX: Cress 




Start 


8650 








End 


8914 




GI 


none 








Score 


249 




Exons 


8650. . 8730, 


8651. 


.8914, 


8711. 


.8857 






Seq, No. 


42263 








Seq. ID 


OJ000303_05.0410 


.C4 


Gene No . 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4 .o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8696 ~ 








End 


9241 




GI 


none 








Score 


271 




Exons 


8696. .8989, 


8851. 


.8931, 


9017. 


.9241, 9019.. 9195 




Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410 


. C4 


Gene No . 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


9068 • 








End 


9459 




GI 


none 








Score 


546 




Exons 


9068. .9457, 


9070. 


.9459 










Seq. No. . - 


42263 








Seq. ID 


OJ000303_05.0410 


.C4 


Gene No. 


87916 








Strand 






Start 


20985 








End 


23956 




Name 


OJ000303 05. 


0410. 


C4.03. 


to 


Method 


TBLASTX: Cress 




Start 


9374 








End 


10023 




GI 


none 








Score 


133 




Exons 


9374 . . 9505, 


9383. 


.9478, 


9505. 


.9648, 9655.. 9735, 9663.. 9731, 




9802. .10023, 


9807 


. .10016 








Seq. No. 


42263 








Seq. ID 


OJ000303_05.0410 


.C4 


Gene No. 


87916 








Strand 






Start ■ 


20985 








End- 


23956 




Name 


OJ000303 05. 


0410. 


C4.04. 


ts 


Method 


TBLASTX: Soybean 




Start 


9395 








End 


10017 




GI 


none 








Score 


108 
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Exons 


9395. .9505, 9553. .9714, 9636. .9728, 9796. .10017 


, 9810. . 


Seq. No. 


42263 




Seq. ID 


OJ000303 


_05.0410 


Gene No. 


87916 




Strand 






Start 


20985 




End 


23956 




Name 


OJ000303 05. 0410. C4 


.06. tm 


Method 


TBLASTX: 


Maize 


Start 


9631 




End 


10019 




GI ' 


none 




Score 


452 




Exons 


9631.. 10017, 9631.. 


10011, 9636.. 10019 






Seq. No. 


42263 




Seq. ID 


OJ000303 


_05 . 0410 


Gene No. 


87916 




Strand 






Start 


20985 




End 


23956 




Name 


OJ000303 05. 0410. C4 


. ol . tm 


Method 


TBLASTX:; 


Maize 


Start 


11915 




End 


14448 




GI 


none 




Score 


181 




Exons 


11915. .12193, 11969 


. . 12181, 


11998. .12183, 12639 


. . 12689, 




12669. .12779, 12670 


. . 12771, 


12670. .12819, 12756 


. . 12863, 




12781. .12864, 12785 


. .12865, 


13055. .13129, 13065 


. . 13817, 




13065. .13817, 14350 


. . 14448, 


14355. .14426, 14356 


.. 14448 


Seq. No. 


42263 




Seq. ID 


OJ000303 


_05.0410 


Gene No. 


87916 




Strand 






Start 


20985 ■ 




End 


23956 




Name 


OJ000303 05. 0410. C4 


.ol. ts 


Method 


TBLASTX: 


Soybean 


Start 


11972 




End 


14738 ' • 




GI 


none 




Score 


63 




Exons 


11972. .12085, 12021 


. .12083, 


12098. .12181, 12128 


. . 12193, 




12669. ,12761, 12670 


. .12756, 


12753. .12863, 12784 


. .12864, 




13065. .13625, 13117 


. .13569, 


13611. .13817, 13648 


. .13803, 




14349. .14585, 14356 


. .14538, 


14673. .14738 




Seq. No. 


42263 




Seq. ID 


OJ000303 


_05. 0410 


Gene No. 


87916 




Strand 






Start 


20985 




End 


23956 




Name 


OJ000303 05. 0410. C4 


.ol.tc 


Method. 


TBLASTX:' 


Cress 


Start 


12131 




End 


14738 




GI 


none 




Score 


70 




Exons 


12131. .12223, 13065 


. .13214, 


13065. .13580, 13335 


. . 13580, 




13617. .13727, 13749 


. .13817, 


14355. .14585, 14685 


. . 14738 


Seq. No. 


42263 




Seq. ID 


OJ000303 


_05.0410 


Gene No. 


87916 




Strand 






Start 


20985 




End 


23956 




Name 


OJ000303 05. 0410. C4 


. o4 . np 


Method 


AAT/NAP 




Start 


20985 


End 


23940 




GI 


1353239 




Score 


411 




Exons 


20985. .21052, 22848 


. .23013, 


23434. .23940 




GI Descrip- 


(U10245) putative RNA helicase A [Arabidopsis thaliana] 


Seq. No. 


42263 




Seq. ID 


OJ000303 


_05.0410 


Gene No. 


87916 




Strand 






Start 


20985 




End 


23956 




Name 


OJ000303 05. 0410. C4 


. o7 . gp 


Method 


AAT/GAP 




Start 


22082 




End 


22468 




GI 


none 




Score 


735 




Exons 


22082. .22468 
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Seq. No. 






Seq. ID 


OJ000303_05.0410 






Gene No. . 


87916 




Strand 








Start 


20985 




End 


23956 






Name 


OJ000303 05. 0410. C4 


.oS.gs 


Method 


GENSCAN 






Start 


22527 




End 


23933 






GI 


none 




Score 


.46 






Exons 


22527. .22745, 23434 


. .23531, 


23607. .23775, 23893.. 23933 






Seq. No. 


42263 




Seq. ID 


OJ000303_05.0410 


.C4 




Gene No . 


O /ylD 




Strand 








Start 


20985 




End 


23956 






Name 


OJ000303 05.0410,04 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


22604 




End 


23508 






GI 


none 




Score 


75 






Exons 


22604. .22669, 22604 


. .22666, 


22648. .23016, 22665 .. 23027, 








22670. .23014, 23428 


. .23508, 


23432. .23506 






Seq. No. 


42263 




Seq. ID 


OJ000303_05.0410 


.C4 




Gene No . 


0 / y lo 




Strand 








Start 


20985 




End 


23956 






Name 


OJ000303 05. 0410. C4 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


22933 




End 


23935 






GI 


none 




Score 


84 




'%J 


Exons 


22933. .23016, 22934 


. .23023, 


23429. .23563, 23431 23565, 




Eil 
r • ~ 




23647. .23760, 23648 


. .23749, 


23755. .23934, 23786.. 23935 




I Li 


Seq. No. 


42263 




Seq. ID 


OJ000303_05.0410 


O A 

. C4 




Gene No. 


87916 




Strand 






r : 3 


Start 


20985 




End 


23956 






Name 


OJ000303 05. 0410. C4 


.o5.tm 


Method 


TBLASTX: Maize 






Start 


23509 




End 


23956 






GI 


none 




Score 


464 




^ E? 


Exons 


23509. .23934, 23510 


. .23956, 


23642. .23935 






Seq. No. 






Seq. ID 


OJ000303_05.0410 






Gene No. 


87916 




Strand 








Start 


20985 




End 


23956 






Name 


OJ000303 05. 0410. C4 


. o7 . ts 


Method 


^^BLASTX : Soybean 






Start 


23710 




End 


23935 






GI 


none 




Score 


119 






Exons 


23710. .23868, 23714 


. .23857, 


23836. .23934, 23882.-23935 






Seq. No. 






Seq. ID 


OJ000303_05.0410 






Gene No. 


87917 




Strand 


+ 






Start 


11361 




End 


11591 






Name 


OJ000303 05. 0410. C5 


. o3.gs 


Method 


GENSCAN 






Start 


11361 




End 


11591 






GI 


none 




Score 


.97 






Exons 


11361. .11591 












Seq. No. 


42264 




Seq. ID 


OJ000303_05.0410 


.C5 




Gene No. 


87918 




Strand 


+ 






Start 


12484 




End 


12922 






Name 


OJ000303 05. 0410. C5 


. o4 .gs 


Method 


GENSCAN 






Start 


12484 




End 


12922 






GI 


none 




Score 


.73 
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Exons 



12484. .12579, 12792. .12922 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42264 
87919 
412 

OJ000303_05 . 0410 . C5 . ol . np 
412 

1353239 



Seq. ID OJ000303_05.0410.C5 
Strand 

End 7755 

Method AAT/NAP 

End 7387 

Score 2371 



412. .979, 1121. .2121, 2200.. 2289, 2698. .2731, 2818. .2870, 
3673. .3698, 3735. .3834, 4337. .4395, 4476. .4566, 4941. .4985, 
5358. .5432, 5562. .5871, 6036. .6126, 7317. .7387 
(U10245) putative RNA helicase A [Arabidopsis thaliana] 



Seq. No. 


42264 




Seq. ID 


OJ000303_05. 


0410. C5 


Gene No. 


87919 




Strand 






Start 


412 




End 


7755 




Name 


OJ000303 05. 


0410.C5.ol.gs 


Method 


GENSCAN 




Start 


421 




End 


7755 




GI 


none 




Score 


.74 




Exons 


421. .979, 1121. .1848, 1854 


..2121, 4337 


..4395, 4476. 


.4566, 




4941. .4985, 


5358. .5432, 5589. .5871, 6036. .6126, 7317. .7755 


Seq. No. 


42264 




Seq. ID 


OJ000303_05. 


0410. C5 


Gene No. 


87919 




Strand 






Start 


412 ^ - 




End 


7755 




Name 


OJ000303 05. 


U4iU.CD.oi. gp 


Method 


AAT/GAP 




Start 


6034 




' End 


6126 




GI 


3763026 




Score 


139 




Exons 


6034. .6126 










GI Descrip. 


3201609 2.0e 


U _/ \ U U fi D D J 


putative RNA helicase A 


l_ Ax CLiJ-L VUV^^O J. O 




thaliana] 










Seq. No. 


42264 




Seq. ID 


OJ000303_05. 


0410, C5 


Gene No. 


87919 




Strand 






Start 


412 




End 


7755 




Name 


OJ000303 05. 


0410.C5.o2.gp 


Method 


AAT/GAP 




Start 


7070 




End 


7581 




GI 


3763026 




Score 


508 




Exons 


7070, .7091, 


7317. .7581 








GI Descrip. 


3201609 2.0e 


-09 (AC004669) 


putative RNA helicase A 


[Arabidopsis 




thaliana] 










Seq. No. 


42264 




Seq. ID 


OJ000303_05. 


0410. C5 


Gene No. 


87920 




Strand 






Start 


8305 




End 


11229 




Name 


OJ000303 05. 


0410.C5.o2.gs 


Method 


GENSCAN 




Start 


8305 




End 


11229 




GI 


none 




Score 


.98 




Exons 


8305. .9087, 


10623. .10973, 


11095. .11229 






Seq. No. 


42264 




Seq. ID 


OJ000303_05. 


0410. C5 


Gene No. 


87920 




Strand 






Start 


8305 




End 


11229 




Name 


OJ000303 05. 


0410.C5.o2.np 


Method 


AAT/NAP 




Start 


8414 




End 


8892 




GI 


7489145 




Score 


294 




Exons 


8414. .8720, 


8826. .8892 









42569 




GI Descrip. hypothetical protein (clone NF24) - common tobacco 

gi 1 1762947 I gb IAAC49976.il (U66270) ORF; able to induce HR-like 
lesions [Nicotiana tabaciim] 



Seq. No. 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand 




Start 


11152 








End 


11285 


Name 


OJ000303 05 


.0410. 


C5.01. 


tc 


Method 


TBLAStX: Cress 


Start 


408 








End 


6131 


GI 


none 








Score 


371 


Exons 


408. .983, 419. .985, 1118. .1825, 1119.. 


1682, 1121. .1687, 




1747. .1791, 


1816. 


.2022, 


1817. 


.1918, 1828. .2016, 1969. .2040, 




2023. .2121, 


2048. 


.2122, 


2051. 


.2125, 2192. .2284, 2197. .2289, 




2817. .2870, 


2818. 


.2871, 


3751. 


.3837, 4334. .4399, 4335. .4397, 




4477. .4533, 


4478. 


.4534, 


4537. 


.4569, 4537. .4566, 4926. .4988, 




5352. .5435, 


5559. 


.5792, 


6035 - 


.6127, 6036.. 6131 


Seq. No. 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand 




Start 


11152 








End 




Name 


OJ000303 05 


.0410. 


C5.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


408 








End 


925 


GI 


none 








Score 


605 


Exons 


4Q8..923, 417.. 923, 418 


. . 924 , 


419 . . 925 




Seq. No. 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand 




Start 


11152 








End 


llzoo 


Name 


OJ000303 05 


.0410. 


C5.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


629 








End 


910 


GI 


none 








Score 


206 


Exons 


629. .910, 630. .896, 761 


. . 904 






Seq. No- 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand . 




Start 


11152 








End 


11285 


Name 


OJ000303 05 


.0410. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


1301 








End 


1642 


GI 


none 








Score 


116 


Exons 


1301. .1456, 


1310. 


.1642, 


1311. 


.1586 




Seq. No. 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand 




Start 


11152 








End 


11285 


Name 


OJ000303 05 


.0410. 


C5.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


1338 








End 


1627 


GI 


none 








Score 


103 


Exons 


1338. .1610, 


1343. 


.1627 








Seq. No. 


42264 








Seq. ID 


OJ000303_05.0410.C5 


Gene No. 


87921 








Strand 




Start 


11152 








End 


11285 


Name 


OJ000303 05 


.0410. 


C5.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1715 








End 


3766 


GI 


none 








Score 


150 


Exons 


1715. .1825, 


1716. 


.1832, 


1716. 


.1868, 1816. .1956, 1817. .1927, 



1828.. 1956, 2065.. 2121, 2065,. 2121, 2072.. 2131, 2073.. 2129, 
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2191. .2289, 2195. .2290, 2196. .2291, 2198. .2290, 2695, .2733, 
2697. .2732, 2707. .2751, 2812. .2871, 2814. .2870, 2817, .2894, 
2818. .2871, 2819. .2875, 3671. .3766, 3671. .3763, 3673, .3765 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42264 
87921 
11152 

OJ000303_05 . 0410 . C5 . ol . tm 

8290 

none 



Seq. ID OJ000303_05.0410.C5 

Strand - ■ 

End 11285 

Method TBLASTX : Mai ze 

End 10716 

Score 528 



8290. .8745, 8291, .8752, 8345. .8755, 8734, .8766, 8764. .8970, 
8765.. 9109, 8771,. 9088, 9043.. 9105, 10623 10706, 10623 .. 10715, 
10624.. 10716 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42264 
87921 
11152 

OJ000303_05.0410.C5,ol.ts 

8305 

none 



OJ000303 05. 0410. C5 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8305. ,8514, 8345. ,8512, 8527. ,8721, 8531, ,8722, 8741. .8815, 
8770. .8814, 8860. .8961, 8963, ,9112, 9043, .9096, 10623 .. 10703, 
10626. .10688, 10761 .. 10931, 10776, . 10931, 10855 ,. 10932, 
10924. .10974 



11285 

TBLASTX : Soybean 

10974 

100 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42264 
87921 
11152 

OJ000303_05.0410,C5.o4.tm 

10719 

none 

10719. .10973, 
11093. .11128, 



10719. ,10985, 
11130. .11234, 



42264 
87921 
11152 

OJ000303_05.0410.C5.ol.tw 

10737 

none 

10737. .10985, 10776 ., 10973, 
11179. .11226 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10720 

11141 



OJ000303 05. 0410. C5 



11285 

TBLASTX: Maize 
11235 
278 

10974, 11058. .11129, 
11158, 11188,, 11235 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303__05.0410.C5 
11285 

TBLASTX: Wheat 
11226 

321 ' ' 



11096. .11128, 11097. .11159, 



Seq. No. 


42264 




Seq. ID 


OJ000303_05.0410 


.05 


Gene No. 


87921 




Strand 






Start 


11152 




End 


11285 




Name 


OJ000303 05. 0410. C5 


.o2.tc 


Method 


TBLASTX :Oress 




Start 


10846 




End 


10985 




GI 


none 




Score 


157 




Exons 


10846. .10974, 10851 


. .10985 








Seq. No. 


42264 




Seq, ID 


OJ000303_05.0410 


.05 


Gene No. 


87921 




Strand 






Start 


11152 




End 


11285 




Name 


OJ000303 05. 0410. 05 


, o3 . gp 


Method 


AAT/GAP 




Start 


11152 




End 


11285 




GI 


uO-osflm202102c03bl 




Score 


233 
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Exons 11152.. 11285 

GI Descrip. '3201609 2.0e-09 (AC004669) putative RNA helicase A [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42265 Seq. ID 

87922 Strand 

1695 End 

OJ000303_05 . 0410 . C6 . ol . gs Method 

1695 End 

none Score 

1695. .1884, 2012. .2134, 3113. ,3297 



OJ000303_05.0410.C6 
+ 

3297 
GENSCAN 
3297 
.66 



42265 
87923 
5323 

OJ000303_ 
5302 
7487949 
5302. .5706, 
6901. .7050, 



OJ000303_05.0410.C6 
+ 



05.0410.C6.ol-np 



Seq. ID 
Strand 

End 17891 
Method AAT/NAP 
End 9310 
Score 1083 
5803. .5993, 6097. .6268, 6357. .6469, 6555. .6678, 

7632. .7711, 7824. .7875, 9273. .9310 - 

lysosomal Pro-X carboxypeptidase homolog F6H11.120 - Arabidopsis 
thaliana gi I 2827710 I emb| CAA16683 . 1 1 (AL021684) lysosomal Pro-X 
carboxypeptidase - like protein [Arabidopsis thaliana] 



42265 
87923 
5323 

OJ000303_05.0410.C6.o3.gs 

5323 

none 



Seq. ID OJ000303_.05.0410.C6 

Strand + 

End 17891 

Method GENSCAN 

End 15120 

Score .72 



5323. .5989, 6135. .6268, 6357. .6469, 6555. .6678, 6901. .7050, 
7210. .7362, 7632. .7711, 7824. .7873, 8186. .8296, 8588. .8614, 
8648. .8700, 9173. .9328, 11634 .. 11843, 12005 .. 12258 , 
12448. .12718, 12799 .. 12882, 12962 .. 14 481, 14679 .. 14895, 
14995. .15120 



Seq. No. 42265 

Gene No. 87923 

Start 5323 

Name OJ000303_05 . 0410 . C6 . o2 . gp 

Start 7828 

GI 2796246 

Exons 7828.-7876, 8191.. 8377 

Seq. No. 42265 
Gene No. 87923 
Start 5323 

Name OJ000303_05 . 0410 . 06 . o3 . np 

Start 9991 
GI 7486519 

Exons 9991.. 10065, 10574 ., 10713, 

12451. .12882, 12962 .. 14395, 

GI Descrip. hypothetical protein F6H11. 

gi I 2827709 I emb I CAA16682 . 1 1 
[Arabidopsis thaliana] 



Seq. ID OJ000303_05.0410.C6 

Strand + 

End 17891 

Method AAT/GAP 

End 8377 

Score 377 



Seq. ID OJ000303_05.0410.C6 

Strand + 

End 17891 

Method AAT/NAP 

End 17891 

Score 1362 
11634. .11843, 12005. .12261, 

17824. .17891 
110 - Arabidopsis thaliana 
(AL021684) predicted protein 



Seq. No. 



42265 



Seq. ID OJ000303 05, 0410. C6 
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Gene No. 


87923 


Strand 


+ 




Start 


5323 


End 


17891 




Name 




Method 


AAT/GAP 




Start 


13277 


End 


14323 




GI 


7695 1.R1084 


Score 


2078 




Exons 


13277. .14323 








GI Descrip. 


•2827709/emb|CAA16682 1 l.Oe- 


63 (AL021684) predicted protein 






[Arabidopsis thaliana] ' 








Seq. No. 


42265 


Seq. ID 


OJ000303 05. 0410. C6 




bene No. 


o / yZn 


Strand 


- 




Start 


4209 


End 


4967 




Name 


OJ000303 05.0410.C6.o2.gs , 




O Hi LN O Ort IN 




Start 


4209 


End 


4967 




GI 


none 


Score 


1 




Exons 


4209.. 4967 








Seq. No. 


42265 


Seq. ID 


OJ000303 05. 0410. C6 




Gene No. 


87925 


Strand 


- 




o tare 




End 


10946 




Name 


OJ000303 05.0410.C6,o2.np 


Metnoa 


AAi /NAr 




Start 


9521 


End 


10946 




GI 


5852084 


Score 


82 




Exons 


9521.. 9608, 10885.. 10946 








GI Descrip. 


(AL117264). 2wh0007.1 [Oryza 


sativa] 




p St. 

L I i 


Seq. No. 


42265 


Seq. ID 


OJ000303_05.0410.C6 




Gene No.- 


O /yzD 


Strand 




n 


Start 


15015 


End 


io4 DO 


IJ 


Name 


OJ000303 05.0410.C6.o4.gp 


Method 


AAT/GAP 




Start 


15015 


End 


15468 




GI 


none 


Score 


870 


- 


Exons 


15015. .15468 








Seq. No. 


42265 


Seq. ID 


OJ000303_05.0410.C6 




Gene No . 


Q T QO-7 


Strand 






Start 


17357 


End 


17779 


. =1 


Name 


OJ000303 05.0410.C6.o4.gs - 


Method 


GENSCAN 




Start 


17357 


End 


17779- 




GI 


none 


Score 


.51 




Exons 


17357. ,17467, 17711. .17779 








Seq. No. 


42265 


Seq, ID 


OJ000303_05.0410.C6 




Gene No. 


87928 


Strand 






btar u 




End 


20350 




Name 


OJ000303 05.0410.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


5458 


End 


5901 




GI 


none 


Score 


72 




Exons 


5458., 5508, 5595., 5654, 5596 


..5706, 5764. .5826, 5800. .5847, 






5839, ,5901 








Seq. No. 


42265 


Seq. ID 


OJ000303_05.0410.C6 




Gene No. 


87928 


Strand 






Start 


19719 


End 


20350 




Name 


OJ000303 05.0410.C6,o3.tm 


Method 


TBLASTX: Maize 




Start 


5776 


End 


6000 




GI 


none 


Score 


298 
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Exons 



5776.. 5988, 5800. .6000, 5801.. 5989 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42265 
87928 
19719 

OJ000303_05.0410.C6.ol.ts 

5867 

none 

5867.. 5929, 5868.. 6014, 5869. 
6134.. 6268, 6136.. 6288, 6351. 

42265 
87928 
19719 

OJ000303_05.0410.C6.o2.tm 

6127 

none 

6127.. 6291, 6143.. 6292, 6351. 
6549.. 6668, 6550.. 6681, 6898. 
7207.. 7248, 7207.. 7251, 7251. 
7629.. 7709, 7632.. 7712, 7634. 
7825.. 7875, 8185.. 8295, 8185. 

42265 
87928 
19719 . 

OJ000303__05.0410.C6.o2.tc 

6589 

none 

6589.. 6681, 6601.. 6666, 6901. 
7206.. 7256, 7207.. 7254, 7237. 
7632.. 7709, 7655.. 7708, 7822. 



Seq. ID OJ060303_05.0410.C6 
Strand 

End 20350 

Method TBLASTX : Soybean 

End 6609 

Score 40 

.6000, 6058. .6078, 6134. .6268, 
.6470, 6359. .6466, 6550. .6609 

Seq. ID OJ000303_05.0410.C6 
Strand 

End 20350 
Method TBLASTX : Mai ze 
End 8320 
Score 206 

.6470, 6356. .6463, 6547. .6678, 
.7050, 6903.. 7067, 6921.. 7055, 
.7361, 7252. .7362, 7255.-7362, 
.7720, 7824. .7874, 7825, .7875, 
.8316, 8186. .8320 

Seq. ID OJ000303_05.0410.C6 
Strand 

End 20350 
Method TBLASTX : Cress 
End 8292 
Score 14 6 

.7050, 6906.. 7115, 6948. .7055, 
.7362, 7240. .7362, 7245. .7364, 
.7875, 8185.. 8292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42265 
87928 
19719 

OJ000303_05, 

6901 

none 

6901. .7050, 
7237. .7284 



0410.C6.o3,ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_05.0410.C6 
20350 

TBLASTX : Soybean 

7284 

218 



6906.. 7067, 6909.. 7055, 7197.. 7250, 7207.. 7254, 



Seq. No. 
Gene No. 
Start . 
Name 
Start 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42265 
87928 
19719 

OJ000303_05.0410.C6.o4.ts 

10606 

none 



Seq. ID OJ000303_05.0410.C6 



Strand 
End 

Method 

End 

Score 



20350 

TBLASTX : Soybean 

12067 

116 



10606. .10713, 11634. .11846, 11645 11767 , 12005.. 12067 



42265 
87928 
19719 

OJ000303_05.0410.C6.o4.tm 

13355 

none 



Seq. ID OJ000303_05.0410.C6 



Strand 
End 

Method 

End 

Score 



20350 

TBLASTX: Maize 

13548 

245 



13355. ,13546, 13372 13446, 13409 ,. 1354 6, 13414.. 13548 
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O y-v im— XT A 

oeq. NO. 


yl 0 O C Q 




beq. xu 


UJUUUJUj UD.U41J.U. 




Gene No. 


87928 




Strand 






Start 


19719 




End 


20350 




Name 


OJ000303 05. 0410. C6. 


o2. ts 


Method 


TBLASTX: Soybean 




Start 


13373 




End 


13942 




GI 


none 




Score 


261 




Exons 


13373:'. 13942 










Seq. No. 


42265 




Seq. ID 


OJ000303_05.0410. 


C6 


Gene No. 


87928 




Strand 






Start 


19719 




End 


20350 




Name 


OJ000303_05.0410.C6. 


ol . tm 


Method 


TBLASTX: Maize 




o uart 






End 


15292 




GI 


none 




Score 


434 




Exons 


13549. .14082, 13582. 


.13704, 


13598. .14083, 13602 .. 14027, 






13897. .14043, 14057. 


.14233, 


14079. .14231, 14296. .14367, 






14297. ,14368, 14452. 


.14544, 


14453. .14545, 144 64 .. 1454 4 , 






14526. .14576, 14544. 


.14576, 


14 669. .1474 6, 14676. .14741, 






14677. .14826, 15075. 


.15125, 


15076. .15123, 15200.. 15292 




beq. NO. 


/ O O C R 
4ZZDO 




Seq, ID 


OJ000303_05.0410. 


CD 


Gene No. 


87928 




Strand 






Start 


19719 




End 


20350 




Name - 


OJ000303 05. 0410. C6. 


ol.tw 


Method 


' TBLASTX: Wheat 




Start 


13839 




End 


14188 




GI 


none 




Score 


372 




Exons 


13839. .14180, 13839, 


.14186, 


13844. .14188 




Seq. No. 


X o o ^ c 




Seq. ID 


OJ0003O3_05.041O. 


CD 


Gene No. 


87928 




Strand 






Start 


19719 




End 


20350 




Name 


OJ000303 05. 0410. C6. 


o5 .gs 


Method 


GENSCAN 




Start 


19719 




End 


20350 




GI 


none 




Score 


.71 




Exons 


19719. .19791', 20084. 


.20350 








Seq. No. 


42266 




Seq. ID 


OJ000303_05.041O. 


C7 


(jene no . 


P7Q9Q 




Strand 


+ 




Start 


1 




End 


3194 




Name 


OJ000303 05. 0410. C7. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


3191 




GI 


4309698 




Score 


2007 




Exons 


1..268, 1019.. 1327, 


1433.. 1723, 1820.. 


1933, 2578.. 3191 




GI Descrip. 


(AC006266) putative 


glucosyltransf erase [Arabidopsis thaliana] 


Seq. No. 


/I O O C 

4zz Ob 




Seq. ID 


OJ000303_05.0410. 


C7 


Gene No. 


87929 




Strand 


+ 




Start 


1 




End 


3194 




Name 


OJ000303 05. 0410. C7. 


ol . gs 


Method 


GENSCAN 




Start 


92 




End 


3194 




GI 


none 




Score 


.64 




Exons 


92. .268, 1019.. 1327, 


1433. . 


1723, 1820. 


.1949, 2812,, 3194 




Seq. No. 


42266 




Seq. ID 


OJ000303_05,0410. 


C7 


Gene No. 


87930 




Strand 


+ 




Start 


19175 




End 


19754 
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Name OJ000303_05 . 0410 .C7 .ol .gp Method AAT/GAP 

Start 19175 End 19754 

GI 37761_1.R1084 Score 1126 
Exons 19175.. 19754 

GI Descrip. '3810592 5.0e-36 (AC005398) unknown protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42266 Seq. ID 

87931 Strand 
4 458 End 
OJ000303_05 . 04 10 . C7 . o2 . gs Method 
4 458 End 
none Score 
4458.. 4662, 5050.. 5228, 5623.. 5691 

42266 Seq. ID 

87932 Strand 
6750 End . 
OJ000303_05.0410.C7.o2.np Method 
6620 End 
1911429 Score 
6620.. 6681, 10079. .10158, 10765 .. 10850, 15875 .. 16202 , 
18220. .18435 

AO=heterogeneous nuclear ribonucleoprotein [human, placenta. 
Peptide, 305 aa] 



OJ000303_05.0410.C7 

5691 
•GENSCAN 
5691 
.72 



OJ000303_05.0410.C7 

19022 
AAT/NAP 
18435 
239 



Seq. No. 42266 

Gene No. 87932 

Start 6750 

Name OJ000303__05 . 0410 .C7 . o3 .gs 

Start 6750 

GI none 
Exons 



Seq. ID OJ000303_05.0410.C7 
Strand 

End 19022 

Method GENSCAN 

End 19022 

Score .53 



6750.. 6997, 7113.. 7190, 9077.. 9556, 9861.. 9924, 9962.. 9999, 
10078. .10255, 10332. .10533, 10643 .. 10929, 10942 11043, 
12183. .12322, 13041 .. 13251, 13313 .. 134 19, 13578 13688 , 
15577. .16201, 17917. .18529, 18553.. 19022 



Seq. No. 42266 

Gene No. 87933 

Start 19499 

Name OJ000303_05 . 0410 .07 .ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000303_05.0410.C7 
Strand. 

End 23100 

Method TBLASTX : Mai ze 

End 3079 

Score 203 



2. .151, 2. .85, 4. .138, 127. .159, 195. .254, 197. .238, 218. .271, 
226. .270, 1016. .1327, 1016. .1333, 1018. ,1329, 1018. .1335, 
1406.. 1732, 1406.. 1729, 1417.. 1731, 1807.. 1929, 1810,. 1929, 
1811.. 1936, 2572.. 2679, 2577., 2675, 2577,. 2711, 2676., 2858, 
2677.. 2856, 2879.. 2980, 2880., 2987, 3032,, 3079 



Seq. No. 42266 

Gene No. 87933 

Start 19499 

Name OJ000303_05 . 04 10 . 07 . ol . tc 

Start 224 

GI none 
Exons 



Seq. ID OJ000303_05. 0410.07 
Strand 
End 

Method' 
End 
Score 



23100 

TBLASTX: Cress 

2957 

81 



224. .271, 1012. .1326, 1016. .1327, 1121. ,1327, 1186, .1329, 
1393.. 1725, 1406.. 1726, 1428.. 1730, 1826.. 1936, 1828,. 1932, 
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1000 


1 A >1 0 

. 1943, 


1834 . 


.1944, 2577,. 2858, 2647.. 2856, 




2880 . . 2957 












Cam XI a 

Seq, No- 


/ 0 0 c c 
422DD 








Seq. ID 


oTfinA'^A's Ac: A/iin r^n 
UJUUUjUo UO.U41U.U/ 


Gene No. 


87933 








Strand 




Start 


19499 








End 


23100 


Name 


OJ000303 05. 


0410. 


C7-01. 


ts 


Method 


TBLASTX : Soybean 


Start 


226 








End 


1869 


GI 


none 








Score 


79 


Exons 


226.. 270, 227.. 271, 1016.. 1327, 1027.. 


1335, 1129.. 1329, 




14 . .1 /zz , 


T yl A /- 

14Ud . 


1 T 0 0 

. 1 f Zo, 


loi4 . 


.1723, 1'817.. 1867, 1819. .1869 


Seq. No. 


42266 








Seq. ID 


OJ000303_05.0410.C7 


Gene No. 


87933 








Strand 




Start 


iy4 yy 








End 


23100 


Name 


OJ000303 05. 


A >l "1 A 

0410 . 


C7 . o3 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1871 








End 


2805 


GI . 


none 








Score 


105 


Exons 


1871 . . 1936, 


1873 . 


1 A A 0 

. 1923, 


2586 . 


.2804, 2647. .2805 


Seq. No. 










Seq. ID 


OJ000303_05.0410,C7 


Gene No. 


87933 








Strand 




Start 


19499 








End 


23100 


Name 


OJ000303 05. 


0410. 


C7.02. 


ts 


Method 


TBLASTX : Soybean 


Start 


.'2^0 8 








End 


3199 


GI 


none 








Score 


78 


Exons 


2808. ,2858, 


2809. 


.2856, 


2877. 


,2933, 2879.. 2980, 2880.. 2987, 




3016. .3138, 


3017. 


.3175, 


3032, 


,3199, 3033.. 3194 


Seq. No. 


42266 








Seq. ID 


OJ000303_05.0410.C7 


Gene No . 


87933 








Strand 




Start 


19499 








End 


23100 


Name 


OJ000303 05. 


0410. 


C7.03. 


tc 


Method 


TBLASTX: Cress 


Start 


9321 








End 


18414 


GI 


none 








Score 


96 


Exons 


9321. .9449, 


9451. 


.9588, 


9463. 


.9573, 9922. .10068, 10720. ,109 



10742. ,10987, 10754 ,. 10801, 10861 .. 10971, 13231 .. 13317 , 
15878. .16144, 15900 .. 16145, 15912 .. 15959, 15913 .. 15951, 
16019. .16129, 16020. .16124, 18271.. 18414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42266 
87933 
19499 

OJ000303_05.0410,C7.o4.tm 

9330 

none 



Seq. ID OJ000303_05.0410.C7 
Strand 

End 23100 

Method TBLASTX :Maize 

End 18414 

Score 66 



9330, .9449, 9451. .9576, 9896. .10069, 9907, .10068, 10729 ,. 10974 , 
10733. .10975, 13231 .. 13317 , 15887 .. 16132, 15891 ., 16133, 
18259.. 18414 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42266 
87933 
19499 

OJ000303_05.0410.C7.o4 .ts 

9330 

none 



Seq. ID OJ000303_05,0410,C7 . 
Strand 

End 23100 

Method TBLASTX : Soybean 

End 18438 

Score 80 



9330.. 9449, 9451,. 9576, 9451.. 9573, 9874.. 10065, 9907.. 10068, 
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9908.. 10075, 10729. .10974, 10739 .. 10975, 10795. .10971, 
13213. .13320, 13231. .13317, 15887 .. 16132, 15897 .. 16133, 
15953. .16129, 15984 .. 16124 , 18257 .. 18409, 18259 .. 18438, 
18271. .18414 





Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 


87933 




Strand 








Start 


19499 




End 


23100 






Name 


OJ000303 05. 0410. C7 


, o5 . tm 


Method 


TBLASTX: Maize 






Start 


11811 




End 


12258 






GI 


none 




Score 


65 






Exons 


11811. .11960, 11812 


. .12051, 


12154. .12258 






Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 


87933 




Strand 








Start 


19499 




End 


23100 






Name 


OJ000303 05. 0410. C7 


.o3 .np 


Method 


AAT/NAP 






Start 


19481 




End 


23100 






GI 


6723425 




Score 


499 






Exons 


19481. .19947, 20984 


. .21199, 


22654. .23100 






GI Descrip. 


(AL132965) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 


87933 




Strand 








Start 


194 99 




End 


23100 






Name 


OJ000303 05. 0410. C7 


.o4 .gs 


Method 


GENSCAN 




in 


Start 


19499 




End 


22980 






GI 


none 




Score 


.74 






Exons 


19499. .19942, 21012 


. .21199, 


22654. .22980 






Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 


87933 




Strand 






I y 


Start 


19499 




End 


23100 






Name 


OJ000303 05. 0410. C7 


. o3 . tm 


Method ■ 


TBLASTX: Maize 




f~- 


Start 


19697 




End 


21154 




'•d ■ 


GI 


none 




Score 


130 






Exons 


19697. .19837, 19697 


. .19828, 


19749. .19850, 19885 .. 1994 1, 








19888. .19956, 19889 


. . 19945, 


21009. .21152, 21011. .21154, 








21012. .21146, 21013 


. .21153, 


21014. .21154 




tl 


Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.07 




Gene No. 


87933 




Strand 








Start 


19499 




End 


23100 






Name 


OJ000303 05. 0410. C7 


.o2.tc 


Method 


TBLASTX: Cress 






Start 


19712 




End 


22906 






GI 


none 




Score 


89 






Exons 


19712. .19819, 21009 


. .21200, 


21009. .21200, 21010. ,21267, 








22655. .22723, 22656 


. .22730, 


22800. .22904, 22805., 22906 






Seq. No. 


42266 




Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 


87933 




Strand 








Start 


19499 




End 


23100 






Name 


OJ000303 05. 0410. C7 


. o2 . gp 


Method 


AAT/GAP 






Start 


19834 




End 


22840 






GI 


uC-osflcyp091b02bl 




Score 


859 






Exons 


19834. .19942, 21012 


. .21199, 


22654. .22840 





GI Descrip. ' 2827699/emb | CAA16672 | 3.0e-24 (AL021684) predicted protein 



42578 








[Arabidopsis thaliana] ' 










Seq. No. 


42266 


Seq, ID 


OJ000303_05,0410 


.C7 




Gene No. 


87933 


Strand 








Start 




End 


23100 






Name 


OJ000303 05.0410.C7.o5.ts 


Method 


TBLASTX : Soybean 






Start 


21121 


End 


23098 






GI 


none 


Score 


68 






Exons 


21121. .21201, 21123. .21200, 


22679. ,22723, 22796 .. 22921, 








22797. .22922, 23009 .. 23098, 


23021. .23083 






Seq. No. 


42266 


Seq. ID 


OJ000303_05,0410 


.C7 




Gene No. 


87933 


Strand 








Start 


1949y 


End 


23100 






Name 


OJ000303 05.0410.C7.o2.tm 


Method 


TBLASTX: Maize 






Start 


22796 


End 


23098 






GI 


none 


Score 


174 






Exons 


22796.-22933, 22797 . ..22931, 


23009. .23098, 23010 ., 23069, 








23021. .23098 










Seq. No. 


42266 


Seq. ID 


OJ000303_05.0410 


.C7 




Gene No. 




Strand 








Start 


19499 


End 


23100 






Name 


OJ000303 05.0410.C7.o3.gp 


Method 


AAT/GAP 




Si 


Start 


22943 


End 


23100 






GI 


none 


Score 


308 






Exons 


22943. .23100 








I y 
f ^ 


Seq. No. 


42267 


Seq. ID 


OJ000303 05.0410 


.C9 


id 


Gene No. 


87934 


Strand 


+ 






Start 


1 


End 


1912 






Name 


OJ000303 05.0410.C9.ol.np 


Method 


AAT/NAP 






o Ear u 


1 


End 


1912 






GI 


1491621 


Score 


56 




f ^ 


Exons 


1..191, 1830,, 1912 










GI Descrip. 


(Z78205) UL36 [Bovine herpesvirus 1] < 


gi 1 2653311 |emb|CAA06097 






(AJ004801) very large virion protein 


(tegument ) [ Bovine 








herpesvirus type 1.1] 










Seq. No. 


42267 


Seq. ID 


OJ000303_05.0410 


.C9 




bene No, 


87935 


Strand 








Start 


1274 


End 


2160 






Name 


OJ000303 05,0410.C9.ol.gs 


Method 


GENSCAN 






Start 


1274 


End 


2160 






GI 


none 


Score 


.52 






Exons 


1274.. 1326, 1466,. 1505, 1592 


..1716, 1863. .1910, 2013. .2160 




Seq. No. 


42268 


Seq, ID 


OJ000303 05.0410 


.CIO 




Gene No . 


87936 


Strand 


+ 






Start 


1538 


End 


2584 






Name 


OJ000303 05.0410.C10.ol.gs 


Method 


GENSCAN 






Start 


1538 


End 


2584 






GI 


none 


Score 


.52 






Exons 


1538. ,1677, 2177. .2266, 2397 


,.2431, 2544.. 2584 






Seq. No. ■ 


42269 


Seq. ID 


OJ000303_05.0410 


,C11 




Gene No. 


87937 


Strand.. 


. + 
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start 1196 End 1273 

Name OJ000303_05.0410.Cll.ol.np Method AAT/NAP 

Start 1196 End 1273 

GI 6630699 Score 82 

Exons 1196.. 1273 



GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


42269 


Seq. ID 


OJ000303_ 


05. 


0410 


.Cll 


Gene No. 


87938 


Strand 


+ 








Start 


5766 


End 


8447 








Name 


OJ000303 05.0410.Cll.o2 


. np Method 


AAT/NAP 








Start 


5766 


End 


8447 








GI 


6815109 


Score 


444 








Exons 


5766. .5798, 7123. .8103, 


8146. .8447 










GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


42269 


Seq. ID 


OJ000303_ 


05. 


0410 


.Cll 


Gene No. 


87939 


Strand 


+ 








Start 


10636 


End 


10917 








Name 


OJ000303 05.0410.Cll.ol 


. gp Method 


AAT/GAP 








Start 


10636 


End 


10917 








GI 


none 


Score 


515 








Exons — 


10636. ,10917 













Seq. No. 42269 Seq.' ID 

Gene No. 87940 Strand 

Start 10381 End 

Name OJ000303_05 . 04 10 . Cll . o3 . gs Method 

Start 10381 End 

GI none Score 

Exons 10381. .10853 



OJ000303_05. 0410. Cll 

10853 
GENSCAN 
10853 
.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42270 Seq. ID OJ000303_05 . 0410 . C12 

87941 Strand + 

1 End 664 

OJ000303_05 .0410. C12 . ol . np Method AAT/NAP 

1 End 658 

7486265 Score 492 

1. .658 

hypothetical protein F27L4.4 - Arabidopsis thaliana 
gi|3152606|gb|AAC17085.1 I (AC004482) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



Seq. No. 


42270 










Seq. ID 


OJ000303 


Gene No. 


87941 










Strand 


+ 


Start 


1 










End 


664 


Name 


OJ000303 


_05. 


0410 


.C12.01 


.gs 


Method 


GENSCAN 


Start 


50 










End 


664 


GI 


none 










Score 


,89 


Exons 


50. .664 














Seq. No. 


42270 










Seq, ID 


OJ000303 


Gene No. 


87942 










Strand 


+ 


Start 


4113 










End 


7802 


Name 


OJ000303 


_05. 


0410 


.C12.02 


.gs 


Method 


GENSCAN 
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Start 


4113 " 




End 


7802 






GI 


none 




Score 


.65 






Exons 


4113. .4559, 4600 


..4621, 4866 


..5039, 5236.. 5675, 


5767. .6467, 






6578. .6634, 6729 


..6967, 7254 


..7376, 7672.. 7802 






Seq. No. 


42270 




Seq. ID 


OJ000303 


_05.0410.C12 




Gene No. 


87942 




Strand 


+ 






Start 


4113 




End 


7802 






Name 




.C12.o3.np 


Method 


AAT/NAP 






Start 


5412 




End 


7517 






GI 


5668808 




Score 


1041 ' 






Exons 


5412.. 5675, 5767 


..6308, 6397 


..6483, 6578.-6634, 


6729. .6967, 






7076. .7194, 7290 


..7376, 7467 


. .7517 








GI Descrip. 


(AC007519) F16N3 


.20 [Arabidopsis thaliana] 






Seq. No. 


42270 




Seq. ID 


OJ000303 


_05.0410.C12 




Gene No. 


87943 




Strand 


+ 






b car L 


11070 




End 


16965 






Name 


OJ000303 05.0410 


.C12.04 .gs 


Method 


GENSCAN 






Start 


11070 




End 


16965 






GI 


none 




Score 


.56 






Exons 


11070. .11182, 11527. .11586, 


11878. .12017, 15355 


. .15462, 






15593. .15691, 16955. .16965 








h. 5 


Seq. No. 


42270 




Seq. ID 


OJ000303 


_05.0410.C12 


[fl 


Gene No. 


87944 




Strand 


+ 






Start 


17642 




End 


18304 




I y 


Name 


OJ000303 05.0410 


.C12.ol.gp . 


Method 


AAT/GAP 




1=1 


Start 


17589 




End 


18058 




LJ 


GI 


none 




Score 


828 




* ~ 


Exons 


17589. .18058 












Seq. No. 


42270 




Seq. ID 


OJ000303 


_05.0410.C12 




Gene No. 


87944 




Strand 


+ 






Start 


17642 




End 


18304 






Name 


OJ000303 05.0410 


.C12.o5.gs 


Method 


GENSCAN 






Start 


17642 




End 


18304 






GI 


none 




Score 


1 






Exons 


17642. .18304 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42270 Seq. ID OJ000303_05 . 04 10 . C12 

87944 Strand + 

17642 End 18304 

OJ000303_.05.0410.C12.o7.np Method AAT/NAP 

17660 End 18298 

7484829 Score 256 

17660. .18010, 18041. .18298 

calmodulin homolog F18B3.50 - Arabidopsis thaliana 

gi|4835228|emb|CAB42906,l| (AL04 9862) calmodulin-like protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42270 Seq. ID 

87945 Strand 

22688 End 

OJ000303_05.0410.C12.o6.gs Method 

22688 End ' 

none Score 



OJ000303_05.0410.C12 
+ 

26493 
GENSCAN 
26399 
.61 
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Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



22688. .22718, 22833 22972, 23037 24 833, 25031 .. 25108, 
25304. .25376, 25633.. 26399 



42270 Seq. ID 

87945 Strand 

22688 End 
OJ000303_05 . 0410 . C12 . o8 . np Method 

25971 End 

7438218 Score 
25971.. 26493 

serpin - barley gi | 1197577 | emb I CAA64599 . 1 
[Hordeiam vulgare] 



OJ000303_05.0410.C12 

+ ' 

26493 
AAT/NAP 
26493 
165 



(X95277) serpin 



42270 Seq. ID OJ000303_05 . 0410 . C12 

87946 Strand 

4049 End 9096 

O J000303_05 . 04 10 . C12 . o2 . np Method AAT/NAP 

4049 End 8687 

6069646 Score 750 

4049. .4735, 8658. .8687 

{AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


42270 


Seq. ID 


OJ000303_05.0410, 


C12 


Gene No. 


87946 


Strand 






Start 


4049 


End 


9096 




Name 


OJ000303 05.0410.C12.o3 


. gs Method 


GENSCAN 




Start 


8137 


End 


9096 




GI 


none 


Score 


.52 




Exons 


8137.. 8307, 8352.. 8990, 


9076. .9096 






Seq. No. 


42270 


Seq. ID 


OJ000303_05.0410 


C12 


Gene No. 


87946 


Strand 






Start 


4049 


End 


9096 




Name 


OJ000303 05,0410.C12.o4 


. np Method 


AAT/NAP 




Start 


8143 


End 


8654 




GI 


7486888 


Score 


302 




Exons 


8143. .8654 








GI Descrip. 


hypothetical protein T12H17.210 - Arabidopsis thaliana 






gi 1 2827559 lemb | CAA16567 


.11 (AL021635) 


predicted protein 






[Arabidopsis thaliana] 


gi 1 3292808 lemb ICAA197 98. 11 (AL031018 




putative protein [Arabidopsis thaliana] 






gi 172691291 emb ICAB7 9237 


.11 (AL161558) 


predicted protein 






[Arabidopsis thaliana] 








Seq. No, 


42270 


Seq. ID 


OJ000303_05,0410 


C12 


Gene No. 


87947 


Strand 






Start 


13975 


End 


15831 




Name 


OJ000303 05.0410.C12.ol 


. tw Method 


TBLASTX: Wheat 




Start 


4 


End 


246 




GI 


none 


Score 


249 




Exons 


4 . .246, 47. .244 








Seq. No. 


42270 


Seq. ID 


OJ000303_05,0410 


C12 



42582 




Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.02 


. tm 


Method 


TBLASTX:Maize 


Start 


31 








End 


259 


GI 


none 








Score 


376 


Exons 


31. .258, 32. 


.259 










Seq. No. 


42270 








Seq. ID 


' OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.01 


.ts 


Method 


TBLASTX : Soybean 


Start 


46 








.End 


570 


GI 


none 








Score 


422 


Exons 


46.. 321, 50. 


.322, 


376. . 


456, 377. .460, 


439. .570 


Seq. No. 


42270 








beq. lu 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.02 


. tc 


Method 


TBLASTX: Cress 


Start 


55 








End 


325 


GI 


none 








Score 


402 


Exons 


55. .321, 56. 


.325 










Seq. No. 


42270 








Seq. ID 


OJ000303_05 . 0410 .C12 


Gerie No . 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.04 


.tm 


Method 


TBLASTX: Maize 


Start 


368 








End 


667 


GI 


none 








Score 


143 


Exons 


368. .475, 368. .667, 412 


o n 

- . 630 






Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.07 


.tm 


Method 


TBLASTX:Maize 


Start 


2516 








End 


4640 


GI 


none 








Score 


63 


Exons 


2516. .2593, 


4175. 


.4261, 


4314. 


.4496, 4324. .4497, 4326. .4496, 




4530. .4640 












Seq. No.. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.05 


. tm 


Method 


TBLASTX: Maize 


Start 


2597 








End 


2992 


GI 


none 








Score 


67 


Exons 


2597. .2896, 


2642. 


.2893, 


2906. 


.2992 




Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05. 


0410. 


C12.06 


. tm 


Method 


TBLASTXrMaize 


Start 


3145 








End 


3381 


GI 


none 








Score 


75 


Exons 


3145. .3249, 


3170. 


.3256, 


3250. 


.3330, 3313.. 3381, 3313.. 3381 


Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 



42583 




Gene No. 


87947 








Strand 




Start 


13975 








End 


. 15831 


Name 


OJ000303 05 


.0410. 


C12.03 


.tw 


Method 


TBLASTX: Wheat 


Start 


3188 








End 


3384 


GI 


none 








Score 


113 


Exons 


3188. .3376, 


3196. 


.3384 








Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05 


.0410. 


C12.01 


.tc 


Method 


TBLASTX: Cress 


Start 


5508 








End 


7376 


GI 


none 








Score 


148 


Exons 


5508. .5678, 


5516. 


.5668, 


5766. 


.5864, 5767,. 5865, 5935.. 6045, 




5947. .6048, 


6165. 


. 6323, 


6166. 


.6324, 6398.. 6481, 6576.. 6623, 




6579. . 6632, 


6721. 


. 6969, 


6723. 


.6821, 6924.. 6974, 7069,. 7182, 




7095. .7181, 


7284. 


.7376, 


7289. 


.7318 




Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05 


.0410. 


C12.02 


. ts 


Method 


TBLASTX : Soybean 


Start 


5520 








End 


6852 


GI 


none 








Score 


98 


Exons 


5520.. 5678, 


5567. 


.5671, 


5766. 


.5855, 5767.. 5865, 5947.. 6045, 




5952. .6044, 


6166. 


,6207, 


6229. 


.6330, 6234.. 6323, 6398.. 6481, 




6594. .6629, 


6721. 


.6852, 


6726. 


.6851 




Seq. No. 


42270 








Seq. ID 


OJ000303_05,0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05 


.0410. 


CI2.0I 


. tm 


Method 


TBLASTX: Maize 


Start 


5583 








End 


7191 


GI 


none 








Score 


64 


Exons 


5583, .5678, 


5766. 


.5861, 


5767. 


.5865, 5932. .6051, 5947. .6045, 




6166, . 6207, 


6222. 


.6323, 


6223. 


.6330, 6398.. 6481, 6579.. 6629, 




6721, .6969, 


6726. 


.6836, 


7027. 


,7191, 7095.. 7172 


Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No . 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05 


.0410. 


C12.04 


. ts 


Method 


TBLASTX : Soybean 


Start 


6856 








End 


7391 


GI 


none 








Score 


73 


Exons 


6856. .6969, 


7069. 


,7185, 


7095. 


.7169, 7269.. 7379, 7284.. 7391 


Seq. No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No . 


87947 








Strand 




Start 


13975 








End 


15831 


Name 


OJ000303 05 


.0410. 


C12.03 


. tm 


Method 


TBLASTX: Maize 


Start 


8122 








End 


8594 


GI 


none 








Score 


178 


Exons 


8122. .8331, 


8138. 


.8323, 


8245. 


.8331, 8352. .8408, 8484. .8594 


Seq, No. 


42270 








Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 








Strand 




Start 


13975 








End' 


15831 



42584 



Name 


OJ000303 05.0410.C12.o3.ts 


Method 


TBLASTX : Soybean 


Start 


8129 


End 


8594 


GI 


none 


Score 


206 


Exons 


8129.. 8332, 8152.. 8331, 8526 


. .8594 




Seq. No. 


42270 


Seq. ID 


OJ000303_05.0410.C12 




87947 


Strand 




Start 


13975 


End 


15831 


Name 


OJ000303 05.0410.C12.o3.tc 


Method 


TBLASTX: Cress 


Start 


8144 


End 


8603 


GI 


none 


Score 


144 


Exons 


8144.. 8323, 8152.. 8349, 8526 


. .8603 




Seq. No. 


42270 


Seq. ID 


OJ000303_05.0410.C12 




87947 


Strand 




start 


13975 


End 


15831 


Name 


OJ000303 05.0410.C12.o2.tw 


Method 


TBLASTX: Wheat 


Start 


8147 


End 


8334 


GI 


none 


Score 


123 


Exons 


8147. .8329, 8152. .8334, 8171 


. .8329 




Seq. No. 


42270 , 


Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 


Strand 




Start 


13975 


End 


15831 




OJ000303 05.0410.C12.o5.np 


Method 


AAT/NAP 


Start 


13975 


End 


15831 


GI 


4539658 


Score 


110. 


Exons 


13975. .14095, 14177 .. 14391, 


15805. .15831 


GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghiim 




bicolor] 






Seq. No. 


42270 


Seq. ID 


OJ000303_05.0410.C12 


Gene No. 


87947 


Strand 




Start 


13975 


End 


15831 


Name 


OJ000303 05.0410.C12.o6.np 


Method 


AAT/NAP 


Start 


14007 


End 


14393 


GI 


4539658 


Score 


120 


Exons 


14007. .14095, 14177.. 14393 






GI Descrip. 


(AF061282) serine carboxypeptidase-like protein [Sorghum 




bicolor] 






Seq. No. 


42271 


Seq. ID 


OJ000303_05.0410.C13 


Gene No. 


87948 


Strand 


+ 


Start 


1 


End 


683 - 


Name 


OJ000303 05.0410.C13.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


680 


GI 


421989 


Score 


470 


Exons 


1. .680 







GI Descrip. serpin - barley gi | 19071 | emb | CAA78822 . 1 | (Z15116) protein zx 
[Hordeum vulgare] gi | 444778 I prf M 1908213A protein Zx [Hordeum 
vulgare] 



Seq. No. 42271 

Gene No. 87948 

Start 1 

Name OJ000303_05 . 04 10 . C13 . ol . gs 

Start 78 



Seq. ID OJ000303_05.0410.C13 

Strand + 

End 683 

Method GENSCAN 

End 683 - 
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GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



none 
78. .683 

42271 
87949 
1 

OJ000303_05.0410.C13.o2.np 
1 

6693023 

1..37, 1038. .1216, 2868. .2949, 3034. .3527, 4006. .4158 
(AC012375) T22C5.20 [Arabidopsis thaliana] 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method AAT/NAP 

End 4158 

Score 384 . 



42271 
87949 
1 

OJ000303_05.0410.C13.o2.tm 
6 

none 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method TBLASTX: Maize 

End 668 

Score 121 



6. .143, 8. .142, 186. .269, 188. .262, 290. .394, 297. .395, 
435. .485, 581. .667, 582. .668 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42271 
87949 
1 

OJ000303_05 . 04 10 . C13. ol . tc 

186 

none 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method TBLASTX : Cress 

End 668 

Score 83 



186. .269, 297. .395, 414. .482, 579. .668, 581. .667 



42271 
87949 
1 

OJ000303_05.0410.C13.o3.tm 

1003 

none 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method TBLASTX : Maize 

End 3164 

Score 190 



1003. .1215, 1004. .1216, 1005. .1217, 1012. .1239, 1310. .1366, 
1318. .1368, 1318. .1368, 2840. .2947, 2868. .2948, 2869. ,2949, 
3035.. 3163, 3039.. 3164 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42271 
87949 
1 

OJ000303_05.0410.C13.o2.gs 

2856 

none 



42271 
87949 
1 

OJ000303_05.0410.C13.ol.tm 

3420 

none 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method GENSCAN 

End 3756 

Score . 8 



2856.. 2949, 3034.. 3371, 3718.. 3756 



Seq. ID OJ000303_05.0410.C13 
Strand 

End 4158 

Method TBLASTX : Mai ze 

End 3782 

Score 77 



3420.. 3473, 3420.. 3479, 3421.. 3480, 3430.. 3492, 3472.. 3621, 
347.7.. 3632, 3716.. 3781, 3716.. 3781, 3717.. 3782 



Seq- No, 



42272 



Seq. ID OJ000303_01.0403.C3 
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Gene No . 


87950- 


Strand 


+ 


Start 


389 


End 


5148 


Name 


OJ000303 01.0403.C3.ol.gs 


Method 


GENSCAN 


Start 


389 


End 


5148 


GI 


none 


Score 


.41 


Exons 


389.. 467, 1405.. 1561, 1629. .1785, 5020 


. . 5148 


Seq. No. 


42272 


Seq. ID 


OJ000303_01.. 0403. C3 


Gene No. 


87950 


Strand 


+ 


Start 


389 


End 


5148 


Name 


OJ000303 01.0403.C3.ol.aD 


Method 


AAT/GAP 


Start 


1016 


End 


1148 


GI 


LIB3474-009-P1-K1-F11 


Score 


221 


Exons 


1016. . 1148 






GI Descrip. 


' 4455244/emb 1 CAB36743 11 6 Oe 


-11 (AL035523) MtN3-like protein 




f AirabidoD^is thalian^il ' 






Seq. No. 


42272 


Seq. ID 


OJ000303_01.0403-C3 


Gene No . 


87951 


Strand 




Start 


5785 


End 


7544 


Name 


OJ000303 01.0403.C3.o2.gs 


Method 


GENSCAN 


Start 


5785 


End 


7520 


GI 


none 


Score 


.72 


Exons 


5785 5933 6348 7051 7060 


.7520 




Seq. No. 


42272 


Seq. ID 


OJ000303_01.0403.C3 


Gene No. 


87951 


Strand 




Start 


5785 


End 


7544 


Name 


OJ000303 01.0403.C3.ol.np 


Method 


AAT/NAP 


Start 


6260 


End 


7544 


GI 


2505884 
^ \j \j \j ^ 


Score 


823 


Exons 


6260 7544 






GI Descrip. 


fY12776^ hvDothetical orotein 


[Arabidopsis thaliana] 


Seq. No- 


42273 


Seq. ID 


OJ000303_01.0403.C4 


Gene No . 


87952 


Strand 


+ 


Start 


1094 


End 


1384 


Name 


PJ000303 01.0403.C4.o2.gs 


Method 


GENSCAN 


Start 


1094 


End 


1384 


GI 


none 


Score 


1 


Exons 


1094 . . 1384 






Seq. No. 


42273 


Seq. ID 


OJ000303_01.0403.C4 


Gene No . 


87953 


Strand 


+ 


Start 


1858 


End 


2071 


Name 


OJ000303 01.0403.C4.o3.gs 


Method 


GENSCAN 


Start 


1858 


End 


2071 


GI 


none 


Score 


.86 


Exons 


1858. .1930, 2001. .2071 






Seq. No. 


42273 


Seq. ID 


OJ000303_01.0403.C4 


Gene No. 


87954 


Strand 


+ 


Start 


5354 


End 


9116 


Name 


OJ000303 01.0403.C4.o4.gs 


Method 


GENSCAN 


Start 


5354 


End 


9116 


GI 


none 


Score 


.73 



Exons 5354.. 5597, 6268.. 6586, 6964..702'2, 9007.. 9116 
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Seq. No. 


42273 








Seq. ID 


OJ000303_01.0403 


.C4 


Gene No. 


87955 








Strand 






Start 


1 








End 


533 




Name 


OJ000303 01 


.0403. 


C4.01. 


np 


Method 


AAT/NAP 




Start 


1 








End 


529 




Gl 


2505884 








Score 


387 




Exons 


1. .529 














GI Descrip. 


(Y12776) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


42273 








Seq. ID 


OJ000303_01.0403 


. C4 


Gene No. 


87955 








Strand 






Start 


1 








End 


533 




Name 


OJ000303 01 


.0403. 


C4.01. 


gs 


Method 


GENSCAN 




Start 


23 








End 


529 




GI 


none 








Score 


. 97 




Exons 


23. .529 














Seq. No, 


42273 








Seq. ID 


OJ000303_01.0403 




Gene No. 


87955 








Strand 






Start 


1 








End 


533 




Name 


OJ000303 01 


.0403. 


C4.02. 


ts 


Method 


TBLASTX : Soybean 




Start 


260 








End 


533 




GI 


none 








Score 


108 




Exons 


260. .-532, 438. .533 . 










Seq. No. 


42273 








Seq. ID 


OJ000303_01.0403 


.C4 


Gene No. 


87956 








Strand 






Start 


5488 








End 


6590 




Name 


OJ000303 01 


.0403. 


C4.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


5488 








End 


6533 




GI 


none 








Score 


84 




Exons 


5488. .5601, 


5525. 


.5599, 


6253. 


.6414, 6266.. 6502, 6267.. 6533 




6267. .6509 














Seq. No. 


42273 








Seq. ID 


OJ000303_01.0403 


.C4 


Gene No. 


87956 








Strand 






Start 


5488 








End 


6590 




•Name 


OJ000303 01 


.0403. 


C4.01. 


tc 


Method 


TBLASTX: Cress 




Start 


5525 








End 


6590 




GI 


none 








Score 


67 




Exons 


5525. .5599, 


6266. 


.6385, 


6267. 


.6590, 6279.. 6584 




Seq. No. 


42273 








Seq. ID 


OJ000303_01.0403 


.C4 


Gene No. 


87956 








Strand 






Start 


5488 








End 


6590 




Name 


OJ000303 01 


.0403. 


C4.01. 


tm 


Method 


TBLASTX: Maize 




Start 


5561 








End 


6590 




GI 


none 








Score 


65 




Exons 


5561. .5599, 


6257. 


.6511, 


6260. 


.6586, 6267.. 6590, 6267.. 6587 


Seq. No. 


42274 








Seq. ID 


OJ000303_01.0403 


.C5 


Gene No. 


87957 








Strand 


+ 




Start 


8260 








End 


10600 




Name 


OJ000303 01 


.0403. 


C5.01. 


gp 


Method 


AAT/GAP 




Start 


8260 








End 


10600 




GI 


1631793 








Score 


77.4 
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Exons 8260.. 8325, 9480.. 9556, 10335.. 10600 



Seq. No. 


42274 


Seq. ID 


OJ000303 01 






Gene No. 


87958 


Strand 


+ 






Start 


10610 


End 


12538 






Name 


OJ000303 01.0403.C5.ol.np 


Method 


AAT/NAP 






Start 


10610 


End 


12538 






GI 


6692098 


Score 


1442 






Exons 


10610. .12538 










GI Descrip. 


(AC007764) F22C12.10 [Arabidopsis thaliana] 






Seq. No. 


42274 


Seq. ID 


OJ000303_01 


.0403 


.C5 


Gene No. 


87958 


Strand 


+ 






Start 


10610 


End 


12538 






Name 


OJ000303 01.0403.C5.o2.gp 


Method 


AAT/GAP 






Start 


10858 


End 


11379 






GI 


none 


Score 


1040 






Exons 


10858. -.11379 










Seq. No. 


4227 4 


Seq. ID 


OJ000303_01 


.0403 


.C5 


Gene No. 


87958 


Strand 


+ 






Start 


10610 


End 


12538 






Name 


OJ000303 01.0403.C5.o3.gp 


Method 


AAT/GAP 






Start 


11836 


End 


12242 






GI 


58105 1.R1084 


Score 


791 






Exons 


11836. .12242 










GI Descrip. 


M586107/emb|CAB40943.1| 6. 


Oe-34 (AL049638) putative disease 




resistance protein [Arabidopsis thaliana] * 







Seq. No. 42274 Seq. ID 

Gene No. 87959 Strand 

Start 12238 End 

Name OJ000303_01 . 0403 . C5 . o4 . gp Method 

Start 12238 End 

GI none Score 

Exons 12238.. 12926 



OJ000303_01.0403.C5 

12926 
AAT/GAP 
12926 
1255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42274 Seq. ID 

87960 Strand 

13380 End 

OJ000303_01 . 0403 . C5 . o4 . tm Method 

10454 End 

none Score 



OJ000303_01.0403.C5 
16796 

TBLASTX: Maize 

11007 

59 



10454. .10504, 10458. .10493, 10463. .10510, 10525 .. 10716, 

10526. .10564, 10533 ., 10682, 10601 .. 10717 , 10728 .. 10805, 

10732. .10806, 10732. .10803, 10733 .. 10807 , 10797 .. 10934 , 

10797. .11006, 10807. .11007, 10807.. 11007 



42274 
87960 
13380 

OJ000303_01 . 0403 . C5 . ol . tm 
11329 
none 

11329. .11727, 11330. .11935, 11390 11863, 11407 
11407. .11697, 11407. .11562, 1154 6.-11941, 11754 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 01. 0403. C5 



16796 

TBLASTX: Maize 
12282 
902 

11727, 
11909, 



11760. .11927, 11764. .11898, 11767 11898 , 11767 .. 11880, 
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11779. .11898, 11779. .11859, 11939 .. 12157 , 11945 .. 12097 , 

11945. .12163, 11945. .12160, 11945 .. 12160 , 11945 .. 12160, 

11998. .12153, 11998. .12147, 11998 .. 12150 , 11999 .. 12157 , 

12001. .12156, 12016. .12159, 12016 .. 12156, 12074 .. 12166, 

12197. .12247, 12197 .. 12247 , 12203 .. 12247 , 12271.. 12282 





Seq. No. 


42274 




Seq, ID 


OJ000303_01.0403 


.C5 




Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. C5. 


ol. tc 


Method 


TBLASTX: Cress 






Start 


11372 




End 


12184 






GI 


none 




Score 


1266 






Exons 


11372. .12184, 11398. 


.11727, 


11401. .11598, 11470. .11601, 








11738. .11785, 11773. 


.11898, 


11782. .11898, 11785. .11898, 








11965. .12114, 11998. 


.12162, 


12001. .12153, 12001. .12147, 




















Seq. No. 


42274 




Seq. ID 


OJ000303_01.0403 


.C5 




Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. C5. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


11389 




End 


12340 






GI 


none 




Score 


572 






Exons 


11389. .11580, 11390. 


.11860, 


11390. .11554, 11396. .11581, 








11401. .11583, 11404. 


.11547, 


11404- .11484, 11404. .11538, 








11407. .11688, 11411. 


.12190, 


11411. .12169, 11636. .11686, 




Lil 

T 1 i 




11998. .12186, 12203. 


.12340, 


12211.. 12285 




f 3 


Seq. No. 


42274 




Seq. ID 


OJ000303_01.0403 


.C5 


III 


Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. C5. 


o2 .np 


Method 


AAT/NAP 






Start 


13051 




End 


16796 




E 


GI 


7267618 




Score 


1176 






Exons 


13051. .13091, 13415. 


.13823, 


14051. .14129, 15512. .15675, 




T "~ 




15865. .16053, 16580. 


.16796 










GI Descrip. 


{AL161491) hypothetical protein [Arabidopsis thaliana] 




SI 

:f 


Seq. No. 


42274 




Seq. ID 


OJ000303_01.0403 


.C5 




Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. C5. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


13312 




End 


13692 






CZT 


none 




Score 


56 






Exons 


13312. .13368, 13313. 


.13369, 


13375. .13467, 13377 13454 , 








13426. .13599, 13551. 


.13691, 


13566. .13691, 13645.. 13692 






Seq. No. 


42274 




Seq. ID 


OJ000303_01.0403 


.C5 




Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. C5. 


o3.gs 


Method 


GENSCAN 






Start 


13380 




End 


16717 






GI 


none 




Score 


.97 






Exons 


13380. .13823, 14051. 


.14129, 


15512. .15675, 15865 16053, 








16580. .16717 












Seq. No. 


42274 




Seq. ID 


OJ000303_01.0403 


.C5 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



87960 Strand 

13380 End 

OJ000303_01 . 04 03 . 05 . o2 . ts Method 

13543 End 

5752490 Score 



16796 

TBLASTX: Soybean 

14153 

218 



13543. .13824, 13551 13829, 14051 .. 14 149, 14058. .14153 
2191144 4.0e-33 (AF007269) A_IG002N01 . 24 gene product 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 01. 0403. C5 



16796 
AAT/GAP 
14229 
741 



42274 
87960 
13380 

OJ000303_01.0403.C5.o5.gp 
13609 

LIB3433-029-P1-K1-B1 
13609. .13823, 14051.. 14229 

'231982/spl P16891 I DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir ^A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7 942) 
>gi_48040_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp,]' 



Seq. No. 


42274 




Seq, ID 


OJ000303 


_01.0403. 


05 


Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01. 0403. 05. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


15182 




End 


16784 






GI 


none 




Score 


65 






Exons 


15182. .15244, 15184. 


.15240, 


15501. .15677, 15501 


. .15620, 






15502. .15678, 15502. 


.15678, 


15655, .15696, 15861 


. ,16061, 






15865. .16053, 16574. 


.16777, 


16580, .16771, 16581 


. ,16784 




Seq. No. 


42274 




Seq, ID 


OJ000303 


_01.0403. 


05 


Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01.0403.05. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


15509 




End 


15678 






GI 


none 




Score 


102 






Exons 


15509. .15616, 15509. 


.15676, 


15511. .15678 






Seq. No. 


42274 




Seq, ID 


OJ000303 


_01.0403. 


05 


Gene No. 


87960 




Strand 








Start 


13380 




End 


16796 






Name 


OJ000303 01.0403.05. 


o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


15990 




End 


16784 






GI 


none 




Score 


80 






Exons 


15990. .16061, 15990, 


.16046, 


15991. .16053, 16565 


. .16765, 






16580. .16783, 16581, 


.16784 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



42275 Seq, ID 

87961 Strand 

1128 End 

OJ000303_01 . 04 03 . 06 . o2 . np Method 

1128 End 

7340860 Score 



OJ000303_01.0403.O6 
+ 

7385 
AAT/NAP 
7385 
81 



1128, .1201, 4028. .4132, 7338. .7385 

{AP001551) EST D24084 (R1183) corresponds to a region of the 
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predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 42275 

Gene No. 87961 

Start 1128 

Name OJ000303_01 . 0403 .C6 . o2 . gs 

Start 3305 

GI none 
Exons 



Seq. ID OJ000303_01.0403.C6 

Strand + 

End 7385 

Method GENSCAN 

End 5675 

Score .73 



3305. .3369, 3374. .3423, 3441. .3533, 3706. .3842, 4118. .4284, 
5492.. 5675 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



42275 
87962 
1 

OJ000303_01 . 0403 . C6 . ol . np 
1 

7267618 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 2967 
Method AAT/NAP 
End 2967 
Score 77 9 

1..411, 522-. 722, 828. .1019, 1058. .1145, 1236. .1407, 1514. .1564, 
1704. ,1813, 2272. .2358, 2528. .2967 

(AL1614 91) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


42275 






Seq. ID 


OJ000303_01.0403 


.C6 


Gene No. 


87962 






Strand 


— 




Start 


1 






End 


2967 




Name 


OJ000303 


01. 0403. C6 


. ol .gs 


Method 


GENSCAN 




Start 


24 






End 


2967 




GI 


none 






Score 


.73 




Exons 


24. .411, 


858. .1145, 


1236. .1407, 1514.. 


1564, 1704. .1813, 






2272.. 2358, 2473.. 2967 








Seq. No. 


42275 






Seq. ID 


OJ000303__01,0403 


.C6 


Gene No. 


87963 






Strand 






Start 


6839 






End 


8971 




Name 


OJ000303 


01. 0403. C6 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


216 




GI 


none 






Score 


219 




Exons 


1..216, 2 


. .214 










Seq. No. 


. 42275 






Seq. ID 


OJ000303_01.0403 


.C6 


Gene No. 


87963 






Strand 






Start 


6839 






End 


8971 




Name 


OJ000303 


01. 0403. C6 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


125 






End 


353 




GI 


none 






Score 


134 




Exons 


125. .349, 


127. .348, 


195. .353 








Seq. No. 


42275 






Seq. ID 


OJ000303_01.0403 


.C6 


Gene No. 


87963 






Strand 






Start 


6839 






End 


8971 




Name 


OJ000303 


01. 0403. C6 


.02. tm 


Method 


TBLASTX: Maize 




Start 


235 






End 


609 




GI 


none 






Score 


167 




Exons 


235. .435, 


237. .407, 


242. .412, 


519. .608, 526. .609 




Seq. No. 


42275 






Seq. ID 


OJ000303_01.0403 


.C6 


Gene No. 


87963 






Strand 






Start 


6839 






End 


8971 
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Name 

Start 

GI 

Exons 



OJ000303_01 . 0403 . C6 . o2 . tc Method TBLASTX : Cress 
939 End 1561 

none Score 61 

939. .1013, 940. .1014, 1087. .1134, 1092. .1154, 1233. .1391, 
1237.. 1392, 1516. ,1560, 1520.. 1561 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42275 
87963 
6839 

OJ000303_01.0403.C6.o4.tm 

6808 

none 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method TBLASTX : Mai ze 

End 8079 

Score 192 



6808. .7008, 6810. .7007, 6815. .7015, 6836. .7009, 7920. .8078, 
7926. .8078, 7930. .8079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42275 
87963 
6839 

OJ000303_01 . 0403 . C6 . o3 . gs 

6839 

none 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method GENSCAN 

End 8863 

Score .53 



6839. .7007, 7491. .7680, 8018. .8171, 8736. .8863 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42275 
87963 
6839 

OJ000303_01.0403.C6.ol.tc 

6866 

none 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method TBLASTX: Cress . 

End 8970 

Score 107 



6866. .7006, 6866. .7009, 6867. .7010, 6876. .7010, 7926. .8189, 
7930. .8148, 7941. .8189, 8727. .8969, 8736. .8969, 8743. .8970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42275 
87963 
6839 

OJ000303_01 . 0403 ..C6. o3 . np 

6890 

2501647 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method AAT/NAP 

End 8971 

Score 523 



6890. .7007, 7936. .8171, 8736. .8971 
UROPORPHYRINOGEN DECARBOXYLASE PRECURSOR (UPD) 

gi 1 1362120 I pir I I S55732 uroporphyrinogen decarboxylase - common 
tobacco gil 1009429|emb|CAA58040| (X82833) uroporphyrinogen 
decarboxylase [Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42275 
87963 
6839 

OJ000303_01.0403.C6.ol.ts 

7939 

none 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method TBLASTX : Soybean 

End 8969 

Score 262 



7939. .8172, 7941. .8174, 8733. .8861, 8736. .8858, 8740. .8862, 
8946. .8969 



Seq. No. 42275 

Gene No. 87963 

Start 6839 

Name OJ000303_01 . 0403 . C6 . ol . gp 



Seq. ID OJ000303_01.0403.C6 
Strand 

End 8971 

Method AAT/GAP 
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start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8025 

uC-osroM202005a04bl 
8025.. 8171, 8736. .8971 
M455359/emb| CAB36769.il 
[Arabidopsis thaliana] ' 



End 
Score 



8971 
738 



5.0e-29 (AL035524) putative protein 



42275 
87963 
6839 

OJ000303_01 . 0403 . C6 . ol . tm 

8080 

none 

8080. .8172, 8080^.8187, 8081. 
8735.. 8971, 8736.. 8969, 8740. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 01. 0403. C6 



8971 

TBLASTX: Maize 
8971 
115 

8188, 8082. .8189, 8733. .8969, 
8970 



OJ000303_01.0403.C7 
+ 

7420 
AAT/GAP 
7420 
793 



42276 Seq. ID 

87964 Strand 
6977 End 
OJ000303_01 . 0403 . C7 . o2 . gp Method 
6977 End 
uC-osflcypl23f01bl Score 
6977.. 7420 

•231982/sp|P16891|DCUP_SYNP7 2.0e-37 UROPORPHYRINOGEN 

DECARBOXYLASE (UPD) >gi_1075614_pir A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PGC 7942) 
>gi_48040_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.]* 



42276 Seq. ID 

87965 Strand 
12139 End 
OJ000303_01.0403.C7.o3.gp Method 
10646 End 
uC-osflcypl62c01bl Score 
10646. .11107 

M559381/gb|AAD23041.1|AC006526_6 8.0e-35 (AC006526) 
hypothetical protein [Arabidopsis thaliana] ' 



OJ000303_01.0403.C7 
+ 

16975 
AAT/GAP 
11107 
892 



42276 Seq. ID 

87965 Strand 
12139 End 
OJ000303_01 , 0403 . C7 . o4 . gs Method 
12139 End 
none Score 

12139. .13384, 14300 .. 14443, 14529 

15201. .15368, 15985. .16112, 16202 



OJ000303_01.0403.C7 
+ 

16975 
GENSCAN 
16580 
.79 

14681, 15002. .15117, 
16301, 16494. .16580 



42276 
87965 
12139 

OJ000303_01 . 0403 . C7 . ol . np 

12657 

2129550 

12657. .13384, 14300 .. 14443, 
15201. .15368, 15985.-. 16112, 



OJ000303_01.0403.C7 
+ 



Seq. ID 
Strand 

End 16975 
Method AAT/NAP 
End 16574 
Score 1840 
14529. .14681, 15002 .. 15117, 
16202. .16301, 16494. .16574 
calcium-dependent protein kinase (EC 2.7.1.-) CDPK6 - 
Arabidopsis thaliana gi 1 2129554 I pir I I S71901 calcium-dependent 
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protein kinase 6 - Arabidopsis thaliana gi | 7428013 | pir | | S71774 
calcium-dependent protein kinase (EC 2.7.1.-) 6 - Arabidopsis 
thaliana gi | 836940 | gb | AAA67654 . 1 | (U20623) . calcium-dependent 
protein kinase [Arabidopsis thaliana] gi | 836944 | gb IAAA67656 . 1 1 
{U20625) ca 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42276 Seq. ID 

87965 Strand 

12139 End 

O.J000303_01 . 0403 . C7 . o5 . gp Method 

15042 End 

26483 1.R1084 Score 



OJ000303_01.0403.C7 

*+ 

16975 
AAT/GAP 
16975 
1734 



15042. .15117, 15201. .15368, 15985 16112, 16202 .. 16301, 
16494.. 16975 

• 2129550/pir M S71197 l.Oe-71 calcium-dependent protein kinase 
(EC 2.7.1.-) CDPK6 - Arabidopsis thaliana 

>gi_2129554_pir S71901 calcium-dependent protein kinase 6 - 

Arabidopsis thaliana >gi_836940 (U20623) calcium-dependent 
protein kinase [Arabidopsis thaliana] >gi_836944 (U20625) 
calcium-dependent protein kinase [Arabidopsis thaliana] 
>gi 4454034 emb CAA23031.1 (AL035394) calcium-d' 



Seq. No. 42276 Seq. ID OJ000303_01 . 0403 - C7 

Gene No. 87966 Strand + 

Start 26485 End 26562 

Name OJ000303_01 . 0403 . C7 . o8 . gp Method AAT/GAP 

Start 26485 End 26562 

GI . 90742_1.R1084 Score 94 

Exons 26485. .26562 

GI Descrip. ' 5734616/dbj | AP000391 . 1 1 AP000391 4.0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87967 


Strand 






Start 


770 


End 


1612 




Name 


OJ000303 01.0403.C7.ol.gs 


Method 


GENSCAN 




Start 


770 


End 


1563 




GI 


none 


Score 


.66 




Exons 


770. .838, 946. .1334, 1434.. 


1563 






Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No . 


87967 


Strand 






Start 


770 


End 


1612 




Name 


OJ000303 01.0403.C7.ol.gp 


Method 


AAT/GAP 




Start 


946 


End 


1612 




GI 


3548927 


Score 


1054 




Exons 


946. .1334, 1434. .1612 








GI Descrip. 


231982/sp|P16891|DCUP SYNP7 


2.0e-37 UROPORPHYRINOGEN 





DECARBOXYLASE (UPD) >gi_1075614_pir ^A56609 uroporphyrinogen 

decarboxylase homolog - Synechococcus sp. (PCC 7942) 
>gi_48040_emb_CAA77766_ (Z11705) putative uroporphyrinogen 
decarboxylase [Synechococcus sp.] 



Seq. No. 42276 Seq. ID 

Gene No. 87968 Strand 

Start 3220 End 

Name OJ000303_01 . 04 03 . C7 . o2 . gs Method 



OJ000303_01.0403.C7 

5138 
GENSCAN 
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start 


3220 


End 


5138 






GI 


none 


Score 


.77 






Exons 


3220.. 3770, 4718.. 4846, 4934.. 5093, 5133.. 5138 






Seq. No. 


42276 


Seq. ID 


OJ000303_ 


01.0403. 


C7 


Gene No. 


87969 


Strand 








Start 


7299 


End 


7703 






Name 


OJ000303 01.0403.C7.o3.gs 


Method 


GENSCAN 






Start 


7299 


End 


7703 






GI. 


none 


Score 


,8 ■ 






Exons 


7299. . 7703 










Seq. No. 


42276 


Seq. ID 


OJ000303 


01 . 0403 . 


C7 


Gene No. 


87970 


Strand 


_ 






Start 


11507 


End 


12044 






Name 


OJ000303 01.0403.C7.o4.gp 


Method 


AAT/GAP 






Start 


11507 


End 


12044 






GI 


none 


Score 


949 






Exons 


11507. .12044 










Seq. No. 


42276 


Seq. ID 


OJ000303_ 


01.0403. 


C7 


Gene No. 


87971 


Strand 








Start 


17222 


End 


19878 






Name 


OJ000303 01.0403.C7.o6.gp 


Method 


AAT/GAP 






Start 


17222 


. End 


19579 






GI 


30192 1.R1084 


Score 


1956 






Exons 


17222. .17702, 17851 .. 17939, 


18101. .18137, 18230. 


.18302, 






18380. .18463, 18552. .18651, 


18729. .18879, 19519. 


.19579 




GI Descrip. 


•3702327 5.0e-47 (AC005397) 


unknown protein [Arabidopsis 




thaliana] ' 










Seq. No. 


42276 


Seq. ID 


OJ000303_ 


01.0403. 


C7 


Gene No. 


87971 


Strand 








Start 


17222 


End 


19878 






Name 


OJ000303 01.0403.C7.o5.gs 


Method 


GENSCAN 






Start 


17547 


End 


19878 






GI 


none 


Score 


.97 






Exons 


17547. .17702, 17851 .. 17939, 


18552. .18651, 18729. 


.18879, 






19519. .19601, 19732. .19878 










Seq. No. 


42276 


Seq. ID 


OJ000303_ 


01.0403. 


C7 


Gene No. 


87971 


Strand 








Start 


17222 


End 


19878 






Name 


OJ000303 01.0403.C7.o2.np 


Method 


AAT/NAP 






Start 


17550 


End 


19601 






GI 


3702327 


Score 


372 






Exons 


17550, .17702, 18101 .. 18447 , 


18488. .18647, ■ 18686. 


.18879, 






19519. .19601 










GI Descrip. 


(AC005397) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


42276 


Seq. ID 


OJ000303_ 


01.0403. 


C7 


Gene No. 


87972 


Strand 








Start 


22010 


End 


22106 






Name 


OJ000303 01.0403.C7.o7.gp 


Method 


AAT/GAP 






Start 


22010 


End 


22106 






GI 


LIB3477-003-P1-K1-E9 


Score 


148 






Exons 


22010.. 22106 
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GI Descrip. ' 2498586/sp I Q40638 | MP01_0RySA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31111) Ory s 1 [Oryza 
sativa] ' 



Seq. No- 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87973 


Strand 


- 




Start 


29472 


End 


30956 




Name 


OJ000303 01.0403.C7.o7.gs 


Method 


GENSCAN 




Start 


29472 


End 


30956 




GI 


none 


Score 


.75 




Exons 


29472.. 30956 








Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87973 


Strand 






Start 


29472 


End 


30956 




Name 


OJ000303 01.0403.C7.o3.np 


Method 


AAT/NAP 




Start 


29481 


End 


30938 




GI 


5902366 


Score 


1047 




Exons 


29481. .30938 








GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87974 


Strand 






Start 


32439 


End 


36920 




Name 


OJ000303_01 . 0403 . C7 . o2 , t s 


Method 


TBLASTX : Soybean 




Start 


943 


End 


1345 




GI 


none 


Score 


309 




Exons 


943. .1299, 944. .1345, 1300., 


1332 






Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No • 


87974 


Strand 






Start 


32439 


End 


36920 




Name 


OJ000303 01.0403.C7.o4.tc 


Method 


TBLASTX: Cress 




Start 


1024 


End 


1293 




GI 


none 


Score 


237 




Exons 


1024.. 1293, 1025.. 1288 








Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87974 


Strand 






Start 


32439 


End 


36920 




Name 


6J000303 01.0403.C7.o6.tm 


Method 


TBLASTX: Maize 




Start 


1039 


End 


1347 




GI 


none 


Score 


215 




Exons 


1039.. 1287, 1040.. 1336, 1303 


. .1347 






Seq. No. 


42276 


Seq. ID 


OJ000303_01.0403 


.C7 


Gene No. 


87974 


Strand 






Start 


32439 


End 


36920 




Name 


OJ000303 01.0403.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


12874 


End 


16691 




GI 


none 


Score 


824 




Exons 


12874. .13377, 12876 .. 13400, 


12904. .13431, 14308. .14442, 





14310. .14441, 14522. .14683, 14527 .. 14679, 14 975 .. 1504 6, 

14997. .15119, 15001. .15135, 15001 .. 15135, 15003 .. 1514 6, 

15198. .15368, 15200 .. 15391 , 15201 .. 15368, 15984 .. 16127 , 

15984. .16115, 15985. .16128, 16196 .. 16294 , 16196 .. 16303, 

16197. .16301, 16198. .16302, 16494 .. 16583, 164 95 ., 16581 , 
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16614. .16691 



Seq. No. 42276 
Gene No. 87974 
Start 32439 

Name OJ000303_01 . 0403 .C7 . ol . ts 

Start 12874 
GI none 
Exons 12874. 

14299. 

14534. 



.13386, 
,14442, 
,14704, 
15198. .15368, 
15984. .16127, 
16247. .16297, 
16494. .16553 



12876. 
14520. 
14992. 
15200. 
15985. 
16248. 



.13400, 
.14657, 
.15132, 
.15391, 
.16113, 
.16301, 



Seq. ID OJ000303_01.0403.C7 
Strand 

End 36920 

Method TBLASTX : Soybean 

End 16553 

Score 780 
14298. .14441, 14299 14442, 
14522. .14683, 14 527 .. 14 682, 
15001. .15135, 15006. .15146, 
15201. .15368, 15227. .15370, 
16196. .16243, 16197 .. 16244 , 
16491. .16544, 164 93 .. 16552, 



Seq. No. 42276 
Gene No. 87974 
Start 32439 

Name OJ000303_01 . 0403 , C7 . ol . tc 

Start 12876 
GI none 
Exons 12876, 

14299, 

14527, 



.13400, 
.14454, 
.14673, 
15198. .15362, 
15984. .16112, 
16491. .16574, 



12877. 
14302. 
14989. 
15200. 
15985. 
16493. 



,13386, 
,14454, 
,15132, 
,15412, 
,16113, 
,16567 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303' 01. 0403. C7 



36920 

TBLASTX: Cress 
16574 
773 

14245. .14286, 14298 14 453, 
14520. ,14669, 14 522 14 683, 
15001. ,15135, 15006. .15146, 
15201, ,15368, 15459. .15530, 
16197, ,16298, 16205 16297 , 



Seq. No. 42276 Seq. ID 

Gene No. 87974 Strand 

Start 32439 End 

Name OJ000303_01 . 04 03 . C7 . ol . tw Method 

Start 13048 End 

GI none Score 

Exons 13048. .13335, 13048.. 13335 



OJ000303_01.0403-C7 
36920 

TBLASTX: Wheat 

13335 

364 



Seq. No. 42276 

Gene No. 87974 

Start 32439 

Name OJ000303_01 . 0403 . C7 , o3 . tw 

Start 13336 

GI none 

Exons 13336. . 13386, 
14522. .14680, 



13338. ,13388, 
14527. .14664 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_01.0403.C7 
36920 

TBLASTX: Wheat 

14680 

82 



14298. ,14462, 14299 .. 14 4 42, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42276 Seq. ID 

87974 Strand 

32439 End 

OJ000303_01 . 0403 , C7 . o4 . tw Method 

15278 End 

none Score 



OJ000303_01.0403.C7 
36920 

TBLASTX: Wheat 

16541 

83 



15278. .15349, 15279 .. 15389, 15984 .. 16115, 15985 .. 16128, 
16197. .16256, 16494.. 16541 



Seq. No. 
Gene No. 



42276 
87974 



Seq. ID 
Strand 



OJ000303 01. 0403. C7 
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start 
Name 
Start 
GI 

Exons 



32439 End 
OJ000303_01 . 04 03 . C7 . o3 . tm Method 
17416 End 
none Score 

17416. .17469, 17432 .. 174 67 , 

17541. .17705, 17874. .17945, 

18222. .18314, 18235 .. 18312, 

18409. .18477, 18510 .. 18641, 

18556. .18654, 18724 .. 18825, 

18730. .18879, 18731 .. 18880, 



36920 

TBLASTX: Maize 
19605 
53 

17535. .17708, 17536 .. 17703, 
18090. .18134, 18186. .18311, 
18381. .18455, 18391 .. 18456, 
18553. .18651, 18554 .. 18 652 , 
18729. .18872, 18729 .. 18878 , 
19518. .19604, 19522.. 19605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



42276 Seq. ID 

87974 Strand 

32439 End 

OJ000303_01 . 0403 . C7 . o3 . ts Method 

18536 End 

none Score 

18536. .18661, 18550 .. 18651, 

18733. .18882, 19518 .. 19604 , 

42276 

87974 Strand 

32439 End 

OJ000303_01 . 0403 . C7 . o6 . tc Method 

18598 . End 

none Score 



OJ000303_01.0403.C7 
36920 

TBLASTX : Soybean 

19605 

100 



18720. 
19519. 



.18872, 
.19605 



18720. .18878, 



Seq. ID OJ000303_01.0403.C7 



36920 

TBLASTX: Cress 

19785 

64 



18598. .18651, 18599 .. 18682 , 18720 .. 18878 , 18721 18900, 
19518. .19604, 19519. .19605, 19732. , 19785 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42276 
87974 
32439 
OJ000303 
18789 
none 
18789 
19519 
19957 



01.0403.C7.o5.tw 



18872, 
19602, 
19986, 



18789. 
19730. 
30658. 



.18878, 
.19774, 
.30693, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
18790. ,18882, 
19732. .19794, 



OJ000303 01. 0403. C7 



36920 

TBLASTX: Wheat 
30798 
109 

19518. .19604, 
19732. .19788, 



30721. .30798 



Seq. No. 42276 
Gene No. 87974 
Start 32439 

Name OJ000303_01 . 0403 .C7 . o7 , 

Start 29766. 
GI none 
Exons 29766. .29963, 

30063. .30248, 

30273. .30464, 

30279. .30431 



tm 



29772. .29963, 
30063. .30257, 
30273. .30395, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29787. .29954, 
30066. ,30257, 
30276. .30464, 



OJ000303 01. 0403. C7 



36920 

TBLASTX: Maize 
30464 
77 

29841. .29978, 
30196. .30258, 
30276. .30431, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42276 
87974 
32439 

OJ000303_01.0403.C7.o5.tc 

29772 

none 



Seq. ID OJ000303_01.0403.C7 



Strand 

End. 

Method 

End 

Score 



36920 

TBLASTX: Cress 

30470 

106 



29772. .29963, 29772 .. 29981, 29772 .. 29972 , 29772 .. 29972, 



42599 






29772. .29954, 29772. 


.29972, 


29853. .30017, 30063. 


.30248, 






30066. .30269, 30066. 


.30248, 


30066. .30260, 30069. 


.30263, 






30138. .30245, 30237. 


.30431, 


30273. .30461, 30276. 


.30470, 






30276. .30431, 30276. 


.30458, 


30276. .30461, 30276. 


.30458, 






30276. .30458, 30276. 


.30461 










Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01.0403 


.C7 


Gene No. 


87974 




Strand 








Start 


32439 




End 


36920 






Name 


OJ000303_01.0403.C7. 


o6. ts 


Method 


TBLASTX : Soybean 










End 


30461 






GI 


none 




Score 


68 






Exons 


29772. .29963, 29853. 


.29981, 


30058. .30237, 30066. 


.30260, 






30069. .30263, 30237. 


.30431, 


30271. .30432, 30273. 


.30458, 






30273. .30404, 30276. 


.30461, 


30276. .30461, 30276. 


.30461, 






30276. .30458, 30276. 


.30458 










Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01.0403 


.C7 




ft7 Q74 




Strand 








Start 


32439 




End 


36920 






Name 


OJ000303 01. 0403. C7. 


o3. tc 


Method 


TBLASTX: Cress 




Start 


30489 




End 


30875 






GI 


none 




Score 


256 






Exons 


30489. .30812, 30490. 


.30801, 


30801.. 30875 






Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01.0403 


.C7 


oene lno. 


QlQl A 
O / y t H 




Strand 








Start 


32439 




End 


36920 






Name 


' OJ000303 01. 0403. C7. 


o8 . gs 


Method 


GENSCAN 






Start 


32439 




End 


34361 






GI 


none 




Score 


.89 






Exons 


32439. .32560, 33547. 


.34069, 


34131. .34361 






Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01.0403 


.07 


Gene No. 


87974 




Strand 








Start 


32439 




End 


36920 






Name 


OJ000303 01. 0403. C7. 


o4 .np 


Method 


AAT/NAP 






Start 


33484 




End 


36451 






GI 


7106508 




Score 


688 






Exons 


33484. .33575, 33619. 


.33847, 


34173. .34390, 34449. 


.34730, 






36401. .36451 












GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01.0403 


.C7 




87974 




Strand 








Start 


32439 




End 


36920 






Name 


OJ000303 01. 0403. C7. 


o9.gs 


Method 


GENSCAN 






Start 


35389 




End 


36808 






GI 


none 




Score 


.87 






Exons 


35389. .35817, 35926. 


.36019, 


36114. .36808 






Seq. No. 


42276 




Seq. ID 


OJ000303_ 


01^0403 


.C7 


Gene No. 


87974 




Strand 








Start 


32439 




End 


36920 






Name 


OJ000303 01. 0403. C7. 


o5 .np 


Method 


AAT/NAP 






Start 


35402 




■ End 


36920 






GI 


7486965 




Score 


1236 







42600 




Exons 35402, .35817, 35926, . 36083, 36125 36763/ 36794 ,. 36920 

GI Descrip. hypothetical protein T13J8.80 - Arabidopsis thaliana 

gi|4455356|emb|CAB36766,l| (AL035524) putative protein 
[Arabidopsis thaliana] gi | 7269651 1 emb | CAB7 9599 . 1 1 (AL161572) 
putative protein [Arabidopsis thaliana] 



Seq. No. 


42276 




Seq. ID 


OJ000303_01.0403. 


07 


Gene No. 


87974 




Strand 


- 




Start 


32439 




End 


36920 




Name 


OJ000303 01,0403.07 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


35551 




End 


36049 






none 




Score 


277 




Exons 


35551. .35817, 35552 


. .35818, 


35926, .3604 


18, 35972.. 36049 




Seq. No. 


42276 




Seq. ID 


OJ000303_01,0403. 


07 


Gene No. 


87974 




Strand 






Start 


32439 




■ End 


36920 




Name 


OJ000303 01.0403,07 


.o2 .tw 


Method 


TBLASTX: Wheat 




Start 


35677 




End 


36142 




GI 


none 




Score 


49 




Exons 


JDD / / • ,00/DD, 




35752. .35814, 35768 .. 35815, 






35923. .36084, 35972 


. .36049, 


36066. .36119, 36119 .. 36142, 






36120.. 36140 










Seq. No. 


42276 




Seq. ID 


OJ000303_01.0403, 


07 


Gene No. 


87974 




Strand 






Start 


32439 




End 


36920 




Name 


OJ000303 01.0403.07 


.o2 .tc 


Method 


TBLASTX: Cress 




Start 


35926 




End 


36296 




CT 
bl 


none 




Score 


92 




Exons 


35926. .36066, 35972 


. .36049, 


36066. .36119, 36119 ,. 36295, 






36123, .36296 










Seq. No. 


42276 




Seq. ID 


OJ000303_01,0403. 


07 


Gene No. 


87974 




Strand 






Start 


32439 




End 


36920 




Name 


OJ000303 01. 0403.07 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


35926 




End 


36176 






none 




Score 


90 




Exons 


35926. .36063, 35972 


. .36049, 


36066. .36119, 36119. . 36175, 






36120. .36176 










Seq. No. 


42276 




Seq. ID 


OJ000303_01,0403. 


07 


Gene No. 


87974 




Strand 






Start 


32439 




End 


36920 




Name 


OJ000303 01,0403.07 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


36049 




End 


36386 




GI 


none 




Score 


50 




Exons 


36049. ,36114, 36051 


. ,36119, 


36052. .36114, 36119 .. 36385, 






36129. .36386 










Seq. No, 


42276 




Seq, ID 


OJ000303_01.0403. 


07 


Gene No. 


87974 




Strand 






Start 


32439 




End 


36920 




Name 


OJ000303' 01.0403.07 


.o5,ts 


Method 


TBLASTX : Soybean 




Start 


36329 




End 


36571 




GI 


none 




Score 


143 





42601 



Exons 



36329. .36571, 36342.. 36563 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42276 
87974 
32439 

OJ000303_01.0403.C7.o5.tm 
36491 
none 

36491. .36772, 364 92 36656, 36782.. 36871 



Seq. ID OJ000303_01.0403.C7 



Strand 
End 

Method 

End 

Score 



36920 

TBLASTX: Maize 
36871 
191 



42277 Seq. ID 

87975 Strand 
61 End 
OJ000303_01 . 0403 . C8 . ol . gs Method 
61 End 
none Score 
6l'. .255, 547.. 659, 685.. 783 

42277 Seq. ID 

87976 Strand 
11399 End 
OJ000303_01 . 0403 . C8 . ol . gp Method 
11399 End 
none Score 
11399.. 11590 



OJ000303_01.0403.C8 
+ 

783 

GENSCAN 

783 

.86 



OJ000303_01.0403.C8 
+ 

11590 
AAT/GAP 
11590 
331 



Seq. No. 42277 Seq. ID OJ000303_01 . 0403 .C8 

Gene No. 87977 Strand + 

Start 17223 End 17317 

Name OJ000303_01 . 0403 . C8 . o2 . gp Method AAT/GAP 

Start 17223 End 17317 

GI LIB3477-003-P1-K1-E9 Score 84 

Exons 17223. .17317 

GI Descrip. ' 2498586/sp I Q40638 I MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42277 Seq. ID 

87978 Strand 

1491 End 

OJ000303_01 . 0403 . C8 . o2 . gs Method 

1491 End 

none Score 



OJ000303_01.0403.C8 

4500 
GENSCAN 
4500 
.7 



1491.. 1571, 1768.. 1838, 2269. .2471, 4439.. 4500 



42277 
87979 
8466 

OJ000303 01.0403.C8.ol.np 



OJ000303 01.0403.C8 



Seq. ID _ 
Strand 

End 984 6 

Method AAT/NAP 
8466 End 9846 

5922615 Score 68 

8466.. 8603, 9236.. 9265, 9775.-9846 

(AP000492) EST AU056052 (S20251) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016848 I dbj IBAA85191.il (AP000570) EST AU056052 ( S20251 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



42602 




Seq. No. 


42278 


Seq. ID 


OJ000303_01.0403-C9 


Gene No. 


87980 


Strand 


+ 


Start 


141 


End 


664 


Name 


OJ000303_01 . 0403.C9.ol .gs 


Method 


GENS CAN 


Start 


141 


End 


664 


GI 


none 


Score 


. 59 


Exons 


141. .150, 441. .664 






Seq. No. 


42278 


Seq. ID 


OJ000303 01. 0403. C9 


Gene No. 


87981 


Strand 


- 


Start 


2291 


End 


2389 


Name 


OJ000303_01 . 0403.C9.o2 .gs 


Method 


GENSCAN 


Start 


2291 


End 


2389 


GI 


none 


Score 


. 46 


Exons 


^ ^ AAA A 

2291 . . 2389 






Seq. No. 


42279 


Seq. ID 


OJ000303 01 . 04 03 -CIO 


Gene No. 


87982 


Strand 




Start 


777 


End 


1501 


Name 


OJ000303 01.0403.C10.ol.np 


Method 


AAT/NAP 


Start 


196 


End 


1501 


GI 


6815099 


Score 


83 ■ 


Exons 


196.. 313, 1362. .1501 






GI Descrip. 


(AP001081) hypothetical protein [Oryza sativa] 


Seq. No. 


42279 


Seq. ID 


OJ000303_01. 0403. CIO 


Gene No. 


87982 


Strand 




Start 


777 


End 


1501 


Name 


OJ000303 01.0403,C10,ol.gs 


Method 


GENSCAN 


Start 


.777 


End 


938 


GI 


none 


Score 


.87 


Exons 


777. .938 






Seq; . No. 


42279 


Seq. ID 


OJ000303_01. 0403. CIO 


Gene No. 


87983 


Strand 




Start 


3697 


End 


8507 


Name 


OJ000303 01.0403.C10.o2.np 


Method 


AAT/NAP 


Start 


3697 


End 


8507 


GI 


5734621 


Score 


133 


Exons 


3697.. 3759, 6234.. 6438, 8453. 


.8507 




GI Descrip. 


(AP000391) ESTs AU067992(C11433) ,AU077424 (C11433) correspond 




a region of the predicted gene.; Similar to ABC transporter- 




(U43892) [Oryza sativa] 






Seq. No. 


42280 


Seq. ID 


OJ000303_01.0403.C11 


Gene No. 


87984 


Strand 


+ 


Start 


1 


End 


3927 


Name 


OJ000303 01.0403.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3927 


GI 


7487959 


Score 


1267 


Exons 


1..457, 1709. .1746, 1824. .2323, 2401.. 


2478, 2564. .3139, 




3230,. 3365, 3460.. 3522, 3679. 


.3927 




GI Descrip. 


MSPl protein homolog T13J8.110 - Arabidopsis thaliana 




gil 4 455359 lemb ICAB36769.il (AL035524) 


putative protein 




[Arabidopsis thaliana] gi I 7269654 | emb I 


CAB79602.il (AL161572) 




putative protein [Arabidopsis 


thaliana] 



42603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42280 Seq. ID 

87984 Strand 

1 End 

OJ000303_01.0403.Cll.ol.gs Method 

124 .. End 

none Score 



OJ000303_01.0403.C11 
+ 

3927 
GENSCAN 
3736 
.92 



124. .245, 343. .431, 523. ,558, 978. .1077, 1234. .1276, 1355. .1449, 



.2323, 2401.. 2482, 2574, 
.3522, 3652. .3736 



1747. , 
3460. , 

42280 
87984 
1 

OJ000303_01.0403.Cll.o2.tm 

1704 

none 



.2733, 2815.. 3139, 3230.. 3365, 



Seq. ID OJ000303_01.0403.C11 



Strand 
End 

Method 

End 

Score 



4- 

3927 

TBLASTX: Maize 

2102 

62 



1704. .1751, 1705. .1749, 1815. .2102, 1821. .1964, 1826. .2101 



42280 Seq. ID 

87984 Strand 
1 End 
OJ000303_01 . 0403 . Cll . ol . gp Method 
1716 End 
4714811 Score 

1716".. 1746, 1824. .2323, 2401. .2483, 2574. .2665 

4455359/emb|CAB36769.1| 5.0e-29 (AL035524) putative protein 
[Arabidopsis thaliana] 



OJ000303_01. 0403. Cll 
+ 

3927 
AAT/GAP 
2665 
1290 



42280 
87984 
1 

OJ000303_01. 0403. Cll. ol.ts 

2022 

none 

2022.. 2204, 2573.. 2668, 2574, 
2730. .3131, 2832. .3140, 2834, 

42280 
87984 
1 

OJ000303_01. 0403. Cll. ol.tw 

2022 

none 

2022. .2204, 2573.. 2668, 2574. 
2831. .2902, 2832. .2912 

42280 
87984 
1 

OJ000303_01. 0403. Cll. ol.tm 

2136 

none 

2136. .2192, 2192.. 2323, 2205, 
2571. ,3140, 2572. .2763, 2577, 
3227.. 3304, 3228.. 3305, 3282, 
3454. .3537 



Seq. ID OJ000303_01. 0403. Cll 

Strand + 

End 3927 

Method TBLASTX : Soybean 

End 3522 

Score 60 

.2744, 2643. .2729, 2724. .2765, 
.3139, 3264.. 3365, 3454.. 3522 

Seq. ID OJ000303__01. 0403. Cll 

Strand + 

End 3927 

Method TBLASTX : Wheat 

End 2912 

Score 82 

.2744, 2616.. 2729, 2724.. 2765, 



Seq. ID OJ000303_01. 0403. Cll 

Strand + 

End 3927 

Method TBLASTX : Maize 

End 3537 

Score 64 

.2330, 2398,-2433, 2399.. 2437, 
.2765, 2832. ,3140, 2863. .3141, 
.3365, 3299.. 3361, 3303.. 3365, 



42604 



Seq. No. 42280 

Gene No. 87984 

Start 1 

Name OJ000303_01 . 0403 .Cll .ol . tc 

Start 2229 

GI none 
Exons 



Seq. ID OJ000303_01. 0403. Cll 

Strand .+ 

End 3927 

Method TBLASTX : Cress 

End 3119 

Score 59 



2229. .2330, 2573. .2662, 2574. .2744, 2622. .2729, 2832. .3077, 
2834. .3076, 3090. .3119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42280 
87984 
1 

OJ000303_01 . 0403 . Cll ..o2 . tw 

2948 

none 



Seq. ID OJ000303_01. 0403. Cll 

Strand + 

End 3927 

Method TBLASTX : Wheat 

End 3522 

Score 237 



2948. .3139, 2949. .3140, 3282. .3365, 3308. .3364, 3454. .3522 



42280 
87984 
1 

OJ000303_01 . 0403 . Cll . o2 . gp 
3061 

15790 1.R1084 



Seq. ID OJ000303_01. 0403. Cll 

Strand + 

End 3927 

Method AAT/GAP 

End 3752 

Score 668 



3061.. 3139, 3230.. 3365, 3460.. 3522, 3652.. 3752 

M455359/emb I CAB36769.il 9.0e-42 {AL035524) putative protein 

[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42280 
87984 
1 

OJ000303_01- 0403. Cll. o2.tc 

3078 

none 



Seq. ID OJ000303_01. 0403. Cll 

Strand + 

End 3927 

Method TBLASTX : Cress 

End 3537 

Score 37 



3078.. 3140, 3221.. 3361, 3228.-3365, 3229.. 3369, 3454.. 3537 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons . 



42281 ^ 

87985 

607 

OJ000303_02 . 04 03 . C7 . ol . gs 

607 

none 



Seq. ID OJ000303_02.0403.C7 

Strand + 

End 6764 

Method GENSCAN 

End 6764 

Score .74 



607. .741, 1793. .1919, 3610. .3695, 3800. .4138, 4144. .4210, 
4633. .4792, 4890. .4914, 4985. .5178, 5421. .5749, 5880. .5953, 
6263.. 6556, 6690.. 6764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 
87986 
9825 

OJ000303_02 . 0403 .C7 .o3 . gs 

9825 

none 



Seq. ID OJ000303_02.0403.C7 

Strand + 

End 17267 

Method GENSCAN 

End 17267 

Score .56 



9825. .10060, 10665. .10877, 11698 .. 11770, 12095 .. 12142, 
12191. .12268, 13364. .13435, 13531 .. 13686, 13821 .. 13924 , 
14670. .14722, 15006 .. 15125, 17158.. 17267 



Seq. No. 



42281 



Seq. ID OJ000303 02. 0403. C7 



42605 



Gene No. 87986 Strand + 

Start 9825 End 17267 

Name OJ000303_02.0403.C7 ,o4 .np Method AAT/NAP 

Start 10762 End 15256 

GI 6069646 Score 515 

Exons 10762. .10785, 14570.. 15256 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 


42281 


Seq. ID 


OJ000303_02.0403.C7 


Gene No. 


87986 


Strand 


+ 


Start 


9825 


End 


17267 


Name 


OJ000303 02.0403.C7.o3.np 


Method 


AAT/NAP 


Start 


11698 


End 


14115 


GI 


466172 


Score 


800 


Exons 


11698. .11770, 12095. .12142, 


12221. .12268, 13364 .. 13435, 




13531. .13686, 13821 .. 13924 , 


14022. .14115 


GI Descrip. 


GTP-BINDING PROTEIN YPTM2 gi | 283056 | pir 1 | B38202 GTP-binding 




protein - maize gi | 287835 | emb | CAA4 4 919 


.11 (X63278) yptm2 [Zea 




mays] 






Seq. No. 


42281 


Seq. ID 


GJ000303_02.0403.C7 


Gene No. 


87986 


Strand ■ 


+ 


Start 


9825 


End 


17267 


Name 


OJ000303 02.0403.C7.o3.gp 


Method 


AAT/GAP 


Start 


13282 


End 


14355 


GI 


20626 1.R1084 


Score 


1345 


Exons 


13282. .13435, 13531 13686, 


13821. .13924, 14022.. 14355 


GI Descrip. 


'466172/sp|Q05737 1 YPT2 t4AIZE 4.0e-71 GTP-BINDING PROTEIN YPTM2 




>gi 283056 pir B38202 ypt 


family - maize 




>gi_287835_emb_CAA4 4 919_ (X63278) yptm2 [Zea mays] ' 


Seq. No. 


42281 


Seq. ID 


OJ000303_02.0403.C7 


Gene No. 


87987 


Strand 


+ 


Start 


20299. 


End 


21988 


Name 


6jd00303 02.0403.C7.o4.gs 


Method 


GENSCAN 


Start 


20299 


End 


21873 


GI 


none 


Score 


.9 


Exons 


20299. .21873 






Seq. No. 


42281 


Seq. ID 


OJ000303_02.0403.C7 


Gene No. 


87987 


Strand 


+ 


Start 


20299 


End 


21988 


Name 


OJ000303 02.0403.C7.o5.np 


Method 


AAT/NAP 


Start 


20416 


End 


21864 


GI 


2149127 


Score 


729 


Exons 


20416. .20604, 20632 .. 21246, 


21304. .21864 


GI Descrip. 


(U81293) UDP-glucose: indole 


-3-acetate 


beta-D-glucosyltransf erase 




[Arabidopsis thaliana] 






Seq. No. 


42281 


Seq, ID 


OJ000303_02.0403.C7 


Gene No. 


87987 


Strand 


+ 


Start 


20299 


End 


21988 


Name 


OJ000303 02.0403.C7.o5.gp 


Method 


AAT/GAP 



42606 



start' 21302 End 21988 

GI 87587_1.R1084 Score 1293 

Exons 21302.. 21988 

GI Descrip. ' 2501499/sp | Q41819 | IAAG_MAIZE 7.0e-27 IND0LE-3-ACETATE 
BETA-GLUCOSYLTRANSFERASE (lAA-GLU SYNTHETASE) {(URIDINE 
5 ' ' -DIPHOSPHATE-GLUCOSE: IND0L-3-YLACETYL) -BETA-D-GLUCOSYL 

TRANSFERASE) >gi_626043_pir ^A54739 indole-3-acetate 

beta-glucosyltransferase (EC 2.4.1.121) - maize >gi_548195 
(L34847) lAA-glu synthetase [Zea mays] ' 



Seq. No. 


42281 


Seq. ID 


OJ000303_ 


_02. 


0403. 


C7 




ft7QRfi 
0/^00 


Strand , 


+ 








start 


48844 


End 


49427 








Name 


OJ000303 02.0403.C7.o7.gp 


Method 


AAT/GAP 








Start 


48844 


End 


49427 








GI 


23721 1.R1084 


Score 


1072 








Exons 


48844. .49427 












GI Descrip. 


' 1732362/gb | U80270 | MDU80270 


8.0e-13 Malus domestica 


pAFDlO 




mRNA, partial cds ' 












Seq. No. 


42281 


Seq. ID 


OJ000303_ 


_02. 


\J *i \J J » 


CI 


Gene No. 


87989 


Strand 


+ 








Start 


50977 


End 


51574 








Name 


OJ000303 02.0403.C7.o9.gp 


Method 


AAT/GAP 








Start 


50977 


. End 


51574 








GI 


none 


Score 


837 








Exons 


50977. .51042, 51193, ,51574 












^f^n Mo 

O C U . W a 


42281 


Seq. ID 


OJ000303_ 


_02. 




r*i 
U / 


Gene No. 


87990 


Strand 


+ 








Start 


63057 


End 


64385 








Name 


OJ000303 02,0403.C7.o9.gs 


Method 


GENSCAN 








Start 


63057 


End 


64370 








GI 


none 


Score 


.99 








Exons 


63057.. 64370 












O (4 > IN U . 




Seq. ID 


OJ000303 


_02. 


0403, 


C7 


Gene No. 


87990 


Strand 


+ 








Start 


63057 


End 


64385 








Name 


OJ000303 02.0403.C7.ol0.np 


Method 


AAT/NAP 








Start 


63063 


End 


64385 








GI 


6899926 


Score 


682 








Exons . 


63063. .63213, 63247.. 64385 












GI Descrip. 


(AL138651) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42281 


Seq. ID 


OJ000303_ 


_02. 


0403. 


C7 


Gene No. 


87991 


Strand 


+ 








Start 


80410 


End 


80750 








Name 


OJ000303 02.0403.C7.ol4.gp 


Method 


AAT/GAP 








Start 


80410 


End 


80750 








GI 


none 


Score 


632 








Exons 


80410.. 80750 












Seq. No. 


42281 


Seq-- ID 


OJ000303_ 


_02. 


0403. 


C7 


Gene No. 


87992 


Strand 










Start 


7130 


End 


7872 








Name 


OJ000303 02.0403.C7,ol.gp 


Method 


AAT/GAP 









42607 



start 
GI 

Exons 



7130 
none 

7130. .7872 



End 
Score 



7872 
1359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 Seq. ID OJ000303_02 . 0403 . C7 

87993 Strand 

20393 End 21071 

OJ000303_02.0403.C7.o4.gp Method . AAT/GAP 

20393 End 21071 

29988_1.R1084 Score 934 

20393. .20952, 21043.. 21071 

'2149127 l.Oe-12 (U81293) UDP-glucose : indole-3-acetate 

beta-D-glucosyltransferase [Arabidopsis thaliana] ' 



42281 
87994 
25232 

OJ000303_02 . 0403 . C7 . o5 . gs 

25232 

none 

25232. .25704, 25877 .. 26120, 
31974. .32108, 32146 32266, 
34733. .34874, 34 980 35252, 
36264. .36496, 36754 .. 37034 , 
38713... 38778, 38879 .. 39154 , 
41283. .41808, 41903 .. 42060, 
43775.-43837, 43933 .. 4 4073, 
45864. .47692 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 47692 

Method GENSCAN 

End 47692 

Score .83 
26803. .28452, 29552 .. 31700, 
33346. .33427, 33546 .. 33718 , 
35502. .35693, 35800 .. 36038 , 
37262. .38083, 38429. . 38560, 
40034. .40156, 40360 .. 404 19, 
42727. .42810, 42908 .. 43135, 
44827. .44931, 45345 .. 45543, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 
Seq. No. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 02. 0403. C7 



47692 
AAT/NAP 
32807 
876 



42281 
87994 
25232 

OJ000303_02.0403.C7.o6.np 
26803 
7486409 

26803. .27947, 28047 .. 28431, 
32765.. 32807 

hypothetical protein F4D11.180 - Arabidopsis thaliana 
gi|3063708|emb|CAA18599.1| (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270166 | emb | CAB79979 . 1 | (AL161581) 
putative protein [Arabidopsis thaliana] 



29564. .31014, 32261 .. 32407, 



42281 
87994 
25232 

OJ000303_02.0403.C7.o7.np 

34731 

4874314 

34731. .34874, 34 980 .. 35252, 
36250. .36488, 36776 37034 , 
38713. .38778, 38879 39187, 
40543. .40713, 41283 41808, 
42908. .43135, 43775 .. 43837 , 
45345. .45543, 45864. .47689 
(AC006053) unknown protein 

42281 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 47692 

Method AAT/NAP 

End 47689 

Score 5324 
35502. .35693, 35800 .. 36045, 
37262. .38083, 38429 .. 38560, 
40034. .40156, 40360 .. 40419, 
41903. .42060, 42727 .. 42810, 
43933. .44073, 44827 .. 44931, 

[Arabidopsis thaliana] 

Seq. ID OJ000303_02.0403.C7 



42608 




Gene No. 


87994 


Strand 






Start 


25232 


End 


47692 




Name 


.OJ000303 02.0403.C7.o6.gp 


Method 


AAT/GAP 




Start 


37872 


End 


38778 




GI 


LIB3477-005-P1-K1-A6 


Score 


709 




Exons 


37872. .38083, 38429 .. 38560, 


38713. .38778 




GI Descrip. 


• 4874314 /gb|AAD31376.1|AC006053_18 2. 


Oe-40 (AC006053) unkn( 




protein [Arabidopsis thaliana] ' 






Seq. No- 




Seq. ID 


OJ000303_02.0403. 


C7 


Gene No . 


87995 


Strand 






Start 


49075 


End 


51309 . 




Name 


UJUUUjUj U/. . U4 U j . / . OD . yS 


Method 


GENSCAN 




Start 




End 


51309 




GI 


none 


Score 


.74 




Exons 


/lamc; /iq/ioi AOk^nc^ /iQQ'i/i 


50556. .50589, 50756.. 51309 




Seq. No. 


/I O O Q 1 


Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


Q T Q Q C 

o 1 y yo 


Strand 






o tar u 


49075 


End 


51309 




Name 


OJ000303_02 . 0403 . C7 . o8 .np 


Method 


AAT/NAP 




Start 


4 yu / o 


End 


51309 




GI 


/< Q T /I O A C 


Score 


602 




Exons 


/IQmO /IQylO/l ylOQIQ 

4 yu /o - . 4 y 4z4 , 4 yo /D . . 4 yy j.y, 


50941. .51153, 51190. .51309 




GI Descrip. 


iAt^uuDUjj} un Known protein 


[Arabidopsis thaliana] 




Seq. No. 


/I 0 O Q 1 


Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


Q T Q Q /- 

o / y yo 


Strand 






otart 


ozy / y 


End 


56978 




Name 


OJ000303 02.0403.C7.o7.gs 


Method 


GENSCAN 




Start 


52979 


End 


56857 




GI 


none 


Score 


.95 




Exons 


52979. .53138, 53675 .. 53872, 


54200. .54369, 54 4 51 .. 54701, 






56602. .56857 








Seq. No. " 


42281 


Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


87996 


Strand 






Start 


52979 


End 


56978 




Name 


OJ000303 02.0403.C7.o9.np 


Method 


AAT/NAP 




Start 


52982 


End 


56839 




GI 


2981439 


Score 


560 




Exons 


52982. .53138, 53675 .. 53868, 


54172. .54369, 544 51 54701, 






56602. .56698, 56726.-56839 








GI Descrip. 


(AF051853) t-SNARE SED5 [Arabidopsis 


thaliana] 




Seq. No. 


42281 


Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


87996 


Strand 






Start 


52979 


End 


56978 




Name 


OJ000303 02.0403,C7.ol0.gp 


Method 


AAT/GAP 




Start 


54623 


End 


56978 




GI 


LIB3432-003-P1-K1-E6 


Score 


869 




Exons 


54623. .54701, 56602.. 56978 








GI Descrip. 


'4176420/dbj IBAA37167I 2.0e 


-11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 








Seq. No. 


42281 


Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


87997 


Strand 







42609 




start 


57883 




End 


58609 






Name 


OJ000303 02. 0403. C7 


. o8 . gs 


Method 


GENSCAN 






Start 


57883 




End 


58609 






GI 


none 




Score 


.7 






Exons 


57883. .57951, 58153 


. .58378, 


58548. .58609 






Seq. No. 


42281 




Seq. ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


87998 




Strand 








Start 


64565 




End 


72824 






Name 


OJ000303 02. 0403. C7 


. oil .np 


Method 


AAT/NAP 






Start 


64565 




End 


71897 






GI 


6606266 




Score 


895 






Exons 


64565. .64644, 66728 


. .66919, 


67169. .67388, 67443. 


.67713, 






67810. .68655, 68689 


. .68807, 


68871. .69994, 71818. 


.71897 




GI Descrip. 


(AF158634) Vrgal [Triticum 


ventricosum] 






Seq. No. 


42281 




Seq. ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


87998 




Strand 








Start 


64565 




End 


72824 






Name 


OJ000303 02. 0403. C7 


. olO . gs 


Method 


GENSCAN 






Start 


66340 




End 


72824 






GI 


none 




Score 


.45 






Exons 


66340. .66533, 66704 


. .67652, 


67709. .70146, 71065. 


.71440, 






72207. .72296, 72324 


. .72447, 


72519. .72611, 72721. 


.72824 




Seq. No. 


42281 




Seq. ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


87998 




Strand 








Start 


64565 




End 


72824 






Name 


OJ000303 02. 0403. C7 


. ol2 . np 


Method 


AAT/NAP 






b rart 


66748 




End 


71443 






GI 


7489454 




Score 


752 






Exons 


66748. .66919, 66998 


. .67141, 


67169. .67400, 67621. 


.67929, 






67966. .68697, 68730 


. .70116, 


70734. .71443 






GI Descrip. 


bacterial blight-resistance protein Xal - rice 








gi 1 2943742 | dbj | BAA25068 . 1 | 


(AB002266) 


XAl [Oryza 


sativa] 




Seq. No. 


42281 




Seq. ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


87998 




Strand 








Start 


64565 




End 


72824 






Name 


OJ000303 02. 0403. C7 


.oll.gp 


Method 


AAT/GAP 






Start 


72061 




End 


72696 






GI 


2311839 




Score 


804 






Exons . 


72061. .72226, 72324 


. .72434, 


72519. .72696 






Seq. No. 


42281 




Seq. ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


87999 




Strand 








Start 


72941 




End 


76482 






Name 


OJ000303 02. 0403. C7 


. oil . gs 


Method 


GENSCAN 






Start 


72941 




End 


76482 






GI 


none 




Score 


.89 






Exons 


72941. .73083, 73204 


, .73292, 


73485. .73595, 75585. 


.75916, 






76342. .76482 












Seq. No. 


42281 




Seq, ID 


OJ000303_ 


02.0403. 


C7 


Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


■ol8.tm 


Method 


TBLASTX: Maize 





42610 



start 
GI 

Exons 



5596 End ' 6117 

none Score 192 

5596. .5751, 5597. .5752, 5859. .5951, 5873.-5953, 5877. .5948, 

5879.. 5953, 6049.. 6117 



Seq. No. 42281 
Gene No. 88000 
Start - 77638 

Name OJ000303_02 . 0403 . C7 . o4 , tm 

Start 11698 
GI none 

Exons 11698. .11769, 11699 11767 , 

12109. .12141, 12221. .12268, 
13364. .13438, 13530 .. 13682, 
13816. .13938, 13818 .. 13925, 
14020. .14100, 14020. .14133, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11722 

12223 

13531 

13819 

14218 



OJ000303 02. 0403. C7 



82736 

TBLASTX: Maize 
14376 
126 

11772, 12095. .12145, 
12267, 13294". .13476, 
13701, 13532. .13696, 
13926, 14010. .14117, 
14256, 14275.. 14376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 
88000 
77638 

OJ000303_02.0403.C7.ol.ts 

11699 

none 

11699. .11770, 11722. .11772, 
12221. .12268, 12223 12267 , 
13522. .13686, 13523 13687 , 
13531. .13701, 13811. .13924, 
14044. .14097, 14049.. 14120 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 02. 0403. C7 



82736 

TBLASTX: Soybean 
14120 
121 

12094. .12159, 12097. .12135, 
13294 ...13476, 13364 .. 13438 , 
13524. .13688, 13524 .. 13700 , 
13818... 13925, 13998 .. 14036, 



42281 
88000 
77638 

OJ000303_02 . 0403 . C7 . o3 . tw 
11699 
none 

11699. .11770, 11722. .11772, 12094 .. 12159, 12097 
12221. .12268, 12223 .. 12261, 13294 . .13476, 13364 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 82736 
Method TBLASTX : Wheat 
End 13676 
Score 121 

12141, 
13438, 



13530. .13676, 13531 .. 13671, 13533.. 13676 



42281 Seq. ID 

88000 Strand 

77638 End 

OJ000303_02 . 0403 . C7 . ol . tc Method 

13409 End 

none Score 



OJ000303_02.0403.C7 
82736 

TBLASTX: Cress 

14114 

58 



13409. .13444, 13531 .. 13701, 13537 .. 1368 6, 13539 .. 13700, 
13811. .13924, 13818. .13925, 14019 .. 14039, 14020 .. 14058 , 
14041. .14100, 14049. .14114 



Seq- No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 04 03 . C7 . o6 . tw Method 

Start 13806 End 

GI none Score 

Exons 13806. .13925, 13818 .. 13925, 13819 

14020. .14097, 14021. .14125, 14109 



OJ000303 02. 0403. C7 



82736 

TBLASTX: Wheat 
14162 
138 

13926, 13992. .14114, 
14162 



42611 




Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


ooOOO 




Strand 






Start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20452 




End 


21684 




GI 


none . 




Score 


79 




Exons 


20452, .20571, 20644 


. .20706, 


20698. .20916, 21055 .. 21171, 






21190. .21216, 21304 


. .21444, 


21505. .21684, 21543. .21665 




Seq. No. 






Seq. ID 


OJ000303_02.0403 


. U / 


Gene No. 


88000 




Strand . 






Start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7 


.ol3. tm 


Method 


TBLASTX: Maize 




Start 


20643 




End 


20939 




GI 


none 




Score 


340 




Exons 


20643. .20939, 20644 


. .20928 








Seq. No. 


42281 




•Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


o o n Art 




Strand 






Start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


21118 




End 


21696 




GI 


none 




Score 


61 




Exons 


21118. .21282, 21295 


. .21453, 


21306. .21452, 21505 .. 21696, 






21534.. 21620 










Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 




Strand 






Start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7 


. o5. tw 


Method 


TBLASTX: Wheat 




Start 


21313 




End 


21648 




GI 


none 




Score 


144 




Exons 


21313. .21447, 21318 


. .21443, 


21340. .21447, 21488 21508 , 






21505. .21648, 21531 


. .21635 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 Seq. ID 

88000 Strand 

77638 End 

OJ000303_02 . 0403 . C7 . ol5 . tm Method 

21318 End 

none Score 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

21617 

155 



21318. .21455, 21319 21459, 21340 21456, 21473 .. 21526, 
21505. .21615, 21531.. 21617 



Seq. No. 42281 
Gene No. 88000 
Start 77638 

Name OJ000303_02 . 04 03 . C7 . o5 . tm 

Start 25460 
GI none 

Exons 25460. .25642, 25463 .. 25639, 

25646. .25792, 25881 .. 25913, 
25915. .25965, 25923 .. 25970, 
26019. .26129, 26033 .. 26128 , 



Seq. ID OJ000303_02.0403.C7 

Strand 
. End 82736 

Method TBLASTX : Mai ze 

End 26136 

Score 166 
25480. .25647, 25644 25787, 
25882. .25914, 25905 .. 25967, 
25977. .26030, 25978 .. 26025, 
26035. .26136, 26035.. 26136 



Seq. No. 42281 Seq. ID OJ000303_02 . 0403 . C7 

42612 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



88000 Strand 

77638 End 

OJ000303_02 . 0403 . C7 . olO . tm Method 

26803 End 

none Score 



82736 

TBLASTX: Maize 

27192 

243 



26803. .27000, 26803 .. 27000, 26805 27017, 2 6965 27 192 , 
27006. .27191, 27022.. 27192 



Seq. No. 42281 

Gene No. 88000 

Start 77638 

Name OJ000303_02 . 0403 . C7 , 

Start 27004 

GI none 

Exons 27004. .27174, 27034, 
27179. .27361, 27188. 



o2.ts 



.27174, 
.27379 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_02.0403.C7 
82736 

TBLASTX : Soybean 

27379 

87 



27141. .27362, 27157 .. 27366, 



t X 



Seq. No. 42281 

Gene No. 88000 

Start 77638 

Name OJ000303_02 . 04 03 . C7 . o7 . tm 

Start 27217 

GI none 

Exons 27217. .27546, 27218.. 27517 

Seq. No. 42281 

Gene No. 88000 

Start 77638 

Name OJ000363_02 . 0403.C7 .ol6. tm 

Start 27549 

GI none 

Exons 27549. .27569, 27558 .. 27650, 
27708. .27827 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

27546 

410 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

27827 

37 



27560. .27808, 27562 .. 27807 , 





Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. 07 


.ol2.ts 


Method 


TBLASTX: Soybean 






Start 


30533 




End. • ' 


30826 






GI 


none 




Score 


107 




r ^ 


Exons 


30533. .30769, 30554 


. .30826 










Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


.o7 . tc 


Method 


TBLASTX: Cress 






Start 


34716 




End 


35043 






GI 


none 




Score 


82 






Exons 


34716. .34826, 34738 


. .34812, 


34824. .34880, 34827 .. 34880, 





34828. .34881, 34980 .. 35042, 34981. .35043 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 0403 . C7 . ol2 . tm Method 

Start 34725 End 

GI none Score 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

35087 

159 



42613 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34725. .34856, 34725 .. 34862, 34726 .. 34857 , 34975 .. 35082, 
34980. .35081, 34980 .. 35087, 34 981 35085 



42281 
88000 
77638 

OJ000303_02.0403.C7, 

35088 

none 

35088. .35255, 
35487. .35696, 
35798. .36034, 



35088. 
35503. 
35800. 



o2.tm 



,35252, 
,35712, 
,36039, 



Seq. No. 42281 

Gene No. 88000 

Start 77638 

Name OJ000303_02 . 0403 . C7 . o3 . tc 

Start 35640 

GI none 

Exons 35640, .35705, 35641 35712, 
35798. .36010 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 82736 

Method TBLASTX: Maize 

End 36382 

Score 217 
35436. .35705, 35483 .. 35599, 
35788. .36033, 35789 .. 36031, 
36265. .36381, 36275.. 36382 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 02. 0403. C7 



82736 
TBLASTX : 
36039 
44 



Cress 



35788. .36039, 35790 .. 35990, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 Seq. ID 

88000 Strand 

77638 End 

OJ000303_02 . 0403 . C7 . o6 . ts Method 

35800 End 

none Score 



OJ000303_02.0403.C7 
82736 

TBLASTX : Soybean 

36042 

187 



35800. .36042, 35804 36010, 35850.. 36023 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 0403 . C7 . o3 . tm Method 

Start 36394 End 

GI none Score 

Exons 36394. .36507, 36395.-364 99, 36754. 

36756. .37037, 36756 37037, 36998. 

37259. .37684, 37261.. 37695 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

37696 

156 



.37035, 
.37090, 



36754, 
37244 



.36909, 
.37696, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



42281 Seq. ID 

88000 Strand 

77638 End 
OJ000303_02 . 0403 . C7 . oil . ts Method 

36876 End 

none Score 

36876. .37037, 36877 37035, 

37275. .37502, 37287.. 37496 

42281 

88000 Strand 

77638 End 
OJ000303_02 . 0403 . 07 . ol4 . tm Method 

37802 End 

none Score 



OJ000303_02,0403.C7 
82736 

TBLASTX: Soybean 
37502 
133 

37229. .37489, 37259 374 92, 



Seq. ID OJ000303_02.0403.C7 



82736 

TBLASTX: Maize 

38054 

191 



37802. .38047, 37803 .. 37964 , 37804 .. 38052 , 38010.. 38054 



42614 



Seq. No. 42281 

Gene No. 88000 

Start 77638 

Name OJ000303_02 . 04 03 . C7 . o4 . ts 

Start 37868 

GI none 

Exons 37868. .38083, 37869 38084 , 
. 38429. .38533, 38433 38510, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



37899. .38084, 38424 
38449.'. 38532 



OJ000303_02.0403.C7 
82736 

TBLASTX : Soybean 

38533 

138 

38507, 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 04 03 . C7 . olO . ts Method 

Start 41286 End 

GI none Score 

Exons 41286. .41381, 41319 41381, 41439 41609, 41439 .. 41615, 
41461. .41616 



OJ000303_02.0403.C7 
82736 

TBLASTX : Soybean 
41616 
49 



Seq. No. 42281 
Gene No. 88000 
Start 77638 

Name OJ000303_02 . 0403 .C7 .ol9. tm 

Start 48882 ^ 

GI none 

Exons 48882. .48941, 48895 .. 48942, 

48988.-49299, 48993 .. 49133, 
49242. .49301, 49384 .. 49422, 
49585.-49647, 49587 .. 49691, 
49720. .49827, 49758 .. 49841, 
51226. .51276 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 82736 

Method TBLASTX : Mai ze 

End 51276 

Score 79 
48943. .48993, 48952 4 9002, 
49178. .49312, 4 9229 .. 4 924 9, 
49391. .49426, 4 9585 .. 4 9689, 
49679. .49768, 4 97 12 .. 4 9837 , 
50995. .51111, 50996. .51112, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 
88000 
77638 
OJ000303 
48885 
none 
48885 
48988 
49229 



02.0403.C7.ol3.ts 



,48941, 
.49299, 
.49249, 



48895, 
48993. 
49242. 



.48942, 
.49133, 
.49301 



Seq. ID OJ000303_02.0403.C7 
Strand 

End 82736 

Method TBLASTX : Soybean 

End 49310 

Score 73 
48943. .48993, 48952 .. 49002, 
49178. .49309, 4 9197 4 9310, 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 04 03 . C7 . ol7 . tm Method 

Start 52805 End 

GI none Score 

Exons 52805. .52858, 52805 .. 52861, 52874, 

52958. .53140, 52959 .. 53144 , 53671. 



OJ000303_02.0403.C7 
82736 

TBLASTX: Maize 

53733 

67 



.52900, 52875. 
.53733, 53677. 



.52916, 
.53733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42281 
88000 
77638 

OJ000303_02.04 03.C7.ol5.ts 
52942 
none 



82736 

TBLASTX : Soybean 
53150 
70 

52942. .53136, 52977 .. 53150, 52979 53140, 52992.. 53141 



Seq. ID OJ000303_02.0403.C7 
Strand 
End 

Method 
End 
Score 



42615 




Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. C7 


.o5 . tc 


Method 


TBLASTX: Cress 




Start 


52979 








End 


56692 




GI 


none 








Score 


70 




Exons 


52979. 


.53140, 


52983 


. .53072, 


52985. .53140, 53094 .. 53144 , 






53671. 


.53874, 


53675 


. .53776, 


54223. .54273, 54334 .. 54 387 , 






54451. 


.54711, 


54461 


. .54700, 


56603. .56692 




Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No . 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. C7 


. o6. tm 


Method 


TBLASTX: Maize 




Start 


53734 








End 


56863 




GI 


none 








Score 


84 




Exons 


53734. 


.53817, 


53736 


. .53807, 


53797. .53874, 53834 53881 , 






54180. 


.54374, 


54191 


. .54370, 


54193. .54387, 54451 .. 547 11, 






54452. 


.54700, 


55915 


. .55974, 


55931. .56002, 55932 .. 56003, 






56603. 


.56689, 


56603 


. .56695, 


56607. .56696, 56804 .. 568 63, 






56805. 


.56861 












Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. 07 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


54457 








End 


56845 




GI 


none 








Score 


258 




Exons 


54457. 


.54711, 


54458 


. .54700, 


56603. .56695, 56604 .. 56681, 






56606. 


.56695, 


56804 


. .56845, 


56805. .56831 




Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. C7 


.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


63047 








End 


63332 




GI 


none 








Score 


227 




Exons 


63047. 


.63238, 


63060 


. .63239, 


63233. .63331, 63243.. 63332 




Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. C7 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


63063 








End 


63674 




GI 


none 








Score 


115 




Exons 


63063. 


.63218, 


63236 


. .63325, 


63258. .63314, 63330 .. 63455, 






63347. 


.63424, 


63506 


. .63670, 


63507. .63674 




Seq. No. 


42281 








Seq. ID 


OJ000303_02.0403 


.C7 


Gene No. 


88000 








Strand 






Start 


77638 








End 


82736 




Name 


OJ000303 02. 0403. C7 


.ol6.ts 


Method 


TBLASTX : Soybean 




Start 


63258 








End 


63614 




GI 


none 








Score 


153 




Exons 


63258. 


.63425, 


63266 


. .63403, 


63506. . 63586, 63507.. 63614 





42616 






Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


. ol . tm 


Method 


TBLASTX: Maize 






Start 


63737 




End 


64367 






GI 


none 




Score 


56 






Exons 


63737. .63775, 63738 


. .63773, 


63830. .63895, 63831 .. 63896, 








63869. .64108, 63882 


. .64109, 


64112. .64 342, 64116. .64367 






Seq, No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


O O A A 

88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


.o2.tw 


Method 


TBLASTX: Wheat 






Start 


63813 




End 


64049 






GI 


none 




Score 


336 






Exons 


63813. .63899, 63827 


. .64048, 


63831. .64049 






Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 






Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


.ol .tw 


Method 


TBLASTX: Wheat 






Start 


64070 




End 


64301 






GI 


none 




Score 


378 




J 


Exons 

- 


64070. .64300, 64071 


. .64301 








• 


Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 


; 5 


Gene No. 


A O A A A 

88000 




Strand 








Start 


77638 




End 


82736 




=f 

"1 


Name 


OJ000303 02. 0403. C7 


.o23. tm 


Method 


TBLASTX: Maize 






Start 


67964 




End 


68332 




y 


GI 


none 




Score 


130 






Exons 


67964. .68134, 68132 


. .68332 










Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.07 




Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


.o7 . ts 


Method 


TBLASTX: Soybean 






Start 


68135 




End 


69361 






GI 


none 




Score 


67 






Exons 


68135. .68374, 68405 


. .68659, 


68996. .69361, 69080 .. 69211, 








69087. .69359 












Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


O O A A A 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


.o22. tm 


Method 


TBLASTX:Maize 






Start 


69083 




End 


69397 






GI 


none 




Score 


127 






Exons 


69083. .69397, 69087 


. .69371 










Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403 


.C7 




Gene No. 


88000 




Strand 








Start 


77638 




End 


82736 






Name 


OJ000303 02. 0403. C7 


. ol2 . gs 


Method 


GENSCAN 






Start 


77638 




End 


82711 






GI 


none 




Score 


.43 






Exons 


77638. .77798, 78369 


. .78533, 


78978. .79271, 7 9806 .. 7994 9, 





42617 



81075. .81123, 81200. .81476, 81562 .. 81687 , 82065 82711 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 04 03 . C7 . ol3 . gp Method 

Start 78839 End 

GI none Score 

Exons 78839.-78922 



OJ000303_02.0403.C7 

82736 
AAT/GAP 
78922 
113 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 04 03 . C7 . o4 . tc Method 

Start 78923 End 

GI none Score 

Exons 78923. ,79237, 78949.. 79239 



OJ000303_02.0403,C7 
82736 

TBLASTX: Cress 

79239 

160 



Seq. No. 42281 Seq. ID 

Gene No. 88000 Strand 

Start 77638 End 

Name OJ000303_02 . 0403 . C7 . o9 . ts Method 

Start 78932 End 

GI none Score 

Exons 78932. .79237, 78949.. 79239 



OJ000303_02.0403.C7 
82736 

TBLASTX : Soybean 

79239 

164 



Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403.C7 


Gene No. 


88000 




Strand 




Start 


77638 




End 


82736 


Name 


OJ000303 02. 0403. C7. 


o 1 3 . np 


Method 


AAT/NAP 


Start 


78948 




End 


79311 


GI 


6561657 




Score 


431 


Exons 


78948. .79311 








GI Descrip. 


(AF197669) ATPase alpha subunit [Aristolochia macrophylla] 


Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403-C7 


Gene No. 


88000 




Strand 




Start 


77638 




End 


82736 


Name 


OJ000303 02. 0403. C7. 


o21.tm 


Method 


TBLASTX: Maize 


Start 


79061 




End _ 


79251 


GI 


none 




Score 


175 


Exons 


79061. .79240, 79063. 


.79251 






Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403.C7 


Gene No. 


88000 




Strand 




Start 


77638 




End 


82736 


Name 


OJ000303 02. 0403. C7. 


ol4 .np 


Method 


AAT/NAP 


Start 


79581 




End 


82714 


GI 


7486412 




Score 


794 


Exons 


79581. .79635, 80848. 


.81074, 


81200. .81476, 81562 81687, 




82065. .82714 








GI Descrip. 


hypothetical protein 


F4D11. 


200 - Arabidopsis thaliana 



gi|3063710|emb|CAA18601.1| {AL022537) putative protein 
[Arabidopsis thaliana] gi I 7270164 | emb I CAB79977 . 1 1 (AL161581) 
putative protein [Arabidopsis thaliana] 



Seq. No. 42281 Seq. ID OJ000303_02 . 0403 . C7 



42618 





ftftonn 
o o uu u 




O L.X dilu 






start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7. 


o20. tm 


Method 


TBLASTX: Maize 




Start 


80931 




End 


81075 




GI 


none 




Score 


138 




Exons 


80931. .81074, 80932. 


.81075 








Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403. 


C7 








Strand 






start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7. 


ol4.ts 


Method 


TBLASTX: Soybean 




start 


80941 




End 


81283 




GI 


none 




Score 


115 




Exons 


80941. .81096, 80946. 


.81074, 


81197. .81283 




Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


88000 




Strand 






Qf- a -r-l- 
O Ldl. L 


/ / O J o 




End 


82736 




Name 


OJd00303 02. 0403. C7. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


81226 




End 


81680 




GI 


none 




Score 


190 




Exons 


81226. .81363, 81227. 


.81487, 


81288. .81479, 8 1558 .. 81665, 






81559. .81666, 81559. 


.81666, 


81561. .81680 




Seq. No. 


42281 . 




Seq. ID 


OJ000303_02.0403. 


C7 




O OVJ vU 




Strand 






Start 


77638 . 




' End 


82736 




Name 


OJ000303 02. 0403. C7. 


o6 . tc 


Method 


TBLASTX: Cress 




Start 


81356 




End 


81689 




GI 


none 




Score 


128 




Exons 


81356. .81487, 81357. 


.81479, 


81528. .81689, 81559. .81675 




Seq. No. 


42281 




Seq. ID 


OJ000303_02.0403. 


C7 


Gene No. 


88000 




Strand 






Start 


77638 




End 


82736 




Name 




1 4-Tn 

o J. X . tm 


Method 


TBLASTX: Maize 




Start 


82192 




End 


82736 




GI 


none 




Score 


141 




Exons 


82192. .82401, 82193. 


.82438, 


82217. .82402, 82254 .. 82406, 






82427. .82492, 82429. 


.82494, 


82431. .82508, 824 98 .. 82593, 






82644. .82736 










Seq. No.. 


. .42281 




Seq. ID 


OJ000303_02.0403. 


C7 




O O U U VJ 




Strand 






Start 


77638 




End 


82736 




Name 


OJ000303 02. 0403. C7. 


o8.ts 


Method 


TBLASTX: Soybean 




Start 


82223 




End 


82466 




GI 


none 




Score 


66 




Exons 


82223.-82465, 82234. 


.82410, 


82235. .82456, 82254. .82466 




Seq. No. 


42282 




Seq. ID 


OJ000303_02.0403. 


C8 


Gene No. 


88001 




Strand 






Start 


7160 




End 


7975 




Name 


OJ000303 02. 0403. C8. 


ol.tm 


Method 


TBLASTX: Maize 




Start 


6 




End 


826 




GI 


none 




Score 


106 




Exons 


6. .89, 70. .135, 138. 


.272, 272. .826, 501 


. .743 





42619 




Seq. No. 


42282 




Seq. ID 


OJ000303_02.0403.C8 


Gene No. 


88001 




Strand 




start 


7160 




End 


/ 97d 


Name 


OJ000303 02 


.0403.C8.ol.tw 


Method 


TBLASTa : wneat 


Start 


460 




End 


778 


GI 


none 




Score 


izt 


Exons 


460. .513, 476, .778, 477. .740 






Seq. No. 


42282 




Seq, ID 


OJ0UUoUo_U-^ . U4Ui . Co 


Gene No. 


88001 




Strand 




Start 


7160 




End 


7975 


Name 


OJ000303 02 


.0403.C8.o2.np 


Method 


AAT/NAP 


Start 


7160 




End 


7975 


GI 


5042418 




Score 


336 


Exons 


7160. .7975 








GI Descrip, 


(AC006193) 


Hypothetical Protein [Arabidopsis thaliana] 


Seq. No. 


42283 




Seq. ID 


OJ000303_02.0403.C9 


Gene No, 


88002 




Strand 


+ 


Start 


lU 




End 


381 


Name 


OJ000303 02 


.0403.C9.ol.gs 


Method 


GENSCAN 


Start 


10 




End 


381 


GI 


none 




Score 


.97 


Exons 


10.. 381 








Seq. No. 


42283 




Seq. ID 


OJ000303_02.0403,C9 


Gene No. 


88003 




Strand 


+ 


Start 


5237 




End 


7581 


Name 


OJ000303 02 


.0403,C9.ol.np 


Method 


AAT/NAP 


Start 


5237 




End 


7218 


GI 


5139697 




Score 


303 


Exons 


5237. .5516, 


5633.. 5856, 5915. 


.6009, 7122.. 7218 


GI Descrip. 


(AB029148) 


expressed in cucumber hypocotyls [Cucumis sativus] 


Seq. No. 


42283 




Seq. ID 


OJ000303_02.0403.C9 


Gene No, 


88003 




Strand 


'+ 


Start 


5237 




End 


7581 


Name 


OJ000303 02 


.0403.C9.ol.gp 


Method 


AAT/GAP 


Start 


6904 




End 


7581 


GI 


none 




Score 


1063 


Exons 


6904. .7183, 


7301. .7581 






Seq. No. 


42283 




Seq. ID 


OJ000303_02.0403.C9 


Gene No. 


88004 




Strand 




Start 


7314 




End 


8276 


Name 


OJ000303 02 


.0403.C9.ol. tm 


Method 


TBLASTX: Maize 


Start 


5289 




End 


7328 


GI 


none 




Score 


72 


Exons 


5289. .5402, 


5388.. 5411, 5631. 


.5687, 5645. .5689, 5684. .5812, 




5685. .5810, 


5896.. 6009, 5897. 


.6010, 7116. .7181, 7120. .7182, 




7122. .7181, 


7302. .7328 






Seq. No. 


42283 




Seq. ID 


OJ000303_02.0403.C9 


Gene No. 


88004 




Strand 




Start 


7314 




End 


8276 


Name 


OJ000303 02 


.0403.C9.ol,t-c 


Method 


TBLASTX -Cress 



42620 




start 


5631 






End 


7182 




GI 


none 






Score 


81 




Exons 


5631. .5690, 


5645. .5677, 


5681 


..5743, 5685. .5801, 


5909. .6007, 




7123. .7182 












Seq. No. 


42283 






Seq. ID 


OJ000303 


_02.0403.C9 


Gene No. 


88004 






Strand 






Start 


/ jl 4 






End 


8276 




Name 


OJ000303 02. 


0403.C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5631 






End 


7185 




GI 


none 






Score 


71 




Exons 


5631. .5684, 


5645. .5713, 


5682 


..5795, 5690. .5746, 


5909, .6010, 




7120. .7185 












Seq. No. 


42283 






Seq. ID 


OJ000303 


_02.0403.C9 


Gene No . 


ooUU4 






Strand 






Start 


7314 






End 


8276 




Name 


OJ000303 02. 


0403.C9.o3. 


gs 


Method 


GENSCAN 




Start 


7314 






End 


8276 




GI 


none 






Score 


.48 




Exons 


7314, .7449, 


7815. .7888, 


8050 


..8178, 8214. .8276 




Seq. No. 


42284 






Seq. ID 


OJ000303 


_02. 0403. CIO 


Gene No. 


88005 






Strand 


+ 






1 






End 


2207 




Name 


OJ000303 02. 


0403. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


2194 




GI 


2160694 






Score 


1221 




Exons 


1..969, 1821 


. .2194 










GI Descrip. 


(U73528) B' 


regulatory 


subunit of PP2A [Arabidopsis thaliana 


Seq. No. 


42284 






Seq. ID 


OJ00Q303 


_02. 0403. CIO 


Gene No . 


88005 






Strand 


+ 




Start 


1 






End 


2207 




Name 


OJ000303 02. 


0403. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


52 






End 


2207 




GI 


none 






Score 


.79 




Exons 


52. .969, 1821. .2207 










Seq. No. 


42284 






Seq. ID 


OJ000303 


_02. 0403. CIO 


bene no . 


88006 






Strand 


+ 




Start 


3852 






End 


4447 




Name 


OJ000303 02. 


0403. CIO. o2 


.gs 


Method 


GENSCAN 




Start 


3852 






End 


4447 




GI 


none 






Score 


.98 




Exons ' 


3852. .3937, 


4372. .4447 










Seq. No. 


42284 






Seq. ID 


OJ000303 


_02, 0403. CIO 


Gene No. 


88007 






Strand 






Start 


5056 






End 


8118 




Name 


OJ000303 02. 


0403. CIO. ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


72 






End 


2114 




GI 


none 






Score 


150 




Exons 


72. .269, 73. 


.270, 301,. 


975, 


318. .716, 


418. .840, 


741. .971, 




1818. .2114, 


1818. ,2012, 


1889 


. .2035 






Seq, No. 


42284 






Seq. ID 


OJ000303 


_02. 0403. CIO 



42621 




Gene No. 88007 

Start 5056 

Name OJ000303_02 .0403. CIO . ol 

Start 73 

GI none 

Exons 73.. 318, 184.. 261, 268. 

1812. .2015, 1818. .2111 

Seq. No. 42284 

Gene No. 88007 

Start 5056 

Name OJ000303_02 . 0403 . CIO . o2 

■ Start 73 

GI none" ' 

Exons 73.. 282, 301.. 432, 318. 

Seq. No. 42284 

Gene No. 88007 

Start 5056 

Name OJ000303_02 . 0403 . CIO . ol 

Start 433 

GI none 

Exons 433.. 975, 492.. 833, 915 

3 Seq. No. .42284 ' 

Gene No. 88007 

; Start 5056 

^ Name OJ000303_02. 0403. CIO. ol 

U Start 475 

1 GI none 

J Exons 475.. 846, 510.. 839, 859 

r! Seq. No. 42284 

- Gene No. 88007 

Start 5056 

J Name OJ000303_02 . 0403 . CIO , o2 

J Start 1823 

i GI none 

^ Exons 1823.. 2026, 1824.. 2099 

3 Seq. No. 42284 

3 Gene No. 88007 

Start 5056 

Name OJ000303_02. 0403. CIO. o3 

Start 1869 

GI none 

Exons 1869.. 2018, 1872.. 2024 

Seq. No. 42284 

Gene No. 88007 

Start 5056 

Name OJ000303_02 . 0403 . CIO . o2 

Start 4811 

GI none 

Exons 4811.. 5191 

Seq. No. 42284 






Strand 






End 


8118 


.tm 


Method 


TBLASTX: Maize 




End 


2111 




Score 


188 


.975, 


318. .845, 


415. .969, 909. .971, 




Seq. ID 


OJ000303_02. 0403.C10 




Strand 






End 


8118 


.ts 


Method 


TBLASTX: Soybean 




End 


432 




Score 


155 


. 425 








Seq. ID 


OJ000303_02 . 04 03. CIO 




Strand 






End 


8118 


.ts 


Method 


TBLASTX : Soybean 




End 


1862 




Score 


732 


. . 980, 


1818. .1862 




Seq. ID 


OJ000303_02. 0403. CIO 




Strand 






End 


8118 


.tw 


Method 


TBLASTX: Wheat 




End 


915 




Score 


512 


. .915 








Seq. ID 


OJ000303_02. 0403. CIO 




Strand 






End 


8118 


.tw 


Method 


TBLASTX: Wheat 




End 


2099 




Score 


239 




Seq. ID 


OJ000.303_02. 0403. CIO 




Strand 






End 


8118 


.ts 


Method 


TBLASTX : Soybean 




End 


2024 




Score 


181 




Seq. ID 


OJ000303_02. 0403. CIO 




Strand 






End 


8118 


,gp 


Method 


AAT/GAP 




End 


5191 




Score 


713 




Seq. ID 


OJ000303_02. 0403. CIO 



42622 






88007 








Strand 




Start 


5056 








End 


8118 


Name 


OJ000303 02 


.0403. 


C10.O3. 


gs 


Method 


GENSCAN 


Start 


5056 








End 


7002 


GI 


none 








Score 


.75 


Exons 


5056. .5187, 


5296. 


.5430, 


5630. 


.5852, 6623.. 6736, 6836.. 7002 


Seq. No. 


42284 








Seq. ID 


OJ000303_02. 0403. CIO 


Gene No. 


88007 








Strand 




Start 


5056 








End . 


8118 


Name 


OJ000303 02 


.0403. 


C10.O2. 


np 


Method 


AAT/NAP 


Start 


5257 








End 


8118 


GI 


7023297 








Score 


236 


Exons 


5257. .5544, 


5630. 


.5852, 


6623. 


.6736, 6836.. 6958, 8088.. 8118 


GI Descrip, 


(AK001798) 


unnamed protein product [Homo sapiens] 


Seq. No. 


42284 








Seq. ID 


OJ000303_02. 0403. CIO 


Gene No. 


88007 








Strand 




Start 


5056 








End 


8118 


Name 


OJ000303 02 


. U ft UO . 




um 


Method 


TBLASTX: Maize 


Start 


5388 








End 


5744 


GI 


none 








Score 


93 


Exons 


5388. .5483, 


5390. 


.5521, 


5390. 


.5491, 5485.. 5589, 5486.. 5545, 




5629. .5718, 


5630. 


.5743, 


5630. 


.5743, 5631.. 5744 




Seq. No. 


42284 








Seq. ID 


OJ000303_02. 0403. CIO 




O (J \J \J 1 








Strand 




Start 


5056 








End 


8118 


Name 


OJ000303 02 


.0403. 


C10.O3. 


gp 


Method 


AAT/GAP 


Start 


7912 








End 


8118 


GI 


none 








Score 


394 


Exons 


7912. .8118 












Seq. No. 


42285 








Seq. ID 


OJ000303 02.0403.C11 


Gene No. 


88008 








Strand 


+ 


Start 


3845 








End 


10594 


Name 


OJ000303 02 


.0403. 


C11.02. 


gs 


Method 


GENSCAN 


Start 


3845 








End 


10594 


GI 


none 








Score 


. 62 


Exons 


3845. .3903, 


4471. 


.4529, 


4637. 


.4703, 5559. .5598, 5777. .5824, 




6327. .6455, 


7682. 


.7741, 


7984. 


.8140, 8406. .8558, 8938. .8989, 




9776. .9884, 


10142 


. .10594 









Seq. No. 42285 Seq. ID 

Gene No. 88008 Strand 

Start 3845 End 

Name OJ000303_02 . 0403 . Cll . o3 . gp Method 

Start 4109 End 

GI 3761679 Score 

Exons 4109.. 4226, 4318.. 4396 

GI Descrip. 5042437/gb | AC007789 . 1 | AC007789 l.Oe-29 
genomic sequence, complete sequence 



02. 0403. Cll 



OJ000303_ 
+ 

10594 
AAT/GAP 
4396 
288 



Oryza sativa BAC T4 9B20 



Seq. No. 42285 

Gene No. 88008 

Start 3845 . 

Name OJ000303_02 . 0403 . Cll . ol . np 



Seq. ID OJ000303_02. 0403. Cll 

Strand + 

End 10594 

Method AAT/NAP 



42623 



b rart: 


5604 




End 


10591 




GI 


6751711 




Score 


1247 




Exons 


5604.. 5711, 6324.. 6455, 


7682. 


.7741, 7984. .8140, 


8406. .8512, 




8599.. 8657, 9776., 9884, 


10142 


, .10591 






GI Descrip. 


{AC018848) putative aspartate 


aminotransferase 


[Arabidopsis 




thaliana] 










Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.0403.C11 


Gene No . 


88009 




Strand 


- 




Start 


1 




End 


3339 




Name 


OJ000303 02.0403.Cll.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


354 




GI 


none 




Score 






Exons 


1..124, 225. .354 










Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.0403.C11 


Gene No. 


88009 




Strand 


- 




buar u 


1 




End 


3339 




Name 


OJ000303 02.0403.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


60 




End 


3339 




GI 


none 




Score 


.73 




Exons 


60.. 496, 576.. 725, 1299 


. .1545 


, 2199.. 


2366, 2973 


. .3098, 




3172. .3339 










Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.0403.C11 


Gene No. 


88009 




Strand 






Start 


.1 




End 


3339 




Name 


OJ000303 02.0403.Cll.o2 


.gp 


Method 


AAT/GAP 




Start 


1475 




End 


3254 




GI 


uC-osflm202099g04bl 




Score 


919 




Exons 


1475.. 1545, 2199., 2366, 


2973. 


.3254 






GI Descrip. 


'5042437/gb IAC007789.il 


AC007789 l.Oe- 


29 Oryza sativa BAG T4 




genomic sequence, complete sequence' 






Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.0403.C11 


Gene No . 


88010 




Strand 






Start 


10610 




End 


10953 




Name 


OJ000303 02.0403..C11.O2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


212 




End 


437 




GI 


none 




Score 


136 




Exons 


212. .421, 216. .437, 298 


. .432 








Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.0403.C11 


Gene No. 


88010 




Strand 






Start 


10610 




End 


10953 




Name 


OJ000303 02.0403.Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


5482 




End 


10710 




GI 


none 




Score 


70 




Exons 


5482. .5556, 5487. .5570, 


5488. 


.5565, 5556.. 5633, 


5625. .5675, 




5633.. 5674, 5753.. 5824, 


5760. 


.5825, 5775. .5828, 


6315, .6458, 




6315.. 6455, 6322.. 6459, 


7665. 


.7739, 7667. .7741, 


7681, .7740, 




7927. .8139, 7983. .8138, 


7988. 


.8143, 8350.. 8520, 


8399. .8512, 




8587. .8658, 8593. .8655, 


8597. 


.8659, 8598. .8660, 


9769. .9882, 




9776. .9895, 9777. .9887, 


10139 


. .10591, 


10141. .10617, 




10142. .10612, 10636.. 10710 








Seq. No. 


42285 




Seq. ID 


OJ000303 


_02.04a3.Cll 



42624 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88010 Strand 

10610 End 

OJ000303__02 . 0403 . Cll . ol . ts Method 

5625 End 

none Score 



10953 

TBLASTX: Soybean 

10585 

57 



5625. .5675, 5774. .5824, 6315. .6458, 6315. .6455, 7667. .7741, 

7956. .8105, 7981. .8136, 7983. .8135, 8399. .8512, 8399. .8500, 

8401. .8517, 8401. .8502, 8583.-8666, 8587. .8658, 9770. .9874, 

9775. .9888, 9776. .9895, 9777. .9887, 10141 10440, 10142 10411, 
10405. .10581, 10406. .10585 



42285 
88.010 
10610 

OJ000303_02. 0403. Cll. ol.tc 

6315 

none 



Seq. ID OJ000303_02. 0403. Cll 
Strand 

End 10953 

Method TBLASTX : Cr es s 

End 98 90 

Score 181 



6315. .6458, 7667. .7741, 7948. .8136, 7957. .8136, 8012. .8149, 
8399. .8512, 8401. .8508, 8587. .8658, 9776. .9883, 9777. .9887, 
9777.. 9890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42285 Seq. ID OJ000303_02 . 0403 .Cll 

88010 Strand 

10610 End 10953 

OJ000303_02. 0403. Cll. o4.gp Method AAT/GAP 

10610 End 10953 

LIB3431-011-P1-N1-E2 Score 672 

10610. .10953 

''6006895/gb|AAF00670.1|AC008153_22 3.0e-20 (AC008153) 
hypothetical protein [Arabidopsis thaliana] ' 



42286 
88011 
1 

OJ000303_09.0407.Cl.ol.np 
1 

7327822 



Seq. ID OJ000303_09.0407.C1 

Strand + 

End 3560' 

Method AAT/NAP 

End 3360 

Score 734 



1..226, 297. .383, 432. .507, 598. .679, 770. .906, 1538, 
1788. .1970, 2239. .2381, 2456. .2518, 2601. .2814, 3051, 
3307. .3360 

(AL161946) putative protein [Arabidopsis thaliana] 



,1711, 
,3232, 



42286 
88011 
1 

OJ000303_09.0407.Cl.ol.gs 

195 

none 



Seq. ID OJ000303_09.0407.C1 

Strand + 

End 3560 

Method GENSCAN 

End 3560 

Score .87 



195. .226, 297. .378, 604. .679, 770. .881, 951. .1022, 1528. .1711, 
1788. .1970, 2239. .2381, 2456. .2518, 2601. .2814, 3051. .3218, 
3381. .3560 



Seq. No. 42286 Seq. ID 

Gene No. 88OII Strand 

Start 1 End 

Name OJ000303_0 9 . 0407 . CI . ol . gp Method 

Start 2685 End 



OJ000303_09.0407.C1 
+ 

3560 

AAT/GAP 

3523 



42625 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB3431-006-P1-K1-H11 Score - 726 

2685.. 2814, 3051.. 3218, 3298.. 3384, 3492., 3523 

'225174/prf I 1 1210248A 2,0e-ll glutelin precursor [Oryza sativa] ' 



42286 
88012 
11880 

OJ000303_09.0407.Cl.o3.gs 

11880 

none 

11880, .12025, 12827, ,12854, 
13507, ,13577, 13655 ,. 13734 , 
14491, .14573, 14671 ., 14719, 
16189. ,16654, 16759 ., 17018 , 
17734. .17839, 17936 ,. 18049, 
18602. .18852, 19146,. 19563 

42286 
88012 
11880 

OJ000303_09.0407.Cl.o3.gp 
12382 

LIB3474-005-P1-K1-D1 
12382. .12446, 12873 ,. 12924 , 
•3150403 l.Oe-09 (AC004165) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13052 

13803 

14808 

17116 



OJ000303_09.0407.C1 
+ 



19563 
GENSCAN 
19563 
,91 

13131, 13336. 
13900, 14266. 
14875, 15451. 
17376, 17549, 



18130. . 18228, 18380, 



.13417, 
.14389, 
,15813, 
,17628, 
,18469, 



Seq. ID OJ000303_09.0407.C1 

Strand + 

End 19563 

Method AAT/GAP 

End 13401 

Score 449 



13052. .13131, 13336. . 
hypothetical protein 



13401 

[Arabidopsis 



42286 Seq. ID 

88012 Strand 

11880 End 

OJ000303_09 . 0407 . CI . o4 , gp Method 

14329 End 

none Score 

14329. ,14389, 144 91 .. 14573, 14 671 ,. 14719, 14808 .. 14875, 
14959. .15275 



OJ000303_09.0407.C1 
+ 

19563 
AAT/GAP 
15275 
1042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons , 



GI Descrip. 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303_09,0407.C1 



42286 
88012 
11880 

OJ000303_09,0407.Cl.o2.np 
16388 
6682628 

16388. .16654, 16782 .. 17018, 
17734. .17839, 17936 .. 1804 9, 
18602. .18852, 19146.. 19335 

(AC016163) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



19563 
AAT/NAP 
19335 
1357 

17116. .17337, 17549, .17628, 
18130. .18228, 18380, .18469, 



42286 Seq, ID 

88013 Strand 

20123 End 

OJ000303_09 . 0407 . CI . o4 . gs Method 

20123 End 

none Score 
20123. .20317 



OJ000303_09,0407.C1 
-f- 

20317 
GENSCAN 
20317 
.97 



Seq. No. 



42286 



Seq. ID OJ000303_09.0407.C1 



42626 




Gene No. 


88014 




Strand 




O L.CI J. U 


4676 




End 


11226 


Name 


OJ000303 09.0407. 


Cl.o2.gs 


Method 


GENSCAN 


Start 


4676 




End 


11226 


GI 


none 




Score 


.82 


Exons 


4676.-4777, 6213. 


.6293, 6723. 


.6807, 7609. .7737, 8300. .8346, 




8729,. 8897, 9581. 


.9737, 10134 


. .10215, 


10502. .10646, 11168.. 11221 


Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407.C1 




88014 

O O V J. T 




Strand 


— 


Start 


4676 




* End 


11226 


Name 


OJ000303 09.0407. 


Cl.o2.gp 


Method 


AAT/GAP 


Start 


5548 




End 


6303 


GI 


2796811 




Score 


307 


Exons 


5548.. 5676, 6213. 


.6303 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407.C1 


Gene No. 


88015 




Strand 




Start 


16042 




End 


16237 


Name 


OJ000303 09.0407. 


Cl.o5.gp 


Method 


AAT/GAP 


Start 


16042 




End 


16237 


GI 


24989 1.R1084 




Score 


304 


Exons 


16042. .16237 








GI Descrip. 


'5042437/gb|AC007789.1|AC007789 2 . Oe-13,:0ryza sativa BAG T49B20 




genomic sequence, 


complete sequence' 




Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407.C1 


Gene No. 


88016 




Strand 






21346 




End 


25188 


Name 


OJ000303 09.0407. 


Cl.o5.tm 


Method 


TBLASTX: Maize 


Start 


183 




End 


510 


GI 


none 




Score 


68 


Exons 


183. .230, 185. .289, 189. .230, 


287. .382 


, 297. .377, 453. .509, 




454. .510, 456. .509 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407.C1 


Gene No. 


88016 




Strand 




Start 


21346 




End 


25188 


Name 


OJ000303 09.0407. 


Cl.o8 . tm 


Method 


TBLASTX : Maize 


Start 


6210 




End 


8383 


GI 


none 




Score 


78 


Exons 


6210.. 6296, 6210. 


.6344, 6718. 


.6861, 6720. .6806, 7588. .7737, 




7608. .7742, 7609. 


.7743, 7613. 


.7792, 8296.. 8376, 8297.. 8383, 




8297. .8347, 8299. 


.8352 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407.C1 


Gene No. 


88016 




Strand 




Start 


21346 




End 


25188 


Name 


OJ000303 09.0407. 


Cl.o4 . tm 


Method 


TBLASTX: Maize 


Start 


8729 




End 


11258 


GI 


none 




Score 


107 


Exons 


8729. .8812, 8733. 


.8813, 8734. 


.8814, 8749. .8817, 8955. .9050, 




8956. .9048, 8957. 


.9052, 9578. 


.9742, 9578.-9736, 9579.. 9752, 




9580.. 9774, 9580. 


.9738, 10105 


. .10218, 


10131. .10217, 



10145. .10219, 10565. .10654, 10566. . 10649, 10567 10653, 
11142. .11258, 11159. .11248, 11160. .11249 



42627 




Seq. No. 


42286 








Seq. ID 


OJ000303_09.0407 


.CI 


Gene No. 


88016 








Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


12871 








End 


14732 




GI 


none 








Score 


58 




Exons 


12871. 


.12930, 


12873 


. .12929, 


13036. .13086, 13049. .13126, 






13166. 


.13222, 


13337 


. .13420, 


13504. .135^ 


8, 13506. .13589, 






13644- 


.13736, 


13646 


. .13738, 


13787. .13903, 13801 .. 13905, 






13802. 


.13906, 


14265 


. .14387, 


14266. .14394, 14466 .. 14585, 






14475. 


.14573, 


14491 


. .14607, 


14668. .14721, 14670. .14732 




Seq. No- 


42286 








Seq- ID 


OJ000303_09.0407 


.CI 


Gene No- 


88016 








. Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


16414 








End 


17018 




GI 


none 








Score 


293 




Exons 


: 'I64r4. 


.16596, 


16418 


. .16690, 


16779. .17018, 16781. .17017 




Seq. No. 


42286 








Seq. ID 


OJ000303_09.0407 


.CI 


Gene No. 


88016 








Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


.o2.tc . 


Method 


TBLASTX: Cress 




Start 


16568 








End 


17006 




GI 


none 








Score 


97 




Exons 


16568. 


.16642, 


16637 


. .16690, 


16779. .16910, 16781. .16894, 






16935. 


.17006 












Seq. No. 


42286 








Seq. ID 


OJ000303_09.0407 


-CI 


Gene No. 


88016 








Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


. o5. ts 


Method 


TBLASTX : Soybean 




Start 


17113 








End 


17315 




GI 


none 








Score 


278 




Exons 


17113. 


.17307, 


17113 


. .17298, 


17115. .17315, 17115. .17306 




Seq. No. 


42286 








Seq. ID 


OJ000303_09-0407 


.CI 


Gene No. 


88016 








Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


. o6. tm 


Method 


TBLASTX:Maize 




Start 


17113 








End 


17334 




GI 


none 








Score 


192 




Exons 


17113. 


.17334, 


17127 


. .17300 








Seq. No- 


42286 








Seq, ID 


OJ000303_09.0407 


-CI 


Gene No- 


,88016 








Strand 






Start 


21346 








End 


25188 




Name 


OJ000303 09. 0407. CI 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


17542 








End 


19398 




GI 


none 








Score 


91 




Exons 


17542. 


.17628, 


17543 


. .17629, 


17735. .17839, 17813 .. 17845, 






17942. 


.18049, 


17944 


. .18027, 


17975. .18049, 18118 .. 18228 , 






18127- 


.18186, 


18129 


. .18236, 


18380. .18466, 18 602 .. 18853, 






18622. 


.18828, 


18623 


. .18841, 


19135. .19200, 19273.-19398 




Seq. No. 


42286 








Seq. ID 


OJ000303_09.0407 


.CI 



42628 






Gene No. 


88016 




Strand 








Start 


21346 




End 


25188 






Name 


A Tnnri o r\ "3 no m r*'\ 

ujuuujuj uy.u4u/.ui. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


17750 




End 


18216 






GI 


none 




Score 


58 






Exons 


17750. .17800, 17750. 


.17779, 


17776. .17838, 17777 .. 17839, 








17790. .17840, 17795. 


.17839, 


17934. .18047, 1794 1 .. 18048 , 








17942. .18049, 18122. 


.18205, 


18127. .18216, 18127. .18216 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407. 


CI 




bene wo. 


Q Q m c 




Strand 








Start 


21346 




End 


25188 






Name 


OJ000303 09. 0407. CI. 


o3 . ts 


Method 


TBLASTX: Soybean 






Start 


18599 




End 


18853 






GI 


none 




Score 


330 






Exons 


18599. .18853, 18622. 


.18852 










Seq. No. 


42286 




Seq. ID 


OJ000303_Q9.0407. 


CI 




Gene No. 


88016 




Strand 








Start 


21346 




End 


25188 






Name 


ujuuuoUj uy.u4u/.(^i. 


o2 . tm 


Method 


TBLASTX: Maize 






Start 


18675 




End 


19395 . 






GI 


none 




Score 


110 






Exons 


18675. .18800, 18675. 


.18851, 


18676. .18852, 18 677 .. 18853, 








18677. .18856, 19135. 


.19206, 


19137. .19205, 19140. .19217^ 




3 
n 




19244. .19315, 19247. 


.19300, 


19273. .19395. 




y 


Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407. 


CI 




Gene No. 






Strand 






3 


Start 


21346 




End 


25188 




y 


Name 


OJ000303 09. 0407. CI. 


o6 . gp 


Method 


AAT/GAP 




J 


Start 


21166 




End 


22717 




LI 


GI 


2798227 




Score 


787 






Exons 


21166. .21464, 22472. 


.22550, 


22636. .22717 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407. 


CI 


•~i 


Gene no . 


Q Q ni c 
ooUl b 




Strand 








Start 


21346 




End 


25188 






Name 


OJ000303 09. 0407. CI. 


o5.gs 


Method 


GENSCAN 






Start 


21346 




End 


25166 






GI 


none 




Score 


.93 






Exons 


21346. .21464, 22636. 


.22786, 


23542. .24409, 25075.. 25166 






Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407, 


CI 




Gene No. 


88016 




Strand 








O UaXT U 


21346 




End 


25188 






Name 


OJ000303 09. 0407. CI. 


o3.np 


Method 


AAT/NAP 






Start 


21359 




End 


25188 






GI 


7293195 




Score 


356 






Exons 


21359. .21468, 24147. 


.24420, 


25075. .25188 






GI Descrip. 


(AE003501) caz gene product 


[Drosophila melanogaster] 






Seq. No. 


42286 




Seq. ID 


OJ060303_09.0407. 


CI 




Gene No. 


88016 




Strand 








Start 


21346 




End 


25188 






Name 


OJ000303 09. 0407. CI. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


22471 




End 


23606 





42629 




GI 


none 




Score 


98 




Exons 


22471. .22551, 22473 


. .22550, 


22474. .22551, 22505 .. 22552 , 






22633. .22788, 22637 


. .22789, 


22642. .22788, 23539 .. 23604 , 






23540. .23605, 23541 


. .23606 








Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407 


.CI 


Gene No. 


88016 




Strand 






Start 


21346 




End 


25188 




Name 


OJ000303_09.0407.C1 


. o2 . ts 


Method 


TBLASTX : Soybean 




Start 


22486 




End 


23692 




GI 


none 




Score 


37 




Exons 


• 22486. .22551, 22488 


. .22550, 


22634. .22789, 22 671 .. 22778 , 






23539. .23685, 23540 


. .23692 








Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407 


.CI 


Gene No. 


88016 




Strand 






Start 


21346 




End 


25188 




Name 


OJ000303_09.0407,C1 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


22680 




End 


23698 




GI 


none 




Score 


139 




Exons 


22680. .22778, 22680 


, .22787, 


22682. .22789, 22682 .. 22789, 






23539. .23688, 23540 


. .23695, 


23540. .23698 




Seq. No. 


42286 




Seq. ID 


OJ000303_09.0407 


.CI 


Gene No. 


88016 




Strand 






Start 


21346 




End 


25188 




Name 


OJ000303 09. 0407. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


23858 




End 


24314 




GI 


none 




Score 


191 




Exons 


23858. .23980, 23859 


. .24029, 


23928. .24029, 23994 .. 24080, 






24015. .24140, 24195 


. .24233, 


24282. .24314 




Seq, No. 


42286 




Seq. ID 


OJ000303_09.0407 


.CI 


Gene No . 


88016 




Strand 






Start 


21346 




End 


25188 




Name 


OJ000303 09. 0407. CI 


. o7 . gp 


Method 


AAT/GAP 




Start 


23889 




End 


24150 




GI 


2310809 




Score 


.500 




Exons 


23889. .24150 










Seq. No. 


42287 




Seq. ID 


OJ000303 09.0407 


.C2 


Gene No. 


88017 




Strand 


+ 




Start 


1 




End 


19529 




Name 


OJ000303 09. 0407. C2 


. ol.np 


Method 


AAT/NAP 




Start 


1 


End 


16758 




GI 


1184100 




Score 


250 




Exons 


1..261, 2025. .2179, 


4988. .5061, 11813. 


.11889, 16183.. 16758 


GI Descrip. 


(U45958) pistil extensin-like protein 


[Nicotiana alata] 




Seq. No. 


42287 




Seq. ID 


OJ000303 09.0407 


.C2 


Gene No. 


88017 




Strand 


+ 




Start 


1 




End 


19529 




Name 


OJ000303 09. 0407. C2 


. o2.gs 


Method 


GENSCAN 




Start 


2018 




End 


2602 




GI 


none 




Score 


1 




Exons 


2018. .2602 











42630 



Seq. No. 42287 Seq. ID 

Gene No. 88017 Strand 

Start 1 End 

Name OJ000303_09 . 0407 . C2 . o3 . gs Method 

Start 4 942 End 

GI none Score 

Exons 4942.. 5499 



OJ000303_09.0407.C2 
+ 

19529 
GENSCAN 
5499 
1 



Seq. No. 42287 

Gene No. 88017 

Start 1 

Name OJ000303_09 . 0407 . C2 . o4 . gs 

Start 7488 

GI none 

Exons 7488.. 8051 



Seq. ID OJ000303_09.0407.C2 

Strand + 

End 19529 

Method GENSCAN 

End 8051 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000303_09.0407.C2 
Strand + 

19529 
AAT/NAP 
19520 
113 



42287 
88017 
1 

OJ000303_09.0407.C2.o4.np 
9724 
1707022 
9724.. 9923, 18975.. 19520 

(U78721) putative proline-rich protein [Arabidopsis thaliana] 



End" 
Method 
End 
Score 



42287 
88017 
1 

OJ000303_09.0407.C2.o5.gs 

9847 

none 

9847.. 10291, 10830, .10890, 
13679. .13818, 14474 .. 14578 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_ 
+ 

19529 
GENSCAN 
15199 
.85 



09. 0407. C2 



11341. .11493, 13551. 
15092. .15199 



,13594, 



Seq. No. 


42287 




Seq. ID 


OJ000303_ 


09. 


0407 


.C2 


Gene No. 


88017 




Strand 


+ 








Start 


1 




End 


19529 








Name 


OJ000303 09. 0407. C2. 


o6. gs 


Method 


GENSCAN 








Start 


16158 




End 


16733 








GI 


none 




Score 


.99 








Exons 


16158. .16733 














Seq. No. 


42287 




Seq. ID 


OJ000303_ 


09. 


0407 


.C2 


Gene No. 


88017 




.Strand 


+ 








Start 


1 




End 


19529 








Name 


OJ000303 09. 0407. C2. 


o7 .gs 


Method 


GENSCAN 








Start 


18960 




End 


19529 








GI 


none 




Score 


.99 








Exons 


18960. .19529 














Seq. No. 


42287 




Seq. ID 


<DJ000303_ 


09. 


0407 


.C2 


Gene No. 


88018 




Strand 


+ 








Start 


22041 




End 


22609 








Name 


OJ000303 09. 0407. C2. 


o8 .gs 


Method 


GENSCAN 








Start 


22041 




End 


22609 








GI 


none 




Score 


. 65 








Exons 


22041. .22191, 22236. 


.22609 













42631 






Seq. No. 


42287 


Seq. ID 


OJ000303_09. 


0407 


.C2 






Rftm Q 

OOKJ ±y 


Strand • 


+ 








Start 


22688 


End 


25201 








Name 


OJ000303 09.0407.C2.o5.np 


Method 


AAT/NAP 








Start 


22688 


End 


25192 








GI 


1707022 


Score 


94 








Exons 


22688. .22739, 23250.. 23481 


, 24731.. 25192 








GI Descrip. 


(U78721) putative proline- 


rich protein 


[Arabidopsis 


thaliana 




C "Klr^ 

oeq. iNO . 




Seq. ID 


OJ000303_09. 


0407 


.C2 




Gene No. 


88019 


Strand 


+ 








Start 


22688 


End 


25201 








Name 


OJ000303 09.0407.C2.o9.gs 


Method 


GENSCAN 








Start 


22960 


End 


24197 








GI 


none 


Score 


.64 








Exons 


22960. .22986, 23448.-23778 


, 24145. .24197 








oeq. wo. 


4 90Q7 


Seq. ID 


OJ000303_09. 


0407 


.C2 




Gene No. 


88019 


Strand 


+ 








Start 


22688 


End 


25201 








Name 


OJ000303 09.0407.C2.ol0.gs 


Method 


GENSCAN 








Start 


24641 


End 


25201 








GI 


none 


Score 


1 








Exons 


24641.. 25201 










n ■ 


beq. NO. 


HZ.Z.O 1 


Seq.. ID 


OJ000303_09. 


0407 


. C2 




Gene No. 


88020 


Strand 










Start 


17 


End 


221 








Name 


OJ000303 09.0407.C2.ol.gs 


Method 


GENSCAN 






is* 


Start 


17 


End 


221 






3 


GI 


none 


Score 


.75 






u 


Exons 


17. .91, 96. .221 










=1 


Seq. No. 


42287 


Seq. ID 


OJ000303_09. 


0407 


. C2 




Gene No. 


88021 


Strand 












1479 


End 


15416 








Name 


OJ000303 09.0407.C2.o2,np 


Method 


AAT/NAP 






J 


Start 


1479 


End 


15416 






=1 


GI 


7362748 


Score 


20 








Exons 


1479. .1554, 4261. .4375, 11986 .. 12063, 


12137. .12229, 










12361. .12415, 14209.. 14287 


, 15328.. 15416 








GI Descrip. 


(AL162651) proline-rich protein [Arabidopsis thaliana] 






Seq. No. 


42287 


Seq- ID 


OJ000303_09. 


0407 


.C2 




Gene No. 


88021 


Strand 










Start 


1479 


End 


15416 








Name 


OJ000303 09.0407.C2.o3.np 


Method 


AAT/NAP 








Start 


13300 


End 


13451 








GI 


5922628 


Score 


56 








Exons 


13300. .13451 












GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 










gi| 6016861 Idbj |BAA85204.1| 


{AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


42288 


Seq- ID 


OJ000303_09. 


0407 


.C3 




Gene No. 


88022 


Strand 









42632 




start 


' 418 


End 


1006 








Name 


OJ000303 09.0407.C3.ol.gs 


Method 


GENSCAN 








Start 


418 


End 


1006 








GI 


none 


Score 


.72 








Exons 


418. .536, 601. ,1006 












Seq. No. 


42288 


Seq. ID 


OJ000303_ 


09. 


0407 


.03 


Gene No. 


88023 


Strand 


+ 








Start 


4089 


End 


4823 








Name 


OJ000303 09.0407.C3.o3.gs 


Method 


GENSCAN 








Start 


4089 


End 


4823 








GI 


none 


Score 


.75 








Exons 


4089.. 4823 












Seq. No. 


42288 


Seq. ID 


OJ000303_ 


09. 


0407 


.C3 


Gene No. 


88024 


Strand 


+ 








Start 


12228 


End 


15199 








Name 


OJ000303 09 . u4U / . Co . o^ . np 


Method 


AAT/NAP 








Start 


12228 


End 


15199 








GI 


5042463 


Score 


121 








Exons 


12228. .12248, 13440 13676, 


14339. .14470, 14522. 


.14603, 






15167. .15199 












GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 








Seq. No. 


42288 : 


Seq. ID 


GJ000303_ 


09. 


0407 


.C3 


Gene No. 


88024 


Strand 


+ 








Start 


12228 


End 


15199 








Name 


OJ000303 09. 0407 .C3.o2.gp 


Method 


AAT/GAP 








Start 


12243 


End 


12632 








GI 


84553 1.R1084 


Score 


658 








Exons 


12243. .12632 












GI Descrip. 


•4176420/dbj IBAA37167I 2.0e 


-11 {AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 












Seq. No. 


42288 


Seq. ID 


OJ000303_ 


09. 


0407 


.C3 


Gene No. 


88025 


Strand 


+ 








Start 


15439 


End 


15552 








Name 


OJ000303 09.0407.C3.o3.np 


Method 


AAT/NAP 








Start 


15439 


End 


15552 








GI 


6815099 


Score 


82 








Exons 


15439. .15552 












GI Descrip, 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42288 


Seq. ID 


OJ000303_ 


09. 


0407 


.C3 


Gene No. 


88026 


Strand 










Start 


1530 


End 


2491 








Name 


OJ000303 09.0407.C3.o2.gs 


Method 


GENSCAN 








Start 


1530 


End 


2491 








GI 


none 


Score 


.82 








Exons 


1530. .2076, 2102. .2282, 2431. .2491 










Seq. No. 


42288 


Seq. ID 


OJ000303_ 


09. 


0407 


.C3 


Gene No. 


88027 


Strand 










Start 


5433 


End 


5897 








Name 


OJ000303 09,0407.C3.o4.gs 


Method 


GENSCAN 








Start 


5433 


End 


5897 








GI 


none 


Score 


.48 









42633 



Exons 



5433.-5897 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42288 
88028 
9445 

OJ000303_0 9 . 0407 . C3 . ol . np 

9199 

6682625 



Seq. ID OJ000303_09.0407.C3 
Strand 

End 12435 

Method AAT/NAP 

End . 12435 

Score 896 



9199,. 9284, 9472.. 11439, 11950.. 12435 

{AC016163) putative disease . resistance protein [Arabidopsis 
thaliana] 



42288 Seq. ID 

88028 Strand 

9445 End 

OJ000303_09 . 0407 . C3 . o6 . gs Method 

9445 End 

none Score 

9445.. 10232, 11433.. 12435 



OJ000303_09.0407.C3 

12435 
GENSCAN 
12435 
.65 



42288 
88029 
15605 

OJ000303_09, 

9584 

none 

9584. .9862, 
9676. .9939, 



0407.C3.ol.ts 



9886. . 
10162, 
10447, 
10822, 
11050, 
11515, 



9945, 

.10368 

.10587 

.10962 

.11151 

.11685 



9586. .9975 
9745. .9810 
10024. .101 



10201. 
10483. 
10840. 
11065. 
11566. 



Seq. I 
Strand 
End 

Method 
End 
Score 
, 9667.. 9.921, 
, 9748.. 9945, 
52, 10057.. 101 
0458, 10201. .1 
0671, 10483.. 1 
0884, 10999.. 1 
1337, 11065.. 1 
1850, 11575.. 1 



D OJ000303_09.0407.C3 
16029 

TBLASTX : Soybean 
11850 
144 

9668.. 9922, 9670.. 9921, 
9748. .9864, 9841. .9945, 
64, 10147. .10467, 
0446, 10252. .10344, 
0656, 10630. .10734, 
1049, 11002. .11058, 
1259, 11209. .11502, 
1757 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42288 
88029 
15605 

OJ000303_09, 

9589 

none 

9589. .9738, 
9667. .9792, 
10408. .10455 
10465. .10578 
10483. .10611 
11251. .11760 
11515. .11760 



Seq. ID OJ000303_09.0407,C3 
Strand 

End 16029 
Method TBLASTX : Cress 
End 12063 
Score 60 

9607.. 9792, 9607.. 9789, 9640.. 9795, 9649.. 9783, 
9670.. 9786, 9673.-9792, 9673.-9792, 9676.-9792, 
10671, 10447. .10596, 10459 .. 10599, 
10594, 10474. .10578, 10483 ,. 10611, 
11487, 11248. .11493, 11251 .. 114 69, 
11475, 11269. .11475, 11515 .. 11772 , 
11748, 11962.. 12063 



0407.C3.o2.tc 



10447. 
10469. 
11245. 
11251. 
11575. 



42288 
88029 
15605 

OJ000303_09.0407.C3.ol.tw 

9598 

none 



Seq. ID OJ000303_09.0407.C3 



Strand 
End 

Method 

End 

Score 



16029 

TBLASTX: Wheat 

12051 

59 



9598.-9642, 9625.. 9978, 10336.-10455, 11065 .. 11334 , 
11335. .11460, 11515. . 11697, 11566. . 11757, 11959.. 12051 



42634 



Seq. No. 42288 

Gene No. 88029 

Start 15605 

Name OJ000303_09 . 0407 . C3 . ol . tm 

Start 9667 

GI none 

Exons 9667. .9810, 9673 



OJ000303 09. 0407. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9774, 9880. .9939, 10108 10173, 10109 10165, 
10165. .10578, 10173. .10577, 10174 .. 10653, 10190 .. 10654 , 
11182. .11475, 11197. .11334, 11548. .11694 



16029 

TBLASTX: Maize 

11694 

51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42288 
88029 
15605 

OJ000303_09.0407.C3.ol.tc 

9799 

none 



Seq. ID OJ000303_09.0407.C3 



Strand 
End 

Method 

End 

Score 



16029 

TBLASTX: Cress 

11244 

72 



9799. .9975, 9818. .9928, 10066 .. 10194 , 101 95 .. 10362, 
10199. .10360, 10264. .10383, 11113.. 11244 





Seq. No. 


42288 


Seq. ID 


OJ000303_09.0407.C3 




Gene No. 


88029 


Strand 






Start 


15605 


End ' 


16029 




Name 


OJ000303 09.0407.C3.o7.gs 


Method 


GENSCAN 


or 


Start 


15605 


End 


16029 




GI 


none 


Score 


.67 




Exons 


15605. .15754, 15846. .16029 






ry 


Seq. No. 


42289 


Seq. ID 


OJ000303_09.0407.C4 




Gene No. 


88030 


Strand 


+ 


L Li 


Start 


682 


End 


1015 




Name 


OJ000303 09.0407.C4.ol.gp 


Method 


AAT/GAP 




Start 


682 


End 


1015 




GI 


2427798 


Score 


660 


l3 


Exons 


682. .1015 






L 3 


Seq. No. 


42289 


Seq. ID 


OJ000303_09.0407.C4 


C. 


Gene No. 


88031 


Strand 






Start 


2742 


End 


5514 


~ 


Name 


OJ000303 09.0407.C4.o2.gp 


Method 


AAT/GAP 


E s 


Start 


2527 


End 


3112 




GI 


LIB3432-052-P1-K1-E4 


Score 


1046 




Exons . 


2527.. 3112 








GI Descrip. 


'4432871/gb|AAD20719| 3.0e-20 


{AC006300) putative disease 



resistance protein [Arabidopsis thaliana] * 



Seq. No. 42289 Seq. ID OJ000303_09 . 0407 . C4 

Gene No. 88031 Strand 

Start 2742 End 5514 

Name OJ000303_09.0407.C4 .ol.np Method AAT/NAP 

Start 2531 End 5514 

GI 2808683 Score 734 

Exons 2531.. 3727, 4250.. 4480, 4692.. 4937, 5155.. 5312, 5391.. 5514 
GI Descrip. {AJ002235) Cf-4 [Lycopersicon hirsutiam] 



Seq. No. 
Gene No. 



42289 
88031 



Seq. ID 
Strand 



OJ000303 09.0407. C4 



42635 




start 


2742 








End 


5514 




Name 


OJ000303 09. 


0407. 


C4 .o2. 


gs 


Method 


GENSCAN 




Start 


2742 








End 


5510 




GI 


none 








Score 


.62 




Exons 


2742. .4414, 


4757. 


.5510 










Seq. No. 


42289 








Seq. ID OJ000303 


_09.0407.C4 


Gene No. 


88031 








Strand 






Start 


2742 








End 


5514 




Name 


OJ000.303 09. 


0407. 


C4.01. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


2800 








End 


5378 




GI 


none 








Score 


177 




Exons 


2800 . . 3123, 


2913 . 


. 3143, 


2913 . 


.3101, 


2916. .3179, 


2916 . , 3089, 




2985. .3074, 


2986. 


.3090, 


3360. 


.3770, 


3360. .3542, 


3366. .3479, 




3429.-3677, 


3444. 


.3692, 


3504. 


.3764, 


3567. .3827, 


3831. .3929, 




3843.-3932, 


3897. 


.3989, 


3999. 


.4094, 


4002. .4139, 


4242. .4364, 




4242.-4349, 


4242. 


.4349, 


4248. 


.4361, 


4248. .4343, 


4254.-4349, 




4263. .4304, 


4332. 


.4469, 


5070. 


.5162, 


5208, .5378, 


5208. .5351 


Seq. No. 


42289 








Seq. ID OJ000303 


_09.0407.C4 


Gene No. 


88031 








Strand 






Start 


2742 








End 


5514 




Name 


OJ000303 09- 


0407. 


C4.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2851 








End 


5510 




GI 


none 








Score 


65 




Exons 


2851. .3003, 


2910. 


.3116, 


2910. 


.3098, 


2910, ,3083, 


2916. .3116, 




2916. .3026, 


2916. 


-3113, 


2916. 


.3101, 


2916, ,3113, 


2925. .3098, 




2970. .3116, 


2991. 


-3116, 


3264. 


.3317, 


3267, ,3317, 


3267. .3335, 




3351. .3683, 


3354 . 


- 3773, 


3360 . 


.3755, 


3360, ,3854, 


3360 . . 3764 , 




3360. .3755, 


3360. 


.3767, 


3360. 


.3836, 


3411, .3827, 


3444. .3827, 




3582. .3827, 


3861. 


.3911, 


3864. 


.3944, 


3864. .3902, 


4176. .4229, 




4224, .4343, 


4242. 


-4376, 


4242. 


.4361, 


4242. .4349, 


4242. .4349, 




4242. .4364, 


4248. 


.4364, 


4248. 


.4343, 


4248, ,4349, 


4818. .4961, 




5205. .5510, 


5268. 


.5420 










Seq. No. 


42289 








Seq. ID OJ000303 


_09.0407.C4 


Gene No. 


88031 








Strand 






Start 


2742 








End 


5514 




Name 


OJ000303 09. 


0407. 


C4.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2916 








End 


4911 




GI 


none 








Score 


120 




Exons 


2916. .3086, 


3270. 


.3623, 


3367. 


.3636, 


3429. ,3530, 


3621. .3752, 




3621. .3815, 


3864. 


.3977, 


4813. 


.4911 






Seq. No. 


42290 








Seq. ID OJ000303 


_09.0407.C5 


Gene No. 


88032 








Strand 


+ 




Start 


41 








End 


342 




Name 


OJ000303 09. 


0407. 


C5.ol. 


gs 


Method 


GENSCAN 




Start 


41 








End 


342 




GI 


none 








Score 


.68 




Exons 


41. .108, 192 


:. .342 












Seq. No. 


42290 








Seq. ID OJ000303 


_09.0407.C5 


Gene No. 


88033 








Strand 


+ 




Start 


4795 








End 


6481 




Name 


OJ000303 09. 


0407. 


C5.01. 


np 


Method 


AAT/NAP 




Start 


4795 








End 


6481 





42636 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6721516 Score 594' 

4795. .5029, 5440. .5779, 6217. .6289, 6380.. 6481 
(AP001072) hypothetical protein [Oryza sativa] 



42290 Seq. ID 

88034 Strand 

15245 End 

OJ000303_09.0407.C5.ol.gp Method 

15245 End 

none Score 
15245. .15565 



OJ000303_09.0407.C5 

4- 

15565 
AAT/GAP 
15565 
638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

"Start 

Name 

Start 

GI 

Exons 



42290 Seq. ID 

88035 Strand 

9366 End 

OJ000303_09.0407.C5.o2.np Method 

9366 End 

6635236 Score 



OJ000303_09.0407.C5 

16047 
AAT/NAP 
16047 
959 



9366.. 9390, 10769 .. 12136, 12289 .. 12660, 13162 ., 13380, 
15622. .16047 

(AB029327) elicitor-inducible receptor-like protein EIR 
[Nicotiana tabacum] 



42290 
88035 
9366 

OJ000303_09, 
10803 
none 
10803. 
10895, 
11060, 
11411. 
11432, 
11693. 
12044, 



0407.C5.ol.ts 



,11234, 10805. .11233, 

,11158, 10964. .11029, 

,11176, 11105.-11164, 

,11683, 11420. .11677, 

,11686, 11471. .11557, 

,11824, 11702. .11875, 

,12184, 12047. .12133, 

12286. .12558, 12286 .. 12480, 

12430. .12723, 15500 .. 15802, 

15607. .15801, 15607. .15801, 
15610. .15711 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 09. 0407. C5 



16047 
TBLASTX: 
15802 
173 



Soybean 



10886. .11140, 10889. .11140, 

10967. .11164, 10967. .11083, 

11243. .11371, 11300. .11383, 

11420. .11665, 11421. .11606, 

11552. .11686, 11564. .11692, 

11702. .11845, 11906. .11953, 

12146. .12211, 12220. .12405, 

12293. .12445, 12358 .. 12696, 

15520. .15552, 15533 .. 15556, 

15607. . 15735, 15610 .. 15801, 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42290 
88035 
9366 

OJ000303_09.0407.C5.ol.tw 

10814 

none 



Seq. ID OJ000303_09.0407.C5 



Strand 
End 

Method 

End 

Score 



16047 

TBLASTX: Wheat 

15801 

61 



10814. .10861, 10844. .11203, 11693 .. 11884 , 15596. . 15796, 
15607. .15798, 15607 .. 15726, 15679. .15801 



42290 
88035 
9366 

OJ000303_09 . 0407 .C5 .ol . tc 

10877 

none 



Seq. ID OJ000303_09.0407.C5 



Strand 
End 

Method 

End 

Score 



16047 

TBLASTX: Cress' 

15801 

75 



10877. .11020, 10886. .11038, 10886 .. 11089, 10892 .. 1114 6, 



42637 






10893. . 11144, 10964 . 


. 11146, 


11021. .11173, 11036. 


.11164, 






11294. . 11380, 11402. 


. 11680, 


11546. .11884, 11687. 


.11797, 






11912. . 12139, 11912. 


. 12025, 


12002. .12097, 15607. 


. 15801, 






15607. ,15741, 15607. 


. 15753, 


15673. .15801, 15736. 


.15801 




Seq. No. 


42290 




Seq. ID 


OJ000303_ 


09.0407 


.C5 


Gene No. 


88035 




Strand 








Start 


9366 




End 


16047 






Name 


OJ000303 09. 0407. C5. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


10892 




End 


15735 






GI 


none 




Score 


43 






Exons 


10892. . 10993, 11321. 


. 11395, 


11327. .11392, 11383. 


.11796, 






11384 . . 11854, 11387 . 


. 11872, 


11775. .11873, 12403. 


.12696, 






12418. .12555, 12496. 


.12633, 


12562. .12681, 15607. 


.15735 




Seq. No. 


42290 




Seq. ID 


OJ000303_ 


09.0407 


.C5 


Gene No. 


88035 




Strand 








Start 


9366 




End 


16047 






Name 


OJ000303 09. 0407. C5. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


12277 




End 


13410 






GI 


none 




Score 


68 






Exons 


12277, . 12732, 12286. 


. 12711, 


12286. .12699, 12286. 


. 12699, 






12286. . 12585, 12337 . 


. 12693, 


12353. .12460, 12355. 


. 12651, 






12367. . 12555, 12406. 


. 12696, 


12409. .12681, 12488. 


. 12652, 






12499. .12714, 13171. 


.13272, 


13252. .13410 






Seq. No. 


42290 




Seq. ID 


OJ000303_ 


09.0407 


.C5 


Gene No . 


88035 




Strand 








Start 


9366 




End 


16047 






Name 


OJ000303 09. 0407. C5. 


o3 . gs 


Method 


GENSCAN 






Start 


14506 




End 


15065 






GI 


none 




Score 


.43 






Exons 


14506. . 14785, 14848 . 


-15065 










Seq. No. 


42291 




Seq. ID 


OJ000303_ 


08.0404 


.CI 


Gene No. 


88036 




Strand 


+ 






Start 


264 




End 


847 






Name 


OJ000303_08 . 0404 . CI . 


ol.gs 


Method 


GENSCAN 






Start 


264 




End 


847 






GI 


none 




Score 


.48 






Exons 


264. .527, 736. .847 












Seq. No. 


42291 




Seq. ID 


OJ000303_ 


08.0404 


.CI 


Gene No. 


88037 




Strand 








Start 


1616 




End 


6137 






Name 


OJ000303 08. 0404. CI. 


o2.gs 


Method 


GENSCAN 






Start 


1616 




End 


4628 






GI 


none 




Score 


.81 






Exons 


1616. .1681, 2124.. 2280, 2513 


. .2682, 3170. .3289, 


3533. .3632, 




3748. .3836, 3930. .4628 










Seq. No. 


42291 




Seq. ID 


OJ000303_ 


08.0404 


.CI 


Gene No. 


88037 




Strand 








Start 


1616 




End 


6137 






Name 


OJ000303 08. 0404. CI. 


ol.gp 


Method 


AAT/GAP 






Start 


1777 




End 


2074 






GI 


none 




Score 


493 







42638 



Exons 



1777. .2074 



Seq. No. 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 


Gene No. 


88037 




Strand 






O J. L 






End 


6137 




Name 


OJ000303 08 


.0404.Cl.ol.np 


Method 


AAT/NAP 




Start 


2004 




End 


4628 




GI 


4580397 




Score 


664 




Exons 


2004. .2259, 


2495.. 2637, 3008. 


.3289, 3533.-3632, 


3748. .3836, 




3930. .4235, 


4272.. 4362, 4420. 


.4628 






GI Descrip. 


(AC007171) 


putative ATP-dependent RNA 


helicase 


[Arabidopsis 




thaliana] 










Seq. No. 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 


Gene No. 


88037 




Strand 












End 


6137 




Name 


OJ000303 08 


.0404.Cl.o2.tm 


Method 


TBLASTX: Maize 


Start 


2007 




End 


3583 




GI 


none 




Score 


256 




Exons 


2007. .2282, 


2007.. 2282, 2008. 


.2316, 2506.. 2685, 


2507. .2683, 




2513. .2701, 


2514.. 2702, 3027. 


.3131, 3029.. 3133, 


3049. .3135, 




3129. .3290, 


3133.. 3291, 3134. 


.3289, 3135.. 3290, 


3528. .3566, 




3530. .3583 










Seq. No. 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 




88037 




Strand 






Start 


1616 




End 


6137 




Name 


OJ000303 08 


.0404.Cl.o2.gp 


Method 


AAT/GAP 




Start 


2499 




End 


3809 




GI 


16381 1.R1084 


Score 


1067 




Exons 


2499. .2682, 


3032.. 3289, 3533. 


,3632, 3748.. 3809 




GI Descrip. 


'4580397/gb|AAD24375.1|AC007171 11 6.0e-28 (AC007171) putat 




EINA helicase [Arabidopsis thaliana] ' 






tj G VJ . . 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 


Gene No. 


88037 




Strand 






Start 


1616 




End 


6137 




Name 


OJ000303 08 


.0404.Cl.o2.np 


Method 


AAT/NAP 




Start 


3080 




End 


6137 




GI 


6521014 




Score 


88 




Exons 


3080. .3144, 


5491.. 5691, 5791. 


.5862, 5935.. 6137 




GI Descrip. 


(AB032566) 


Vasa [Oncorhynchus mykiss] 






o t:? • IN \ j . 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 


Gene No. 


88037 




Strand 






Start 


1616 




End 


6137 




Name 


OJ000303 08 


.0404.Cl.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3185 




End 


4085 




GI 


none 




Score 


116 




Exons 


3185. .3289, 


3528.. 3629, 3530. 


.3631, 3747.. 3839, 


3763. .3837, 




3927. .4085, 


3928. .4080 








Seq. No. 


42291 




Seq. ID 


OJ000303 


_08.0404.C1 


Gene No. 


88037 




Strand 






Start 


1616 




End 


6137 




Name 


OJ000303 08 


.0404.Cl.ol.tc 


Method 


TBLASTX :( 


Zress 


Start 


3533 




End 


4047 





42639 




GI 


none 








Score 


77 






Exons 


3533. .3631, 


3534 


. .3632, 


3747. 


.3839, 3748.-3837, 3927. .4004 




3949. .4047 
















Seq. No. 


42291 








Seq. ID 


OJ000303_08 


.0404 


.CI 


Gene No. 


88037 








Strand 










1 D± b 








End 


6137 






Name 


OJ000303 08 


.0404 


.Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3611 








End 


4227 






GI 


none 








Score 


140 






Exons 


3611. .3631, 


3747 


. .3839, 


3748. 


.3840, 3924. .4181, 3927. .4181 




3928. .4185, 


4170 


. .4226, 


4171. 


. 4 Z Z / 








Seq. No. 


42292 








Seq. ID 


OJ000303_08 


.0404 


.C2 


Gene no. 


88038 








Strand 


+ 






Start 


404 








End 


1503 






Name 


OJ000303 08 


.0404 


.C2.01. 


gs 


Method 


GENSCAN 






Start 


404 








End 


1503 






GI 


none 








Score 


.95 






Exons 


404. .430, 1339.. 


1503 












Seq. No. 










Seq. ID 


OJ000303_08 


.0404 


.C2 


Gene No. 


Q Q n O Q 








Strand 


- 






Start 


louy 








End 


1890 






Name 


UJUUuoUJ Uo 




.C2.01. 


gp 


Method 


AAT/GAP 






Start 


j-ouy 








End 


1890 






GI 


3768823 








Score 


553 






Exons 


1509. .1890 
















Seq. No. 


/I O O Q 1 








Seq. ID 


OJ000303_08 


.0404 


.C3 


Gene No. 


Q Q n >i n 








Strand 


+ 






Start 


2159 








End 


3665 






Name 


OJ000303 08 


.0404 


.C3.02. 


gs 


Method 


GENSCAN 






Start 


2159 








End 


3665 






GI 


none 








Score 


.56 






Exons 


2159. .2251, 


3348 


. .3665 












Seq. No. 


42293 








Seq. ID 


OJ000303_08 


.0404 


.C3 


Gene No . 


88041 








Strand 








Start 


804 








End 


1280 






Name 


OJ000303 08 


.0404 


.C3.01. 


gs 


Method 


GENSCAN 






Start 


804 








End 


1247 






GI 


none 








Score 


.48 






Exons 


804. .1247 
















Seq. No. 


42293 








Seq. ID 


OJ000303_08 


.0404 


.C3 


Gene No. 


88041 








Strand 








o tar u 


804 








End 


1280 






Name 


OJ000303 08 


.0404 


.03. ol. 


np 


Method 


AAT/NAP 






Start 


825 








End 


1280 






GI 


6143874 








Score 


253 






Exons 


825. .1280 
















GI Descrip. 


(AC010927) 


unknown protein [Arabidopsis thaliana] 






Seq. No. 


42293 








Seq. ID 


OJ000303_08 


.0404 


.C3 


Gene No. 


88042 








Strand 








Start 


4387 








End 


5354 







42640 




Name OJ000303_08.0404 .C3.ol.tc 

Start 957 

GI none 

Exons 957.. 1070, 1009.. 1071, 108 

Seq. No. 42293 

Gene No. 88042 

Start 4387 

Name OJ000303_08 . 0404 . C3 . ol . tw 

Start 957 

GI none 

Exons 957.. 1088, 959.. 982, 994.. 

Seq. No. 42293 

Gene No. 88042 

Start 4387 

Name OJ000303_08 . 04 04 . C3 . ol . tm 

Start 957 

GI none 

Exons 957.. 1082, 959.. 982, 994.. 




Method TBLASTX : Cress - 
End 1178 
Score 61 
9. ,1178, 1090. .1176 

Seq. ID OJ000303_08.0404.C3 
Strand 

End 5354 

Method TBLASTX : Wheat 

End 1248 

Score 57 
1083, 1047.. 1226, 1063.. 1248 

Seq. ID OJ000303_08,0404.C3 
Strand 

End 5354 

Method TBLASTX : Mai ze 

End 1242 

Score 4 6 
1083, 1047. .1229, 1063. .1242 



Seq. No. 42293 Seq. ID 

Gene No. 88042 Strand 

Start 4387 End 

Name -OJ000303_08 . 0404 .C3.ol .gp Method 

Start 4274 End 

GI 5003392 Score 

Exons 4274.. 4630 



OJ000303_08.0404.C3 
5354 

AAT/GAP . 

4630 

688 



Seq. No. 


42293 




Seq. ID 


OJ000303_08.0404 


.C3 


Gene No. 


88042 




Strand 






Start 


4387 




End 


5354 




Name 


OJ000303 08. 


0404 .C3.o3.gs 


Method 


GENSCAN 




Start 


4387 




End 


5354 




GI 


none 




Score 


.82 




Exons 


4387. .4764, 


4903.. 5121, 5316. 


.5354 






Seq. No. 


42293 




Seq. ID 


OJ000303_08.0404 


.C3 


Gene No. 


88042 




Strand 






Start 


4387 




End 


5354 




Name 


OJ000303 08. 


0404.C3.o2.np 


Method 


AAT/NAP 




Start 


4393 




End 


5125 




GI 


7486544 




Score 


151 




Exons 


4393. .4499, 


4614. .4764, 4935. 


.5125 






GI Descrip. 


hypothetical 


protein F6N15.24 


- Arabidopsis thaliana 





gi I 3193332 I gb I AAC19314.il (AF069299) similar to Arabidopsis 
AT-hook protein 1 (GB:AJ222585) [Arabidopsis thaliana] 
gi|7267107|emb|CAB80778.1| (AL161471) putative transcription 
factor [Arabidopsis thaliana] 



Seq. No. 42293 

Gene No. 88042 

Start 4387 

Name OJ000303_08 . 0404 .C3.o2.tm 

Start 4616 

GI none 

Exons 4616.. 4642, 4712.. 4768, 4714, 



OJ000303_08.0404.C3 
5354 

TBLASTX: Maize 

5124 

36 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4767, 4879. .5064, 4961. .5083, 



42641 




5000.. 5122, 5050.. 5124,. 5062.. 5124^ 



Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.04 


Gene No. 


88043 




Strand 


+ 






Start 


5342 




End 


5932 






Name 


OJ000303 08. 0404. C4. 


o2 .gs 


Method 


GENSCAN 






Start 


5342 




End 


5932 






GI 


none 




Score 


.9 






Exons 


5342. .5932 












beq. NO. 






Seq. ID 


OJ000303_08. 






Gene No; 


88044 




Strand 


+ 






Start 


16797 




End 


18514 






Name 


OJ000303 08. 0404. €4. 


o2 .np 


Method 


AAT/NAP 






Start 


16516 




End 


18490 






GI 


7406458 




Score 


590 






Exons 


16516. .16560, 16806. 


.18490 










GI Descrip. 


(AL162875) putative 


protein 


[Arabidopsis thaliana] 






Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.C4 


Gene No. 


88044 




Strand 


+ 






Start 


16797 




End 


18514 






Name 


OJ000303 08. 0404. C4. 


o4 .gs 


Method 


GENSCAN 






Start 


16797 




End 


18514 






GI 


none 




Score 


.42 






Exons 


16797. .16856, 16913. 


.18514 










Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.C4 


Gene No. 


88044 




Strand 


+ 






Start 


16797 




End 


18514 






Name 


OJ000303 08. 0404. C4. 


o2 . gp 


Method 


AAT/GAP 






Start 


17366 




End 


17706 






GI 


3061236 




Score 


663 






Exons 


17366. .17706 












Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.04 


Gene No . 






Strand 








Start 


1 




End 


16999 






Name 


OJ000303 08. 0404. C4. 


or. np 


Method 


AAT/NAP 






Start 


1 




End 


16999 






GI 


6633838 




Score 


166 






Exons 


l.,21, 675. .806, 910 


. .977, 


1457. .1518, 


10963. .11185 








16842.. 16999 . 












GI Descrip. 


(AC008047) F2K11.15 


[Arabidopsis thaliana] 






Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.04 


Gene No. 


88045 




Strand 








Start 


1 




End 


16999 






Name 


OJ000303 08. 0404. C4. 


ol . gs 


Method 


GENSCAN 






Start 


669 




End 


1819 






GI 


none 




Score 


.69 






Exons 


669. .806, 1037. .1116 


, 1457. 


.1648, 1714 


. .1819 






Seq. No. 


42294 




Seq. ID 


OJ000303_08. 


0404 


.04 


Gene No. 


88045 




Strand 








Start 


1 




End 


16999 






Name 


OJ000303 08. 0404. C4. 


ol . gp 


Method 


AAT/GAP 







42642 




start 


904 


■ End 


1851 






GI 


none 


Score 


874 






Exons 


904. .977, 1457. .1851 










Seq, No. 


42294 


Seq. ID 


OJ000303 


_08.0404 


.C4 


Gene No. 


88045 


Strand 








Start 


1 


End 


16999 






Name 


OJ000303 08.0404.C4.o3.gs 


Method 


GENSCAN 






Start 


6129 


End 


14035 






GI 


none 


Score 


.47 . 






Exons 


6129.. 6269, 6456.-6564, 6798 


..7142, 7218. .7310, 


10869. . 


1091 




13716. .13867, 13968.. 14035 










Seq. No. 


42294 


Seq. ID 


OJ000303 


_08.0404 


.C4 


Gene No. 


88046 


Strand 








Start 


19322 


End 


19496 






Name 


OJ000303 08.0404.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


.^^£75 


End 


942 






GI 


none 


Score 


i38 






Exons 


675. .806, 676. .807, 908. .940 


, 910. .942 








Seq. No. 


42294 


Seq. ID 


OJ000303 


_08.0404 


.C4 


Gene No. 


8804 6 


Strand 








Start 


19322 


End 


19496 






Name 


OJ000303 08.0404.C4.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


18179 


End 


18430 






GI 


none 


Score 


142 






Exons 


18179. .18325, 18229 .. 18288, 


18304. .18405, 18305 


. .18430 




Seq. No. 


42294 


Seq. ID 


OJ000303 


_08.0404 


.C4 


Gene No. 


88046 


Strand 








Start 


19322 


End 


19496 






Name 


OJ000303 08.0404.C4.o5.gs 


Method 


GENSCAN 






Start 


19322 


End 


19496 






GI 


none 


Score 


.99 






Exons 


19322. .19496 










Seq. No. 


42295 


Seq. ID 


OJ000303 


_08.0404 


.C5 


Gene No. 


88047 


Strand 


+ 






Start 


1294 


End 


6392 






Name 


OJ000303 08.0404.C5.ol.gs 


Method 


GENSCAN 






Start 


1294 


End 


6392 






GI 


none 


Score 


.55 






Exons 


1294.. 1309, 4172.. 4248, 4653 


..4773, 5131. .5336, 


5814. ,5865, 




5965. .6392 










Seq. No. 


42295 


Seq. ID 


OJ000303 


_08.0404 


.C5 


Gene No. 


88048 


Strand 








Start 


7223 


End 


8276 






Name 


OJ000303 08.0404.C5.o2.gs 


Method 


GENSCAN 






Start 


7223 


End 


8276 






GI 


none 


Score 


.66 






Exons 


7223., 7300, 7302.. 7394, 7932 


..8050, 8228. .8276 






Seq. No. 


42296 


Seq. ID 


OJ000303 


_08.0404 


.C6 


Gene No. 


88049 


Strand 








Start 


1598 


End 


1855 







42643 



Name 


OJ000303 08.0404.C6.ol.gs 


Method 


GENSCAN 




Start 


1598 


End 


1855 




GI 


none 


Score 


.45 




Exons 


1598. .1638, 1777, .1855 








Seq. No. 


42297 


Seq. ID 


OJ000303_ 


08. 0404. C7 




88050 

O O L/ <J V 








Start 


410 


End 


2623 




Name 


OJ000303 08.0404,C7.ol.gs 


Method 


GENSCAN 




Start 


410 


End 


2623 




GI 


none 


Score 


.67 




Exons 


410.. 520, 2319.. 2623 








Seq. No. 


42297 


Seq. ID 


OJ000303_ 


_08.0404 .C7 


Gene No. 


88051 


Strand 


+ - 




Start 


2884 


End 


7157 




Name 


O.TOnn^n^ 08 0404 Cl n9 a<5 


Method 


GENSCAN 




Start 


2884 


End 


7157 




GI 


none 


Score 


.44 




Exons 


2884. .2958, 3304. .3331, 3576. 


.3600, 4217.. 4617, 


4687. .4816, 




4849. .4956,. 5256, .5351, 5615. 


.5807, 6175.. 6344, 


6398. .6498, 




6853. .7157 








Seq. No. 


42297 


Seq. ID 


OJ000303_ 


_08,0404 ,C7 




88052 


Strand 


+ 




Start 


8169 


End 


9498 




Name 


OJ000303 08,0404,C7,o3,gs 


Method 


GENSCAN 




Start 


8169 


End 


9498 




GI 


none 


Score 


.58 




Exons 


8169. .8182, 8962, .9149, 9281. 


.9498 






Seq. No. 


42297 


Seq. ID 


OJ000303_ 


08. 0404. C7 


Gene No. 


88053 


Strand 


+ 




Start 


16185 


End 


16274 




Name 


OJ000303 08.0404.C7.o2.gp 


Method 


AAT/GAP 




Start 


16185 


End 


16274 




GI 


LIB3477-003-P1-K1-E9 


Score 


132 




Exons 


16185. .16274 








GI Descrip. 


• 2498586/sp | Q40638 | MP01_0RYSA 2 . Oe-24 


MAJOR POLLEN ALLERGEN 



S 1 PRECURSOR 
sativa] ' 



{ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq, No. 42297 

Gene No. 88054 

Start 17062 

Name OJ000303_08 . 04 04 . C7 . o3 . gp 

Start 16589 

GI none 

Exons 16589. .16802 



Seq. ID OJ000303_08.0404.C7 

Strand + 

End 24847 

Method AAT/GAP 

End 16802 

Score 376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42297 Seq. ID 

88054 Strand 

17062 End 

OJ000303_08 . 04 04 . C7 . o6 . gs Method 

17062 End 

none Score 



OJ000303_08.0404.C7 
+ 

24847 
GENSCAN 
24847 
.57 



17062. .17161, 18155. .18201, 18570 .. 18660, 18996 .. 19340, 



42644 



21789. .21845, 22418 .. 23060, 23093 .. 24033, 24129. .24847 



Seq. No. 42297 Seq. ID OJ000303 

Gene No. 88055 Strand + 

Start 24820 End 25130 

Name OJ000303_08.0404 .C7.o5.gp Method AAT/GAP 

Start 24820 End 25130 

GI none Score 552 

Exons 24820. .25130 



08. 0404. C7 



Seq. No. 42297 
Gene No. 88056 
Start 26212 

Name OJ000303_08 . 0404 . C7 . o7 . gs 

Start 26212 
GI none 
Exons 26212. 

27674. 

28632. 

29585. 



.26369, 26656. .26749, 

.27751, 27872. .28003, 

.28721, 28900. .29044, 

.29652, 29736. .29835, 



Seq. ID OJ000303_08.0404.C7 

Strand + 

End 30764 

Method GENSCAN 

End 30571 

Score .84 
26934. .27137, 2727 9 .. 27434 , 
28232. .28312, 28477 .. 28548 , 
29120. .29208, 29347 .. 29442, 
29968. .30027, 30419.. 30571 



Seq. No. 42297 
Gene No. 88056 
Start 26212 

Name OJ000303_08 . 0404 . C7 . o6 . gp 

Start 26494 
GI 7253_1.R1084 
Exons 26494. .26749, 26850 .. 26946, 

27674. .27751, 27872 .. 28003, 
GI Descrip. ' 4581156/gb | AAD24 640 . 1 | AC006919_18 O.Oe+00 

pyruvate kinase [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 

End 

Score 
27040. .27137, 
28232. .28312, 



OJ000303_08.0404.C7 
+ 

30764 
AAT/GAP 
28548 
1614 

27279. .27434, 
28477. .28548 
(AC006919) putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42297 Seq. ID 

88056 Strand 
26212 End 
OJ000303_08 . 0404 . C7 . o8 . gp Method 
26544 End 
7253_1.R1084 Score 
26544. .26749, 26850 .. 26946, 27040 
27674. .27751, 27872 28003, 28232 
28632.. 28735 

' 4581156/gb IAAD24 640.1 I AC006919_18 O.Oe+00 
pyruvate kinase [Arabidopsis thaliana] ' 



OJ000303_08.0404.C7 
+ 



30764 
AAT/GAP 
28735 
1680 

27137, 27279. .27434, 
28312, 28477. .28548, 



(AC006919) putative 



42297 
88056 
26212 

OJ000303_08 . 0404 . C7 . o7 . gp 
26561 

LIB3431-043-P1-K1-A7 



Seq. ID 
Strand 
End 

Method 
End 
. Score 

26561. .26749, 26850 26946, 27040.. 27087 

'125606/sp|P22200|KPYC_SOLTU 2.0e-13 PYRUVATE KINASE, CYTOSOLIC 

ISOZYME >gi_1004 63_pir 512248 pyruvate kinase (EC 2.7.1.40) - 

potato >gi_22576_emb_CAA37727_ {X53688) pyruvate kinase [Solanum 
tuberosiam] * 



OJ000303_08.0404.C7 
+ 

30764 
AAT/GAP 
27087 
403 



Seq. No. 



42297 



Seq. ID OJ000303_08.0404.C7 



42645 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



88056 Strand 
26212 End 
OJ000303_08 . 0404 . C7 . o9 . gp Method 
26637 End 
7253_1.R1084 Score 

26637. .26749, 26850 .. 26946, 27040 27137, 27279.-27434, 
27674. .27751, 27872 .. 28003, 28232 28312, 28477 28548, 
28632. .28731 

M581156/gb|AAD24640.1|AC006919_18 O.Oe+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] * 



+ 

30764 
AAT/GAP 
28731 
1485 
27137, 27279. 
28312, 28477. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42297 
88056 
.26212 

OJ000303_08.0404 .C7.ol0.gp 
26850 



OJ000303_08.0404.C7 
+ 



Seq. ID 
Strand 

End 30764 
Method AAT/GAP 
End 28969 
Score 1396 
27040. .27137, 27279.-27434, 27674 .. 27751, 
28232. .28312,. 28477 28548, 28632 .. 28721, 



7253_1.R1084 
26850. .26946, 
27872. .28003, 
28900. .28969 

•4581156/gb|AAD24640.1|AC006919_18 O.Oe+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] ' 



42297 
88056 
26212 

OJ000303_08. 0404. C7. oil. gp 
29812 

7253_4.R1084 
29812. .29835, 29968. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.30027, 30419.. 30764 
M581156/gb|AAD24640.1|AC006919_18 l.Oe-33 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] ' 



OJ000303_08.0404.C7 
+ 

30764 
AAT/GAP 
30764 
775 





Seq. No. 


42297 




Seq. ID 


OJ000303_ 


08 


.0404 


.C7 




Gene No. 


88057 




Strand 


+ 








•b t=r 


Start 


35936 




End 


36281 








~ 


Name 


OJ000303 08. 0404. C7 


.ol2 .gp 


Method 


AAT/GAP 










Start 


35936 




End 


36281 










GI 


none 




Score 


660 










Exons 


35936. .36281 
















Seq. No. 


42297 




Seq. ID 


OJ000303_ 


08 


.0404 


.C7 




Gene No. 


88058 




Strand 












Start 


10997 




End 


11495 










Name 


OJ000303 08. 0404. C7 


-o4 .gs 


Method 


GENSCAN 










Start 


10997 




End 


11495 










GI 


none 




Score 


.93 










Exons 


10997. .11228, 11308 


. .11495 













Seq. No. 42297 Seq. ID OJ000303_08 . 0404 , C7 

Gene No. 88059 Strand 

Start 11982 End 15696 

Name OJ000303_08 . 0404 .C7 . o5 . gs Method GENSCAN 

Start 11982 ' ' End 15696 

GI none Score . 5 

Exons 11982. .12152, 12186 .. 12230, 13000 13237, 14459 .. 14621, 
15642. .15696 



42646 



Seq. No. 


42297 




Seq; ID 


OJ000303_08.0404 


.C7 


Gene No. 


88060 




Strand 






o tar u 


15722 




End 


16184 




Name 


OJ000303 08. 0404. C7 


.ol.gp 


Method 


AAT/GAP 




Start 


15722 




End 


16184 




GI 


LIB3432-059-P1-K1-D8 


Score 


724 




Exons 


15722. .16184 










GI Descrip. 


'5734616/dbj IAP000391.1IAP000391 O.Oe+00 Oryza sativa genomic 




DNA, chromosome 6, 


clone: P0538C01' 






beq. NO- 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No. 


88061 




Strand 






Start 


23250 




End 


23480 




Name 


OJ000303_08.0404.C7 


. o4 . gp 


Method 


AAT/GAP 




Start 


o "3 o c; n 




End 


23480 




GI 


3762990 




Score 


437 




Exons 


23250. .23480 










Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.07 


Gene No. 


88062 




Strand 






Start 


30845 




End 


40287 




Name 


OJ000303_08.0404.C7 


.08 -gs 


Method 


GENSCAN 




b tart 


"a no yi c 




End 


40287 




GI 


none v - 




Score 


.5 




Exons 


30845. .30903, 31347 


'51 TT? 


32053. .32088, 32947 33093, 






33600. .33808, 34784 


, . joiy 1 , 


35235. .35343, 35418 35548, 






35870. .36253, 37222 


. , J / f 


37775. .37927, 38006 38128 , 






38233. .38417, 38797 


Q Q Q Q C 


39003. .39182, 39398 394 47 , 






40101. .40287 










beq. NO. 






Seq. ID 


OJ000303_08.0404 


. C7 


Gene No. 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404. C7 


. OD . tC 


Method 


TBLASTX: Cress 




Start 


22561 




End 


22815 




GI 


none 




Score 


256 




Exons 


22561. .22815, 22563 










beq. NO. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No. 


ooUdo 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404. C7 


.o7 . ts 


Method 


TBLASTX : Soybean 




Start 


22561 




End 


22818 






none 




Score 


116 




Exons 


22561. .22695, 22690 


. .22818 








Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


osne NO • 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404. C7 


. o3 . ts 


Method 


TBLASTX : Soybean 




Start 


23061 




End 


24195 




GI 


none 




Score 


103 




Exons 


23061. .23168, 23590 


. .23625, 


23739, .24035, 2378 6 23884 , 






23960. .24034, 24122 


. .24169, 


24127. .24195 




Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


,C7 



42647 






Gene No. 


88063 




Strand 










4 ± ft ± y 




End 


41663 






Name 


OJ000303 08. 0404. C7. 


ol . tm 


Method 


TBLASTX: Maize 






Start 


23736 




End 


24766 






GI 


none 




Score 


129 






Exons 


23736. .23891, 23928. 


.24035, 


24122. .24223, 24244 .. 24474 , 








24245. .24475, 24554. 


.24742, 


24554. .24766 






Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




. Gene No. 


. 88063 




Strand 








o uaru 






End 


41663 






Name 


OJ000303 08. 0404. C7. 


ol.tc 


Method 


TBLASTX: Cress 






Start 


23751 




End 


24742 






GI 


none 




Score 


109 






Exons 


23751. .23870, 23886. 


.24035, 


24122. .24217, 24227 .. 24463, 








24370. .24468, 24548. 


.24661, 


24632. .24742 






Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




oene wo • 


O O U D J 




Strand . 








Start 


41419 




End 


41663 






Name 


OJ000303 08. 0404. C7. 


ol.ts 


Method 


TBLASTX : Soybean 






Start 


24199 




End 


24826 






GI 


none 




Score 


352 






Exons 


24199. .24462, 24212. 


.24466, 


24545. .24772, 24545. .24826 




%^ 

fn 


Seq. No.' 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




Gene No . 


0 oU DO 




Strand 






[U 


Start 


41419 




End 


41663 






Name 


OJ000303 08. 0404. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




ly 


Start 


24557 




End 


24778 






GI 


none 




Score 


190 






Exons 


24557. .24778, 24563. 


.24652 










Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




Gene No. 


88063 




Strand 








o uari- 


A^ A'l d 

ft ± ft 1 Z7 




End 


41663 






Name 


OJ000303 08. 0404. C7. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


26636 




End 


27142 






GI 


none 




Score 


39 






Exons 


26636. .26659, 26654. 


.26746, 


26672. .26761, 26674 .. 26757, 




c" " 




26835. .26945, 26849. 


.26944, 


27033. .27140, 27038.. 27142 






Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




Gene No. 


88063 




Strand 








Start 


41419 




End 


41663 






Name 






Method 


TBLASTX: Cress 






Start 


26678 




End 


27440 






GI 


none 




Score 


104 






Exons 


26678. .26746, 26678. 


.26743, 


26680. .26745, 26835 .. 26945, 








26849.-26944, 26853. 


.26945, 


27033. .27140, 27038 .. 27142, 








27272. .27433, 27279. 


.27440 










Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 




Gene No. 


88063 




Strand 








Start 


41419 




End 


41663 






Name 


OJ000303 08. 0404. C7. 


o6, ts 


Method 


TBLASTX : Soybean 






Start 


26678 




- End 


30594 





42648 



GI 

Exons 



none 



Score 



108 



26678. .26749, 26680 26748 , 26835 26945, 2684 9 .: 26944 , 

27032. .27142, 27033 27140, 21212 . .21 All , 27279 27440, 

27671. .27754, 27673 27753, 27836 .. 28006, 278 69 .. 28006, 

27886. .28008, 27895 28011 , 29778.-29834, 29779 .. 29841, 

29952. .30026, 29965 .. 30081 , 304 18 .. 30579, 30419 30571, 
30439. .30594 



Seq. No. 42297 
Gene No. 88063 
Start 41419 

Name OJ000303_08 . 04 04 . C7 . o4 . tm 

Start 27265 
GI none 
Exons 27265. .27435 

27655.. 27753 

27871. .28008 

28476. .28553 

28630. .28722 

28912. .29046 



29326. .29433, 
29584. .29652, 
29734. .29841, 
29965. .30081, 
30633. .30671, 
30678. .30716, 
40159. .40224, 



27269. 
27671, 
28231. 
28476. 
28631. 
29112. 
29335. 
29585, 
29949, 
30418. 
30639. 
30679. 
40235. 



.27424, 
.27754, 
.28308, 
.28547, 
.28723, 
.29243, 
.29445, 
.29653, 
.30026, 
.30588, 
.30671, 
.30732, 
.40381 



Seq. ID OJ000303 
Strand 

End 41663 
Method TBLASTX: 
End 40381 
Score 125 
27272. .27445, 27279 
27836. .28006, 27870 
28232. .28324, 28474 
28612. .28722, 28626 
28873. .29043, 28899 
29119. .29208, 29121 
29345. .29437, 29346 
29733. .29822, 29733 
29958. .30029, 29959 
30419. .30574, 30421 
30640. ,30672, 30674 
30754. ,30807, 30754 



08. 0404. C7 



Maize 



. .27440, 
. .28001, 
. .28548, 
. .28754, 
. .29042, 
. .29210, 
. .29444, 
. .29834, 
. .30027, 
. .30612, 
. .30715, 
. .30810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42297 
88063 
41419 

OJ000303_08 

27655 

none 

27655. .27753 
27883. .28008 
28489. .28557 
28897. .29031 
29119. .29208 
29585. .29653 
29733. .29834 
30418. .30594 



0404 .C7.o3.tc 



27671. 
28229, 
28629. 
28899. 
29335, 
29608, 
29734, 
30419. 



.27757, 
.28312, 
.28724, 
.29033, 
.29445*, 
.29658, 
.29841, 
.30571 



Seq. ID OJ000303_08.0404.C7 
Strand 

End 41663 

Method TBLASTX : Cress 

End 30594 

Score 135 
27836. .28006, 27869 .. 28003, 
28231. .28308, 2844 6.-28556, 
28631. .28723, 28893 .. 29006, 
28912. .29046, 29112 .. 29234 , 
29346. .29444, 29584 .. 29652 , 
29725. .29832, 29733 .. 29816, 
29949. .30017, 29965 .. 30081, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42297 
88063 
41419 

OJ000303_08 . 0404 . C7 . o2 . tw 

27917 

none 



Seq. ID OJ000303_08.0404.C7 
Strand 

End 41663 

Method TBLASTX: Wheat 

End 28940 

Score 144 



27917. .28003, 27919 .. 28011, 27920 28006, 28229 .. 28312, 

28231. .28332, 28232 .. 28324 , 28473 .. 28547, 28474 28548 , 

28474. .28548, 28 626.-28754, 28631.-28723, 28893.-28940, 
28899. .28940 



Seq. No. 
Gene No. 
Start 



42297 
88063 
41419 



Seq. ID 

Strand 

End 



OJ000303 08. 0404. C7 



41663 



42649 



Name 

Start 

GI 

Exons 



OJ000303_08.0404 .C7.o5.ts 

28255 

none 

28255. .28335, 28256 .. 28324 , 

28626. .28724, 28631 .. 28723, 

28898.-28924, 28899 .. 29036, 

29119. .29214, 29121 .. 29243, 

2934-6. .29444, 29584 .. 29652, 

29733. .29777, 29734.. 29778 



Method TBLASTX: Soybean 

End 29778 

Score 74 
28473. .28586, 28477 28557, 
28893. .29006, 288 97 .. 2904 3, 
28912. .29046, 29118 .. 29207, 
29123. .29209, 29335 .. 294 45, 
29585.-29653, 29608 .. 29658, 



Seq. No. 42297 Seq. ID 

Gene No. 88063 Strand 

Start 41419 • End 

Name OJ000303_08 . 04 04 . C7 . ol . tw Method 

Start 29403 End 

GI none Score 

Exons 29403. .29444, 29407 .. 29457, 29409. . 29441, 29584 

29585.-29653, 29733 .. 29822, 29733 29834 , 29734 

29734. .29844, 29949 30026, 29949 30017, 29962 



OJ000303 08. 0404. C7 



41663 

TBLASTX: Wheat 
30574 
70 



.29652, 
.29841, 
.30024, 



29965. .30081, 30418 30570, 30419 .. 30571, 30419.. 30574 



Seq. No. 42297 Seq. ID 

Gene No. 88063 Strand 

Start 41419 End 

Name OJ000303_08 . 0404 . C7 . o5 . tm Method 

Start 32089 End 

GI none Score 

Exons 32089. .32145, 32089 .. 32154, 

32257. .32466, 32262.. 32465 



OJ000303_08.0404.C7 
41663 

TBLASTX: Maize 
32466 
77 

32094. .32159, 32256 .. 32456, 



Seq. No. 42297 Seq. ID 

Gene No. 88063 Strand 

Start 41419 End 

Name OJ000303_08 . 0404 . C7 . o3 . tw Method 

Start 33434 End 

GI none Score 

Exons 33434. .33502, 33436 33504 , 33597 

33768. .33809, 337 68 33809, 34138 



33710, 
34194 



OJ000303_08.0404.C7 
41663 

TBLASTX: Wheat 

34194 

65 

33597. .33788, 



Seq. No. 42297 Seq. ID 

Gene No. 88063 Strand 

Start 41419 End 

Name OJ000303_08 . 04 04 . C7 . o2 . tm Method 

Start 37098 End 

GI none Score 

Exons 37098. .37418, 37099 37341, 37100 

37772. .37927, 37773 .. 37928, 37773 

37973. .38131, 38001 38054, 38005 

38075. .38131, 38233 .. 38418, 38233 

38797. .38883, 38798 .. 38887, 38799 

38995. .39183, 39005.. 39184 



OJ000303 08. 0404. C7 



41663 

TBLASTX: Maize 
39184 
119 

37426, 37101. .37427, 
37928, 37774. .37929, 
38058, 38005. .38160, 
38406, 38274. .38420, 
38888, 38994. .39176, 



Seq. No. 42297 Seq. ID 

Gene No. 88063 Strand 

Start 41419 End 

Name OJ000303_08 . 0404 . C7 . o4 . ts Method 

Start 37109 End 



OJ000303_08.0404.C7 
41663 

TBLASTX : Soybean 
37868 



42650 



GI 


none 




Score 


111 




Exons 


37109. .37426, 37113. 


.37247, 


37308. .37427, 37508 .. 37552, 






37772. .37867, 37773. 


.37868 








Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No. 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404, C7. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


37883 




End 


38416 




GI 


none 




Score 


67 




Exons 


37883.-37924, 37883. 


.37927, 


38015. .38131, 38016. .38045, 






38075. .38146, 38227. 


.38409, 


38230. .38406, 38282.. 38416 




Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No. 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404. C7. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


38798 




End 


39175 




GI 


none 




Score 


89 




Exons 


38798.-38887, 38799. 


.38882, 


38995. .39174, 39005.. 39175 




Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No . 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJ000303 08. 0404. C7. 


o5 , tw 


Method 


TBLASTX: Wheat 




Start 


39026 




End 


39187 




GI 


none 




Score 


166 




Exons 


39026. .39187, 39026. 


.39169, 


39031. .39183 




Seq. No. 


42297 




Seq. ID 


OJ000303_08.0404 


.C7 


Gene No. 


88063 




Strand 






Start 


41419 




End 


41663 




Name 


OJUUUoUo UO.U4U4.C/- 


ol3 . gp 


Method 


AAT/GAP 




Start 


41419 




End 


41663 




GI 


53984 1.R1084 




Score 


460 




Exons 


41419. .41663 










GI Descrip. 


'6006895/gb|AAF00670 


.1|AC008153_22 8.0e-56 (AC008153) 






hypothetical protein 


[Arabidopsis thaliana] ' 




Seq. No. 


42298 




Seq. ID 


OJ000303 08.0404 


.C8 


Gene No. 


88064 




Strand 


+ 




Start 


9399 




End 


14042 




Name 


OJ000303 08. 0404. C8. 


o3 .np 


Method 


AAT/NAP 




Start 


9399 




End 


14042 




GI 


6069646 




Score 


476 





Exons 

GI Descrip. 



9399. .9437, 13641. .14042 

(AP000616) similar to putative reverse transcriptase (AC005315) 

[Oryza sativa] gi t 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 

Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 

putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42298 Seq. ID 

88065 Strand 

15255 End 

OJ000303_08 . 0404 . 08 . o3 . gp Method 

15103 End 



OJ000303_08.0404.C8 
+ 

18655 

AAT/GAP 

18655 



42651 



Score 1789 
.17595, 17721. .17841, 17 980 .. 18095, 



GI 1648_2.R1084 
Exons 15103. .15457, 17355. 

18356.. 18655 

GI Descrip. M51193 l.Oe-52 (L28008) wali7 [Triticum aestivum] 

>gi_1090845_prf 2019486B wali7 gene [Triticum aestivum] ' 





Seq- No. 


42298 


Seq, ID 


OJ000303_08,0404 


.C8 




Gene No. 


88065 


Strand 


+ 






Start 


15255 


End 


18655 






Name 


OJ000303 08.0404.C8.o5.gs 


Method 


GENSCAN 






Start 


15255 


End 


18095 






GI 


none 


Score 


,97 






Exons 


15255. .15457, 17355 .. 17595, 


17721, ,17841, 17980.. 18095 






Seq. No. 


42298 


Seq. ID 


OJ000303_08.0404 


.08 




Gene No. 


88065 


Strand 


+ 






Start 


15255 


End 


18655 






Name 


OJ000303 08.0404.C8.o4.np 


Method 


AAT/NAP 






Start 


15258 


End 


18491 






GI 


7489671 


Score 


931 






Exons 


15258. ,1545,7., 17355 .. 17595, 


17721. .17841, 17980. .18095, 








18356. .18491 










GI Descrip. 


hypothetical protein wali7 


- wheat (fragment) 








gi|451193|gb|AAC37416.1| (L28008) wali7 [Triticum aestivum; 


1. 




gi|1090845|prf 1 I2019486B wali7 gene [Triticum aestivum] 




f\ = 


Seq. No. 


42298 


Seq, ID 


OJ000303_08.0404 


,08 




Gene No. 


88066 


Strand 








Start 


1 


End 


19133 




iy 


Name 


OJ000303 08.0404.C8.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


1315 




FLI 


GI 


53984 1.R1084 


Score 


1758 








1..492, 785. .943, 1045. .1315 








GI Descrip. 


'6006895/gb|AAF00670.1|AC008153_22 8.0e-56 (AC008153) 




'■•-4 




hypothetical protein [Arabidopsis thaliana] ' 






Seq. No. 


42298 


Seq. ID 


OJ000303_08.0404 


.08 


\ ~3 


Gene No. 


88066 , 


Strand 








Start 


1 


End 


19133 






Name 


OJ000303 08.0404.C8.ol.np 


Method 


AAT/NAP 








104 


End 


4707 






GI 


6862912 


Score 


1091 






Exons 


104. .492, 785. .943, 1045. .1440, 2749.. 


2984, 4676.. 4707 






GI Descrip. 


(AC018907) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42298 


Seq. ID 


OJ000303_08,0404 


,08 




Gene No. 


88066 


Strand 








Start 


1 


End 


19133 






Name 


OJ000303 08.0404.C8.ol.gs 


Method 


GENSCAN 






Start 


114 


End 


3080 






GI 


none 


Score 


.63 






Exons 


114. .510, 785.-943, 1045. .1440, 2749.. 


3080 






Seq. No. 


42298 


Seq. ID 


OJ000303_08,0404 


.08 




Gene No. 


88066 


Strand 








Start 


1 


End 


19133 





Name 



OJ000303 08. 0404, 08. 64. tm 



Method TBLASTX : Mai ze 



42652 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



162 End 1442 

none Score 83 

162. .245, 175. .243, 1206. .1319, 1305. .1442 



42298 
88066 
1 

OJ000303_08.0404 .C8.o2.ts 

171 

none 



Seq. ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method ■ TBLASTX: Soybean 

End 476 

Score 110 



171.. 287, 178,, 252, 285.. 362, 438... 476 



42298 
88066 
1 

OJ000303_08 . 04 04 .C8 . o2 . tc 

192 

none 



Seq. ID OJ000303_08-0404.C8 
Strand 

End 19133 

Method TBLASTX : Cress 

End 1281 

Score 76 



192. .299, 214. ,270, 285. .374, 438. .533, 445. .495, 784. .945, 
785. .949, 1047, .1115, 1048. .1116, 1092. .1280, 1180.. 1281, 
1213. .1281 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42298 
88066 
1 

OJ000303_08 , 0404 .C8 . o2 . tm 

246 

none 



Seq. ID OJ000303_08,0404-C8 
Strand 

End 19133 

Method TBLASTX : Mai ze 

End 1204 

Score 211 



246. .533, 247. ,495, 784. .942, 786. .938, 787. .939, 1031. .1201, 
1032. .1202, 1044. .1202, 1049. ,1204 



42298 
88066 
1 

OJ000303_08 . 0404 . C8 . ol , tw 

1047 

none 



Seq. ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method TBLASTX : Wheat 

End 2792 

Score 60 



1047. .1112, 1203. .1286, 1290, .1442, 2757. .2792 



42298 
88066 
1 

OJ000303_08.0404.C8.o3.ts 

1224 

none 



Seq. ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method TBLASTX : Soybean 

End 2918 

Score 80 



1224, .1442, 1249. .1386, 2746. .2850, 2757. .2918, 2862. .2909 



42298 
88066 
1 

OJ000303_08 . 0404 , C8 . o2 . np 

2713 

7484961 



Seq. ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method AAT/NAP 

End 16093 

Score 211 



2713. .2919, 3299. .3325, 3847. .3883, 4789. .5066, 5190. .5364, 
6655.. 7152, 16071.. 16093 

extensin homolog T9E8.80 - Arabidopsis thaliana 

gi I 4584539 I emb I CAB40769.il (AL049608) extensin-like protein 
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[Arabidopsis thaliana] gi | 7268037 | emb | CAB78376 . 1 1 (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



Seq. No. 42298 Seq. ID 

Gene No. 88066 Strand 

Start 1 End 

Name 0 JO 0 0 3 0 3_0 8.0404.C8.o3.tm Me t hod 

Start 274 6 End 

GI none Score 

Exons 2746.. 2865, 2760.. 2876, 2874.. 2918 . 

Seq. No. 42298 Seq. ID 

Gene No. 88066 Strand 

.Start 1 End 

Name OJ000303_08 . 0404 . 08 . o2 . gs Method 

Start 4766 End 

GI none Score 

Exons 4766.. 5431 



OJ000303_08.0404.C8 
19133 

TBLASTX: Maize 

2918 

120 



OJ000303_08.0404.C8 

19133 
GENSCAN 
5431 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42298 Seq. ID OJ000303_08 . 0404 . C8 

88066 Strand 

1 End 19133 

OJ000303_08 . 04 04 . C8 . o2 . gp Method AAT/GAP 

5625 End 5996 

55507_1.R1084 Score 474 

5625. .5698, 5737. .5996 

'5042437/gb|AC007789.1|AC007789 l.Oe-16 Oryza sativa BAG T49B20 
genomic sequence, complete sequence* 



42298 Seq. ID 

88066 Strand 

1 End 

OJ000303_08 . 04 04 . C8 . o3 . gs Method 

5997 End 

none Score 

5997. .6069, 6123. .6523 



OJ000303_08.0404.C8 

19133 
GENSCAN 
6523 
.9 



Seq. No. 42298 Seq. ID 

Gene No. 88066 Strand 

Start 1 End 

Name OJ000303_08 . 0404 . C8 . o5 . tm Method 

Start 13688 End 

GI none Score 
Exons 



OJ000303_08.0404.C8 
19133 

TBLASTX: Maize 

19133 

90 



13688. .13786, 13827 .. 14012, 18828 19040, 18969. .19133 



Seq. No. 42298 

Gene No. 88066 

Start 1 

Name OJ000303_08 . 04 04 . C8 . ol . ts 

Start 15230 

GI none 
Exons 



Seq. ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method TBLASTX : Soybean 

End 18101 

Score 199 



15230. .15406, 15243 15458 , 17352 .. 17516, 17352 .. 17477 , 
17353,-17595, 17359 .. 17595, 17538 17597 , 17721 17843, 
17729. .17842, 17979 .. 18005, 18005 18097 , 18006.. 18101 



Seq. No. 
Gene No. 



42298 
88066 



Seq. ID 
Strand 



OJ000303 08. 0404. 08 
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start 
Name . 
Start 
GI 

Exons 



OJ000303_08 . 0404 .C8.ol.tc 

15249 

none 



End 

Method 

End 

Score 



19133 

TBLASTX: Cress 

18101 

215 



15249. .15458, 15251 . .15406, 17338 .. 17595, 17353 .. 17595, 
17538. .17597, 17720 .. 17842 , 17721 .. 1784 3, 17979 .. 18005, 
18006. .18101, 18008. .18097, 18021.. 18101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42298 
88066 
1 

OJ000303_08 . 0404 . C8 . ol . tm 

15250 

none 

15250. .15291, 15251. .15406, 
17352. .17444, 17352 .. 17444 , 
17443. .17583, 17709 .. 17843, 
17979. .18005, 18006 .. 18098, 
18356. .18397, 18362 .. 18487, 



Seq.- ID OJ000303_08.0404.C8 
Strand 

End 19133 

Method TBLASTX: Maize 

End 18487 

Score 82 
15252. .15458, 15433 15462, 
17353. .17472, 17440 .. 17595, 
17720. .17842, 17978 18004 , 
18008. .18097, 18011. .18124, 
18447. . 18479 



Seq. ID OJ000223_02.0405.C5 

Strand + 

End 505 

Method AAT/NAP 

End 505 

Score 2.61 



42299 
88067 
1 

OJ000223_02.0405.C5.ol.np 
1 

3810596 
1..505 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



42299 
88068 
417 

OJ000223_02.0405.C5.ol.tw. 
12 

none 

12. .245, 23. .364, 157. .246 

42299 
88068 
417 

OJ000223_02.0405.C5.ol.tm 
14 

none 

14. .316, 157. .246, 284. ,469 

42299 
88068 
417 

OJ000223_02 . 0405 . C5 . ol . gs 

417 

none 

417. .549 



Seq. ID OJ000223_02.0405.C5 
Strand 

End 54 9 

Method TBLASTX: Wheat 

End 364 

Score ■•^,62' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_02.0405.C5 
549 

TBLASTX: Maize 

469 

250 



OJ000223_02.0405.C5 
549 

GENSCAN 

549 

.56 



Seq. No. 
Gene No. 
Start 



42300 
88069 
1099 



Seq. ID OJ000223_02.0405.C6 
Strand + 
End 1235 
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Name OJ000223_02 . 0405..C6.ol.np Method AAT/NAP 

Start 1099 End 1235 

GI 6815062 Score 64 

Exons 1099.. 1235 

GI Descrip. {AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42300 Seq. ID 

88070 Strand 
12081 End 
OJ000223_02 . 04 05 . C6 . o3 . np Method 

12081 . End 
7340884 Score 



•OJ000223_02.0405.C6 
+ 

18389 
AAT/NAP 
17046 
106 



12081. .12220, 12463. .12509, 16964. .17046 

{AP001551) Similar to Antirrhinum majus transposon Tam3 gene for 
transposase. (AB013982) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42300 
88070 
12081 

OJ000223_02.0405.C6.o5.np 
16826 
7486424 
16826. .17069, 18356.. 18389 

hypothetical protein F4I1.15 - Arabidopsis thaliana 
gi|3128179|gb|AAC16083.1| (AC004521) hypothetical protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_ 
+ 

18389 
AAT/NAP 
18389 
93 



02. 0405. C6 



Seq. No. 


42300 


Seq. ID 


OJ000223 02. 0405. C6 


Gene No. 


88070 


Strand 


+ 




Start 


12081 


End 


18389 




Name 


OJ000223 02.0405. C6.o4.gs 


Method 


GENSCAN 




Start 


16841 


End 


17296 




GI 


none 


Score 


.83 




Exons 


16841. .17296 








Seq. No. 


42300 


Seq. ID 


OJ000223 02. 0405. C6 


Gene No. 


88071 


Strand 


+ 




Start 


25635 


End 


30367 




Name 


OJ000223 02.0405.C6.o7.np 


Method 


AAT/NAP 




Start 


25635 


End 


30367 




GI 


6069646 


Score 


280 




Exons 


25635. .25697, 29877.. 30367 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase 


{AC005315) 




[Oryza sativa] gi | 6907112 | dbj I BAA90639 


.11 (AP001129) 


Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic 


sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . 


(AC006248) 




[Oryza sativa] 








Seq. No, 


42300 


Seq. ID 


OJ000223 02. 0405. 06 


Gene No. 


88071 


Strand 


+ 




Start 


25635 


End 


30367 




Name 


OJ000223 02.0405.C6.o8.gs 


Method 


GENSCAN 




Start 


27272 


End 


30316 




GI 


none 


Score 


.69 




Exons 


27272.-27486, 27987 .. 28068, 28459. . 28555, 28697 .. 28873, 
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29193. .29324, 30021 .. 30067 , 30230.. 30316 



Seq. No. 


4z3L)U 


Seq. ID 


OJ000223_ 






Gene No. 


88072 


Strand 


+ 






Start 


31920 


End 


40167 






Name 


OJ000223 02.0405.C6.o9.gs 


Method 


GENSCAN 






Start 


31920 


End 


34187 






GI 


none 


Score 


.93 






Exons 


31920. .32483, 32604 .. 32820, 


32927. .33003, 33207. 


.33246, 






33437. .33477, 33954.. 34187 










Seq. No. 


42300 


Seq. ID 


OJ000223_ 


02.0405. 


06 


Gene No. 


88072 


Strand 


+ 






ouar u 


oi u 


End 


40167 






Name 


OJ000223 02.0405.C6.o3.gp 


Method 


AAT/GAP 






Start 


32638 


End 


34146 






GI 


15158 1.R1084 


Score 


1082 






Exons 


32638. .32820, 32927 .. 33003, 


33207. .33246, 33549. 


.33606, 






33746. .33815, 33954. .34146 










GI Descrip. 


'4519671/dbj lBAA75684.il 7. 


Oe-48 (AB017693) transfactor 






[Nicotiana tabacum] ' 










Seq. No. 


42300 


Seq. ID 


OJ000223_ 


02.0405. 


C6 


Gene No . 


O 0 U / ^ 


Strand 


+ 






Start 


31920 


End 


40167 






Name 


OJ000223 02.0405.C6.o8.np 


Method 


AAT/NAP 






Start 


32703 


End 


40167 






GI 


6598621 


Score 


298 






Exons 


32703. .32820, 32927 .. 33003, 


33207. .33246, 33546. 


.33606, 






33746. .33815, 33954 34092, 


38764. .38938, 40138. 


.40167 




GI Descrip. 


(AC006837) transf actor-like 


protein [Arabidopsis 


thaliana] 


beq. No. 


42300 


Seq. ID 


OJ000223_ 


02.0405. 


C6 


Gene No. 


88073 


Strand 








Start 


287 


End 


6062 






Name 


OJ000223 02.0405.C6.ol.gs 


Method 


GENSCAN 






Start 


287 


End 


6062 






GI 


none 


Score 


.53 






Exons 


287. .436, 551. .725, 1215. .1378, 2161.. 


2787, 5169 


. . 5585, 






5973. .6062 










Seq. No. 


42300 


Seq. ID 


OJ000223_ 


02.0405. 


C6 


Gene No. 


88073 


Strand 








Start 


287 


End 


6062 






Name 


OJ000223 02.0405,C6.o2.np 


Method 


AAT/NAP 






Start 


2150 


End 


6059 






GI 


6553892 


Score 


350 






Exons 


2150.. 2787, 5169.. 5279, 5313.. 5585, 5973.. 6059 







GI Descrip. (AC012563) putative S-adenosyl-L-methionine : salicylic acid 
carboxyl methyltransf erase [Arabidopsis thaliana] 



Seq. No. 42300 Seq. ID 

Gene No. 88074 Strand 

Start 6752 End 

Name 0 J000223_02 . 0405 . 06 . o2 , gs Method 

Start 6752 End 

GI none Score 



OJ000223_02.0405.C6 

11605 
GENSOAN 
11605 
.54 
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Exons . 6752.. 7255, 7895.. 8083, 8461.. 8569, 8926.. 9489, 9794.. 9860, 

11512.. 11605 



Seq. No. 


42300 


Seq. ID 


OJ000223_02.0405.C6 


Gene No. 


88075 


Strand 




Start 


13494 


End 


15625 


Name 


OJ000223 02.0405.C6.o4.np 


Method 


AAT/NAP 


Start 


13494 


End 


15625 


GI 


7523517 


Score 


195 


Exons 


13494. .13529, 15139 15186, 


15337.. 15625 


GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42300 


Seq. ID 


OJ000223_02.0405.C6 


Gene No. 


88076 


Strand 




Start 


18238 


End 


20909 


Name 


OJ000223 02.0405.C6.ol.gp 


Method 


AAT/GAP 


Start 


18002 


End 


19854 


GI 


1451 1.R1084 


Score 


1400 


Exons 


18002. .18348, 18704 .. 18756, 


19007. .19223, 1 948 6 .. 19582, 




19798. .19854 






GI Descrip. 


•2673904 3.0e-13 (AC002561) 


hypothetical protein [Arabidopsis 




thaliana] ' 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42300 Seq. ID 

88076 Strand 

18238 End 

OJ000223_02 . 0405 . C6 . o5 . gs Method 

18238 End 

none Score 



OJ000223_02.0405.C6 

20909 
GENSCAN 
20909 
.84 



18238. .18348, 18704 .. 18756, 19073 .. 19223, 19486 .. 19582, 
19798. .19881, 20000 .. 20121, 20688.. 20909 



42300 Seq. ID 

88077 Strand 

21459 End 

OJ000223_02.0405.C6.o6.gs Method 

21459 End 

none Score 
21459. .22268 



OJ000223_02.0405.C6 

25633 
GENSCAN 
22268 
.63 



Seq. No. 42300 Seq. ID OJ000223_02 . 0405 . C6 

Gene No. 88077 Strand 

Start 21459 End 25633 

Name OJ000223_02 . 0405 . C6 . o6 . np Method AAT/NAP 

Start 21459 End 24279 

GI 5441893 Score 901 

Exons 21459. .22245, 23188 .. 23248, 24204.. 24279 

GI Descrip. (AP000367) ESTs C99174 (E10437) , D22295 (C10709) correspond to a 
region of the predicted gene.; Similar to Arabidopsis thaliana 
BAG genomic sequence. (AC005314) [Oryza sativa] 



Seq. No. 42300 

_Gene No. 88077 

Start 21459 

Name OJ000223_02 . 04 05 . C6 . o2 . gp 

Start 22736 

GI 2442724 



Seq. ID OJ000223_02.0405.C6 
Strand 

End 25633 

Method AAT/GAP 

End 24410 

Score 475 



42658 




Exons 


22736. .22760, 23187. 


.23248, 


24204. .24 


410 




Seq. No. 


42300 




Seq. ID 


OJ000223_02,0405 


.C6 


Gene No . 


Q Q m "7 
o oU / / 




Strand 






Start 


21459 




End 


25633 




Name 


OJ000223 02. 0405. C6. 


o7 .gs 


Method 


GENSCAN 




Start 


23928 




End 


25633 




GI 


none 




Score 


.73 




Exons 


23928. .24145, 24204, 


,24292, 


24981. .25633 




Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405 


.C6 


bene wo. 


ooU / o 




Strand 






Start 


34845 




End 


35527 




Name 


OJ000223 02. 0405. C6. 


o4 .gp 


Method 


AAT/GAP 




Start 


34845 




End 


35527 




GI 


none 




Score 


916 




Exons 


34845. .35195, 35407. 


.35527 








Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405 


.C6 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 






OJ000223 02. 0405. C6. 


o3. ts 


Method 


TBLASTX: Soybean 




Start 


2659 




End 


5382 




GI 


4396917 




Score 


83 




Exons 


2659. .2796, 5166. .5270, 5167, .5277, 5316, .5381, 5317. .5382 


GI Descrip. 


2982464/emb CAA18228 


3.0e- 


23 (AL022223) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


42300 




Seq.* ID 


OJ000223_02.0405 


.06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02. 0405. C6. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


18235 




End 


20731 






none 




Score 


146 




Exons 


18235. .18348, 18236. 


.18349, 


18236. .18349, 18701 .. 18766, 






18972. .19223, 19004. 


.19114, 


19006. ,19221, 19474. .19581, 






19487. .19582, 19487. 


.19591, 


19750. ,19884, 19797 .. 19880, 






20000. .20062, 20020. 


.20061, 


20068. ,20121, 20069. .20119, 






20687. .20731 










Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405 


.C6 


Gene No. 


88079 




Strand 






otart 


35671 




End 


38707 




Name 


OJ000223 02. 0405. C6. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


19501 




End 


20754 




GI 


none 




Score 


103 




Exons 


19501. ,19575, 19797. 


.19880, 


19798. .19884, 19991 .. 20116, 






20000. .20119, 20020. 


.20121, 


20683. .20754 




Seq. No, 


42300 




Seq. ID 


OJ000223_02.0405 


.C6 


Gene No, 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02. 0405. C6. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


21446 




End 


24295 




GI 


none 




Score 


139 




Exons 


21446. .21565, 21450. 


.21566, 


21457. .21558, 214 65 .. 21524, 






21640. ,21879, 21642. 


.21878, 


21900. .21953, 21928 ., 21951, 
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21960. .22112, 
22005. .22082, 
22111. .22287, 
23190. .23246, 



21963. .22112, 
22106. .22234, 
22165. .22248, 
24199, .24291, 



21979. .22038, 
22107. .22235, 
23188. .23250, 
24200. .24295 




21993. .22142, 
22107. .22262, 
23189. .23245, 



Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405- 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02. 0405. 06. 


ol, ts 


Method 


TBLASTX: Soybean 




Start 


21471 




End 


23249 




GI 


none 




Score 


70 




Exons 


21471. .21566, 21475. 


.21558, 


21480. .21524, 21639 .. 21878, 






21645. .21875, 21649. 


.21876, 


21956. .22066, 21963 .. 2207 6, 






Olfi^'yi OO/^T/ OTOO^ 

21964 .. 2z074 , zl9o4. 


o o r\ "3 T 


22005. .22076, 22143 .. 22262, 






22177. .22305, 23172. 


.23249 








Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02. 0405. 06. 


ol , tw 


Method 


TBLASTX: Wheat 




Start 


21471 




End 


22263 




GI 


none 




Score 


106 




Exons 


21471. .21524, 21966. 


.22091, 


21982. .22074, 22005 2207 6, 






22134. .22262, 22168. 


.22263 








Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223_02.0405.C6. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


24963 




End 


25198 




GI 


none 




Score 


199 




Exons 


24963. .25097, 24963. 


.25094, 


25154. .25198 




Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223_02. 0405.06. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


o no o ^ 

29886 




End 


30379 




GI 


none 




Score 


154 




Exons 


29886. .30155, 30152. 


.30379 








Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02.0405.06. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


32744 




End 


33060 




GI 


none 




Score 


101 




Exons 


32744. .32833, 32745. 


.32822, 


32854. .33006, 32923.. 33060 




Seq. No. 


42300 




Seq. ID 


OJ000223_02*.0405. 


06 


Gene No. 


88079 




Strand 






Start 


35671 




End 


38707 




Name 


OJ000223 02.0405.06. 


olO.gs 


Method 


GENSOAN 




Start 


35671 




End 


38665 




GI 


none 




Score 


.96 




Exons 


35671. .35683, 36135. 


.36285, 


36375. .36543, 36654 .. 36759, 





38082. .38665 
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Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


C6 




Gene No. . 


88079 




Strand 










J -J \J 1 X 




End 


38707 






Name 


OJ000223 02. 0405. C6. 


o2.tm 


Method 


TBLASTX: Maize 






Start 


36114 




End 


36699 






GI 


none 




Score 


120 






Exons 


36114. .36215, 36116. 


.36217, 


36116. .36214, 36215 .. 36286, 








36374. .36535, 36375., 


.36536, 


36376. .36537, 36639 .. 36698 , 








36658. .36699 












Seq. No. 


42300 




Seq. ID 


OJ000223_02.0405. 


C6 






o O \J / ^ 




* Strand 








Start 


35671 




End 


38707 






Name 


OJ000223 02. 0405. C6. 


o2.ts 


Method 


TBLASTX : Soybean 






Start 


36366 




End 


38569 






GI 


none 




Score 


112 






Exons 


36366. .36545, 36373. 


.36555, 


36376. .36489, 364 11 .. 36548 , 








36609. .36767, 36658. 


.36744, 


38486. .38569 






9*a/-T Mo 


1 ^ ^ U VJ 




Seq. ID 


OJ000223_02.0405. 


C6 




Gene No. 


88079 




Strand 








Start 


35671 




End 


38707 






Name 


OJ000223 02. 0405. C6. 


ol.tc 


Method 


TBLASTX: Cress 




=1 


Start 


36373 




End 


36546 






GI 


none 




Score 


123 




E n 
f\ t 


Exons 


36373. .36546, 36377. 


.36544, 


36493. .36546 




%j 


Q^arr "NIo 
Ocq • INU > 






Seq. ID 


OJ000223_02.0405. 






Gene No. 


88079 




Strand 








Start 


35671 




End 


38707 






Name 


OJ000223 02. 0405. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




\ y 


Start 


38481 




End 


38707 






GI 


none 




Score 


208 






Exons 


38481. .38669, 38486. 


.38668, 


38519. .38707 




;-_ = 
'""4 


Seq. No. 


42301 




Seq. ^ ID 


OJ000223_02.0405. 


C7 


f" 


Gene No. 


88080 




Strand 


+ 






Start 


329 




End 


8053 




r=^ 


Name 


OJ000223 02. 0405, C7. 


ol .np 


Method 


AAT/NAP 






Start 


329 


End 


2990 






GI 


2494610 




Score 


1299 






Exons 


329. .631, 987.. 1086, 


1353. . 


1582, 2055.. 


2222, 2291., 2524, 








2717. .2990 












GI Descrip. 


CELL DIVISION PROTEIN FTSZ 


CHLOROPLAST 


HOMOLOG PRECURSOR 






gi 11079732 (U39877) 


cpFtsZ 


[Arabidopsis 


thaliana] 






Seq. No. 


42301 




Seq. ID 


OJ000223_02.0405, 


C7 




Gene No. 


88080 




Strand 


+ 






Start 


329 




End 


8053 






Name 


OJ000223 02. 0405. C7. 


ol.gs 


Method 


GENSCAN 






Start 


416 


End 


8053 






GI 


none 




Score 


.81 






Exons 


416. .631, 987. .1086, 


1353. . 


1466, 2026., 


2222, 2291.. 2524, 





2717. .2929, 4099, .4141, 4662. .4839, 5403. .5455, 5667. .5805, 
7182.. 7261, 7821.. 8053 



42661 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42301 
88080 
329 

OJ000223_02 . 0405 . C7 . ol . gp 
2103 

72509 1.R1084 



Seq, ID OJ000223_02.0405*.C7 

Strand + 

End 8053 

Method AAT/GAP 

End 2901 

Score 989 



2103. .2222, 2291. .2524, 2717. .2901 

'2494610/sp|Q42545|FTSZ_ARATH 9.0e-72 CELL DIVISION PROTEIN FTSZ 
CHLOROPLAST HOMOLOG PRECURSOR >gi_1079732 (U39877) cpFtsZ 
[Arabidopsis thaliana] ' 



Seq. No. 


42301 








Seq. ID 


OJ000223_02.0405.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834 


Name 


OJ000223 02 


.0405 


.C7.01. 


tc 


Method 


TBLASTX: Cress 


Start 


503 








End 


2878 


GI 


none 








Score 


86 


Exons 


503. .631, 984. .1088, 992. .1090, 1351.. 


1446, 1352.. 1585, 




1486. .1578, 


2052 


. .2225, 


2053, 


.2205, 2108. .2221, 2139. .2225 




2285. .2527, 


2290 


. .2535, 


2707. 


.2868, 2708. ,2878 


Seq. No. 


42301 








Seq. ID 


OJ000223_02.0405.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834 


Name 


OJ000223 02 


.0405 


.C7.o2. 


ts 


Method 


TBLASTX: Soybean , 


Start 


1351 








End 


1561 


GI 


none 








Score 


216 


Exons 


1351. .1446, 


1352 


. .1549, 


1443. 


.1508, I486.. 1557, 1541.. 1561 


Seq. No. 


42301 








Seq. ID 


OJ000223_02.0405.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834 


Name 


OJ000223 02 


.0405 


.C7 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1376 








End 


2821 


GI 


none 








Score 


170 


Exons 


1376. .1585, 


2052 


. .2225, 


2108. 


.2224, 2285.-2527, 2293. .2511 




2714. .2821 












Seq. No. 


42301 








Seq. ID 


OJ000223_02.0V05.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834 


Name 


OJ000223 02 


.0405 


.C7.pl. 


ts 


Method 


TBLASTX : Soybean 


Start 


2052 








End 


2821 


GI 


none 








Score 


174 


Exons 


2052. .2225, 


2108 


. .2221, 


2285. 


.2527, 2290. .2511, 2714. .2821 


Seq. No, 


42301 








Seq. ID 


OJ000223_02.0405.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834 


Name 


OJ000223 02 


.0405 


.C7.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2052 








End 


2527 


GI 


none 








Score 


190 


Exons 


2052. .2225, 


2108 


. .2224, 


2285. 


.2527, 2293.. 2511 


Seq. No. 


42301 








Seq. ID 


OJ000223_02.0405.C7 


Gene No. 


88081 








Strand 




Start 


7579 








End 


10834. 



42662 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223_02.0405.C7,o2.np' • Method AAT/NAP 
7579 End 10834 

7339707 Score 82 

7579.. 7710, 9161.. 9280, 10808.. 10834 
(AP001539) hypothetical protein [Oryza sativa] 



42301 Seq. ID 

88081 Strand 

7579 ' End 

OJ000223_02 . 0405 . C7 . o2 . gs Method 

8308 End 

none Score 

8308. .8477, 9037. .9190 



Seq. No. 42302 Seq. ID 

Gene No. 88082 . Strand 

Start 99 End 

Name OJ000223_02 . 040.5 . C8 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 296, 1003.. 1167 



OJ000223_02.0405.C7 

10834 
GENSCAN 
9190 
.93 



OJ000223_02.0405-C8 
+ 

1167 
GENSCAN 
1167" 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42303 Seq. ID 

88083 Strand 
1690 End 
OJ000223_02.0405.C9.o2.np Method 
1690 End 
6553892 Score 
1690. .1788, 2588. .2848, 2915. .3586, 4405. .4473 
(AC012563) putative S-adenosyl-L-methionine : salicylic acid 
carboxyl methyltransf erase [Arabidopsis thaliana] 



OJ000223_02.0405.C9 
+ 

4600 
AAT/NAP 
4473 
446 



42303 Seq. ID 

88083 Strand 
1690 End 
OJ000223_02.04 05.C9.ol.gp Method 
4335 End 
uC-osflcyp080h06al Score 
4335. .4600 

M105124/gb|AF043347|AF043347 3.0e^l7 Zea mays cell wall 
invertase {incw4) gene, complete cds ' 



OJ000223_02.0405,C9 
+ 

4600 
AAT/GAP 
4600 
511 



Seq. No. 


42303 


Seq. ID 


OJ000223_02.0405 


.C9 


Gene No. 


88084 


Strand . 






Start 


765 


End 


1228 




Name 


OJ000223 02.0405.C9.ol.np 


Method 


AAT/NAP 




Start 


765 


End 


1228 




GI 


6006381 


Score 


190 




Exons 


765. .936, 963. .1228 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42303 


Seq. ID 


OJ000223_02.0405 


.C9 


Gene No. 


88085 


Strand 






Start 


5371 


End 


5703 




Name 


OJ000223 02.0405.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


1705 


End 


2839 




GI 


none 


Score 


79 





42663 




Exons 


1705. .1776, 


2588. .2659, 


2642. 


.2839, 2650.. 2829 


Seq. No. 


42303 






Seq. ID 


OJ000223_02.0405.C9 


Gene No. 


88085 






Strand 




Start 


5371 






End 


5703 


Name 


OJ000223 02 


.0405. 09. ol. 


lS 


Method 


TBLASTX: Soybean 


Start 


2776 






End 


3154 


GI 


4396917 






Score 


125 


Exons 


2776. .2847, 


2777. .2851, 


2918. 


.3154, 2929.. 3132, 2951.. 3154 


GI Descrip. 


2982464/emb 


CAA18228 3 


.Oe-23 


(AL022223.) putative protein 




[Arabidopsis thaliana] 








Seq. No. 


42303 






Seq. ID 


OJ000223_02.0405-C9 


Gene No. 








Strand 




Start 


5371 






End 


5703 


Name 


OJ000223_02 


.0405.C9.o2. 


gs 


Method 


GENSCAN 


Start 


5371 






End 


5703 


GI 


none 






Score 


.42 


Exons 


5371 . . 5376, 


5701. .5703 








Seq. No. 


42304 






Seq. ID 


OJ000223_02. 0405. CIO 


Gene No. 


88086 






Strand 


+ 


Start 


1656 






End 


4726 


Name 


OJ000223 02 


.0405. CIO. ol 


.np 


Method 


AAT/NAP 


Start 


1656 






End 


4726 


GI 


C A C O A A T 

5052007 






Score 


1956 


Exons 


"I^C/" TAA*1 

1656 . . 1821, 


2206. .3089, 


3178. 


.3581, 3686. .3779, 3857. .4039, 




A C a >ITA^ 

- 4658 . . 4726 










GI Descrip. 


(AF155121) . 


apoplastic invertase [Oryza 


sativa subsp. indica] 


Seq. No. 


42304 






Seq. ID 


OJ000223_02. 0405. CIO 


Gene No. 


88086 






Strand 


+ 


Start 


1656 






End 


4726 


Name 


OJ000223 02 


.0405. CIO. o2 


.gs 


Method 


GENSCAN 


Start 


1740 






End 


4069 


GI 


none 






Score 


.79 


Exons 


1740. .1821, 


2215. .3089, 


3178. 


.3581, 3686. .3779, 3857. .4069 


Seq. No. 


' 42304 






Seq. ID 


OJ000223_02.04 05.C10 


Gene No. 


88086 






Strand 


+ 


Start 


1656 






End 


4726 


Name 


OJ000223 02 


.0405. CIO. o2 


.gp 


Method 


AAT/GAP 




3295 




End 


3934 


GI 


LIB3433-054 


-Pl-Kl-GlO 




Score 


807 


Exons 


3295. .3581, 


3686. .3779, 


3857. 


.3934 




GI Descrip. 


M30566/pir 1 IS37047 5.0e-35 beta-f ructof uranosidase (EC 




3.2.1.26) - 


potato >gi 


397631 


emb CAA80358 (Z22645) 




beta-f ructof uranosidase 


[Solaniam tuberosum] ' 


Seq. No. 


42304 






Seq. ID 


OJ000223_02 . 0405 . CIO 


Gene No. 


88087 






Strand 


+ 


Start 


4866 






End 


10161 


Name 


OJ000223 02 


.0405. CIO. o3 


.gs 


Method 


GENSCAN 


Start 


4866 






End 


10161 


GI 


none 






Score 


.9 


Exons 


4866, .5019, 


5286. .6178, 


6279. 


.6682, 6819.. 6912, 6993.. 7205, 




8076. .8227, 


8346. .8397, 


8404. 


.8487, 9032. .9157, 9360. ,9552, 



42664 



9700.. 9940, 9993.. 10161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42304 
88087 
4866 

OJ000223_02. 0405. CIO. o2.np 

4872 

5052007 



Seq. ID OJ000223_02. 0405. CIO 



Strand 
End 

Method 
End . 
Score 



+ 

10161 
AAT/NAP 
7244 
1952 



4872. .5023, 5281. .6178, 6279. .6682, 6819. .6912, 6993.-7244 
(AF155121) apoplastic invertase [Oryza sativa subsp. indica] 



OJ000223_02. 0405, CIO 
+ 

12419 
AAT/NAP 
12419 
131 



42304 Seq. ID 

88088 Strand 
11040 End 
OJ000223_02. 0405. CIO. o5.np Method 
11040 End 
6721561 Score 
11040. .11130, 12045. .12419 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

42304 Seq. ID OJ000223_02 . 0405 . CIO 

88089 Strand 

498 End 856 

OJ000223_02 . 0405 . CIO . ol . gp Method AAT/GAP 
498 End 784 

uC-osflcyp080h06al Score 230 

498. .571, 721. .784 

'4105124/gb|AF043347|AF043347 3.0e-17 Zea mays cell wall 
invertase (incw4) gene, complete cds ' 



42304 Seq. ID 

88089 Strand 

4 98 End 
OJ000223_02 . 0405 . CIO . ol . gs Method 

4 98 End 

none Score 

498. .571, 721. .856 



OJ000223__02 . 0405 . CIO 
856 

GENSCAN 

856 

.6 



Seq. No. 42304 

Gene No. 88090 - 

Start 10918 

Name OJ000223_02 . 0405 . CIO . ol 

Start 1737 

GI none 

Exons 1737.. 1820, 2214.. 2279, 



2577. .2804, 2582. .2803, 

3166.. 3372, 3187.. 3363, 

3706.. 3768, 3856.. 3933, 

4977. .5018, 4979. .5026, 

5357.. 5617, 5533.. 5634, 

6273. .6368, 6284. .6364, 

6563.. 6652, 6564.. 6635, 

6980.. 7069, 6993.. 7061, 



Seq. ID OJ000223_02. 0405. CIO 
Strand 





End 


11007 






tm 


Method TBLASTX : Mai ze 






End 


7184 








Score 


64 








2276. 


.2488, 


2286. 


.2546, 


2463. 


.2525, 


2820. 


.2846, 


2865. 


.2918, 


2943. 


.3104, 


3382. 


.3408, 


3462. 


.3530, 


3463. 


.3534, 


3857. 


.3925, 


3947. 


.4033, 


3955. 


.4029, 


5282. 


.5350, 


5284. 


.5349, 


5347. 


.5616, 


5617. 


.5829, 


5618. 


.5893, 


6023. 


.6175, 


6383. 


.6463, 


6384. 


.6566, 


6444. 


.6563, 


6633. 


.6683, 


6810. 


.6908, 


6811. 


.6897, 


7019. 


.7183, 


7020. 


.7184 







42665 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42304 
88090 
10918 

OJ000223_02. 
1737 
none 
1737. 
2577. 
3166. 
3706. 
4977. 
5357. 
6273. 



Seq. ID 
Strand 



OJ000223 02, 0405. CIO 



.1820, 
.2804, 
.3372, 
.3768, 
.5018, 
.5617, 
.6368, 
6563. .6652, 
6980. .7069, 









End 


11007 






0405. 


ClO.ol 


.ts 


Method TBLASTX: 


Soybean 








End 


71 


84 












Score 


64 








2214. 


.2279, 


2276. 


.2488, 


2286. 


.2546, 


2463. 


.2525, 


2582. 


.2803, 


2820. 


.2846, 


2865. 


.2918, 


2943. 


.3104, 


3187.. 


.3363, 


3382. 


.3408, 


3462. 


.3530, 


3463. 


.3534, 


3856. 


.3933, 


3857. 


.3925, 


3947. 


.4033, 


3955. 


.4029, 


4979. 


.5026, 


5282. 


.5350, 


5284. 


.5349, 


5347. 


.5616, 


5533. 


.5634, 


5617. 


.5829, 


5618. 


.5893, 


6023. 


.6175, 


6284 . 


.6364, 


6383. 


.6463, 


6384. 


.6566, 


6444. 


.6563, 


6564. 


.6635, 


6633. 


.6683, 


6810. 


.6908, 


6811. 


.6897, 


6993. 


.7061, 


7019. 


.7183, 


7020. 


.7184 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42304 
88090 
10918 

OJ000223_02. 0405. CIO. ol.tw 

1779 

none 



Seq. ID OJ000223_02. 0405. CIO 
Strand 
End 

Method 
End 
Score 



11007 

TBLASTX: Wheat 

5515 

65 



1779. .1820, 1787. .1819, 2214. .2444, 2261. .2443, 4965. .5018, 
4987,. 5028, 4988.. 5017, 5282.. 5515, 5284.. 5499, 5357.. 5515 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42304 
88090 
10918 

OJ000223_02 

2214 

none 

2214. .2279, 
2675. .2809, 
3418. .3537, 
4977. .5018, 
5633. .5866, 
6055. .6171, 
6624. .6683, 



.0405. ClO.ol. to 



2285.. 2488, 2286 

2823.. 2918, 2961 

3684. .3764, 3856 

5282.. 5350, 5284 

5650.. 5838, 5867 

6273.. 6500, 6284 

6980.. 7060, 6993 



42304 
88090 
10918 

OJ000223_02. 0405. CIO. o3.tw 

2961 

none 

2961. .3104, 3211. .3375, 6044. 
6312. .6359, 6378. .6476 

42304 
88090 
10918 

OJ000223_02 . 0405 . CIO . o2 . tw 

3424 

none 

3424. .3543, 3456.. 3536, 3538. 
3857.. 4033, 3857.. 4033, 6548. 



Seq. ID OJ000223_02. 0405. CIO 
Strand 

End 11007 
Method TBLASTX: Cress 
.End 7169 
Score 88 

.2549, 2564. .2623, 2571. .2810, 
.3101, 3166. .3270, 3274. .3375, 
.4005, 3857. .4033, 4967,. 5017, 
.5346, 5356.. 5631, 5357,, 5617, 
.5989, 5908. .5988, 6044. ,6178, 
.6364, 6401.. 6460, 6513.. 6638, 
.7169 

Seq. ID OJ000223_02, 0405. CIO 
Strand 

End 11007 
Method TBLASTX : Wheat 
End 6476 
Score 135 

.6178, 6049.. 6162, 6225,. 6359, 



Seq, ID OJ000223_02, 0405, CIO 
Strand 

End 11007 
Method TBLASTX: Wheat 
End 7169 
Score 106 

.3582, 3684, .3782, 3856. .4032, 
.6637, 6549.. 6638, 6651.. 6683, 



42666 



6817. .6915, 6970. -7107, '6980. .7162, 6993. .7169 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42304 Seq. ID 

88090 Strand 

10918 End 

OJ000223_02 . 04 05 . CIO . o4 . np Method ' 

10918 End 

4680183 Score 
10918.. 11007 

(AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ000223_02. 0405. CIO 

11007 
AAT/NAP 
11007 
125 



OJ000223_02.0405.C11 



42305 Seq. ID 

88091 Strand 
1 End 1593 

OJ000223_02 . 0405 . Cll . ol . np Method AAT/NAP 
1 End 1563 

7484692 Score 415 

1..89, 404. .1563 

anthranilate N-benzoyltransf erase (EC 2.3.1.14 4) 
gi|2239089|emb|CAB06430.1| (Z84386) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
gi|3288180|emb|CAB11466.1| (Z98758) anthranilate 
N-hydroxycinnamoyl /benzoyl transferase [Dianthus caryophyllus] 



- clove pink 



Seq. No. 42305 Seq. ID 

Gene No. 88091 Strand 

Start 1 End 

Name OJ000223_02 . 0405 . Cll . ol . gs Method 

Start 253 End 

GI none Score 

Exons 253.. 1593 



OJ000223_02. 0405. Cll- 
+ 

1593 
GENSCAN 
1593 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_02. 0405. Cll 

3689 
AAT/NAP 
3689 
• 143 



42305 Seq. ID 

88092 Strand 
1233 End 
OJ000223_02 . 0405 .Cll . o2 .np Method 
1233 End 
131271 Score 
1233, .1347, 3244. .3411, 3546. ,3689 

PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN (CP-47 PROTEIN) 
gi I 72705 Ipir MQJRZ6A photosystem II chlorophyll a-binding 
protein psbB - rice chloroplast gi | 12013 | emb | CAA33973 |. (X15901) 
PSII 47kDa protein [Oryza sativa] gi | 226634 | prf | | 1603356BH 
photosystem II 47kD protein [Oryza sativa] 



Seq. No. 42305 

Gene No. 88093 

Start 3847 

Name OJ000223_02 . 0405 . Cll . ol . tm 

Start 247 

GI none 

Exons 247.. 396, 252.. 356, 253.. 546, 
4855. .5196, 4919, .5200 



OJ000223_02. 0405. Cll 
5337 

TBLASTX: Maize 

5200 

100 



Seq. ID 
Strand 
End 

Method 
End 
Score 

453. .614, 457. ,615, 4834. .5199, 



Seq. No. 
Gene No. 
Start 



42305 
88093 
3847 



Seq. ID 

Strand 

End 



OJ000223 02. 0405. Cll 



5337 



42667 



Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start - 
GI 

Exons 



OJ000223_02 . 04 05 . Cll . ol . ts Method TBLASTX : Soybean 

451 End 5028 

none Score 73 

451. .624, 610. .798, 651. .812, 1003. .1284, 1080. .1280, 

1315. .1557, 1353. .1496, 3868. .4110, 3929. .4072, 4141. .4482, 

4145. .4348, 4594. .4623, 4642. .4815, 4825. .5028 



42305 
88093 
3847 

OJ000223_02 . 0405 . Cll . o2 . tm 

628 

none 



Seq. ID OJ000223_02.0405-C11 
Strand 

End 5337 

Method TBLASTX : Mai ze 

End 4803 

Score 101 



628. .798, 651. .812, 1003. .1200, 1005. .1256, 4225. .4482, 
4241. .4444, 4594. .4623, 4642. .4803 



Seq. No. 42305 

Gene No. 88093 

Start 3847 

Name OJ000223_02 . 0405 . CI 1 . ol . tw 

Start 651 

GI none 
Exons 



Seq. ID OJ000223_02. 0405. Cll 
Strand 

End 5337 

Method TBLASTX : Wheat 

End 4789 

Score 136 



651. .770, 652. .765, 783. .857, 784. .1077, 927. .1058, 4360. .4437, 
4429. .4497, 4579. .4656, 4582. .4635, 4666. .4788, 4667. .4789 



Seq. No. 42305 

Gene No. 88093 

Start 3847 

Name 0 J000223_02 . 04 05 . Cll . o2 . gs 

Start 3847 

GI none 

Exons 3847.. 5196 



Seq. ID OJ000223_02. 0405. Cll 
Strand 

End 5337 

Method GENSCAN 

End 5196 

Score .99 



Seq. No. 42305 Seq. ID OJ000223_02 . 0405 . Cll 

Gene No. 88093 Strand 

Start 3847 End 5337 

Name OJ000223_02. 0405, Cll. o3. np ' Method AAT/NAP 

Start 3862 End 5337 

GI' 7484689 Score 402 

Exons 3862.. 5031, 5143.. 5337 

GI Descrip. anthranilate N-benzoyltransf erase (EC 2.3.1.144) 
- clove pink gi I 2239083 I emb I CAB06427 . 1 1 (Z84383) 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
gi|2239087|emb|CAB06429.1| (Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 



(clone pchcbtl) 
anthranilate 



Seq. No. 42306 Seq. ID OJ000223_02 . 0405 . C14 

Gene No. 88094 Strand 

Start 171 End 727 

Name OJ000223_02.0405.C14 .ol.np Method AAT/NAP 

Start 171 End 727 

GI 7489162 Score 570 

Exons 171.. 504, 582.. 727 

GI Descrip. kinesin-related protein tckl - common tobacco 

gi|1491931tgb|AAC49393.1| (052078) kinesin-like protein 
[Nicotiana tabacum] 



42668 






Seq. No. 


42306 




Seq. ID 


OJ000223_02.0405 


.C14 




Gene No. 


QQCxQ A 

ooUy4 




btrana 








Start 


171 




End 


727 






Name 


OJ000223 02. 0405. 014. ol 


. tm 


Method 


TBLASTX: Maize 






Start 


171 




End 


325 






GI 


none 




Score 


218 






Exons 


171, .317, 172. .324, 173 


. .325, 


177. ,323, 


202. .324 






Seq. No. 


42306 




Seq, ID 


OJ000223_02.0405 


.C14 




Gene No. 


88094 




Strand 








buar L 






£inQ 


n on 






Name 


OJ000223 02.0405.C14,ol 


.tc 


Method 


TBLASTX: Cress 






Start 


174 




End 


701 






GI 


none 




Score 


154 






Exons 


174. .488, 174. .506, 274 


. .507, 


410, .511, 


560. .700, 578.. 


700, 






582. .701 












Seq. No. 


42306 




Seq. ID 


OJ000223_02.0405 


.C14 




Gene No . 


QQHQA 




ouranu 








Start 


111 




End 


727 






Name 


OJ000223 02.0405.C14.ol 


.gs 


Method 


GENSCAN 






Start 


177 




End 


727 






GI 


none 




Score 


.91 






Exons 


177... 504, 582.. 727 










\ 


Seq. No. 


42307 




Seq, ID 


OJ000223_02.0405 


.C15 


T r~ 


Gene No, 


o o n Q c 




Strand 


+ 




? i z 


Start 


171 




End 


662 






Name 


OJ000223 02.0405.C15.ol 


.gp 


Method 


AAT/GAP 




f 


Start 


171 




End 


662 






GI 


none 




Score 


980 






Exons 


171, .662 










H It? 


Seq. No. 


42307 




Seq. ID 


OJ000223_02.0405 


.C15 




Gene No. 






brrana 








Start 


1224 




End 


1484 






Name 


OJ000223 02,0405.C15.ol 


.gs 


Method 


GENSCAN 






Start 


1224 




End 


1484 






GI 


none 




Score 


.88 




T- ^ 


Exons 


1224.. 1253, 1314.. 1484 












Seq, No. 


42308 




Seq. ID 


OJ000223_02.0405 


.C16 




(aene wo. 


o 0 u y / 




ocrana 


T 






Start 


959 




End 


1203 






Name 


OJ000223 02.0405,C16.ol 


.gs 


Method 


GENSCAN 






Start 


959 




End 


1203 






GI 


none 




Score 


.94 






Exons 


959. .1203 












Seq. No. 


42308 




Seq. ID 


OJ000223_02.0405 


.C16 




Gene No. 


88097 




Strand 


+ 






Start 


959 




End 


1203 






Name 


OJ000223 02.0405,C16.ol 


.np 


Method 


AAT/NAP 






Start 


995 




End 


1203 






GI 


3834324 




Score 


195 






Exons 


995. ,1203 












GI Descrip. 


{AC005679) Similar to gb 1X92762 tafazzins protein from 


Homo 



42669 



sapiens. [Arabidopsis thaliana] 

Seq. No. 42309 Seq. ID OJ000223_02 , 0405 . C17 

Gene No. 88098 Strand + 

Start 801 End 1097 

Name OJ000223_02 . 0405 .C17 .ol .np ' Method AAT/NAP, 

Start 801 End 1097 

GI 3834324 Score 184 

Exons 801.. 892, 1010.. 1097 

GI Descrip. (AC005679) Similar to gb|X92762 tafazzins protein from Homo 
sapiens. [Arabidopsis thaliana] 



Seq. No. 


42310 








Seq. ID 


OJ000223_02.0405.C18 


Gene No. 


88099 








Strand 


- 


Start 


329 








End 


551 


Name 


OJ000223 02. 


0405.C18.ol 


.gs 




Method 


GENSCAN 


Start 


329 








End 


551 


GI 


none 








Score 


.82 


Exons 


329. .551 












Seq. No. 


42311 








Seq. ID 


OJ000223_02.0405.C19 


Gene No. 


88100 








Strand 


+ 


Start- 


550 








End 


2315 


Name 


OJ000223 02. 


0405.C19.ol 


.gs 




Method 


GENSCAN 


Start 


550 








End 


2315 


GI 


none 








Score 


.83 


Exons 


550. .704, 834. .1034, 1683.. 


2315 




Seq. No. 


42311 








Seq. ID 


OJ000223_02.0405.C19 


Gene No. 


88101 








Strand 




Start 


2941 








End 


4648 


Name 


OJ000223 02. 


0405.C19.ol 


. ts 




Method 


TBLASTX: Soybean 


Start 


1674 








End 


4648 


GI 


4396917 








Score 


165 


Exons 


1674. .1811, 


1680. .1808, 


1682. 


.1810, 4452. .4520, 4457. .4519, 




4535. .4648, 


4564. .4647 










GI Descrip. 


2982464/emb_ 


CAA18228_ 3 


.Oe- 


23 


(AL022223) putative protein 




[Arabidopsis 


thaliana] 










Seq. No. 


42311 








Seq. ID 


OJ000223_02.0405.C19 


Gene No. 


88101 








Strand 




Start 


2941 








End 


4648 


Name 


OJ000223 02. 


0405.C19.o2 


.gs 




Method 


GENSCAN 


Start 


2941 








End 


4539 


GI 


none 








Score 


.46 


Exons 


2941. .3060, 


3949. .4104, 


4335. 


.4539 




Seq. No. 


42312 








Seq. ID 


OJ000223_02.0405.C20 


Gene No. 


88102 








Strand 


+ 


Start 


1 








End 


10294 


Name 


OJ000223 02. 


0405.C20.ol 


.np 




Method 


AAT/NAP 


Start 


. 1 






End 


3140 


GI 


7486781 








Score 


195 


Exons 


1..21, 759.. 


1339, 3120. 


.3140 







GI Descrip. hypothetical protein M3E9.150 - Arabidopsis thaliana 

gi I 29824 64 I emb.l CAA18228.il (AL022223) putative protein 
[Arabidopsis thaliana] gi | 72694 94 | emb | CAB7 94 97 . 1 | {AL161565) 



42670 



putative protein [Arabidopsis thaliana] 



Seq. No. 


42312 








Seq. ID 


OJ000223 


Gene No. 


88102 








Strand 


+ 


Start 


1 








End 


10294 


Name 


OJ000223 02 


.0405. 


C20.O1 


. gs 


Method 


GENSCAN 


Start 


767 








End 


1390 


GI 


none 








Score 


.9 


Exons 


767. .1390 












Seq. No. 


42312 








Seq. ID 


OJ000223 


Gene No. 


88102 








Strand 


+ 


Start 


1 








End 


10294 


Name 


OJ000223 02 


.0405. 


C20.O2 


. gs 


Method 


GENSCAN 


Start 


2255 








End 


10294 


GI 


none 








Score 


.48 


Exons 


2255. .2414, 


4426. 


.4535, 


4757. 


.5194, 5270. .5908, 




6905. .7016, 


7536. 


.7883, 


8164. 


.8200, 8313, .8459, 




8755. .9387, 


9524. 


.9669, 


9780. 


.10294 




Seq. No. 


42312 








Seq. ID 


OJ000223 


Gene No. 


88102 








Strand 


+ 


Start 


1 








End 


10294 


Name 


OJ000223 02 


.0405. 


C20.O1 


.gp 


Method 


AAT/GAP 


Start . 


4420 








End 


4850 


GI 


none 








Score 


314 


Exons 


,4420. .4535, 


4757. 


.4850 









,0405. C20 



.6613, 
.8588, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



42312 
88102 
1 

OJ000223_02 .0405. C20 . o2 . np 

4449 , 

7486781 

4449.. 4535, 4757.. 5194, 5270. 
hypothetical protein M3E9.150 



02.0405.C20 



Seq. ID OJ000223_ 
Strand + 
End 10294 
Method AAT/NAP 
End 5837 
Score 385 
.5837 

- Arabidopsis thaliana 
gi I 2982464 I emb I CAA18228.il {AL022223) putative protein 
[Arabidopsis thaliana] gi | 7269494 I emb I CAB794 97 . 1 1 (AL161565) 
putative protein [Arabidopsis thaliana] 



42312 
88102 
1 

OJ000223 02.0405.C20.o3.np 



OJ000223_02.0405.C20 
+ 

10294 
AAT/NAP 
9388 
1099 



Seq. ID 
Strand 
End 

Method 

8204 End 
6721561 Score 
8204.. 8459, 8530.. 8588, 8662.. 9388 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



42312 Seq. ID 

88103 Strand 

17223 End 

OJ000223 02.0405.C20.o5.np Method 



OJ000223_02.0405.C20 
+ 

17493 
AAT/NAP 



42671 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



17223 End 17493 

6721512 Score 98 

17223. .17324, 17353.. 17493 

(AP001072) hypothetical protein [Oryza sativa] 



42312 Seq. ID 

88104 Strand 

10910 End 

OJ000223_02 .0405. C20 . ol . ts Method 

758 End 

4396917 Score 



OJ000223_02.0405.C20 
17758 

TBLASTX : Soybean 

5398 

163 

5043, 5093.. 5197, 



758. .895, 766. .894, 4976. .5044, 4981. 
5107. .5196, 5269. .5397, 5270. .5398 

2982464/einb_CAA18228_ 3.0e-23 (AL022223) putative protein 
[Arabidopsis thaliana] 



Seq. No. 42312 
Gene No. 88104 
Start . 10910 

Name OJ000223_02.0405.C20.o3.gs 
Start 10910 
GI none 

Exons 10910. .11758, 11844 .. 11920, 

13596. .13720, 13786 .. 14015, 
15605. .15780, 1594 6 .. 16557, 
17410.. 17758 



Seq. ID 
Strand 
End 

Method 

End 

Score 
11926. .12399, 
14182. .14666, 



OJ000223 02.0405.C20 



17758 
GENSCAN 
17758 
.57 

12452. 
14772. 



16729. .17109, 17192, 



13381, 
15489, 
17265, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42312 Seq. ID 

88104 Strand 

10910 End 

OJ000223_02 . 0405 . C20 . o4 . np Method 

10913 End 

7228457 Score 



OJ000223_02.0405.C20 

17758 
AAT/NAP 
17279 
3124 



10913. .12462, 12503. .14150, 14205 .. 15731, 17227. .17279 
(AP001366) Similar to Sorghiim bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



Seq. No. 42312 

Gene No. 88104 

Start 10910 

Name OJ000223_02 .0405. C20 . o3 . tw 

Start 10922 

GI none 

Exons 10922. .11053, 10923 .. 11048 , 
11427. .11516 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_02.0405.C20 
17758 

TBLASTX: Wheat 

11530 

64 



11078. .11530, 11274. .11381, 



Seq. No, 42312 Seq. ID 

Gene No. 88104 Strand 

Start 10910 End 

Name OJ000223_02 . 0405 . C20 . o4 . tm Method 

Start 11045 End 

GI none Score 

Exons 11045.. 11308 



OJ000223_02.0405.C20 
17758 

TBLASTX: Maize 

11308 

189 



Seq. No. 
Gene No. 



42312 
88104 



Seq. ID 
Strand 



OJ000223 02.0405.C20 



42672 




start 


10910 




End 


17758 




Name 


OJ000223 02. 0405. 020. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


11654 




End 


12037 




GI 


none 




Score 


187 




Exons 


11654. .12037, 11655.. 


12029 








Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.C20 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o2.tm 


Method 


TBLASTXcMaize . 




Start 


11732 




End 


12037 




GI 


none 




Score 


157 




Exons 


11732. .12037, 11733.. 


12020 








Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o8.tw 


Method 


TBLASTX: Wheat 




Start 


12179 




End 


12505 




GI 


none 




Score 


90 




Exons 


12179. .12505, 12246.. 


12503 








Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o6. tw 


Method 


TBLASTX: Wheat 




Start 


12513 




End 


12921 




GI 


none 




Score 


41 




Exons 


12513. .12578, 12513.. 


12686, 


12694. .12921, 12696. .12920 




Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


13011 




End 


13406 




GI 


none 




Score 


287 




Exons 


13011. .13406 










Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


13068 




End 


13490 




GI 


none 




Score 


286 




Exons 


13068. .13490, 13072.. 


13443, 


13086. .13487 




Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20. 


o3.tm 


Method 


TBLASTX: Maize 




Start 


13164 




End 


13547 




GI 


none 




Score 


133 




Exons 


13164. .13547, 13165.. 


13443 








Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.020 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 





42673 




Name 


OJ000223 02.0405.C20 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


13575 




End 


13931 




GI 


none . 




Score 


230 




Exons 


13575. .13931, 13576. 


.13869, 


13626. ,13877 




Seq. No. 


42312 






OJOOO?^'^ 09 04 OS 


.C20 




O O i w *i 




9+" t;^ nH 






Start 


10910 


• 


End 


17758 




Name 


OJ000223 02.0405.C20 


.ol. tw 








Start 


13605 




End 


14043 




GI 


none 




Score 


360 




Exons 


13605. .14042, 13606. 


.14043. 








Seq. No. 


42312 




Seq. ID 


OJ00022 3 02 04 OS 


.C20 




O O i VJ T 










Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20 


.o3.ts 








Start 


13656 




End 


14021 




GI 


none 




Score 


109 




Exons 


13656. .13790, 13797. 


.14021 








Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.C20 


Gene No. 


88104 




Strand 






O LaX U 


1 0Q1 0 

J. U -3 X U 




End 


17758 




Name 


OJ000223 02.0405.C20 


. o4 . tw. 


Method 


TBLASTX: Wheat 




Start 


14251 




End 


14706 




GI 


none 




Score 


112 




Exons 


14251. .14487, 14266. 


.14475, 


14369. .14485, 14524 .. 14706, 






14525. .14698 










Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.C20 




RR 1 04 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20 


. o7. tw 


Method 


TBLASTX: Wheat 




Start 


15337 




End 


15733 




GI 


none 




Score 


56 




Exons 


15337. .15513, 15510. 


.15548, 


15569. .15682, 15683.. 15733 




Seq. No. 


42312 




Seq. ID 


OJ000223_02.0405 


.C20 


Gene No. 


88104 




Strand 






Start 


10910 




End 


17758 




Name 


OJ000223 02.0405.C20 


. o6 . np 


Method 


AAT/NAP 




Start 


17211 




End 


17707 




GI 


7523517 




Score 


256 




Exons 


17211. .17265, 17410. 


.17707 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42313 




Seq. ID 


OJ000223_02.0405 


.C21 




88105 




Strand 


+ 




Start 


341 




End 


769 




Name 


OJ000223 02.0405. C21 


. ol . gs 


Method 


GENSCAN 




Start 


341 




End 


769 




GI 


none 




Score 


.52 




Exons 


341. .769 










Seq. No. 


42313 




Seq. ID 


OJ000223_02.0405 


,C21 


Gene No. 


88106 




Strand 







42674 




start 


1368 


End - 


2998 




Name 


OJ000223 02.0405.C21.o2.gs 


Method 


GENSCAN 




Start 


1368 


End 


2160 




GI 


none 


Score 


1 




Exons 


1368.. 1719, 2003.. 2160 








Seq. No. 


42313 


Seq. ID 


OJ000223_02.0405 


.C21 


Gene No. 


88106 


Strand 






o uar L 


1368 


End 


2998 




Name 


OJ000223 02.0405.C21.ol.np 


Method 


AAT/NAP 




Start 


1377 


End 


2998 




GI 


2462834 


Score 


152 




Exons 


1377.. 1719, 1999.. 2095, 2878. 


.2998 






GI Descrip. 


(AF000657) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42313 


Seq. ID 


OJ000223_02.0405 


.C21 


Gene No . 


88106 


Strand 






Start 


1368 


End- 


2998 




Name 


OJ000223 02.0405.C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


1578 


End 


2110 




GI 


none 


Score 


202 




Exons 


1578.. 1721, 1579.. 1722, 2002. 


.2094, 2009. .2110 




Seq. No. 


42314 


Seq. ID 


OJ000223_02.0405 


.C22 


Gene No. 


88107 


Strand 






Start 


115 


End 


1528 




Name 


OJ000223 02.0405.C22.ol.gs 


Method 


GENSCAN 




Start 


115 


End 


1409 




GI 


none 


Score 


.95 




Exons 


115. .307, 415. .686, 1320. .1409 






Seq. No. 


42314 


Seq. ID 


OJ000223_02.0405 


.022 


Gene No. 


88107 


Strand 






Start 


115 


End 


1528 




Name 


OJ000223 02.0405.C22.ol.np 


Method 


AAT/NAP 




Duar L 


118 


End 


1528 




GI 


7489162 


Score 


786 




Exons 


118. .307, 415. .686, 1320. .1528 






GI Descrip. 


kinesin-related protein tckl 


- common 


tobacco 






gi|1491931|gb|AAC49393.1| (U52078) kinesin-like protein 






[Nicotiana tabacum] 








Seq. No. 


42314 


Seq. ID 


OJ000223_02.0405 


.C22 


Gene No. 


88107 


Strand 






otar L 


115 


End 


1528 




Name 


OJ000223 02.0405.C22.ol.tc 


Method 


TBLASTX: Cress 




Start 


128 


End 


1499 




GI 


none 


Score 


112 




Exons 


128.. 316, 130.. 315, 406.. 687, 


411. .716 


, 423. .707, 602.. 


751, 




1306. .1482, 1308.. 1481, 1335. 


.1499 






Seq. No. 


42314 


Seq. ID 


OJ000223_02.0405 


.022 


Gene No. 


88107 


Strand 






Start 


115 


End 


1528 




Name 


OJ000223 02.0405.C22.ol.tm 


Method 


TBLASTX: Maize 




Start 


237 


End 


649 




GI 


none 


Score 


107 





42675 



Exons 



237. .308, 237. .305/ 238, .315, 239. .316, 403. .648, 410. .649, 
411. ,647 



Seq. No. 42314 Seq. ID 

Gene No. 88107 Strand 

Start 115 End 
Name ■ OJ000223_02. 0405.C22.ol.ts Method 

Start 450 End 

GI none Score 

Exons 450. .683, 450 .. 689, .451 .. 690 



OJ0a0223_02.0405.C22 
1528 

TBLASTX : Soybean 

690 

156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42314 
88107 
115 

OJ000223_02.0405.C22.o2.tm 

1308 

none 

1308. .1481, 1309. .1518, 1321. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1518, 1325.. 1519 



OJ000223_02.0405.C22 
1528 

TBLASTX: Maize 
1519 
224 



42315 
88108 
1 

OJ000223_02.0405.C23.ol.np 
1 

3834324 
1..29, 469. .744 

{AC005679) Similar to gb|X92762 tafazzins protein from Homo 
sapiens. [Arabidopsis thaliana] 



Seq. ID OJ000223_02.0405.C23 

Strand + 

End 74 4 

Method AAT/NAP 

End 74 4 

Score 151 



Seq. No. 


42315 




Seq. ID 


OJ000223_02.0405 


.C23 


Gene No. 


88109 




Strand 






Start 


1497 




End 


1631 




Name 


OJ000223 02.0405.C23.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


459 




End 


714 




GI 


none 




Score 


182 




Exons 


• 459. .713, 468. .707, 469 


. .714 








Seq. No. 


42315 




Seq. ID 


OJ000223_02.0405 


.C23 


Gene No. 


88109 




Strand 






Start 


14 9T 




End 


1631 




Name 


OJ000223 02.0405.C23.o2 


. gs 


Method 


GENSCAN 




Start 


1497 




End 


1631 




GI 


none 




Score 


.74 




Exons 


1497. .1631 










Seq. No. 


42316 




Seq. ID 


OJ000223_02.0405 


.C25 


Gene No. 


88110 




Strand 


+ 




Start 


97 




End 


187 




Name 


OJ000223 02.0405.C25.ol 


.gs 


Method 


GENSCAN 




Start 


97 




End 


187 




GI 


none 




Score 


.82 




Exons 


97. .187 










Seq. No. 


42316 




Seq. ID 


OJ000223_02.0405 


.C25 


Gene No. 


88111 




Strand 






Start 


923 




End 


1134 




Name 


OJ000223 02.0405.C25.o2 


.gs 


Method 


GENSCAN 





42676 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



923 
none 

923. .1134 



End 
Score 



1134 
.71 



42317 Seq. ID OJ000223_02 . 0405 . C26 

88112 Strand + 

592 End 857 

OJ000223_02 . 0405 . C2 6 . ol . np Method AAT/NAP 

592 End 857 

7489245 . Score 165 

592. .857 

kinesin heavy chain-like protein (clone PKCBP) - potato 
gil 1369852 |gb|AAB37756. II (L46702) kinesin heavy chain-like 
protein [Solanum tuberosum] 



42317 Seq. ID 

88113 Strand 

342 End 
OJ000223_02 . 0405 . 02 6 . ol . gs Method 

342 End 

none Score 
342. .401 



OJ000223_02.0405.C26 
401 

GENSCAN 

401 

.91 



42318 Seq. ID 

88114 ■ Strand 
330 End 
OJ000113_23 . 0303 . 01 . ol . gp Method 
330* End 
LIB3477-003-P1-K1-E9 Score 
330. .435 

'2498586/sp|Q40638 |MP01_0RySA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000113_23.0303.C1 
+ 

435 

AAT/GAP 

435 

164 



42319 Seq. ID 

88115 Strand 

1 End 

OJ000113_23.0303.C2.ol.np Method 

1 End 

6721547 Score 
1,.20, 782. .949 

{AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



OJ000113_23.0303.C2 
949 

AAT/NAP 

949 

77 



42319 
88115 
1 

OJ000113_23.0303.C2.ol.gs 
3 

none 
3. .761 

42320 
88116 
3916 

OJ000113_23.0303.C3.ol.np 

3916 

6983860 



Seq, ID OJ000113_23.0303.C2 
Strand 

End 94 9 

Method GENSCAN 

End 7 61 

Score .99 



Seq. ID OJ000113_23.0303.C3 

Strand + 

End 9471 

Method AAT/NAP 

End 7807 

Score 374 



42677 




Exons 3916.. 4100, 7420.. 7807 

GI Descrip. (AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



Seq. No. 


42320 




Seq. ID 


OJ000113_ 


_23. 


0303 


.C3 


Gene No. 


88116 




Strand 


+ 








Start 


3916 




End 


9471 . 








Name 


OJ000113 23. 0303. C3 


. o2.gs 


Method 


GENSCAN 








Start 


6221 




End 


6727 








GI 


none 




Score 


.82 








EjXons 


6221. .6727 














Seq. No. 


42320 




Seq. ID 


OJ000113_ 


23. 


0303 


.C3 


Gene No. 


88116 




Strand 


+ 








Start 


3916 




End 


9471 








Name 


OJ000113 23. 0303. C3 


. o2.np 


Method 


AAT/NAP 








Start 


7198 




End 


9471 








GI 


227927 




Score 


148 








Exons 


7198.. 7242, 8161. .8694, 9342. 












GI Descrip. 


extensin [Brassica 


napus ] 












Seq. No. 


42320 




Seq. ID 


OJ000113_ 


_23. 


0303 


.C3 


Gene No. 


88116 




Strand 


+ 








Start 


3916 




End 


9471 








Name 


OJ000113 23. 0303. C3 


. o3 . gs 


Method 


GENSCAN 








Start 


7418 




End 


7690 










none 




Score 


Q Q 








Exons 


1 cars 














Seq. No. 


42320 




Seq. ID 


OJ000113_ 


_23. 


0303 


.C3 


Gene No. 


88116 




Strand 


+ 








Start 


3916 




End 


9471 








Name 


OJ000113 23. 0303. C3 


. o4 .gs 


Method 


GENSCAN 








Start 


8802 




End 


9215 










none 




Score 


Oil 








Exons 


8802. .9215 














Seq. No. 


42320 




Seq. ID 


OJ000113_ 


23. 


0303 


.C3 


Gene No. 


88117 




Strand 


+ 








Start 


11640 




End 


12010 








Name 


OJ000113 23. 0303. C3 


. o5 .gs 


Method 


GENSCAN 








Start 


11640 




End 


12010 










none 




Score 










Exons 


11640. .11736, 11805 


. .12010 












Seq. No. 


42320 




Seq. ID 


OJ000113_ 


23. 


0303 


.C3 


Gene No. 


88118 




Strand 


+ 








Start 


12931 




End 


13479 








Name 


OJ000113 23. 0303. C3 


.06. gs 


Method 


GENSCAN 








Start 


12931 


End 


13479 








GI 


none 




Score 


.74 








Exons 


12931. .13479 














Seq. No. 


42320 




Seq. ID 


OJ000113_ 


23. 


0303 


.C3 


Gene No. 


88119 




Strand 


+ 








Start 


19620 




End 


20132 








Name 


OJ000113 23. 0303. C3 


. 08 .gs 


Method 


GENSCAN 









42678 




start 


19620 


End 


20132 


GI 


none 


Score 


,92 


Exons 


19620. .19967, 20037 20132 . 






Seq. No. 


42320 


Seq. ID 


OJ000113_23.0303.C3 


Gene No . 




btrana 




Start 


16366 


End 


17838 


Name 


OJ000113 23.0303.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7415 


End 


7735 


GI 


none 


Score 


290 


Exons 


7415. .7735 






Seq. No. 


42320 


Seq. ID 


OJ000113_23.0303.C3 


Gene No . 




o crana 




Start 


16366 


End 


17838 


Name 


OJ000113 23.0303.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


7477 


End 


7732 


GI 


none 


Score 


216 


Exons 


7477. .7566, 7478. .7732 






Seq, No. 


42320 


Seq. ID 


OJ000113_23.0303.C3 


Gene No . 


Q Q 1 on 


oTiranu 




Start 


16366 


End ■ 


17838 


Name 


OJ000113 23.0303.C3.o7.gs 


Method 


GENSCAN 


Start 


16366 


End 


17838 


GI 


none 


Score 


.87 


Exons 


16366. .16903, 17783.. 17838 






Seq. No. 


42321 


Seq. ID 


OJ000113_23.0303.C4 


bene wo. 


Q Q 1 O 1 

ooizl 


Strand 


+ 


Start 


212 


End 


2986 


Name 


OJ000113 23.0303.C4.ol.gs 


Method 


GENSCAN 


Start 


212 


End 


2986 


GI 


none 


Score 


.51 


Exons 


212. ,400, 2852. .2986 






Seq. No. 


42321 


Seq. ID 


OJ000113_23,0303.C4 


Gene No. 


88122 


Strand 


+ 


o car c 


^^OQT 
DZO / 


End 


11653 


Name 


OJ000113 23.0303.C4.o3,gs 


Method 


GENSCAN 


Start 


6287 


End 


11653 


GI 


none 


Score 


.51 


Exons 


6287.. 6543, 7933.. 8052, 8156. 


.8209, 8302.. 8530, 11177 .. 11261, 




11432. .11547, 11585. .11653 






Seq. No. 


42321 


Seq, ID 


OJ000113_23,0303.C4 


Gene No. 


88123 


Strand 


+ 


Start 


24382 


End 


24808 


Name 


OJ000113 23.0303.C4,o2.gp 


Method 


AAT/GAP 


otar u 


24382 


End 


24808 


GI 


LIB3477-003-P1-K1-E9 


Score 


137 


Exons 


24382, .24449, 24766. .24808 






GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 0 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] ' 






Seq. No. 


42321 


Seq. ID 


OJ000113_23.0303.C4 



42679 



Gene No- 


88124 




Strand 


+ 






Start 


25516 




End 


27660 






Name 


OJ000il3 23. 0303. C4. 


o3.gp 


Method 


AAT/GAP 






Start 


25413 




End 


25751 






GI 


2310246 




Score 


658 






Exons 


25413. .25751 












Seq. No. 


42321 




Seq. ID 


OJ000113_ 


23.0303 


.C4 


Gene No. 


88124 




Strand 


+ 






Start 


25516 




End 


27660 






Name 


OJ000113 23. 0303. C4. 


o7 .gs 


Method 


GENSCAN 






Start 


25516 




End 


27660 • 






GI 


none 




Score 


.95 






Exons 


25516. .26241, 27354. 


.27444, 


27542. .27660 






Seq. No, 


42321 




Seq. ID 


OJ000113_ 


23.0303 


.C4 


Gene No . 


O O 1 o c 

88125 




Strand 


+ 






Start 


31933 




End 


32657 






Name 


OJ000113 23. 0303. C4. 


o9.gs 


Method 


GENSCAN 






Start 


31933 




End 


32657 






GI 


none 




Score 


.64 






Exons 


31933. .31938, 32075. 


.32150, 


32165. .32305, 32341. 


.32657 




Seq. No.. 


42321 




Seq'." ID' 


OJ000113_ 


23.0303 


.C4 


Gene No. 


88126 




Strand 


+ 






Start 


43981 




End 


57750 






Name 


OJ000113 23. 0303. C4. 


o4 . gp 


Method 


AAT/GAP 






Start 


43910 




End 


46508 






GI 


uC-osroM202041d01bl 




Score 


874 






Exons 


43910. .44065, 45780. 


.45912, 


45986. .46057, 46393. 


.46508 




GI Descrip. 


•5091623/gb|AAD39611 


.1|AC007454_10 6.0e-56 (AC007454) Similar 



gb_U93048 somatic embryogenesis receptor-like kinase from Daucus 
carota, contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] ' 



Seq. No. 42321 
Gene No. 88126 
Start 43981 

Name OJ000113_23 . 0303 . C4 . ol2 . gs 

Start 43981 
GI none 
Exons 43981. 

47252. 
48072. 



44065, 
47328, 
48413, 
51268. .51871 



45780. .45912, 
47454. .47525, 
48496. .48890, 



Seq. ID 
Strand 
End 57750 
Method GENSCAN 
End 51871 
Score . 9 
45986. .46057, 46393 
47609. .47721, 47863 
49161. .49471, 50796 



OJ000113_23.0303.C4 
+ 



.46456, 
.47994, 
.50915, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
46393. .46536, 
48072. .48413, 



OJ000113_23.0303.C4 
+ 



42321 
88126 
43981 

OJ000113_23.0303.C4.o3.np 
45709 
7239510 

45709. .45912, 45986 .. 46057, 
47609. .47721, 47863 .. 47994 , 
49161. .49472 

(AC012654) Contains similarity to the somatic embryogenesis 



57750 
AAT/NAP 
49472 
2383 

47454. 



47525, 



48496. .48890, 



42680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



receptor-like kinase from Daucus carota gb|AC0074 54; It contains 
3 leucine rich repeat domains PF 100560 and a eukaryotic protein 
kinase domain PF| 00069. [Arabidopsis thaliana] 



42321 Seq. ID 

88126 Strand 

43981 End 

OJ000113_23 . 0303 . C4 . o4 . np Method 

47206 End 

4680207 Score 



OJ000113_23.0303.C4 
+ 

57750 
AAT/NAP 
57750 
935 



47206. .47309, 52422 53234 , 57085.. 57750 

(AF114171) disease resistance protein RPMl homolog [Sorghum 
bicolor] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



42321 
88126 
43981 

OJ000113_23.0303.C4.o5.gp 
48686 

17923_1.R1084 
48686. .48890, 49161.. 49998 

'2224911 2.0e-80 (U93048) somatic embryogenesis receptor-like 
kinase [Daucus carota] ' 



OJ000113_23, 
+ 

57750 
AAT/GAP 
49998 
1932 



0303. C4 



Seq. No. 42321 Seq. ID 

Gene No. 88126 Strand 

Start 43981 End 

Name OJ000113_23 . 0303 . C4 . ol3 . gs Method 

Start 52444 End 

GI none Score 

Exons 52444. .53139 



OJ000113_23.0303-C4 
+ 

57750 
GENSCAN 
53139 
.55 



Seq. No, 


42321 


Seq. ID 


OJ000113_23.0303.C4 


Gene No. 


88126 


Strand 


+ 


Start 


43981 


End 


57750 


Name 


OJ000113 23.0303.C4.ol4.gs 


Method 


GENSCAN 


Start 


54098 


End 


55422 


GI 


none 


Score 


.64 


Exons 


54098. .54127, 55270.. 55422 






Seq. No. 


42321 


Seq. ID 


OJ000113_23.0303.C4 


Gene No. 


88126 


Strand 


+ 


Start 


43981 


End 


57750 


Name 


OJ000113 23.0303.C4.ol5.gs 


Method 


GENSCAN 


Start 


55935 


End 


57721 


GI 


none 


Score 


.57 


Exons 


55935. .56017, 57001.. 57721 






Seq. No. 


42321 


Seq. ID 


OJ000113_23.0303.C4 


Gene No. 


88127 


Strand 




Start 


3735 


End 


4069 


Name 


OJ000113 23.0303.C4.ol.np 


Method 


AAT/NAP 


Start 


3735 


End 


4069 


GI 


6942018 


Score 


258 


Exons 


3735. .4069 






GI Descrip. 


(AF216581) AP2/EREBP-like 


transcription factor LEAFY PETIOLE 



[Arabidopsis thaliana] 



42681 






Seq. No. 


42321 




Seq\ ID 


OJ000113_23.0303. 


C4 




Gene No. 


88128 




Strand 








Start 


15648 




End 


20158 






Name 


OJ000113 23. 0303. C4 


.o5.gs 


Method 


GENSCAN 






Start 


15648 




End 


20158 






GI 


none 




.Score 


.49 






Exons 


15648. .16334, 17272 


. .18191, 


19009. .19197, 20074.. 20158 






Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




Gene No. 


88128 




Strand 








Start 


15648 




End 


20158 






Name 


OJ000113 23. 0303. C4 


.ol.gp 


Method 


AAT/GAP 






Start 


17711 




End 


18166 






GI 


none 




Score 


775 






Exons 


17711. .18166 












Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




Gene No. 


88129 




Strand 








Start 


28572 




End 


31466 






Name 


OJ000113 23. 0303. C4 


.08 .gs 


Method 


GENSCAN 






Start 


28572 




End 


31466 






GI 


none 




Score 


.42 






Exons 


28572. .29281, 31268 


. :31303, 


31403. .31466 






Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 


f r= 


Gene No. 


88130 




Strand 






f i i 


Start 


33372 




End 


54346 




fl 


Name 


OJ000113 23.0303.04 


.06- ts 


Method 


TBLASTX : Soybean 






Start 


3830 




End 


4013 






GI 


none 




Score 


92 




I y 


Exons 


3830.. 3853, 3890.. 4012, 3927 


. .4013 






= 


Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




Gene No. 


88130 




Strand 






^ J 


Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


•ol . ts 


Method 


TBLASTX : Soybean 






Start 


20055 




End 


49211 






GI 


none 




Score 


69 




r ~! 


Exons 


20055. .20165, 47918 


. .47992, 


47952. .48011, 48013 .. 48168, 








48065. .48412, 48065 


. .48388, 


48208. .48408, 484 82 .. 48 631, 








48493.-48633, 48495 


. .48881, 


48524. .48790, 48680 .. 48892, 








48775. .48891, 49161 


. .49211 










Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




Gene No. 


88130 




Strand 








Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


.olO.gs 


Method 


GENSCAN 






Start 


33372 


End 


34265 






GI 


none 




Score 


1 






Exons 


33372. .34265 












Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




Gene No. 


88130 




Strand 








Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


. o2 . np 


Method 


AAT/NAP 






Start 


33660 




End 


34154 





42682 




' GI 7443520 Score 464 

Exons 33660.. 34154 

GI Descrip. transcription factor, CCAAT -binding, chain A - Arabidopsis 
thaliana gi | 2244810 I emb I CAB10233 . 1 1 (Z97336) CCAAT-binding 
transcription factor subunit A(CBF-A) [Arabidopsis thaliana] 
gi|7268160|embtCAB78496.1| (AL161539) CCAAT-binding 
transcription factor subunit A(CBF-A) [Arabidopsis thaliana] 



Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




O O X ^ \J 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23. 0303. C4. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


33798 




End 


34107 




GI 


none 




Score 


320 




Exons 


33798. .34106, 33841. 


.34107 








Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




\J <J A. ■JXJ 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23-0303.C4. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


33810 




End 


34106 




GI 


none 




Score 


273 




Exons 


33810. .34097, 33841. 


.34095, 


34047. .34106 




Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




O O J. o u 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23. 0303. C4. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


33813 




End 


34106 




GI 


none 




Score 


268 




Exons 


33813. .34106, 33841. 


.34095, 


34047. .34106 




Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 




88130 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23. 0303. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


33825 




End 


34097 




GI 


none 




Score 


259 




Exons - 


33825. .34097, 33841. 


.34095 








Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 


Gene No. 


88130 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23. 0303. C4. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


37322 




End 


54346 




GI 


none 




Score 


309 




Exons 


37322. .37531, 37329. 


.37601, 


54225. .54278, 54293.-54346 




Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303. 


C4 


Gene No. 


88130 




Strand 






Start 


33372 




End 


54346 




Name 


OJ000113 23. 0303. C4. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


45767 




End 


46528 




GI 


none 




Score 


207 




Exons 


45767. .45913, 45778. 


.45873, 


45782. .45910, 4598 6 .. 46066, 






45987. .46037, 46394. 


.46528, 


46394. .46474 





42683 



Seq. No. 42321 

Gene No. 88130 

Start 33372 

Name OJ000113_23 . 0303.C4 .o5 .tw 

Start 45772 

GI none 

Exons 45772. .45873, 45779 45913, 
46394. .46537, 47258.-47323 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_23.0303.C4 
54346' 

TBLASTX: Wheat 

47323 

188 



45987. .46037, 4 6394 4 6528 , 



Seq. No. 42321 
Gene No. 88130 
Start 33372 

Name OJ000113_23 . 0303 . C4 . o4 . tc 

Start 45775 
GI none 
Exons 45775. .45873, 

45987. .46037, 

46394. .46486, 

47258. .47323 



45779. .45913, 
46341. .46481, 
46397. .46549, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

45815 

46394 



OJ000113 23. 0303. C4 



54346 

TBLASTX: Cress 
47323 
204 

45916, 45980. .46057, 
46528, 46394. .46537, 



46417. .4 6515, 4 6432. .4 6524, 



Seq. No. 

Gene No. 

Start 
[3 Name 

Start 
It GI 
I Exons 

[3 



42321 Seq. ID 

88130 Strand 

33372 End 

OJ000113_23 . 0303 . C4 . o5 . tm Method 

45775 End 

none Score 



OJ000113_23.0303.C4 
54346 

TBLASTX: Maize 

47533 

247 



45775.-45873, 45777 .. 45911, 45779. . 45913, 45779 .. 45916, 

45986. .46057, 45986 .. 4 6057, 4 6393 4 6533, 46394.-46537, 

46412. .46528, 46417 .. 46536, 47256 .. 47315 , 47258.-47323, 

47258.-47332, 47454 .. 47525, 47455 .. 47523, 47456. .47533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42321 
88130 
33372 

OJ000113_23.0303.C4.ol.tm 

47604 

none 

47604. .47723, 47607 .. 47651, 
47910. .47999, 47915 .. 47989, 
48055. .48168, 48065 48412, 
48208. .48411, 48495 .. 48899, 

42321 
88130 
33372 

OJ000113_23.0303.C4.ol.tc 

47949 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 
47618. .47734, 
47949. .48011, 
48074. .48397, 
48498. .48902, 



OJ000113 23. 0303. C4 



54346 

TBLASTX: Maize 
48907 
77 

47864. .47992, 
48055. .48405, 
48099. .48413, 
48524. .48907 



Seq- ID OJ000113_23-0303-C4 



Strand 
End 

Method 

End 

Score 



54346 

TBLASTX: Cress 

48818 

53 



47949.-48029, 48085 .. 48162, 48086. . 48412, 48 131 48397, 
48223. .48405, 48489 .. 48818, 48524. .48790 



Seq. No. 42321 Seq. ID 

Gene No. 88130 Strand 

Start 33372 End 

Name OJ000113_23 . 0303.C4 .o2 .tw Method 

Start 48519 End 

GI none Score 



OJ000113_23.0303.C4 
54346 

TBLASTX: Wheat 

48836 

316 



42684 






Exons 


48519. .48836, 48524 


. ,487.54 










Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303 


.C4 




Gene No. 


88130 




Strand 








Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


. o3 . tc 


Method 


TBLASTXrCress 






Start 


48819 




End 


49445 






GI 


none 




Score 


124 






Exons 


48819. .48893, 49160 


. .49387, 


49161, .49376, 49401, .49445 






Seq. No. 


42321 




Seq, ID 


OJ000113_23.0303 


.C4 




Gene No. 


88130 




Strand. 








Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


.o2. tm 


Method 


TBLASTX: Maize 






Start 


49135 




End 


49636 






GI 


none 




Score 


130 






Exons 


49135. .49344, 49135 


. ,49347, 


49142. .49480, 4 9161 .. 4 9481, 








49398. .49487, 49562 


. ,49636, 


49563.-49622, 49564.\49629 






Seq. No. 


42321 




Seq, ID 


OJ000113_23.0303 


.C4 




Gene No. 


88130 




Strand 








Start 


33372 




End 


54346 






Name 


OJ000113 23. 0303. C4 


. o4 . tw 


Method 


TBLASTX: Wheat 






Start 


49160 




End 


49475 




a _5 


GI 


none 




Score 


209 






Exons 


. 49160. .49315, 49161 


. .49373, 


49176. .49340, 4 94 12 ,, 4 9474 , 




[fl 
? : : 




49428 . .49475 












Seq. No. 


42321 




Seq, ID 


OJ000113_23,0303 


,C4 


i : 5 


Gene No. 


88130 




" Strand 






=. ^ 


Start 


33372 




End 


54346 




?! I 


Name 


OJ000113 23.0303. C4 


. o3 . ts 


Method 


TBLASTX : Soybean 




: h~ 


Start 


49212 




End 


49491 




B 


GI 


none 




Score 


394 






Exons 


49212. .49475, 49215 


, ,49340, 


49217, .49474, 4 9220 .. 4 9483, 








49399.. 49491 












Seq. No; 


42321 




Seq. ID 


OJ000113_23.0303 


,C4 




Gene No. 


88131 




Strand 








Start 


54347 




End 


54921 






Name 


OJ000113 23.0303,04 


.o9, tm 


Method 


TBLASTX: Maize 






Start 


54347 




End 


54921 






GI 


none 




Score 


83 






Exons 


54347, .54625, 54826 


, ,54921 










Seq. No. 


42321 




Seq, ID 


OJ000113_23,0303 


,C4 




Gene No. 


88132 




Strand 








Start 


55102 




End 


55526 






Name 


OJ000113 23. 0303, C4 


, o7 . tm 


Method 


TBLASTX: Maize 






Start 


55102 




End 


55526 






GI 


none 




Score 


89 






Exons 


55102, .55296, .55114 


. .55308, 


55322. .55525, 55350,. 55526 






Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303 


,C4 




Gene No. 


88133 




Strand 








Start 


55998 




End 


56398 






Name 


OJ000113 23. 0303. C4 


. o6 . tm 


Method 


TBLASTX: Maize 





42685 




start 


55998 




End 


56398 




GI 


none 




Score 


109 




Exons 


55998. .56153, 55999. 


-56151, 


56046. .56153, 56139 .. 56273, 






56149- .56223, 56336. 


.56398 








Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303 


.C4 


Gene No. 


88134 




Strand 






Start 


56996 




End 


57727 




Name 


OJ000113 23. 0303. C4. 


olO.tm 


Method 


TBLASTX: Maize 




Start 


56996 




End 


57322 




GI 


none 




Score 


121 




Exons 


56996. .57097, 56998. 


.57120, 


56999. .57121, 57148 .. 57210, 






57149. .57226, 57244. 


.57321, 


57245. .57322 




Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303 


.C4 


Gene No. 


88134 




Strand 






Start 


56996 




End 


57727 




Name 


OJ000113 23. 0303. 04. 


o5-tc 


Method 


TBLASTX: Cress 




Start 


56999 




End 


57715 




GI 


none 




Score 


70 




Exons 


56999. .57055, 57239. 


.57367, 


57241. .57366, 57407 57535, 






57409. .57486, 57641. 


.57715 








Seq. No. 


42321 




Seq, ID 


OJ000113_23-0303 


.C4 


Gene No. 


88134 ' 




Strand 






Start 


56996 




End 


57727 




Name 


OJ000113 23. 0303. C4. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


57041 




End 


57727 




GI 


none 




Score 


76 




Exons 


57041. .57130, 57236. 


.57325, 


57256. .57294, 57338 57571, 






57403. .57540, 57569. 


.57619, 


57638.-57727 




Seq. No. 


42321 




Seq, ID 


OJ000113__23-0303 


.C4 


Gene No. 


88134 




Strand 






Start 


56996 




End 


57727 




Name 


OJ000113 23. 0303. C4. 


o3.tw 


-Method 


TBLASTX: Wheat 




Start 


57235 




End 


57534 




GI 


none 




Score 


106 




Exons 


57235.-57324, 57245. 


.57337, 


57334.-57534, 57335.. 57532 




Seq. No. 


42321 




Seq. ID 


OJ000113_23.0303 


.C4 


Gene No. 


88134 




Strand 






Start 


56996 




End 


57727 




Name 


OJ000113 23.0303.C4.o8.tm 


Method 


TBLASTX :Maize 




Start 


57323 




End 


57577 




GI 


none 




Score 


263 




Exons 


57323.-57553, 57335. 


.57577, 


57340. .57576 




Seq. No. 


42322 




Seq- ID 


OJ000113_23.0303 


.C5 


Gene No. 


88135 




Strand 


+ 




Start 


237 




End 


2083 




Name 


OJ000113 23-0303-C5. 


ol .gs 


Method 


GENSCAN 




Start 


237 




End 


1607 




GI 


none 




Score 


.53 




Exons 


237. .248, 819-.1109, 


1380. . 


1607 






Seq. No. 


42322 




Seq. ID 


OJ000113_23.0303 


.C5 



42686 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



88135 
237 

OJ000113_23.0303.C5.ol-ts 

287 

none 



Strand 
End 

Method 
End 
Score 

287. .385, 357. .431, 389. .442, 395. .439, 500. .523, 515. .643, 
515. .625, 520. .627, 701. .1087, 712. .957, 714. .1100, 715. .1101, 
743. .1009, 991..1li0, 1380. .1430 



+ 

2083 

TBLASTX : Soybean 

1430 

77 



Seq. No. 42322 

Gene No. 88135 

Start 237 

Name OJ000113_23 . 0303 . C5 . ol . tm 

Start 288 

GI none 
Exons 



End 

Method 
End 
Score 

288. .383, 288. .371, 301. .384, 389. .442, 500. .523, 515 
515. .625, 520. .642, 714. .1118, 717. .1121, 743. .1126 



Seq. ID OJ000113_23.0303.C5 
Strand + 

2083 

TBLASTX: Maize 
1126 
83 

643, 



Seq. No. 42322 Seq. ID 

Gene No. 88135 Strand 

Start 237 End 

Name OJ000113_23.. 0303 .C5.ol.np Method 

Start 305 End 

GI 7488932 Score 

Exons 305. .631, 714.. 1109, 1380. .1616, 1826. 
GI Descrip. 



OJ000113_23.0303.C5 
+ 

2083 
AAT/NAP 
1900 
1070 
.1900 . 



probable somatic embryogenesis receptor-like kinase - carrot 
gi|2224911|gblAAB61708.1| (U93048) somatic embryogenesis 
receptor-like kinase [Daucus carota] 





Seq. No. 


42322 


Seq. ID 


OJ000113_23.0303.C5 




Gene No. 


88135 


Strand 


+ 




Start 


237 


End 


2083 


H ia? 


Name 


OJ000113 23.0303.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


314 


End 


1037 




GI 


none 


Score 


59 




Exons 


314. .385, 389. .442, 515. .631, 


535. .624, 


708. .1037, 743. .1009 




Seq. No. 


42322 


Seq. ID 


OJ000113_23.0303.C5 




Gene No. 


88135 


Strand 


+ 




Start 


237 


End 


2083 




Name 


OJ000113 23.0303.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


738 


End 


1055 




GI 


none 


Score 


279 




, Exons 


738. .1055, 738. .872, 743. .973 








Seq. No. 


42322 


Seq. ID 


OJ000113_23.0303.C5 




Gene No. 


88135 


Strand 


+ 




Start 


237 


End 


2083 




Name 


OJ000113 23.0303.C5.ol.gp 


Method 


AAT/GAP 




Start 


905 


End 


2083 




GI 


17923 1.R1084 


Score 


1103 




Exons 


905. .1109, 1380. .1616, 1794.. 


1904, 1926 


i. .2083 




GI Descrip. 


'2224911 2.0e-80 (U93048) somatic embryogenesis receptor-like 






kinase [Daucus carota] ' 








Seq. No. 


42322 


Seq. ID 


OJ000113_23.0303.C5 




Gene No. 


88135 


Strand 


+ 



42687 




start 


237 








End 


2083 




Name 


OJ000113 23 


.0303 


.C5.02. 


to 


Method 


TBLASTX: Cress 




Start 


1038 








End 


1606 




GI 


none 








Score 


124 




Exons 


1038. .1112, 


1038 


. .1112, 


1379. 


.1606, 1380. .1595 




Seq. No. 


42322 








Seq. ID 


OJ000113_23.0303 


.C5 


Gene No. 


88135 








Strand 


+ 




Start 


237 








End 


2083 




Name 


OJ000113 23 


.0303 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1354 








End 


1832 




GI 


none 








Score 


129 




Exons 


1354. .1563, 


1354 


. .1566, 


1361. 


.1615, 1380. .1616, 1788. .1832 


Seq. No. 


42322 








Seq. ID 


OJ000113_23.0303 


. C5 


Gene No. 


88135 








Strand 


+ 




Start 


237 








End 


2083 




Name 


OJ000113 23 


.0303 


.C5.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1379 








End 


1592 




GI • 


none 








Score 


209 




Exons 


1379. .1534, 


1380 


. .1592, 


1395. 


.1559 






Seq. No. 


42322 








Seq. ID 


OJ000113_23.0303 


.C5 


Gene No. 


88135 








Strand 


+ 




Start 


237 








End 


2083 




Name 


OJ000113 23 


.0303 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1431 








End 


1832 




GI 


none 








Score 


276 




Exons 


1431. .1643, 


1434 


. .1559, 


1436. 


.1615, 1788. .1832 




Seq. No. 


42323 








Seq. ID 


OJ000113_21.0317 


.C4 


Gene No. 


88136 








Strand 






Start 


1170 








End 


3666 




Name 


OJ000113 21 


.0317 


.C4.01. 


gs 


Method 


GENSCAN 




Start 


1170 








End 


3666 




GI 


none 








Score 


.62 




Exons 


1170. .1549, 


1621 


. ,1699, 


1790. 


.2019, 2107. .2206, 2364. .2407, 




2501. .2638, 


3078 


. .3130, 


3359. 


.3666 






Seq. No. 


42324 








Seq. ID 


OJ000113_21.0317 


.C5 


Gene No. 


88137 








Strand 






Start 


382 








End 


936 




Name 


OJ000113 21 


.0317 


.C5 .ol . 


gs 


Method 


GENSCAN 




Start 


382 








End 


936 




GI 


none 








Score 


.77 




Exons 


382. .582, 814. .936 










Seq. No. 


42325 








Seq. ID 


OJ000113_21.0317 


.C6 


Gene No. 


88138 








Strand 






Start 


681 








End 


1606 




Name 


OJ000113 21 


.0317 


.C6.01. 


gs 


Method 


GENSCAN 




Start 


681 








End 


1606 




GI 


none 








Score 


.66 




Exons 


681. .861, 978. .1062, 1490. .1606 






Seq. No. 


42326 








Seq. ID 


OJ000113_21.0317 


.C7 


Gene No. ■ 


88139 








Strand 







42688 





start 


1 


End 


3318 




Name 


OJ000113 21.0317.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


3318 




GI 


15665 2.R1084 


Score 


2233 






1..75, 1659. .2053, 2631. .3318 










'5915857/sp|048956|C981 SORBI 


O.Oe+00 CYTOCHROME P450 98A1 




>gi 2766448 (AF029856) cytochrome P450 


CYP98A1 [Sorghum 






bicolor] ' 








Seer No. 


42326 


Seq. ID 


OJ000113_21.0317.C7 




Gene No . 


88139 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ000113 21.0317.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3275 




GI 


5915857 


Score 


1728 




Exons 


1..79, 1663. .2053, 2631. .3275 








GI Descrip. 


CYTOCHROME P450 98A1 gi 1 2766448 (AF029856) cytochrome P450 






CYP98A1 [Sorghum bicolor] 








Seq. No. 


42326 


Seq. ID 


OJ000113_21,0317.C7 




Gene No. 


88139 


Strand 


+ 




Start 


1 


End 


3318 




Name 


OJ000113 21.0317.C7.ol.gs 


Method 


GENSCAN 


h =^ 


Start 


39 


End 


3278 


^3 


GI 


none 


Score 


.98 


Lil 




39. .75, 1659. .2053, 2631. .3278 




FU 


C • IN ^ • 


42326 


Seq. ID 


OJ000113_21.0317.C7 


f 1 




88140 


Strand 


+ 


hi 


Start 


4509 


End 


8494 


li 


Name 


OJ000113 21.0317.C7.o4.gp 


Method 


AAT/GAP 


r i i 


Start 


4416 


End 


8268 




GI 


83907 1.R1084 


Score 


1192 




Exons 


4416. .4541, 5829. .5901, 7164.. 


7257, 7546.. 7659, 7743.. 7791, 


f 1 




7986.. 8268 








GT Descrio- 


'1491710/emb|CAA65358| 5.0e-14 


1 (X96506) 


alpha subunit; forms 


? ~ 




heterodimer with NC2 alpha/Dr] 


. [Homo sapiens] ' 


\ K~ 


Seq. No. 


42326 


Seq. ID 


OJ000113_21.0317.C7 




Gene No. 


88140 


Strand 


+ 




Start 


4509 


End 


8494 




Name 


OJ000113 21.0317.C7.o2.gs 


Method 


GENSCAN 




Start 


4509 


End 


8494 




GI 


none 


Score 


.64 




Exons 


4509.. 4541, 5829.. 5901, 7164.. 


7257, 7546.. 7659, 8131.. 8494 




Seq. No. 


42326 


Seq. ID 


OJ000113_21.0317.C7 




Gene No. 


88141 


Strand 


+ 




Start 


10809 


End 


11240 




Name 


OJ000113 21.0317.C7.o4.gs 


Method 


GENSCAN 




Start 


10809 


End 


11240 




GI 


none 


Score 


.8 




Exons 


10809. .11240 








Seq. No. 


42326 


Seq. ID 


OJ000113_21.0317.C7 




Gene No. 


88142 


Strand 






Start 


8942 


End 


10154 



42689 



Name OJ000113_21 . 0317 . C7 . o5 . gp Method AAT/GAP 

Start 8942 End 10150 

GI 541_1.R1084 Score 1244 

Exons 8942.. 9139, 9273.. 9469, 9894.. 10150 

GI Descrip. • 118171/sp | P20907 | CYT2_0RYSA 4.0e-38 CYSTEINE PROTEINASE 

INHIBITOR-II (ORYZACYSTATIN-II) >gi_100692_pir ^A38375 

oryzacystatin II - rice >gi_169803 (J05595) oryzacystatin-II 
[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42326 
88142 
8942 

OJ000113_21.0317.C7.o3.gs 

9275 

none 

9275. .9469, 9894. .10154 



42326 
88142 
8942 

OJ000113_21. 
9278 
118171 
9278. .9469, 



0317.C7.o2.np 



9894. .10025 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_21.0317.C7 

10154 
GENSCAN 
10154 
.94 



OJ000113 21. 0317. C7 



10154 
AAT/NAP 
10025 
475 



CYSTEINE PROTEINASE INHIBITOR-II (ORYZACYSTATIN-II) 
gi|100692 Ipirl IA38375 oryzacystatin II - rice gi|169803 
oryzacystatin-II [Oryza sativa] 



(J05595) 



Seq. No. 42326 

Gene No. 88143 

Start 11835 

Name OJ000113_21 . 0317 . C7 . ol . tm 

Start 2 

GI none 
Exons 



Seq. ID OJ000113_21.0317.C7 
Strand 

End 12107 

Method TBLASTX : Mai ze 

End 3398 

Score 107 



2. .82, 3. .98, 1656. .1913, 1658. .2053, 1661. .2053, 1675. .2055, 
1927.. 2055, 2629.. 2688, 2630.. 3277, 2631.. 3278, 3157.. 3279, 
3286.. 3309, 3330.. 3398, 3366.. 3392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42326 
88143 
11835 

OJ000113_21.0317.C7.ol.ts 
3 

none 



Seq. ID OJ000113_21.0317.C7 
Strand 

End 12107 

Method TBLASTX : Soybean 

End 3236 

Score 77 



3. .68, 3. .56, 1670. .1969, 1675. .1848, 1685. .1969, 1930. .1980, 
1958. .2053, 1965. .2042, 1966. .2055, 1966. .2055, 2630. .3214, 
2631.. 3236 



Seq, No. 42326 Seq. ID 

Gene No. 88143 Strand 

Start 11835 End 

Name OJ000113_21 . 0317 . C7 . o2 . tc Method 

Start 3 End 

GI none Score 

Exons 3.. 74, 5.. 118, 1622.. 1966, 1681.. 1956, 
1963. .1992 



OJ000113_21.0317.C7 
12107 

TBLASTX: Cress 

1993 

83 

1685.. 1969, 1958.. 1993, 



42690 






Seq. No. 


42326 




Seq. ID 


OJ000113_21.0317.C7 




Gene No. 


88143 ' 




Strand 






Start 






End 


12107 




Name 


OJ000113 21 


.0317.C7.ol.tc 


Method 


TBLASTX: Cress 




Start 


2000 




End 


3230 




GI 


none 




Score 


81 




Exons 


2000. .2053, 


2630. .2704, 2631. 


.2744, 2715. .2897, 2768. .2887 






2861. .3157/ 


2898.. 3179, 3159. 


.3230 






Seq. No. 


42326 




Seq. ID 


OJ000113_21.0317.C7 




Gene No . 


ool43 




Strand 






Start 


11835 




End 


iziu / 




Name 


OJ000113 21 


.0317.C7.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2631 




End 


2936 




GI 


none 




Score 


245 




Exons 


2631. .2936, 


2642. .2707, 2763. 


.2936 






Seq. No. 


42326 




Seq. ID 


OJ000113_21.0317.C7 




Gene No . 


ool4 J 




Strand 






Start 


11835 




End 


Iz lU / 




Name 


OJ000113 21 


.0317.C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


2963 




End 


3199 




GI 


none 




Score 


208 


sr 


Exons 


2963. .3079, 


2964..3188, 3119. 


.3199 




s. '"i 
-.1=? 


Seq. No. 


42326 




Seq. ID 


OJ000113_21.0317.C7 


%i • ^ 


Gene No . 


88143 




Strand 


- 


r : 5 


Start 


11835 




End 


12107 


.^^ 


Name 


OJ000113 21 


.0317.C7.o5.gs 


Method 


GENSCAN 




Start 


11835 




End 


12107 




GI 


none 




Score 


.93 


%1 


Exons 


11835. .11976, 12031.. 12107 






\ y 


Seq. No. 


42327 




Seq. ID 


OJ000113_21.0317.C8 


f i 


Gene No. 


88144 




Strand 


+ 




Start 


225' 




End 


2214 




Name 


OJ000113 21 


.0317.C8.ol.gp 


Method 


AAT/GAP 




Start 


225 




End 


2214 




GI 


8948 1.R1084 


Score 


2980 


fl 


Exons 


225. .1441, 


1854.. 2214 








GI Descrip. 


'1420932/gb 


IU61383IORU61383 7 


.Oe-21 Oryza rufipogon 






4-coumarate 


-CoA ligase gene. 


intron 1, 


partial sequence* 




Seq. No. 


42327 




Seq. ID 


OJ000113 21. 0317. C8 




Gene No . 


88144 




Strand 


+ 




Start 


225 




End 


2214 




Name 


OJ000113 21 


.0317.C8.ol.gs 


Method 


GENSCAN 




Start 


340 




End 


1404 




GI 


none 




Score 


.61 




Exons 


340. .1404 










Seq. No. 


42327 




Seq. ID 


OJ000113_21.0317,C8 




Gene No. 


88144 




Strand 


+ 




Start 


225 




End 


2214 




Name 


OJ000113 21 


.0317.C8.ol.np 


Method 


AAT/NAP 




Start 


349 




End 


1398 




■ GI 


4432863 




Score 


1347 



42691 



Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



349.. 1398 

{AC006300) putative phosphate/phosphoenolpyruvate translocator 
protein [Arabidopsis thaliana] 



42327 Seq. ID 

88145 Strand 

10943 End 

OJ000113_21.0317.C8.o4.gs Method • 

10943 End 

none Score 



OJ000113_21.0317.C8 
+ 

18749 
GENSCAN 
18275 
.69 



10943. .11431, 14073. .14122, 14362 .. 14417, 14533 .. 14634 , 

14997. .15126, 15213 .. 15297 , 15377 .. 15518 , 15614 .. 1574 6, 

15845. .16106, 16183. .16371, 16448 16573, 16661 .. 16855, 

17140. .17250, 17481. .18275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42327 
88145 
10943 

OJ000113__21 . 0317 . C8 . o2 . np 
14387 
7487801 

14387. ,14441, 14506 .. 14736, 
15384. ,15518, 15614 .. 15738, 
16452, ,16573, 16661 .. 17051, 
18591., 18638, 18697.. 18749 

hypothetical protein T8F5.22 - Arabidopsis thaliana 
gi|3335349|gb|AAC27151.1| (AC004512) Similar to-gb|U46691 
putative chromatin structure regulator (SUPT6H) from Homo 
sapiens. ESTs gb|T42908, gb|AA586170 and gb|AA395125 come from 
this gene. [Arabidopsis thaliana] 



Seq, ID 
Strand 
End 

Method 

End 

Score 
15008. .15122, 
15852. .16106, 



OJ000113_ 
+ 

18749 
AAT/NAP 
18749 
1781 

15221, 
16183, 



21. 0317, C8 



17150. . 17250, 17481. 



,15289, 
,16381, 
,18295, 



42327 
88146 
10450 

OJ000113_21 , 0317 . C8 . o2 . gp 

10450 

2312838 

10450, .10509, 10716.. 10736 
1420932/gb|U61383|ORU61383 7 
4-coumarate-CoA ligase gene. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_21.0317.C8 

10736 
AAT/GAP 
10736 
69 



. Oe-21 Oryza rufipogon 
intron 1, partial sequence 



42327 Seq. ID 

88147 Strand 

10874 End 

OJ000113_21,0317.C8.ol.tc Method 

367 End 

none Score 



OJ000113_21,0317,C8 
11161 

TBLASTX: Cress 

839 

253 



367, .585, 369. ,584, 592. ,837, 618, ,839 



Seq, No. 42327 Seq, ID 

Gene No. 88147 Strand 

Start 10874 End 

Name OJ000113_21 . 0317 , C8 . o2 . tw Method 

Start 367 End 

GI none Score 

Exons 367, ,534, 369. ,536 



OJ000113_21,0317,C8 
11161 

TBLASTX: Wheat 

536 

289 



42692 






Seq. No. 


42327 


Seq. ID 


OJ000113_21.0317.C8 




Gene No. 


88147 


Strand 






Start 


10874 


End 


11161 




Name 


OJ000113 21.0317.C8.o2.ts 


Method 


TBLASTX : Soybean 




Start 


367 


End 


786 




GI 


none 


Score 


254 




Exons 


367. .585, 369. .584, 592. .786, 618. .773, 


631. .786 




Seq. No. 


hZj^ 1 


beq. lu 


OJ000113_21.0317.C8 




Gene No. 


O O 1 /I T 


btrand 






Start 


10874 


End 


11161 




Name 


OJ000113_21.0317.C8 .ol.tm 


Method 


TBLASTX: Maize 




Start 


Jo / 


tna 


1932 




GI 


none 


Score 


1453 




Exons 


Jb/..i4U4, oby..iooz, loDD.. 


1 Q Q A 1 /I 1 "5 


.1445, 1847. .1882, 














Seq. No. 




beq. iu 


OJ000113_21.0317.C8 




Gene No. 


88147 


strand 






Start 


10874 


End 


11161 




Name 


OJuUOllo z 1 . U Jl / . Co . Ol . tW 


Meunod 


TBLASTX: Wheat 




Start 


654 


End 


956 




GI 


none 


Score 


174 




Exons 


654. .770, 655. .954, 655. .954 


AAA At a 

f 909 . . 956 




'%J 


Seq. No. 


42327 


Seq. ID 


OJ000113_21.0317.C8 




Gene No. 


88147 


Strand 






Start 


- 10874 


End 


11161 


f ™= 


Name 


OJOUUllj zl . 0 Jl / . Co . Ol . ts 


Method 


TBLASTX : Soybean 


~ ~ 


Start 


787 


End 


1368 




GI 


none 


Score 


510 


i y 


Exons 




1J4d, Izlo. 


.1368 


= 


Seq. No. 


y| o o o T 


beq. iu 


OJ000113_21.0317.C8 




Gene No . 


ool4 / 


strand 






Start 


10874 


End 


11161 




Name 


OJ000113_21.0317.C8.o3.tm 


Method 


TBLASTX: Maize 


r ^ 


Start 


A do A 

4dz4 


End 


4818 




GI 


none 


Score 


164 


f ^ 


Exons 


4624. .4818, 4703. .4816 






- — 


Seq. No. 


/I O O O T 

4z Jz / 


Seq. ID 


OJ000113_21.0317.C8 




Gene No. 


Qp-i ^7 
0<3 14 / 


Strand 






Start 


T A O T yi 

10874 


End 


11161 




Name 


OJ000113 21.0317.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


4819 


End 


5122 




GI 


none 


Score 


82 




Exons 


4819. .4875, 4820. .4876, 4873 


..4914, 4874. .4915, 4969. .5121, 






4979. .5122 








Seq. No. 


42327 


Seq. ID 


OJ000113_21.0317.C8 




Gene No. 


88147 


Strand 






Start 


10874 


End 


11161 




Name 


.OJ000113 21.0317.C8.o3.gp 


Method 


AAT/GAP 




Start 


10874 


End 


11161 




GI 


uC-osflcypl57g07bl 


Score 


529 




Exons 


10874. .11161 







42693 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'3335349 l.Oe-38 (AC004512) Similar to gb_U46691 putative 
chromatin structure regulator (SUPT6H) from Homo sapiens. ESTs 
gb_T42908, gb_AA586170 and gb_AA395125 come from this gene. 
[Arabidopsis thaliana] ' 



42327 
88148 
15211 

OJ000113_21.0317.C8.o3.tw 

15211 

none 



Seq. ID OJ000113_21.0317.C8 
Strand 

End 15517 

Method TBLASTX : Wheat 

End 15517 

Score 109 



15211. .15297, 15236. .15298, 15378 .. 15506, 15378 .. 15506, 
15380. .15517, 15463.. 15507 



OJ000113 21. 0317. C8 



Seq. No. 42327 Seq. ID 

Gene No. 8814 9 Strand 

Start 17589 End 

Name OJ000113_21 . 0317 . C8 . o3 . ts Method 

Start 17589 End 

GI none Score 

Exons 17589. .17714, 17612 17653, 17718 .. 17834 , 17751 17834 , 
17758. .17835 



17835 

TBLASTX : Soybean 

17835 

172 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42328 Seq. ID 

88150 Strand 
1 End 
OJ000113_21 . 0317 . C9 . ol . gp Method 
1 End 
4878572 Score 
1. .214 

3335349 l.Oe-38 (AC004512) Similar to gb_U46691 putative 
chromatin structure regulator {SUPT6H) from Homo sapiens. 
gb_T42908, gb_AA586170 and gb_AA395125 come from this gene 
[Arabidopsis thaliana] 



OJ000113_21.0317.C9 
+ 

3727 
AAT/GAP 
214 
402 



ESTs 



42328 Seq. ID 

88150 Strand 
1 End 
OJ000113_21 . 0317 . C9 . ol . np Method 
1 End 
7487801 Score 

,1111, 1202. .1411, 1603. 



OJ000113_21.0317.C9 
+ 

3727 
AAT/NAP 
3727 
1889 

2108, 2638.. 3051, 



1..124, 182. 
3633. .3727 

hypothetical protein T8F5.22 - Arabidopsis thaliana 
gi|3335349|gb|AAC27151.1| (AC004512) Similar to gb|U46691 
putative chromatin structure regulator (SUPT6H) from Homo 
sapiens. ESTs gb|T42908, gb|AA586170 and gb|AA395125 come from 
this gene. [Arabidopsis thaliana] 



42328 
88150 
1 

OJ000113_21.0317.C9.ol.gs 

104 

none 



Seq. ID OJ000113_21.0317.C9 

Strand + 

End 3727 

Method GENSCAN 

End 3076 

Score . 52 



104. .1111, 1202. .1411, 1603. .2071, 2649. .3076 



42694 



Seq. No." 


42328 


Seq. ID 


OJ000113_21.0317.C9 


Gene No. 


88150 


Strand 


+ 


Start 


1 


End 


3727 


Name 


OJ000113 21.0317.C9.o2.gp 


Method 


AAT/GAP 


Start 


237 


End 


706 


bi 


LIB34 31-056-P1-K1-G1 


Score 


^ X o 


Exons 


237. .706 






GI Descrip. 


•3335349 l.Oe-40 (AC004512) Similar to 


gb_U4 6691 putative 




chromatin structure regulator 


(SUPT6H) 


from Homo sapiens. 




gb T42908, gb AA586170 and gb AA395125 


come from this gene. 




[Arabidopsis thaliana] ' 






Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317.C9 


Gene No. 


88150 


Strand 


+ 


Start . 


1 


End 


3727 


Name 


OJ000113 21.0317.C9.o4.gp 


Method 


AAT/GAP 


Start 


2940 


End 


3241 


GI 


3762701 


Score 


547 


Exons 


2940. .3241 






GI Descrip. 


2522426/gb|AF016889|AF016889 


3.0e-20 Cloning vector pWSK29, 




complete sequence 






Seq. No. 


42328 


Seq. ID 


OJ000113 21. 0317. C9 


Gene No. 


88151 


Strand 


+ 


Start 


6484 


End 


10121 


Name 


OJ000113 21.0317.C9.o3.np 


Method 


AAT/NAP 


Start 


6475 


End 


10115 


GI 


6728976 


Score 


391 


Exons 


6475.. 6575, 7094.. 7193, 7800. 


.7962, 8892.. 9159, 9613.. 9688, 




9797. .9843, 9938. .10115 






GI Descrip. 


(AC018363) unknown protein [Arabidopsis thaliana] 


Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317.C9 


Gene No. 


88151 


Strand 


+ 


Start 


6484 


End 


10121 


Name 


OJ000113 21.0317.C9.o3.gs 


Method 


GENSCAN 


Start 


6484 


End 


10121 


GI 


none 


Score 


.75 


Exons 


6484.. 6575, 7094.. 7193, 7809. 


.7968, 8712.. 9159, 9613.. 9688, 




9797.. 9843, 9938.. 10121 






Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317,C9 


Gene No. 


88152 


Strand 




Start 


2228 


End 


4730 


Name 


OJ000113 21.0317.C9.o2.np 


Method 


AAT/NAP 


Start 


2228 


End 


4170 


GI 


7487241 


Score 


350 


Exons 


2228. .2276, 3437. .4170 







ESTs 



GI Descrip. hypothetical protein T20B5.3 - Arabidopsis thaliana 
gi|2623297 |gb|AAB86443.1| (AC002409) unknown protein 
[Arabidopsis thaliana] gi | 3790583 | gb | AAC69854 . 1 | (AF079180) 
RING-H2 finger protein RHCla [Arabidopsis thaliana] 



Seq. No. 42328 

Gene No. 88152 

Start 2228 

Name OJ000113 21 . 0317 . C9 . o3 .gp 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 4730 

Method AAT/GAP 



42695 




start 


2772 


End 


2899 




GI 


uC-osflcyp013g02bl 


Score 


231 




Exons 


2772. .2899 








GI Descrip. 


•2522426/gb|AF016889|AF016889 


3.0e-20 Cloning vector pWSK29, 




complete sequence' 








Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317 


.C9 


Gene No. 


88152 


Strand ■ 






Start 


2228 


End 


4730 




Name 


OJ000113 21.0317.C9.o2.gs . 


Method 


GENSCAN 




Start 


. 3307 


End 


4730 




GI 


none 


Score 


. 95 




Exons 


3307. .4191, 4474. .4641, 4701. 


.4730 






Seq. No. 


42328 


Seq. ID 


OJ000113 21.0317 


.C9 


Gene No. 


88153 


Strand 


_ 




Start 


6307 


End 


6961 




Name 


OJ000113 21.0317.C9.o5.gp 


Method 


AAT/GAP 




Start 


6307 


End 


6961 




GI 


none 


Score 


888 




Exons 


6307.. 6727, 6921.. 6961 








Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317 


.09 


Gene No. 


88154 


Strand 






Start 


9124 ' 


End 


9729 




Name 


OJ000113 21.0317 .C9.o6.gp 


Method 


AAT/GAP 




Start 


9124 


End 


9729 




GI 


none 


Score 


990 




Exons 


9124. .9527, 9623. .9729 








Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317 


.C9 


Gene No. 


88155 


Strand 






Start 


10938 


End 


12050 




Name 


OJ000113 21.0317.C9,o2.ts 


Method 


TBLASTX : Soybean 




Start 


134 


End 


526 




GI 


none 


Score 


137 




Exons 


134.. 271, 278. .472, .280. .429, 


317. .481, 


467. .526 




Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317 


.09 


Gene No. 


88155 


Strand 






Start 


10938 


End 


12050 




Name 


OJ000113 21.0317.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


691 


End 


919 




GI 


none 


Score 


338 




Exons 


691. .918, 692. .919 








Seq. No. 


42328 


Seq. ID 


OJ000113 21.0317 


.09 


Gene No. 


88155 


Strand 






Start 


10938 


End 


12050 




Name 


OJ000113 21.0317.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


692 


End 


1303 




GI 


none 


Score 


104 




Exons 


692. .832, 697. .780, 842. .949, 


844. . 918, 


956. .1111, 957. 


. 1091, 




965. .1111, 1174. .1302, 1199.. 


1303 






Seq. No. 


42328 


Seq. ID 


OJ000113_21.0317 


.09 


Gene No. 


88155 


Strand 







42696 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



10938 End 

OJ000113_21 . 0317 . C9 . o3 . tm Method 

920 End 

none Score 



12050 

TBLASTX: Maize 

1413 

75 



920. .985, 920. .1108, 1070. .1114, 1213. .1263, 1217. .1261, 
1282. .1374, 1289. .1411, 1289. .1411, 1290. .1412, 1291. .1413 



42328 
88155 
10938 

OJ000113_21.0317.C9.ol.tc 

1294 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX: Cress 

End 1974 

Score 150 



1294. .1371, 1295. .1414, 1304. .1477, 1602. .1751, 1603. .1752, 
1783. .1809, 1807. .1824, 1815. .1973, 1834. .1974 



42328 
88155 
10938 

OJ000113_21.0317.C9.o4.ts 

1585 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX : Soybean 

End 1812 

Score 96 



1585.. 1812, 1601.. 1810, 1603.. 1812 



42328 
88155 
10938 

OJ000113_21.0317.C9.o2.tm 

1868 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX : Mai ze 

End 3741 

Score 104 



1868. ,1936, 3403. .3537, 3511. .3609, 3516. .3632, 3521. .3613, 
3607. ,3741, 3610. .3678 



42328 
88155 
10938 

OJ000113_21.0317.C9.o2.tc 

3436 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX : Cress 

End * 4164 

Score 131 



3436.. 3657, 3518.. 3643, 3538.. 3654, 3655.. 3756, 3757.. 3783, 
4108. .4164 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42328 
88155 
10938 

OJ000113_21.0317.C9.o3.ts 

3511 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX : Soybean 

End 4170 

Score 129 



3511.. 3759, 3521.. 3682, 4045.. 4101, 4108.. 4170 



42328 
88155 
10938 

OJ000113_21.0317.C9.o5.tm 

3934 

none 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

Method TBLASTX: Maize 

End 4183 

Score 48 



3934. .3990, 3937. .3993, 4042. .4116, 4043. .4099, 4108. .4182, 



42697 




4109. .4183 



Seq. No. 42328 

Gene No. 88155 

Start 10938 

Name OJ000113_21 . 0317 . C9 . o4 . 

Start 6527 

GI none 

Exons 6527.. 6580, 7089.. 7190, 
786Q..7934, 7933. .7971 

Seq. No. 42328 

Gene No. 88155 

Start 10938 

Name OJ000113_21 . 0317 . C9 .o4 . 

Start 10938 

GI none 

Exons 10938. .11003, 11027.. 11 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

tm Method TBLASTX : Maize 

End 7971 

Score 191 
7091. .7192, 7092. .7193, 7851. .7940, 



Seq. ID OJ000113_21.0317.C9 
Strand 

End 12050 

gs Method GENSCAN 

End 12050 

Score .69 
142, 12005. .12050 





Seq. No. 


42329 


Seq. ID 


OJ000113_21. 0317. CIO 




Gene No. 


88156 


Strand 


+ 




Start 


2952 


End 


3351 




Name 


OJ000113 21.0317.C10.o3.gp 


Method 


AAT/GAP 




Start 


2952 


End . 


3351 


^ ;=? 
'- ~i 


GI 


5803355 


Score 


678 




Exons 


2952.. 3351 






f \ I 


Seq. No. 


42329 


Seq. ID 


OJ000113_21. 0317. CIO 


f i 


Gene No. 


88157 


Strand 




iy 


Start 


1 


End 


558 




Name 


OJ000113 21.0317.C10.ol.np 


Method 


AAT/NAP 


%j 


Start 


1 


End 


558 




GI 


7486791 


Score 


348 




Exons 


1. .558 








GI Descrip. 


hypothetical protein M4E13, 


100 - Arabidopsis thaliana 






gi 1 2924515 lemb ICAA17769.il 


(AL022023) 


putative protein 






[Arabidopsis thaliana] gi | 7270455 | emb 


CAB80221.il (AL161586 






putative protein [Arabidopsis thaliana] 




Seq. No. 


42329 


Seq. ID 


OJ000113_21. 0317. CIO 




Gene No. 


88157 


Strand 






Start 


1 


End 


558 




Name 


OJ000113 21.0317.C10,ol.gs 


Method 


GENSCAN 




Start 


34 


End 


520 




GI 


none 


Score 


1 




Exons 


34. .520 








Seq. No. 


42329 


Seq. ID 


OJ000113_21. 0317. CIO 




Gene No. 


88158 


Strand 






Start 


624 


End 


1009 




Name 


OJ000113 21.0317.C10.ol.gp 


Method 


AAT/GAP 




Start 


624 


End 


1009 




GI 


none 


Score 


761 




Exons 


624. .1009 








Seq. No. 


42329 


Seq. ID 


OJ000113_21. 0317. CIO 




Gene No. 


88159 


Strand 





42698 



start 
Name 
Start 
GI 

Exons 



2211 

OJ000113_21. 0317. CIO. ol.ts 
68 

none 

68. .355, 69. .290, 343. .387, 



End 2710 

Method TBLASTX : Soybean 

End . 513 

Score 177 

401. .466, 409. .513 



Seq. No. ' 42329 Seq. ID 

Gene No. 88159 Strand 

Start 2211 End 

Name . OJ000113_21 . 0317 .CIO .ol . tc Method 

Start 83 End 

GI none Score 

Exons 83.. 334, 96.. 290, 326.. 388, 372.. 416 



OJ000113_21. 0317. CIO 
2710 

TBLASTX: Cress 

416 

98 



Seq. No. 42329 Seq. ID 

Gene No. 88159 Strand 

Start 2211 End 

Name OJ000113_21 . 0317 . CIO . ol . tm Method 

Start 101 End 

GI none Score 

Exons 101.. 349, 102.. 296 

Seq. No. 42329 Seq. ID 

Gene No. 88159 Strand 

Start 2211 End 

Name OJ000113_21 . 0317 . CIO . o2 . gp Method 

Start 2056 End 

GI none Score 

Exons 2056.. 2434 



OJ000113_21. 0317. CIO 
2710 

TBLASTX: Maize 

349 

152 



OJ000113_21. 0317. CIO 

2710 
AAT/GAP 
2434 
740 



Seq. No. 42329 

Gene No. 88159 

Start 2211 

Name OJ000113_21 . 0317 . CIO . o2 . gs 

Start 2211 

GI none 

Exons 2211.. 2351, 2597.. 2710 

Seq. No. 42330 

Gene No. 88160 

Start 147 

Name OJ000113_21 . 0317 . Cll . ol . gs 

Start 147 

GI none 

Exons 147.. 189, 1972.. 2090, 2295. 

4530. .4714, 4860. .5123 



Seq. ID OJ000113_21. 0317. CIO 
Strand 

End 2710 

Method GENSCAN 

End 2710 

Score .66 



Seq. ID OJ000113_21.0317.C11 

Strand + 

End 5123 

Method GENSCAN 

End 5123 

Score .55 
.2396, 4035. .4110, 4157. .4437, 



Seq. No. 42330 Seq. ID 

Gene No. 88160 Strand 

Start 147 End 

Name OJ000113_21 . 0317 . Cll . ol . gp Method 

Start 433 End 

GI none Score 

Exons 433.. 1202 



OJ000113_21. 0317. Cll 
+ 

5123 
AAT/GAP 
1202 
1469 



Seq. No. 
Gene No. 



42330 
88160 



Seq. ID OJ000113_21. 0317, Cll 
Strand + 



42699 




start 


147 






End 


5123 


Name 


OJ000113 21 


.0317.Cll.o2 


.gp 


Method 


AAT/GAP 


Start 


1002 






End 


1419 


GI 


none 






Score 


796 


Exons 


1002. .1419 










Seq. No. 


. 42330 






Seq. ID 


OJ000113_21.0317.C11 


Gene No. 


88161 






Strand 




Start 


1476 






End 


1805 


Name 


OJ000113 21 


.0317.Cll.o3 


.gp 


Method 


AAT/GAP 


Start 


1476 






End 


1805 


GI 


none 






Score 


566. 


Exons 


1476. .1805 










Seq. No. 


42330 






Seq. ID 


OJ000113_21.0317.C11 


Gene No . 


88162 






Strand 




Start 


1979 






End 


4081 


Name 


OJ000113 21 


.0317.Cll.o4 


• gp 


Method 


AAT/GAP 


Start 


1979 






End 


4081 


GI 


none 






Score 


4077 


Exons 


1979. .4081 










Seq. No. 


42330 


- 




Seq. ID 


OJ000113_21.0317.C11 


Gene No. 


88163 






Strand 




Start 


4285 






End 


4635 


Name 


OJ000113 21 


.0317.Cll.o5 


.gp 


Method 


AAT/GAP 


Start 


4285 






End 


4635 


GI 


none 






Score 


682 


Exons 


4285. .4635 










Seq. No. 


42331 






Seq. ID 


OJ000113_21,0317.C12 


Gene No. 


88164 






Strand 




Start 


946 






End 


2341 


Name 


OJ000113 21 


.0317.C12.ol 


.np 


Method 


AAT/NAP 


Start 


738 






End 


1066 


GI 


7228438 






Score 


162 


Exons 


738. .1066 










GI Descrip. 


(AP001366) 


EST C28952(C62945) 


corresponds to a region of the 



predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. No. 


42331 




Seq. ID 


OJ000113_21.0317- 


C12 


Gene No. 


88164 




Strand 






Start 


946 




End 


2341 




Name 


OJ000113 21 


.0317.C12.ol.gs 


Method 


GENSCAN 




Start 


946 




End 


2185 




GI 


none 




Score 


.49 




Exons 


946. .1058, 


1818. .1876, 1881.. 


2185 






Seq. No. 


42331 




Seq. IP 


OJ000113_21.0317. 


C12 


Gene No. 


88164 




Strand 






Start 


946 




End 


2341 




Name 


OJ000113 21 


.0317.C12.o2.np 


Method 


AAT/NAP 




Start 


1775 




End 


2341. 




GI 


5441880 




Score 


117 




Exons 


1775. .1989, 


2283. .2341 








GI Descrip. 


(AP000367) 


EST C28952 (C62945) 


corresponds to a region of 


the 



42700 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42331 
88164 
946 

OJ000113_21.0317.C12.ol.gp 
2096 

LIB3433-020-P1-K1-A6 
2096. .2341 

•5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAG clone 34K24, complete sequence' 



Seq. ID OJ000113_21.0317.C12 
Strand 

End 2341 

Method AAT/GAP 

End 2341 

Score 4 60 



42332 
88165 
1 

OJ000113_21.0317.C13.ol.np 
1 

7340881 



Seq. ID OJ000113_21.0317.C13 
Strand 

End 3052 

Method AAT/NAP 

End 3052 

Score 643 



1..41, 552. .582, 688. .869, 2232. .2459, 2515. .2606, 2697. .2820, 
2966. .3052 

(AP001551) hypothetical protein [Oryza sativa] 



Seq. ID OJ000113_21.0317.C14 
Strand 

End 3019 

Method AAT/NAP 

End 3019 

Score 2910 



42333 
88166 
375 

OJ000113_21.0317.C14.ol.np 
375 

7228442 
375. .3019 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



42333 
88166 
375 

OJ000113_21. 0317. 014. ol.tw 

1314 

none 



Seq. ID OJ000113_21.0317.C14 
Strand 

End 3019 

Method TBLASTX : Wheat 

End 1689 

Score 66 



1314. .1487, 1325. .1465, 1420. .1488, 1512. .1688, 1537. .1689 



Seq. No. 


42333 








Seq. ID 


OJ000113_21.0317 


.C14 


Gene No. 


88166 








Strand 






Start 


375 








End 


3019 




Name 


OJ000113 21. 


0317 


.C14.01 


.tm 


Method 


TBLASTX: Maize 




Start 


1389 








End 


1985 




GI 


none 








Score 


184 




Exons 


1389. .1460, 


1507 


. .1806, 


1518. 


.1985, 1858.. 1980 




Seq. No. 


42334 








Seq. ID 


OJ000113_21.0317 


.C17 


Gene No. 


88167 








Strand 


+ 




Start 


378 








End 


576 




Name 


OJ000113 21. 


0317 


.017.01 


.gs 


Method 


GENSCAN 




Start 


378 








End 


576 




GI 


none 








Score 


.71 




Exons 


378.-576 















42701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42335 Seq. ID 

88168 Strand 
281 End 
0 JO 0011 3_21. 0317. C19.ol.np Method 
281 End 
7436360 Score 
281.. 417, 1221.. 1304, 1381.. 3312, 3387 
4594. .4892, 5572. .5883 
Ca2+-transporting ATPase (EC 3.6.1.38) 
thaliana gi | 2618691 1 gb|AAB84338 . 1 1 (AC002510) putative 
Ca2+-ATPase [Arabidopsis thaliana] 



OJ000113_21.0317.C19 
+ 

13203 
AAT/NAP 
5883 
2955 

.3545, 3914 



.4085, 
T32G6.8 - Arabidopsis 



42335 
88168 
281 

OJ000113_21.0317.C19.ol.gs 

1382 

none 



Seq. ID OJ000113_21.0317.C19 

Strand + 

End 13203 

Method GENSCAN 

End 13203 

Score .49 



1382. .3312, 3387. .3545, 3914. .4085, 4594. .4892, 5861. .5964, 

6669.-6848, 7040. .7113, 7568. .7631, 8894. .9029, 9731. .9798, 
10111. .10871, 11452. .11673, 12085 .. 12332, 12435 12574, 
12659. .12782, 13072. .13203 



42335 
88168 
281 

OJ000113_21.0317.C19.ol, 
4725 

uC-osflcypl56a01bl 
4725.. 4892, 5572.. 5891 

' 1805654/emb|CAA68234 1 l.Oe-44 (X99972) calmodulin-stimulated 
calciiim- ATPase [Brassica oleracea] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_ 
+ 

13203 
AAT/GAP 
5891 
924 



21.0317.C19 



42335 Seq. ID 

88168 Strand 

281 End 

OJ000113_21.0317.C19.o2.np Method 

6731 End 

6630699 Score 
6731. .6849 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 I dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



OJ000113_21.0317.C19 
+ 

13203 
AAT/NAP 
6849 
95 



42335 
88168 
281 

OJ000113_21.0317,C19.o2.gp 
10185 

uC-osflm202002g08bl 
10185. .10493 

'2618689 3.0e-46 (AC002510) 
thaliana] ' 



Seq. ID OJ000113_21.0317.C19 

Strand + 

End 13203 

Method AAT/GAP 

End 10493 

Score 582 

unJcnown protein [Arabidopsis 



Seq. No. 
Gene No. 



42335 
88168 



Seq. ID OJ000113_21.0317.C19 
Strand + 



42702 



start 281 End 13203 

Name OJ000113_21 . 0317 . C19 . o3 .np Method AAt/NAP 

Start 10229 End 12779 

GI 7487604 Score 1745 

Exons 10229. .10871, 11452 .. 11673, 12085 12332, 12435 12574 , 

12659. .12779 

GI Descrip. hypothetical protein .T32G6 . 6 - Arabidopsis thaliana 

gil 261868 9tgb|AAB84336. 1 | (AC002510) glycerol-3-phosphate 
dehydrogenase [Arabidopsis thaliana] 



Seq. No. 42335 

Gene No. 88168 

Start 281 

Name OJ000113_21 . 0317 . C19 . o3 . gp 

Start 11492 

GI 4714589 

Exons 11492. .11673, 12085. .12187 

GI Descrip- 2618689 3.0e-46 (AC002510) 
thaliana] 



Seq. ID OJ000113_21.0317,C19 

Strand + 

End 13203 

Method AAT/GAP 

End 12187 

Score 54 6 

unknown protein [Arabidopsis 



Seq. No. 


42335 








Gene No. 


88168 








Start 


281 








Name 


OJ000113 21. 


0317 


C19.04 


• gp 


Start 


12705 








GI 


4714590 








Exons 


12705. .12999 






Seq. No. 


42335 








Gene No. 


88169 








Start 


17843 








Name 


OJ000113 21. 


0317 


C19.04 


.tm 


Start 


1240 








GI 


none 








Exons 


1240. .1287, 


1241 


.1294, 


1244 




1377. .1694, . 


1381 


.1701, 


1381 



Seq. ID OJ000113_21.0317-C19 

Strand + 

End 13203 

Method AAT/GAP 

End 12999 

Score 48 6 



Seq. ID OJ000113_21.0317.C19 
Strand 

End 21568 

Method TBLASTX : Maize 

End 1702 

Score 79 



Seq. No. 42335 
Gene No. 88169 
Start 17843 

Name OJ000113_21 . 0317 . C19 . ol . tc 

Start 1392 
GI . none 
Exons 1392. 

2301. 

3022. 

3905. 

4587. 

5569. 



.1457, 1564.. 2220, 1573. 

.2480, 2301.. 2561, 2302. 

.3315, 3069.. 3254, 3082. 

.4081, 3911.. 4078, 3913. 

.4895, 4605.. 4781, 4796. 
.5808 



Seq. ID OJ000113_21.0317.C19 
Strand 

End 21568 
Method TBLASTX: Cress 
End 5808 
Score 684 

.2232, 1587.. 2249, 2106.. 2234, 
.2556, 2602.. 3039, 2631.. 3020, 
.3315, 3362.-3547, 3366.. 3551, 
.4086, 3967. .4083, 4571. .4762, 
.4903, 5553.. 5741, 5553.. 5807, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42335 Seq. ID 

88169 Strand 

17843 End 
OJ000113_21 . 0317 . C19 . o5 . ts Method 

1554 End 

none Score 

1554.. 1868, 1555.. 1890 



OJ000113_21.0317.C19 
21568 

TBLASTX : Soybean 

1890 

225 



42703 






Seq. No. 


42335 








Seq. ID 


OJ000113_21.0317.C19 




Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 




Name 


OJ000113 21 


.0317 


.C19.03, 


.tm 


Method 


TBLASTX: Maize 




Start 


1846 








End 


2569 




GI 


none 








Score 


405 




Exons 


1846. .2220, 


1911 


. .2555, 


2121. 


.2243, 2296.. 2556, 2384.. 2563, 






2438. .2569 














Seq. No. 


42i Jb 








Seq. ID 


OJ000113_21.0317.C19 




Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 




Name 


OJ000113 21 


.0317 


.C19.02 


.ts - 


Method 


TBLASTX : Soybean 




Start 


1986 








End 


2547 




GI 


none 








Score 


89 




Exons 


1986. .2216, 


1986 


. .2546, 


1987. 


.2547 






Seq. No. 


4233d 








Seq. ID 


OJ000113_21.0317.C19 




Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 




Name 


OJ000113 21 


.0317 


.C19.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


2421 








End 


2748 


[1 


Gi 


none 








Score 


166 


hi 


Exons 


2421. .2555, 


2422 


. .2556, 


2425. 


.2559, 2590.. 2748, 2613.. 2735 


, r 


Seq. No. 


42335- 








Seq. ID 


OJ000113_21.0317.C19 


1 y 


Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 


L Li 


Name 


OJOuOllo Zl 


n "3 1 "7 
. 0 Jl / 


- uiy . oz 


. rm 


Method 


TBLASTX: Maize 




Start 


2646 








End 


5622 




GI 


none 








Score 


104 




Exons 


2646. .3020, 


2647 


. .2748, 


2782. 


.3039, 3034.. 3315, 3069.. 3254, 


c 




3088. .3315, 


3384 


. .3551, 


3386. 


.3547, 3848. .4078, 3911. .4078, 


1: J 




3913. .4089, 


4571 


. .4903, 


4574. 


.4786, 4587. .4895, 4856. .4897, 


Li ■ 




5569. .5622 














Seq. No. 


42335 








Seq. ID 


OJ000113_21.0317.C19 




Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 




Name 


OJOOullo Zl 


. Uol / 


. Liy . oi 


. rs 


Method 


TBLASTX : Soybean 




Start 


2698 








End 


5807 




GI 


none 








Score 


308 




Exons 


2698. .3036, 


2793 


. .3020, 


3040. 


.3315, 3069. .3254, 3364.-3546, 






3366. .3545, 


3383 


. .3547, 


3384. 


.3551, 3896.. 4066, 3911.. 4078, 






3913. .4089, 


4587 


. .4895, 


4592. 


.4903, 5541.. 5612, 5553.. 5807, 






5569. .5742, 


5664 


. .5786 










Seq. No. 


ji O O '3 C 








Seq. ID 


OJ000113_21.0317.C19 




Gene No. 


88169 








Strand 






Start 


17843 








End 


21568 




Name 


OJ000113 21 


.0317 


.C19.05 


.tm 


Method 


TBLASTX: Maize 




Start 


5622 








End 


5877 




GI 


none 








Score 


273 




Exons 


5622. .5870, 


5623 


. .5877 










Seq. No. 


42335 








Seq. ID 


OJ000113_21.0317.C19 



42704 






Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 






Name 


OJ000113 21.0317.C19 


. ol. tm 


Method 


TBLASTX: Maize 






Start 


10230 




End 


12824 






GI 


none 




Score 


95 






Exons 


10230. .10337, 10292. 


.10873, 


10318. .10872, 10772. .10873, 








11444. .11677, 11447. 


.11674, 


11448. .11699, 12083. .12328, 








12084. .12332, 12085. 


.12333, 


12430. .12558, 12431 .. 12577, 








12435. .12557, 12608. 


.12733, 


12656. .12778, 12657 .. 12824 , 








12657. .12791 












Seq. No. 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 




Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 






Name 


OJ000113 21.0317.C19 


.o3. tc 


Method 


TBLASTX: Cress 






Start 


10292 




End 


10501 






GI 


none 




Score 


145 






Exons 


10292. .10408, 10315. 


.10401, 


10409. .10501 






Seq. No, 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 




Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 






Name 


OJ000113 21.0317.C19 


. o4 . ts 


Method 


TBLASTX : Soybean 




^ JZr 


Start 


10292 




End • 


10501 






GI 


none 




Score 


280 




jrf 
[11 


Exons 


10292. .10501, 10315. 


.10500 








I LP 


Seq. No. 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 


: 3 


Gene No. 


88169 




Strand 






ly 


Start 


17843 




End 


21568 






Name 


OJ000113 21.0317.C19 


.o3. ts 


Method 


TBLASTX : Soybean 






Start 


10502 




End 


11578 






GI 


none 




Score 


507 






Exons 


10502. .10873, 10502. 


.10714, 


10618. .10872, 11447. .11578, 




J 




11448. .11564, 11449. 


.11565, 


11450. .11566 




5 S 


Seq. No. 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 




Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 




C3 


Name 


OJ000113 21.0317.C19 


.o2.tc 


Method 


TBLASTX: Cress 




[3 


Start 


10520 




End 


11642 






GI 


none 




Score 


505 






Exons 


10520. .10873, 10525. 


.10872, 


11406. .11633, 11447. .11641, 








11448. .11642 












Seq. No. 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 




Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 






Name 


OJ000113 21.0317.C19 


.07. ts 


Method 


TBLASTX : Soybean 






Start 


11594 




End 


12244 






GI 


none 




Score 


137 






Exons 


11594. .11692, 11595. 


.11699, 


12080. .12199, 12084. .12206, 








12084. .12200, 12201. 


.12242, 


12203. .12244 






Seq. No. 


42335 




Seq. ID 


OJ000113_21.0317 


.C19 




Gene No. 


88169 




Strand 








Start 


17843 




End 


21568 





42705 



Name 


OJ000113 21.0317.C19.o6.ts 


Method 


TBLASTX : Soybean 




Start 


12297 


End 


12779 




GI 


none 


Score 


50 




Exons 


12297. .12332, 12435 .. 124 67, 


12468. .12554, 12470 .. 12574 ,. 






12636. .12779, 12647.. 12733 








Seq. No. 


42335 


Seq. ID 


OJ000113_21.0317 


,C19 


Gene No. 


88169 


Strand 






Start 


17843 


End 


21568 




Name 


OJ000113 21.0317.C19.o4.tc 


Method 


TBLASTX: Cress 




Start 


12431 


End 


12773 




GI 


none 


Score 


135 




Exons 


12431. .12577, 12435 .. 12554 , 


12657. .12773, 12660.. 12770 




Seq. No. 


42335 


Seq. ID 


OJ000113_21.0317 


.C19 


Gene No. 


88169 


Strand 






Start 


17843 


End 


21568 




Name 


OJ000113 21.0317.C19.o3.gs 


Method 


GENSCAN 




Start 


17843 


End 


21568 




GI 


none 


Score 


.51 




Exons 


17843. .17940, 18628 .. 18754 , 


21410. .21568 




Seq. No. 


42336 


Seq. ID 


OJ000113_21.0317 


.C20 


Gene No. 


88170 


Strand 


+ 




Start 


1420. 


End 


4918 




Name 


OJ000113 21.0317.C20.ol.gp 


Method 


AAT/GAP 




Start 


1420 


End 


4918 




GI 


127 1.R1684 


Score 


2676 




Exons 


1420.. 1667, 3757.. 4918 








GI Descrip. 


'4884532/dbj IBAA77786.il 0. 


Oe+00 (AB027431) beta-1, 3-glucanase 




[Oryza sativa] >gi 4884534 


dbj BAA77787.1_ (AB027432) 






beta-1, 3-glucanase [Oryza sativa]' 






Seq. No. 


42336 


Seq. ID 


OJ000113_21.0317 


.C20 


Gene No. 


88170 


Strand 


+ 




Start 


1420 


End 


4918 




Name 


OJ000113 21.0317.C20.ol.gs 


Method 


GENSCAN 




Start 


1621 


End 


4727 




GI 


none 


Score 


.85 




Exons 


1621. .1667, 1718. .1770, 3757. ,4727 






Seq. No. 


42336 


Seq. ID 


OJ000113_21.0317 


.C20 


Gene No. 


88170 


Strand 


+ 




Start 


1420 


End ■ 


4918 




Name 


OJ000113 21.0317.C20.ol.np 


Method 


AAT/NAP 




Start 


2563 


End 


4709 




GI 


4097946 


Score 


1653 




Exons 


2563.. 2632, 3760.. 4709 








GI Descrip. 


{U72254) beta-1, 3-glucanase 


precursor 


[Oryza sativa] 




Seq. No. 


42336 


Seq. ID 


OJ000113_21.0317 


.C20 


Gene No. 


88171 


Strand 


+ 




Start 


5231 


End 


6828 




Name 


OJ000113 21.0317.C20.o2.gp 


Method 


AAT/GAP 




Start 


5231 


End 


6779 




GI 


none 


Score 


765 




Exons 


5231.. 5335, 6428.;6779 









42706 




Seq. No. 


42336 


Seq. ID 


OJ000113_21. 


0317 


.C20 


Gene No. 


O O 1 / 1 


Strand 


+ 






Start 


5231 


End 


6828 






Name 


OJ000113 21.0317.C20.o2.np 


Method 


AAT/NAP 






Start 


6421 


End 


6771 






GI 


7406410 


Score 


212 






Exons 


6421. .6771 










GI Descrip. 


(AL162873) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42336 


Seq. ID 


OJ000113_21. 


0317 


.C20 


Gene No. 


88171 


Strand 


+ 






Start 


5231 


End 


6828 






Name 


OJ000113 21.0317.C20.o2.gs 


Method 


GENSCAN 






Start 


6430 


End 


6828 






GI 


none 


Score 


.85 






Exons 


6430. .6828 











Seq. No. 42336 Seq. ID 

Gene No. 88172 Strand 

Start 7346 End 

Name OJ000113_21 . 0317 . C20 . o3 . gs Method 

Start 7346 End 

GI none Score 

Exons 7346.. 7600, 7693.. 8075, 8200.. 8212 



OJ000113_21.0317.C20 

8212 
GENSCAN 
8212 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42336 Seq. ID 

88173 Strand 

9448 End 

OJ000113_21 . 0317 . C20 . o2 . ts Method 

374 6 End 

none Score 



OJ000113_21.0317.C20 
10687 

TBLASTX: Soybean 

4712 

248 



3746. .4060, 3759. .4082, 4137. .4349, 4172. .4294, 4341. .4499, 
4457. .4501, 4458. .4592, 4574. .4681, 4575. ,4712 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42336 
88173 
9448 

OJ000113_21.0317.C20.o3.tw 
3753 ..r-::...^.- 

none 

3753.. 4166, 3773,. 4054, 4070.-4135 



Seq. ID OJ000113_21.0317.C20 



42336 
88173 
9448 

OJ000113_21. 

3761 

none 

3761. .3961, 
4575. .4712 



0317.C20.ol.tc 



Strand 
End 

Method 
End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10687 

TBLASTX: Wheat 

■4166 

228 



OJ000113_21.0317.C20 
10687 

TBLASTX: Cress 

4712 

255 



3765. .4061, 4137. .4376, 4428. .4499, 4500. .4574, 



Seq. No. 42336 Seq. ID 

Gene No. 88173 Strand 

Start 9448 End 

Name OJ000113_21 . 0317 . C20 . o2 . tm Method 

Start 3765 End 



OJ000113_21.0317.C20 
10687 

TBLASTX: Maize 
4646 



42707 



GI 

Exons 



none Score 152 

3765. .4055, 4059. .4130, 4107, .4346, 4350. .4433, 4508. .4645, 
4509. .4646 



Seq. No. 42336 

Gene No. 88173 

Start 9448 

Name OJ000113_21 . 0317 . 

Start. 6426 

GI none 

Exons 6426.. 6476, 6479, 
6579.. 6803 



C20.o3.tm 



.6538, 6480 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6539, 



OJ000113 21.0317.C20 



10687 

TBLASTX: Maize 
6804 
39 

6532.. 6804, 6566.. 6802, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42336 Seq. ID 

88173 Strand 

9448 End 
OJ000113_21 . 0317 . C20 . o3 . ts Method 

6552 End 

none Score 

6552^.6671, 6553.. 6762 



42336 
88173 
9448 

OJ000113_21 . 0317 . C20 . o3 
9225 

1131_1.R1084 
9225.-9657, 9766.. 9924, 



OJ000113_21.0317.C20 
10687 

TBLASTX : Soybean 

6762 

231 



OJ000113 21.0317.C20 



Seq. ID 
Strand 
End 

gp Method 
End 
Score 
10064. .10381, 

'129915/spl P12782 I PGKH_WHEAT O.Oe+00 PHOSPHOGLYCERATE KINASE, 

CHLOROPLAST PRECURSOR >gi_66912_pir TVWTGC phosphoglycerate 

kinase (EC 2.7.2.3) precursor, chloroplast - wheat 
>gi_21833_emb_CAA33303_ {X15233) phosphoglycerate kinase (AA 1 
480) [Triticum aestivum] >gi_3293043_emb_CAA51931_ (X73528) 
phosphoglycerate kinase [Tritic\im aestiviom] ' 



10687 
AAT/GAP 
10650 
1946 
10533. .10650 



42336 
88173 
9448 

OJ000113_21 . 0317 . C20 . ol . tm 

9301 

none 



Seq. ID OJ000113_21.0317.C20 
Strand 

End 10687 

Method TBLASTX : Mai ze 

End 10650 

Score 34 



9301.. 9327, 9323.. 9385, 9334.. 9381, 9368.. 9427, 9392.. 9430, 
9418. .9660, 9418. .9660, 9757. .9927, 9758. .9922, 9759.-9947, 
9760.. 9927, 10061 .. 10384 , 10065 .. 10382 , 10066 .. 10383, 
10531. .10650, 10532. .10648, 10533.. 10649 



42336 
88173 
9448 

OJ000113_21. 0317. 020. ol.tw 

9304 

none 



Seq. ID OJ000113_21.0317.C20 
Strand 

End 10687 

Method TBLASTX : Wheat 

End 9838 

Score 35 



9304. .9336, 9330. .9386, 9331. .9387, 9386. .9448, 9433. .9459, 
9463.. 9660, 9463.. 9660, 9757.. 9834, 9758.. 9838, 9767.. 9838 



Seq. No. 
Gene No. 



42336 
88173 



Seq. ID 
Strand 



OJ000113 21.0317.C20 



42708 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9448 End 

OJ000113_21.0317.C20.o2.tc Method 

9435 End 

none Score 



10687 

TBLASTX: Cress 

10650 

106 



9435. .9575, 9448. .9660, 9463. .9639, 9482. .9658, 9757. .9927, 
9758. .9922, 9760. .9927, 10061 .. 10384 , 10068 .. 10382, 
10114. .10434, 10531. .10650, 10531 .. 10635 , 10533. .10649 



42336 
88173 
9448 

OJ000113_21.0317.C20.ol.ts 

9438 

none 



OJ000113 21.0317.C20 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9438.-9575, 9448.. 9660, 9485.. 9658, 9757.-9927, 9758.. 9925, 
9766.-9972, 9780.. 9935, 10061 -. 10384 , 10062 .. 10382, 
10526- .10642, 10531 .. 10650, 10533.. 10649 



10687 

TBLASTX : Soybean 

10650 

172 



42336 Seq. ID 

88173 Strand 

94 48 End 
OJ000113_21 . 0317 , C20 . o4 . gs Method 

9448 End 

none Score 

9448.-9924, 10064.. 10381 



OJ000113_21.0317.C20 

10687 
GENSCAN 
10381 
.53 



OJ000113 21.0317.C20 



42336 Seq. ID 

88173 Strand 
9448 End 
OJ000113_21.0317.C20.o3.np Method 
9451 End 
2499497 Score 
9451.. 9657, 9766.. 9924, 10064 .. 10381, 
PHOSPHOGLYCERATE KINASE, CHLOROPLAST PRECURSOR 
gi|7434546|pir| IT03660 phosphoglycerate kinase 
precursor, chloroplast - common tobacco 

gi|1161600|emb|CAA88841.1| (Z48977) phosphoglycerate kinase 
[Nicotiana tabacum] 



10687 
AAT/NAP 
10687 
1138 
10533. .10687 



(EC 2.7.2.3) 



Seq. No. 


42336 


Seq- ID 


OJ000113_21.0317 


.C20 


Gene No. 


88173 


Strand 






Start 


9448 


End 


10687 




Name 


OJ000113 21.0317.C20.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10091 


End 


10384 




GI 


none 


Score 


387 




Exons 


10091. .10384, 10091. .10384 








Seq. No. 


42337 


Seq. ID 


OJ000303_27.0328 


.CI 


Gene No. 


88174 


Strand 


+ 




Start 


1227 


End 


2441 




Name 


OJ000303 27.0328.Cl.ol.np 


Method 


AAT/NAP 




Start 


1227 


End 


2441 




GI 


6721543 


Score 


78 




Exons 


1227. .1356, • 2007. .2082, 2401.. 


2441 






GI Descrip. 


(AP001073) hypothetical protei 


.n [Oryza 


sativa] 




Seq. No. 


42337 


Seq. ID 


OJ000303_27.0328 


-CI 



42709 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



88175 Strand 
1866 End 5833 

OJ000303_27 . 0328 . CI . ol . gp Method AAT/GAP 

1588 End 2041 

LIB3431-045-P1-N1-A10 Score 848 

1588.. 2041 

'5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



42337 Seq. ID 

88175 Strand 

1866 End 

OJ000303_27 . 0328 . CI . ol . gs Method 

1866 End 

none Score 



OJ000303_27.0328.C1 

5833 
GENSCAN 
5607 
.75 



1866. .2026, 2177. .2379, 2384. .2431, 2495. .2626, 2727. .2782, 
2940. .3122, 3215. .3473, 3550. .3848, 3940. .4350, 4525. .4771, 
4877.. 5027, 5410.. 5607 



42337 Seq. ID 

88175 Strand 
1866 End 
OJ000303_27 .0328.Cl.o2.np Method 
2145 End 
5441880 Score 

2145.. 2379, 2495 

4435.. 4771, 4877 



OJ000303_27.0328.C1 

5833 
AAT/NAP 
5833- 
2992 

3215. .3473, 3550. .3848, 



.2626, 2873.. 2970, 
.5027, 5530.. 5833 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein, 
(AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 27. 0328. CI 



5833 
AAT/GAP 
3722 
789 



42337 
88175 
1866 

OJ000303_27.0328.Cl.o2.gp 
3223 

LIB3475-007-P1-K1-G8 
3223.-3473, 3550.. 3722 

'5441880/dbj IBAA82378.il 5.0e-75 .(AP000367) EST C28 952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 

42338 Seq. ID OJ000303_27 . 0328 . C2 

88176 Strand 

1 End 3025 

OJ000303_27.0328.C2.ol.np Method AAT/NAP 

1 End 1851 

7228442 Score 3252 

1. .1851 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



42338 Seq. ID 

88176 Strand 
1 End 

OJ000303 27.0328.C2.o2.np Method 



OJ000303_27.0328.C2 

3025 
AAT/NAP 



42710 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1 End 3025 

6063557 Score 194 

1..28, 2554. .2740, 2973. .3025 

(AP000615) similar to ciJ522J7.2 {Z98885) [Oryza sativa] 



42338 
88176 
1 

OJ000303_27.0328.C2.ol.gs 

175 

none 

175. .1851 

42338 
88176 
1 

OJ000303_27 . 0328 . C2 . ol . tw 

193 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_27.0328.C2 

3025 
GENSCAN 
1851 
.99 



OJ000303_27.0328.C2 
3025 

TBLASTX: Wheat 

543 

79 



193. .339, 205. .339, 218. .343, 337. .534, 349. .543 



42338 
88176 
1 

OJ000303_27 . 0328 . C2 . ol . tm 
241 
none 
241 



Seq. ID OJ000303_27.0328.C2 
Strand 

End 3025 

Method TBLASTX : Mai ze 

End 837 

Score 151 



312, 376. .675, 437. .658, 709. .837, 731. .829 

42338 Seq. ID OJ000303_27 . 0328 .C2 

88176 Strand 

1 End 3025 

OJ000303_27 . 0328 . C2 . ol . gp Method AAT/GAP 

363 End 794 

5701669 Score 837 

363.. 794 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C62945 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


42338 




Seq. ID 


OJ000303 


Gene No. 


88176 




Strand 




Start . 


1 




End 


3025 


Name 


OJ000303 27.0328 


.C2.o2.gs 


Method 


GENSCAN 


Start 


2628 




End 


2767 


GI 


none 




Score 


.86 


Exons 


2628. .2767 








Seq. No. 


42339 




Seq. ID 


OJ000303 


Gene No. 


88177 




Strand 


+ 


Start 


535 




End 


2652 


Name 


OJ000303 27.0328 


.C3.ol.gs 


Method 


GENSCAN 


Start 


535 




End 


2652 


GI 


none 




Score 


.78 


Exons 


535. .692, 1318.. 


1754, 1813. 


.2652 




Seq. No. 


42339 




Seq. ID 


OJ000303 



42711 




Gene No. 


88178 




Strand 




Start 


5232 




End 


6992 


Name 


OJ000303 27 


.0328.C3.o2.gs 


Method 


GENSCAN 


Start 


5232 




End 


6592 


GI 


none 




Score 


.73 


Exons 


5232. .5501, 


6467. .6592 






Seq. No. 


42339 




Seq. ID 


OJ000303_27.0328 


Gene No. 


88178 




Strand 




Start 


5232 




End 


6992 


Name 


OJ000303 27 


.0328.C3.ol.np 


Method 


AAT/NAP 


Start 


5241 




End 


6992 


GI 


3283026 




Score 


306 


Exons 


5241. .5462, 


5529.-5636, 5729. 


.5847, 5959.. 6371, 6467.. 6 




6976.-6992 








GI Descrip. 


(AF051562) 


putative transposase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42339 
88178 
5232 

OJ000303_27 . 0328 . C3 . ol . tc 

5396 

none 



Seq. ID OJ000303_27.0328.C3 
Strand 

End 6992 

Method TBLASTX : Cress 

End 6733 

Score 63 



5396. .5506, 5538. .5636, 5726. .5845, 5732.. 5842, 5745,. 5849, 
6575. . 6733. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42339 
88178 
5232 

OJ000303_27 . 0328 . C3 . ol . ts 

5535 

none 



Seq. ID OJ00030p_27.0328.C3 
Strand 

End 6992 

Method TBLASTX : Soybean 

End 5863 

Score 103 



5535.. 5639, 5724.. 5849, 5732.. 5863 



42339 
88178 
5232 

OJ000303_27 . 0328 . C3 . ol . tm 

6327 

none 



Seq. ID OJ000303_27.0328.C3 
Strand 

End 6992 

Method TBLASTX : Mai ze 

End 6686 

Score 45 



6327. .6377, 6454. .6495, 6458. .6544, 6458. .6544, 6572. .6682, 
6572.. 6685, 6573.. 6686 



42340 
88179 
323 

OJ000303_27.0328.C6.ol.np 
323 

6587806 



Seq. ID OJ000303_27.0328.C6 
Strand 

End 3922 
Method AAT/NAP 
End 3922 
Score 575 

323. .420, 712. .889, 1248. .1368, 1447. .1652, 2138. .2266, 
2636.. 2775, 3470.. 3922 

(AC010924) Contains similarity to gb|M82916 MRS2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|Al998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No, 



42340 



Seq. ID OJ000303_27.0328.C6 



42712 



Gene No. 88179 Strand 

Start 323 End 3922 

Name OJ000303_27 . 0328 .C6 . ol . gp Method AAT/GAP 

Start 454 End 899 

GI none Score 7 98 

Exons 454.. 899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42340 Seq. ID 

88179 Strand 

323 End 

OJ000303_27 . 0328 . C6 . o2 . ts Method 

578 End 

none Score 



OJ000303_27.0328,C6 
3922 

TBLASTX: Soybean 

896 

76 



578.-703, 716. .889, 717. .857, 737. .889, 774. .896, 796. .891 



42340 Seq. ID 

88179 Strand 

323 End 

OJ000303_27.0328.C6.ol.gs Method 

584 End 

none Score 



OJ000303_27.0328.C6 

3922 
GENSCAN 
3841 
.92 



584. .889, 1248. .1383, 1510. .1652, 2138. .2266, 2636. .2884, 
3470. .3841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



42340 
88179 
323 

OJ000303_27.0328.C6.o2.tm 

628 

nonie 



Seq. ID OJ000303_27.0328.C6 . 
Strand 

End 3922 

Method TBLASTX : Mai ze 

End 2269 

Score 268 



628. .744, 629. .892, 629. .889, 1245. .1385, 1248. .1385, 

1253. .1387, 1265. .1387, 1506. .1655, 1508. .1654, 1549. .1656, 

2134. .2259, 2135. .2269, 2136. .2222, 2137. .2259 



42340 
88179 
323 

OJ000303_27.0328.C6.ol.ts 

1224 

none 



Seq. ID OJ000303_27.0328.C6 
Strand 

End 3922 

Method TBLASTX : Soybean 

End 3760 

Score 69 



1224. ,1319, 1227. .1337, 1584. .1655, 2133. .2261, 2135. .2269, 
2136. .2222, 2138. .2269, 2625. .2720, 2636. .2755, 3488. .3622, 
3488.. 3760, 3489. .3755 



Seq. ID OJ000303_27.0328.C6 
Strand 

End 3922 
Method AAT/GAP 
End 3712 
_ Score 1551 

1302. .1383, 1510. .1652, 2138. .2266, 2636, .2884, 3470. .3712 
M406759/gb|AAD20070| l.Oe-15 (AC006836) hypothetical protein 
[Arabidopsis thaliana] • 



42340 
88179 
323 

OJ000303_27.0328.C6.o2.gp 
1302 

21496 1.R1084 



42340 
88179 
323 



Seq. ID OJ000303_27.0328,C6 
Strand 

End 3922 



42713 



Name 

Start 

GI 

Exons 



OJ000303_27 . 0328 . C6 . ol . tm Method TBLASTX : Maize 

2619 • End 3764 

none Score 192 

2619.. 2873, 2625.. 2885, 2627.. 2899, 2627.. 2887, 3458.. 3631, 
3470. .3763, 3471. .3764 



Seq. No. 42340 

Gene No. 88179 

Start 323 

Name OJ000303_27 . 0328 . C6 . ol . tc 

Start 3488 

GI none 

Exons 3488.. 3760, 3489.. 3755 



Seq. ID OJ000303_27.0328.C6 
Strand 

End 3922 

Method TBLASTX : Cress 

End 3760 

Score 164 



fn 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 



42341 Seq. ID OJ000303_27 . 0328 . C7 

88180 Strand 

707 End 942 

OJ000303_27 . 0328 . C7 . ol . np Method AAT/NAP 

707 End 942 

6069646 Score 108 

707. .942 

(AP000616) similar to putative reverse transcriptase (AC005315). 
[Oryza sativa] gi | 6907112 | dbj | BAA90639. 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42342 
88181 
3438 

OJ000303_27 .0328 . C8 . ol . gp 
3438 

64990_1.R1084 
3438.. 3574, 3747.. 3950 
• 1769901/emb I CAA65052 | 
[Arabidopsis thaliana] 



transporter 1 [Arabidopsis thaliana] * 



Seq. ID OJ000303_27.0328.C8 

Strand + 

End 6137 

Method AAT/GAP 

End 3950 

Score 629 



2.0e-14 (X95737) proline transporter 1 
>gi_2088642 (AF002109) proline 



42342 
88181 
3438 

OJ000303_27 . 0328 . C8 . ol . gs 

3469 

none 

3469. .3574, 3747. 
5661.. 5891, 5985, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_27.0328.C8 
+ 

6137 
GENSCAN 
6137 
.98 



.3971, 4099. .4193, 4315. .4507, 4916. .5256, 
.6137 



Seq. No. 42342 Seq. ID 

Gene No. 88181 Strand 

Start 3438 End 6137 

Name OJ000303_27 .0328 .08 .ol .np Method AAT/NAP 

Start 3469 End 6134 

GI 7415521 Score 717 

Exons 3469.. 3636, 3725.. 3971, 4099 

5661. .5895, 5992. .6134 

GI Descrip. (AB022783) amino acid permease [Oryza sativa] 



OJ000303_27.0328.C8 
+ 



4210, 4335.. 4507, 4916.. 5256, 



42714 




Seq. No. 


42342 




Seq. ID 


OJ000303_ 


27.0328.08 


Gene No. 


88182 




Strand 


+ 




Start 


15972 




End 


19379 




Name 


OJ000303 27.0328,08 


. o3 ,gs 


Method 


GENSOAN 




Start 


15972 




End 


19379 




GI 


none 




Score 


.82 




Exons 


15972. .16013, 17838 


. ,19379 








Seq. No. 


42342 




Seq. ID 


OJ000303_ 


27.0328.08 


Gene No. 


88183 




Strand 


+ 




Start 


26639 




End 


31765 




Name 


OJ000303 27. 0328. C8 


. o5 . np 


Method 


AAT/NAP 




Start 


25095 




End 


26362 




GI 


225269 




Score 


210 




Exons 


25095. .25283, 26093 


. ,26362 








GI Descrip. 


NADH dehydrogenase 


2-like ORF 260 [Nicotiana tabacum] 


Seq. No. 


42342 




Seq. ID 


OJ000303_ 


27 . 0328 .08 


Gene No. 


88183 




Strand 


+ 




Start 


26639 




End 


31765 




Name 


OJ000303 27,0328,08 


.06. np 


Method 


AAT/NAP 




Start 


25173 




End 


27515 




GI 


3928084 




Score 


146 




Exons 


25173. ,25205, 27155 


. ,27515 








GI Descrip. 


(AO005770) putative 


retroelement pol polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


42342 




Seq. ID 


OJ000303_ 


27,0328.08 


Gene No. 


88183 




Strand 


+ 




Start 


26639 




End 


31765 




Name 


OJ000303_27.0328.C8 


.o6.gs 


Method 


GENSOAN 




Start 


26639 




End 


31625 




GI 


none 




Score 


.68 




Exons 


26639. .26760, 27140 


. .27319, 


27321. .27553, 27568, 


.27703, 




27855. .27888, 27956 


. .28041, 


28099. .28386, 29022, 


.29125, 




30072. .30142, 30224 


, .30474, 


30617.-30687, 30858, 


.31045, 




31192. .31263, 31398 


, .31625 








Seq. No, 


42342 




Seq. ID 


OJ000303_ 


27.0328.08 


Gene No, 


88183 




Strand 


+ 




Start 


26639 




End 


31765 




Name 


OJ000303_27,0328.O8 


, o7 , np 


Method 


AAT/NAP 




Start 


30059 




End 


31765 




GI 


7340659 




Score 


225 




Exons 


30059. .30158, 30234 


. .30425, 


30858. .31057, 31171. 


,31309, 




31453. .31621, 31678 


. .31765 








GI Descrip. 


(AL162506) histone 


deacetylase-like protein [Arabidopsis 




thaliana] 










Seq. No. 


42342 




Seq. ID 


OJ000303_ 


27.0328.08 


Gene No. 


88184 




Strand 






Start 


6488 




End 


16180 




Name 


OJ000303 27. 0328. 08 


. o2 . gp 


Method 


AAT/GAP 




Start 


6488 




End 


7574 




GI 


18509 1.R1084 




Score 


1585 




Exons 


6488,, 7080, 7209., 7265, 7367 


..7574 







GI Descrip. • • 6016736/gb | AAF01562 , 1 i AC009325_32 2.0e-21 (AO009325) unknown 



42715 



protein [Arabidopsis thaliana] ' 



Seq. No. 42342 Seq. ID 

Gene No. 88184 Strand 

Start 6488 End 16180 

Name OJ000303_27 . 0328 .C8 .o2 .gs Method GENSCAN 

Start 6769 End 11429 

GI none Score .74 

Exons 6769.. 6909, 7209.. 7265, 7468.. 7600, 7665.. 7792, 

8169. .8248, 8637.. 8734, 8816.. 8929, 9015. .9155, 

10209. .10863, 11374. .11429 



OJ000303 27. 0328. C8 



7891. 
9249. 



7996, 
9333, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42342 
88184 
6488 

OJ000303_27 . 0328 . C8 . o2 . np 

7003 

6728858 



Seq. ID OJ000303_27.0328-C8 
Strand 

End 16180 

Method AAT/NAP 

End 16180 

Score 984 



7003.. 7080, 7209.. 7265, 7367.. 7565, 7665.-7996, 8169.. 8248, 
8637,. 8734, 8816.. 8929, 9015.. 9155, 9249.. 9333, 10209 .. 104 41 , 
16090. .16180 



GI Descrip. {AC008113) F12A21.5 [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42342 
88184 
6488 

OJ000303_27 . 0328 . C8 . o3 . gp 
7902 

60907^1. R1084 
7902. .7996, 8169. 



OJ000303 27. 0328. C8 



Seq. ID _ 
Strand 

End 16180 
Method AAT/GAP 
End 8902 
Score 641 
.8248, 8637.. 8734, 8816. .8902 
•6016736/gb|AAF01562.1|AC009325_32 4.0e-45 (AC009325) unknown 
protein [Arabidopsis thaliana] ' 



Seq. No. 42342 Seq. ID 

Gene No. 88184 Strand 

Start 6488 End 

Name OJ000303_27 . 0328 . C8 . o4 . gp Method 

Start 9004 End 

GI LIB3434-007-P1-K1-G3 Score 

Exons 9004.. 9155, 9249.. 9333, 10209.. 10321 

GI Descrip. ' 6016736/gb | AAF01562 . 1 | AC009325_32 3. 

protein [Arabidopsis thaliana] ' 



OJ000303_27.0328.C8 

16180 
AAT/GAP 
10321 
565 

Oe-34 (AC009325) unknown 



Seq. No. 42342 

Gene No. 88185 

Start 19699 

Name OJ000303_27 . 0328 . C8 . o4 . gs 

Start 19699 

GI none 

Exons 19699. .19711, 20309 .. 20404 , 
21876. .22160 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_27.0328.C8 

22160 
GENSCAN 
22160 
.62 



21284. .21642, 21668 .. 21802, 



Seq. No. 42342 Seq. ID 

Gene No. 88185 Strand 

Start 19699 . End 

Name pJ000303_27 . 0328 , C8 . o5 . gp Method 

Start 20515 End 



OJ000303_27.0328.C8 

22160 

AAT/GAP 

20813 



42716 



13 



GI 

Exons . 

Seq. No. 
Gene No. 
Start 
Name - 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



569735 Score 543 

20515. .20813 

42342 
88186 
23062 

OJ000303_27 . 0328 .C8 . o4 . np 
23056 
4850388 

23056. .23653, 23732 .. 24023, 24551 . .24 64 9 . 
(AC007357) F3F19.7 [Arabidopsis thaliana] 



Seq. ID OJ000303_27.0328.C8 
Strand 

End. 24 64 9 

Method AAT/NAP 

End 24649 

Score 245 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 24649 

Method GENSCAN 

End 24429 

Score 1 



42342 
88186 
23062 

OJ000303_27.0328.C8.o5.gs 
23062 
none 

23062. .24429 

42342 
88187 
33379 

OJ000303_27 . 0328 .C8 .o2 . ts 
3725 
none 

3725. .3973, 3745. .3972, 4088. .4216, 4089. .4208, 4354, .4509 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 33820 

Method TBLASTX : Soybean 

End ' 4509 

Score 201 



42342 
88187 
33379 

OJ000303_27.0328.C8.o3.tc 

3725 

none 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 33820 

Method TBLASTX : Cress 

End 6137 

Score 212 



3725.-3973, 3734.. 4030, 4089.. 4208, 4354.. 4509, 4915.. 5274, 
4983. .5255, 5723.-5869, 5736. .5888, 5997. .6137 



42342 
88187 
33379 

OJ000303_27.0328.C8.o3.tm 

3725 

none 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 33820 

Method TBLASTX: Maize 

End 4193 

Score 210 



3725.. 3973, 3760.. 3972, 4098.. 4193 



42342 
88187 
33379 

OJ000303_27.0328.C8.o2.tm 

4338 

none 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 33820 

Method TBLASTX : Mai ze 

End 5178 

Score 262 



4338. .4508, 4339.-4509, 4914. .4949, 4915. .4950, 4950. .5177, 
4951. .5178 



Seq. No. 
Gene No. 
Start 



42342 
88187 
33379 



Seq. ID OJ000303_27.0328.C8 
Strand 

End 33820 



42717 



Name 


OJ000303 27 


. 0328. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4354 ~ 








End 


5202 


GI 


none 








Score 


95 


P.yon ^ 


4354. .4509, 


4915. 


. 5202, 


4935. 


.5195 




Seq. No. 


42342 








Seq. ID 


OJ000303_27.0328.C8 


Gene No. 


88187 








Strand 




Start 


33379 








End 


33820 


Name 


OJ000303 27 


.0328. 


C8.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


4966 ~ 








End 


6137 


GI 


none 








Score 


247 


Exons 


4966. .5268, 


5736. 


.5888, 


6018. 


.6137 




Qprr . No 


42342 








Seq. ID 


OJ000303_27.0328-C8 




88187 








Strand 




Start 


33379 








End 


33820 


Name 


OJ000303 27 


.0328. 


C8 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


6925 ~ 








End 


9339 


GI 


none 








Score 


142 


Exons 


6925. .7083, 


6959. 


.7081, 


7178. 


.7267, 7209.. 7265, 7210.. 7269, 




7210. .7266, 


7364. 


.7570, 


7365. 


.7430, 7366.. 7566, 7664.. 7792, 




7665. .7796, 


7665. 


.7793, 


7891. 


.7998, 7895.. 7999, 7896.. 8030, 




7919. .7999, 


8166. 


. 8273, 


8171. 


.8278, 8634. .8735, 8635. .8745, 




8635. .8742, 


8814 . 


.8930, 


8814 . 


.8930, 8i 


315. .8931, 9010. .9162, 




9015 9101, 


9017 . 


.9163, 


9239. 


.9337, 9247.. 9339, 9248.. 9337, 




9249 9338, 


9253. 


. 9339 








*^prr No 

w . 1 1 V . 


42342 








Seq. ID 


OJ000303_27.0328.C8 


Gene No. 


88187 








Strand 




Start 


33379 








End 


33820 


Name 


OJ000303 27 


.0328. 


C8.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


7000 ~ 








End 


7995 


GI 


none 








Score 


126 


Exons 


7000. .7083, 


7209. 


.7262, 


7520. 


.7570, 7664. .7792, 7665. .7796, 




7686. .7793, 


7891. 


.7995, 


7895. 


.7990 




Sea No 


42342 








Seq. ID 


OJ000303_27.0328.C8 


CcariP No 


88187 








Strand 




Start 


33379 








End 


33820 


Name 


OJ000303 27 


.0328. 


08. ol. 


ts 


Method 


TBLASTX: Soybean * 


Start 


7664 








End 


10283 


GI 


none 








Score 


112 


Exons 


7664 . .7792, 


7665. 


.7793, 


7686. 


.7793, 7688.-7795, 7891. .7998, 




7892.. .7999, 


8169. 


. 8273, 


8171. 


.8278, 8634.-8735, 8635.-8745, 




8647. -8736, 


8814 . 


.8939, 


8815. 


.8931, 8 


834. .8941, 9002. .9163, 




9010. . 9162, 


9247 . 


. 9336, 


9248. 


.9334, 10203.. 10283 


Sea No. 


42342 








Seq. ID 


OJ000303_27.0328.C8 


Gene No. 


88187 








Strand 




Start 


33379 








End 


33820 


Name 


OJ000303 27 


.0328. 


C8.01. 


tc 


Method 


TBLASTX: Cress 


Start 


8815 








End 


10280 


GI 


none 








Score 


80 


Exons 


8815. .8931, 


8817. 


-.8930, 


9010, 


.9162, 9017- -9163, 9247.-9336, 




9248. .9340, 


10203. .10280 






Seq. No. 


42342 








Seq. ID 


OJ000303_27.0328.C8 



42718 



Gene No. 


O O 1 O T 

oo lo / 




Strand 






Start 


33379 




End 


33820 




Name 


OJ000303 27. 0328. C8 


. o4 . tc 


Method 


TBLASTX: Cress 




Start 


18642 




End 


19316 




GI 


none 




Score 


68 




Exons 


18642. .18800, 18975 


. .19316 








Seq. No. 


42342 




Seq. ID 


OJ000303_27.0328. 


C8 


Gene No. 


Q Q 1 O T 




Strand 






Start 


33379 




End 


33820 




Name 


OJ000303 27. 0328. C8 


.o4 . ts 


Method 


TBLASTX: Soybean 




Start 


26216 




End 


26366 




GI 


none 




Score 


205 




Exons 


26216. .26365, 26216 


. .26359, 


26217. .26366 




Seq. No. 


42342 




Seq. ID 


OJ000303_27.0328. 


C8 


Gene No. 


oolo / 




Strand 






Start 


33379 




End 


33820 




Name 


OJ000303 27. 0328. C8 


.o5. tm 


Method 


TBLASTX: Maize 




Start 


27336 




End 


27516 




GI 


none 




Score 


197 




Exons 


27336. .27491, 27337 


. .27516 








Seq. No. 


42342 




Seq. ID 


OJ000303_27.0328. 


C8 


Gene No . 


o o T on 
oolo / 




Strand 






Start 


33379 




End 


33820 




Name 


OJ000303 27. 0328. C8 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


30064 




End 


30412 




GI 


none 




Score 


77 




Exons 


30064. .30111, 30065 


. .30151, 


30221- .30412, 30274. .30408 




Seq. No. 


42342 




Seq. ID 


OJ000303_27.0328. 


C8 


Gene No . 


O O 1 O T 

oolo / 




Strand 






Start 


33379 




End 


33820 




Name 


OJ000303 27. 0328. C8 


.o7 .gs 


Method 


GENSCAN 




Start 


33379 




End 


33820 




GI 


none 




Score 


.78 




Exons 


33379. .33439, 33534 


. .33645, 


33775. .33820 




Seq. No. 


42343 




Seq. ID 


OJ000303_27.0328- 


09 


Gene No. 


88188 




Strand 






ocarT- 


273 




End 


738 




Name 


OJ000303 27. 0328. C9 


.ol .np 


Method 


AAT/NAP 




Start 


273 




End 


738 




GI 


2392769 




Score 


143 




Exons 


273. .488, 655. .738 










GI Descrip. 


(AC002534) putative histone 


deacetylase [Arabidopsis thaliana 


Seq. No. 


42343 




Seq. ID 


OJ000303_27.0328, 


C9 


Gene No. 


88189 




Strand 






Start 


1463 




End 


1653 




Name 


OJ000303 27. 0328. C9 


-ol. tm 


Method 


TBLASTX: Maize 




Start 


282 




End 


726 




GI 


none 




Score 


144 




Exons 


282. .467, 283.-468, 


296. .469, 379. .477, 


628. .726 




Seq. No. 


42343 




Seq. ID 


OJ000303_27.0328. 


C9 



42719 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88189 
1463 

OJ000303_27.0328.C9.ol.gs 

1463 

none 

1463. .1653 



Strand 
End 

Method 

End 

Score 



1653 
GENSCAN 
1653 
.87 



42344 
88190 
1 

OJ000303_27 . 0328 . CIO . ol 
1 

6102610 

1..26, 672.. 1000, 1277. 
2529.. 2715, 2994.. 3095, 
5154.. 5413, 5493.. 5662, 
7206.. 7280, 7606.. 7679, 
9082. .9160 

(AF187317) CAE protein 



Seq. ID OJ000303_27. 0328. CIO 



np 



Strand 
End 

Method 
End 
Score 



9160 
AAT/NAP 
9160 
952 

.1558, 1645. .2118, 2227. .2435, 
3174. .3884, 4103. .4191, 4668. .5004, 
5744. .5936, 6023. .6317, 6865. .7149, 
8007. .8076, 8180. .8314, 88 93. .9006, 

[Arabidopsis thaliana] 



42344 
88190 
1 

OJ000303_27 . 0328 . CIO . ol . gs 

153 

none 



Seq. ID OJ000303_27. 0328. CIO 
Strand 

End 9160 

Method GENSCAN 

End • 9006 

Score .87 



153. .264, 396. .579, 674. .1000, 1277. .1558, 1645. .2118, 
2520. .2743, 2998. .3095, 3174. .3664, 3744. .4015, 4761. .5017, 
5167. .5385, 5502. .5662, 5744. .5936, 6023. .6128, 6442. .6616, 
6899. .7051, 7158. .7289, 7615. .7679, 8928. .9006 



42344 
88190 
1 

OJ000303_27 . 0328 . CIO . o2 . tm 

491 

none 



Seq. ID OJ000303_27. 0328. CIO 



Strand 
End 

Method 

End 

Score 



9160 

TBLASTX: Maize 

1053 

93 



491. .580, 493. .585, 497. .589, 653. .754, 673. .756, 674. .751, 
758. .1000, 760. .1053, 780.. 1001 



42344 
88190 
1 

OJ000303_27 . 0328 . CIO . o2 . np 
659 

6714410 

659.. 1000, 1277.. 1558, 1645. 
2528. .2729, 3020. .3095, 3174 
4767.. 5013, 5163.. 5343, 5463 
6904.. 7023, 8049.. 8319, 8967 



Seq. ID PJ000303_27. 0328. CIO 
Strand 

End 9160 

Method AAT/NAP 

End 9160 

Score 7 61 
1997, 2046.. 2118, 2227.. 2437, 
.3567, 3672. .3847, 3952. .4101, 
.5662, 5744. .6078, 6666. .6765, 
.9006, 9082.. 9160 



GI Descrip. {AC012328) unknown protein [Arabidopsis thaliana] 



Seq. No. 42344 

Gene No. 88190 

Start 1 

Name OJ000303_27 . 0328 . CIO . ol . ts 

Start 893 



Seq. ID OJ000303_27. 0328. CIO 
Strand 

End 9160 

Method TBLASTX : Soybean 

End 2387 



42720 



m 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 85 

893. .1003, 1343. .1561, 1663. .1737, 2277. .2387 



42344 
88190 
1 

OJ000303_27 .0328. CIO. ol.tm 

1379 

none 

1379.. 1561, 1726.. 1767, 1728. 
1771.. 2136, 2226.. 2270, 2227. 
2283.. 2435, 2283.-2435, 2284. 
2506.. 2568, 2517.. 2594, 2525. 



Seq. ID OJ000303_27. 0328. CIO 
Strand 

End 9160 
Method TBLASTX : Mai ze 
End 2594 
Score 54 

.1781, 1754. .1858, 1765. .2136, 
.2274, 2228.-2278, 2282. .2434, 
.2436, 2284.-2436, 2288. .2440, 
.2593 



42344 
88190 
1 

OJ000303_27.0328 

1843 

none 

1843- -1980, 1843 

42344 
88190 
1 

OJ000303_27.0328 

3290 

none 

3290.. 3484, 3290 
3489.-3665, 3496 

42344 
88190 
1 

OJ000303_27.0328 

3954 

none 

3954. .4016, 4778 

42344 
88190 
1 

OJ000303_27.0328 

7180 

none 

7180.-7281, 7182 
8008.-8079, 8166 

42345 
88191 
1 

OJ000303_27.0328 
1 

5852093 

1..35, 253. .369, 
{AL117264) 2whl6 



Seq. ID OJ000303_27-0328.C10 
Strand 

End 9160 

.C10.o2.ts Method TBLASTX : Soybean 

End 2115 

Score 75 
..2022, 2023. .2115, 2039. .2110 

Seq- ID OJ000303_27. 0328. CIO 
Strand 

End 9160 
.C10.o3.tm Method TBLASTX: Maize 

End 3769 

Score 131 
..3487, 3292. .3504, 3292. .3498, 3485. .3598, 
..3666, 3510. .3671, 3511. .3666, 3734. .3769 

Seq. ID OJ000303_27. 0328. CIO 
Strand 

End 9160 

.C10.o3.ts Method TBLASTX: Soybean 

End 5265 

Score 106 
..5020, 4804. .5004, 5134. .5265, 5163. .5261 

Seq. ID OJ000303_27. 0328. CIO 
Strand 

End 9160 
.C10.o4.tm Method TBLASTXrMaize 

End 8243 

Score 110 
..7292, 7603-.7680, 7994.-8077, 8005. .8085, 
..8231, 8174-.8230, 8175. .8243, 8180. .8236 

Seq. ID OJ000303_27.0328.C11 

Strand + 

End 2099 

.Cll.ol.np Method AAT/NAP 

End 2099 

Score 64 

2002- -2099 
. 1 [Oryza sativa] 



42721 





Seq. No. 


42345 






Seq. ID 


OJ000303_27.0328.C11 




Gene No. 


88192 






Strand 


+ 












End 


5749 




Name 


OJ000303 27.0328. 


Cll.ol 


.gs 


Method 


GENSCAN 




Start 


2132 






End 


5749 




GI 


none 






Score 


.83 




Exons 


2132.. 2511, 2567. 


.3186, 


3315. 


.3493, 4123. .4203, 4315. .4401, 






4487. .4493, 4728. 


.4799, 


5199. 


.5279, 5643.. 5749 




Seq. No. 


42345 






Seq. ID 


OJ000303_27.0328.C11 






O O X ^ J 






Strand 






Start 


6900 






End 


7975 




Name 


OJ000303 27.0328. 


Cll.ol 


.gp 


MpI" hod 


AAT /GAP 




Start 


6111 






Fnd 


\J J O X 




GI 


5900746 






iJ\^\JX ~ 


314 

•J xt 




Exons 


6777. .6981 












Seq. No. 


42345 






9prr TO 


OJ000303 27 0328 Cll 






O O X ^ ^ 






strand 






Start 


6900 






End 


1915 




Name 


OJ000303 27.0328. 


C11.02 


.gs 


Method 


GENSCAN 




Start 


6900 






End 


7874 




GI 


none 






Score 


.84 




Exons 


6900. .7874 












Seq. No. 


42345 






Seq. ID 


OJ000303_27. 0328. Cll 


in 


Gene No. 


88193 






Strand 




rL! 


Start 


6900 






End 


7975 




Name 


OJ000303 27.0328. 


C11.02 


.np 


Method 


AAT /NAP 




Start 


6903 






End 


7845 


ly 




7459232 






Score 


633 




Exons 


6903.. 7557, 7645. 


.7845 








; ii 


GI Descrip. 


hypothetical protein T20K18.40 - Arabidopsis thaliana 


s 




gi| 4586245 |emb|CAB40986 


.11 (AL049640) 


putative protein 


r== 




[Arabidopsis thaliana] 


gi 1 7267970 |emb|CAB78311.1 1 (AL161534 






putative protein 


[Arabidopsis 


thaliana] 




Seq. No. 


42345 






Seq. ID 


OJ000303_27. 0328. Cll 




Gene No. 


88193 






Strand 






Start 


6900 






End 


7975 




IS CLlllC 


OJ000303 27.0328. 


Cll.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


7059 






End 


7975 




GI 


none 






Score 


90 




Exons 


7059.. 7115, 7059. 


.7187, 


7060. 


.7188, 7156. .7557, 7182. .7556, 






7632.. 7775, 7656. 


.7760, 


7675. 


.7776, 7806. .7877, 7807. .7887, 






7934. .7975 












Seq. No. 


42345 






Seq. ID 


OJ000303_27, 0328. Cll 






88193 






Strand 






Start 


6900 






End 


7975 




Name 


OJ000303 27.0328. 


C11.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


7200 






End 


7364 




GI 


none 






Score 


186 




Exons 


7200. .7364 












Seq. No. 


42345 






Seq. ID 


OJ000303_27. 0328. Cll 




Gene No. 


88193 






Strand 





42722 





Start 


6900 


End 


7975 




Name 


OJ000303 27.0328.Cll.ol.ts 


Method 


TBLASTX: Soybean 




Start 


7407 


End 


7775 




GI 


none 


Score 


67 




Exons 


7407. .7550, 7441. .7548, 7665. .7775 






Seq. No. 


42346 


Seq. ID 


OJ000303_27.0328 




Gene No. 


88194 


Strand 


+ 




Start 


1 


End 


1709 




Name 


OJ000303 27.0328.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1709 




GI 


4586028 


Score 


724 




Exons 


1. .1709 








GI Descrip. 


{AC007109) putative retroelement pol polyprotein [Arabii 






thaliana] 








Seq. No. 


42346 


Seq. ID 


OJ000303_27.0328 




Gene No. 


88195 


Strand 


+ 






2604 


End 


3942 




Name 


OJ000303 27.0328.C12.o2.np 


Method 


AAT/NAP 




Start 


2604 


End 


3942 




GI 


6498436 


Score 






Exons 


2604. .2988, 3848. .3942 








GI Descrip. 


{AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


4z o4 0 


beq. ID 


OJ000303_27.0328 




oene ino . 


£3 0 J. -? D 


o trana 


- 


= iH 


Start 


1731 


End 


7157 


L _i 


Name 


OJ000303 27.0328.C12.o3.ts 


Method 


TBLASTX : Soybean 


S ; = 


Start 


100 


End 






GI 


none 


Score 


192 




Exons 


100. .306, 100. .300, 3271..; 


3348 




= ir^ 
E 


Seq. No. 


42346 


Seq. ID 


OJ000303 27.0328 


f =^ 


Gene No. 


88196 


Strand 


- 






1731 


End 


7157 


*^ 


Name 


OJ000303 27.0328.C12.oi.ts 


Method 


TBLASTX : Soybean 




Start 


706 


End 


1161 




GI 


5509260 


Score 


239 


=_ J 


Exons 


706. .1068, 840. .965, 1063. 


.1161 




r ~i 


GI Descrip. 










Seq. No. 


42346 


Seq. ID 


OJ000303_27.0328 






88196 


Strand 






Start 


1731 


End 


7157 




Name 


OJ000303 27.0328.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


729 


End 


1050 




GI 


none 


Score 


303 




Exons 


729. .1049, 730. .1050 








Seq. No. 


42346 


Seq. ID 


OJ000303_27.0328 




Gene No. 


88196 


Strand 






Start 


1731 


End 


7157 




Name 


OJ000303 27.0328.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


813 


End 


1070 




GI 


none 


Score 


238 




Exons 


813. .1070, 814. .1068 







42723 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42346 
88196 
1731 

OJ000303_27.0328.C12.ol.tw 
870 
none 

870. .965, 871. .1068, 1029. .1070, 1063. 
1318. .1413 



Seq. ID OJ000303_27.0328.C12 
Strand 

End 7157 

Method TBLASTX: Wheat ■ 

End 1413 

Score 161 

,1161, 1203. .1313, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42346 
88196 
1731 

OJ000303_27 . 0328 . C12 . o2 . ts 

1335 

none 



Seq. ID OJ000303_27.0328.C12 
Strand 
End 

Method 
End 
Score 



7157 

TBLASTX : Soybean 

1699 

149 



1335.. 1553, 1351.. 1548, 1556.. 1699, 1558.. 1698 



42346 
88196 
1731 

OJ000303_27.0328.C12.o2.tm 

1653 

none 

1653.. 1901, 1698.. 1874, 1703, 
1900.. 1971, 1902.. 1997 

42346 
88196 
1731 

OJ000303_27.0328.C12.o2.gs 

1731 

none 

1731.. 1835, 2090.. 2230, 2328. 
3812. .3913, 4036. .4092, 4169. 
5862. .6093 



Seq. ID OJ000303_27.0328.C12 
Strand 

End 7157 

Method TBLASTX : Mai ze 

End 1997 

Score 242 

.1900, 1894.. 1971/ 1896.. 1997, 



Seq. ID OJ000303_27.0328.C12 
Strand 

End 7157 
Method GENSCAN 
End 6093 
Score .83 

.2506, 3301.. 3345, 3628.. 3786, 
.4397, 5409.. 5564, 5628.. 5780, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42346 Seq. ID OJ000303_27 . 0328 . C12 

88196 Strand 

1731 End 7157 

OJ000303_27 . 0328 . C12 , ol . gp Method AAT/GAP 

2174 End 4810 

12408_1.R1084 Score 1115 

2174. .2230, 2328. .2506, 4063. .4092, 4169. .4397, 4582. .4652, 
4749. .4810 

'2257756 2.0e-18 (U82815) nucleolar histone deacetylase HD2-p39 
[Zea mays] >gi_3650466 (AF026917) histone deacetylase HD2-p39 
[Zea mays] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42346 Seq. ID 

88196 Strand 
1731 End 
OJ000303_27 . 0328 . C12 . o3 . np Method 
3224 End 
6498436 Score 
3224.. 3345, 3612.. 3933, 6057.. 6231 
(AP000815) hypothetical protein [Oryza sativa] 



OJ000303_27 . 0328 . C12 

7157 
AAT/NAP 
6231 
357 



42724 



m 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42346 Seq. ID 

88196 Strand 
1731 End 
OJ000303_27 . 0328 . C12 . o4 . np Method 
4195 End 
7489751 Score 
4195. .4382, 5429. .5478 

histone deacetylase (EC 3.5.1.-) HD2-p39, nucleolar - maize 
gi I 2257756 I gb I AAB63262.il (U82815) nucleolar histone deacetylase 
HD2-p39 [Zea mays] gi | 3650466 | gb | AAC61674 . 1 | (AF026917) histone 
deacetylase HD2-p39 [Zea mays] 



OJ000303_27.0328.C12 

7157 
AAT/NAP 
5478 
89 



Seq. No. 


42346 


Seq. ID 


OJ000303_27.0328.C12 


Gene No. 


88196 


Strand 




Start 


1731 


End 


7157 


Name 


OJ000303 27.0328.C12.o5.np 


Method 


AAT/NAP 


Start 


6020 


End 


7157 


GI 


7228450 


Score 


212 


Exons 


6020.. 6133, 6212.. 6345, 6452. 


.6534, 7080. .7157 


GI Descrip. 


(AP001366) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 


Gene No. 


88197 


Strand 


+ 




1901 


End 


4334 


Name 


OJ000303 27.0328.C13.o2.gs 


Method 


GENSCAN 


Start 


1901 


End 


4334 


GI 


none 


Score 


.49 


Exons 


1901.. 1918, 2015.. 2037, 2512. 


.2579, 2683. .2724, 2802. .2924, 




3425. .3617, 3696.. 3839, 4229. 


.4334 




Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 




88198 


Strand 


+ 


Start 


4448 


End 


7435 


Name 


OJ000303 27.0328.C13.ol.np 


Method 


AAT/NAP 


Start 


4448 


End 


7435 . 


GI 


6069646 


Score 


455* 


Exons 


4448.. 5201, 5366.. 5986, 7380. 


.7435 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi | 6907112 | dbj 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 


transcriptase . (AC006248 ) 




[Oryza sativa] 






Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 


Gene No. 


88198 


Strand 


+ 


Start 


4448 


End 


7435 


Name 


OJ000303 27.0328.C13.o3.gs 


Method 


GENSCAN 


Start 


4899 


End 


5855 


GI 


none 


Score 


.69 


Exons 


4899. .5042, 5059. .5169, 5451. 


.5619, 5689.. 5855 


Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 


Gene No. 


88199 


Strand 




Start 


8517 


End 


9501 


Name 


OJ000303 27.0328.C13.o4.gs 


Method 


GENSCAN 


Start 


8517 


End. 


9501 



42725 





GI 


none 


Score 


.91 . 






8517. 8716, 8791 9002, 9287. 


. 9501 






Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 




Gene No. 


88200 


Strand 






Start 


11526 


End 


11719 




Name 


OJ000303 27.0328.C13.ol.tm 


Method 


TBLASTX: Maize 




Start 


4311 ~ 


End 


4733 




GI 


none 


Score 


92 






4311. .4415, 4458. .4655, 4695. 


. 4733 






Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 




Gene No. 


88200 


Strand 






Start 


11526 


End 


11719 




Name 


OJ000303 27.0328.C13.o2.tm 


Method 


TBLASTX: Maize 




Start 


4872 ~ 


End 


5310 




GI 


none 


Score 


123 




Exons 


4872. .5045/ 5050. .5310 








Seq. No. 


42347 


Seq. ID 


OJ000303_27.0328.C13 




Gene No. 


.88200 


Strand 






Start 


11526 


End 


11719 




Name 


OJ000303 27.0328.C13.o5.as 


Method 


GENSCAN 


~ ~ 


Start 


11526 ~ 


End 


11719 




GI 


none 


Score 


. 64 






11526 11719 






; Li 


^ • . 


42348 


Sea. ID 


OJ000223 21. 0327. CI 


fl 


Gene No . 


88201 


Strand 


+ ~ 




Start 


1 


End 


364 




Name 


OJ000223 21.0327.Cl.ol.gp 


Method 


AAT/GAP 


% 


Start 


1 


End 


364 


I U 


GI 


33440 1.R1084 


Score 


704 


= 


Exons 


1. .36? 








GI DescriD. 


'2149018/abI U70541 IOSU70541 5 


.Oe-25 Oryza sativa putative 






ADP— alucose ovroDhosohorvlase 


subunit . 


SH2 and putative 






NADPH— deoendent reductase Al 


genes, complete cds' 




Sea . No . 


42349 


Seq. ID 


OJ000223_21.03'27.C2 


[3 


Gene No. 


88202 


Strand 


+ 


E ^ 


Start 


444 


End 


3062 




Name 


OJ000223 21.0327.C2.ol.gs 


Method 


GENSCAN 




Start 


444 


End 


3062 




GI 


none 


Score 


.69 




Exons 


444. .469, 1179, .1299, 1394. .1485, 1853 


..1919, 2043. .2073, 






2179. .2319, 2828. .2924, 3002. 


.3062 






Seq. No. 


42349 


Seq. ID 


OJ000223_21.0327.C2 




Gene No. 


88202 


Strand 


+ 




Start 


444 


End 


3062 




Name 


OJ000223 21.0327.C2.ol.np 


Method 


AAT/NAP 




Start 


1134 


End 


2779 




GI 


7486292 


Score 


402 




Exons 


1134.. 1299, 1394. .1485, 1816. 


.1919, 2043. .2073, 2179. .2319, 



2745, .2779 

GI Descrip, hypothetical protein F28J12,130 - Arabidopsis thaliana 
gi I 2832652 I emb I CAA16727.il (AL021710) putative protein 



42726 



[Arabidopsis thaliana] gi | 7268640 | emb | CAB78849 . 1 1 (AL161548) 
putative protein [Arabidopsis thaliana] 



Seq. No, 


4234 9 




Seq. ID 


OJ000223_21.0327.C2 


Gene No. 


88202 




Strand 


+ 


Start 


444 




End 


3062 


Name 


OJ000223 21.0327.C2.ol. 


gp 


Method 


AAT/GAP 


Start 


1140 




End 


1558 


GI 


LIB3434-008-P1-K1-A3 




Score 


378 


Exons 


1140. .1299, 1394. .1489, 


1533 


. .1558 




GI Descrip. 


•2832652/emblCAAl 67271 


2.0e- 


20 (AL021710) putative protein 




[Arabidopsis thaliana] ' 








Seq. No. 


42349 




Seq. ID 


OJ000223_21.0327.C2 


Gene No. 


88203 




Strand 


+ 


Start 


15822 




End 


16291 


Name 


OJ000223 21.0327.C2.o4. 


gs 


Method 


GENSCAN 


Start 


15822 




End 


16291 


GI 


none 




Score 


.64 


Exons 


15822. .15859, 16258.. 16291 






Seq. No. 


42349 




Seq. ID 


OJ000223_21.0327.C2 


Gene No. 


88204 




Strand 




Start 


3833 




End 


9067 


Name 


OJ000223 21.0327.C2.o2. 


gs 


Method 


GENSCAN 


Start 


3833 




End 


9067 


GI 


none 




' Score 


.64 


Exons 


3833. .3890, 3934. .4718, 


6384 


..6419, 7016. .7105, 7265. .7399, 




8250. .8509, 8995.. 9067 








Seq. No. 


42349 




Seq. ID 


OJ000223_21 . 0327 . C2 


Gene No. 


88204 




Strand 




Start 


3833 




End 


9067 


Name 


OJ000223 21.0327.C2.o2. 


gp 


Method 


AAT/GAP 


Start 


6998 




End 


8487 


GI 


18933 1.R1084 




Score 


767 


Exons 


6998. .7105, 7264.. 7399, 


8250 


..8487 





GI Descrip. ' 5091496/dbj | AB023482 . 2 | AB023482 2.0e-55 Oryza sativa genomic 



DNA, chromosome .6, clone P0680A03, complete sequence' 



Seq. No. 


42349 


Seq. ID 


OJ000223_ 


21. 0327. C2 


Gene No. 


88205 


Strand 






Start 


11490 


End 


14373 




Name 


OJ000223 21.0327.C2.o3.gs 


Method 


GENSCAN 




Start 


11490 


End 


13103 




GI 


none 


Score 


.96 




Exons 


11490.. 12456, 12691.. 13103 








Seq. No. 


42349 


Seq. ID 


OJ000223_ 


21. 0327. C2 


Gene No. 


88205 


Strand 






Start 


11490 


End 


14373 




Name 


OJ000223 21.0327.C2.o2.np 


Method 


AAT/NAP 




Start 


11493 


End 


14373 




GI 


4204303 


Score 


848 




Exons 


11493. .12456, 12691 .. 13087 , 


13175. .13246, 14295. 


.14373 


GI Descrip. 


(AC003027) lcl|prt_seq No definition 


line found 


[Arabidopsis 



thaliana] 



42727 



oeq • iNo . 




Gene No. 


88206 


Start 


16511 


Nsine 


OJ000223 21.0327.C2.o2.ts 




1267 ~ 








1267 1308, 1384. 1488, 1388 




2171.. 2317, 2177. .2320, 2178 




?842 2901 2850 2900 


Seq- No. 


42349 


Gene No. 


88206 


Start 


16511 


Name 


OJ000223 21.0327.C2.o2.tm 


O L dl. U 


70^7 ~~ 




none 


Exons 


7037. .7108, 7059. .7106, 7059 




R2Sn 8^21 8250 8378. 8254 


Seq. No. 


42349 


Gene No . 


88206 




16511 


NaiR© 




o uari. 






none 


Exons 


79f^*^ 7'^Qfi 79fifi 7^fiS 8250 


oeq • INO . 




Gene No. 


88206 


Start 


16511 


Name 


OJ000223 21.0327.C2.ol-tm 




11775 ~ 






TI* von c 


11775 11858 11809 11859, 




12694. .12825, 12835. .12915, 




12940 13086 13176 13205 




42349 


Gene No. 


88206 


Start 


16511 


Name 


OJ000223 21.0327.C2.ol.tc • 




12396 ~ 




none 


TT von c 


12396 12458 12690 12797. 




12795. .13010, 12979. .13011, 




1^176 13259 


Seq. No. 


42349 


Gene No. 


88206 


Start 


16511 


Name 


OJ000223 21.0327.C2.ol.ts 


Start 


12711 


GI 


none 


Exons 


12711. .13046, 12712. .13047 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1489, 1850 
.2321, 2743 



OJ000223 21. 0327. C2 



16821 

TBLASTX : Soybean 
2901 . 
52 

1924, 1854.-1922, 
2784, 2744.-2779, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 21. 0327. C2 



16821 

TBLASTX: Maize 
8378 
62 

7121, 7235.. 7396, 7260.. 7394, 
8367 



Seq. ID OJ000223_21.0327.C2 
Strand 

End • 16821 

Method TBLASTX : Soybean 

End 8378 

Score 145 
.8378, 8254. .8367 

Seq. ID OJ000223_21.0327.C2 
Strand 

End 16821 

Method TBLASTX: Maize 

End 13205 

Score 68 



Seq. ID 
Strand 
End 

Method 

End 

Score 
12691. .12798, 
13005. .13088, 



OJ000223 21. 0327. C2 



16821 

TBLASTX: Cress 
13259 
141 

12790. .12969, 
13006. .13086, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_21.0327.C2 
16821 

TBLASTX: Soybean 

13047 

352 



Seq. No. 



42349 



Seq. ID OJ000223_21.0327.C2 



42728 






Gene No. 


88206 


Strand 








Start 


16511 


End 


16821 






Name 


OJ000223 21.0327.C2.o5.gs 


Method 


GENSCAN 






Start 


16511 


End 


16821 






GI 


none 


Score 


.97 






Exons 


16511. .16574, 16709.. 16821 










Seq. No. 


42350 


Seq. ID 


OJ000223_21.0327 


.C5 




Gene No. 


88207 


Strand 


+ 






Start 


2605 


End 


3645 






Name 


OJ000223 21.0327.C5.ol.gp 


Method 


AAT/GAP 






Start 


2605 


End 


2883 






GI 


2442524 


Score 


525 






Exons 


2605.. 2883 










Seq. No. 


42350 


Seq. ID 


OJ000223_21.0327 


.C5 




Gene No. 


88207 


Strand 


+ 






Start 


2605 


End 


3645 






Name 


OJ000223 2l.0327.C5.ol.gs 


Method 


GENSCAN 






Start 


2686 


End 


3645 






GI 


none 


Score 


.76 






Exons 


2686. .2769, 3113. .3411, 3543. 


.3645 








Seq. No. 


42350 


Seq. ID 


OJ000223_21.0327 


.C5 




Gene No. 


88207 


Strand 


■+ 






Start 


2605 


End 


3645 




f n 


Name 


OJ000223 21.0327.C5.ol.np 


Method 


AAT/NAP 




f i s. 


Start 


2689 


End 


3379 






GI 


6714393 


Score 


227 






Exons 


2689. .3046, 3113. .3379 










GI Descrip. 


(AC012393) hypothetical protein [Arabidopsis thaliana] 




f y 


Seq. No. 


42350 


Seq. ID 


OJ000223_21.0327 


.C5 




Gene No. 


88208 


Strand 


+ 






Start 


9107 


End 


9647 






Name 


OJ000223 21.0327.C5.o2.np 


Method 


AAT/NAP 






Start 


9107 


End 


9647 




? — 


GI 


2459411 ' 


Score 


122 




1: J 


Exons 


9107. .9334, 9431. .9647 










GI Descrip. 


(AC002332) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


42350 


Seq. ID 


OJ000223_21.0327 


.C5 




Gene No. 


88208 


Strand 


+ 






Start 


9107 


End 


9647 






Name 


OJ000223 21.0327.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


9486 


End 


9646 






GI 


none 


Score 


213 






Exons 


9486. .9626, 9487. .9645, 9488. 


.9646 








Seq. No. 


42351 


Seq. ID 


OJ000223_21.0327 


.C7 




Gene No. 


88209 


Strand 








Start 


3052 


End 


3463 






Name 


OJ000223 21.0327.C7.o2.gs 


Method 


GENSCAN 






Start 


3052 


End 


3463 






GI 


none 


Score 


.48 






■ Exons 


3052.. 3194, 3376.. 3463 









42729 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42352 
88210 
1 

OJ000223_21, 
1 

5032119 
1..25, 2376, 



Seq. ID OJ000223_21.0327.C8 

Strand + 

End 6217 

Method AAT/NAP 

End 6217 

Score 121 
,2607, 3153. .3382, 4724. .4820, 5864. .6217 



0327.C8.o2.np 



Ser/Arg-related nuclear matrix protein (plenty of gfrolines 
101-like) gi 1 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 





Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327.C8 




Gene No. 


88211 








Strand 


+ 




Start 


6151 








End 


8391 




Name 


OJ000223 21 


.0327 


,C8.o2. 


gs 


Method 


GENSCAN 




Start 


6151 








End 


8391 




GI 


none 








Score 


.76 




Exons 


■6151. .6363, 


7429 


. .8391 










Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327.C8 




Gene No. 


88212 








Strand 






Start 


860 








End 


4296 




Name 


OJ000223 21 


.0327 


.C8.01. 


gs 


Method 


GENSCAN 


f J 


Start 


860 








End 


4296 


IS. 


GI 


none 








Score 


.57 




Exons 


860.. 913, 1010.. 


1092, 1236.. 


1491, 1572 


..1858, 2875..3083, 


CR 

K Li 




3154. .3353, 


3448 


. .3545, 


4158 


, .4296 






Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327-C8 - 


= - : 


Gene No. 


88212 








Strand 






Start 


860 








End 


4296 




Name 


OJ000223 21 


.0327 


.C8.01. 


np 


Method 


AAT/NAP 


Fy 


Start 


1343 








End 


2558 




GI 


6056195 








Score 


367 


ri 


Exons 


1343. .1491, 


1572 


. .1858, 


2504 


. .2558 




\. 5 


GI Descrip. 


(AC009400) 


kinesin-like 


protein [Arabidopsis thaliana] 


= =^ 


Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327.C8 


\J 


Gene No, 


88212 








Strand 




L _i 


Start 


860 








End 


4296 




Name 


OJ000223 21 


.0327 


.C8.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1408 








End 


1791 




GI 


none 








Score 


78 




Exons 


1408. .1464, 


1572 


. .1679, 


1573 


..1662, 1693. .1791, 1695. .1790 




Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327.C8 




Gene No. 


88212 








Strand 






Start 


860 








End 


4296 




Name 


OJ000223 21 


.0327 


.C8.02. 


tm 


Method 


TBLASTX: Maize 




Start 


1571 








End 


1850 




GI 


none 








Score 


76 




Exons 


1571. .1663, 


1575 


. .1679, 


1576 


..1653, 1674. .1790, 1678. .1809, 






1809. .1850 














Seq. No. 


42352 








Seq. ID 


OJ000223_21.0327.C8 




Gene No. 


88212 








Strand 






Start 


860 








End 


4296 



42730 



Name 


OJ000223 21.0327.C8.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


1581 




End 


1790 




GI 


none 




Score 


69 




Exons 


. 1581. .1679, 1582. .1671, 


1695. 


.1787, 1695. .1790 




Seq. No. 


42352 




Seq. ID 


OJ000223_21.0327 


.C8 


Gene No.- 


88213 




Strand 






Start 


6196 




End 


7935 




Name 


OJ000223 21.0327.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6196 




End 


7935 




GI 


none 




Score 


80 




Exons 


6196.. 6267, 7433.. 7468, 


7468. 


.7935, 7521.. 7928 




Seq. No. 


42352 




Seq. ID 


OJ000223_21.0327 


.C8 


Gene No. 


88213 • 




Strand 






Start 


6196 




End 


7935 




Name 


OJ000223 21.0327.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


7424 




End 


7671 




GI 


none 




Score 


56 




Exons 


7424.. 7468, 7465.. 7626, 


7468. 


.7671, 7524. .7670 




Seq. No. 


42352 




Seq. ID 




,C8 


Gene No. 


88213 




Strand 






Start 


6196 




End 


7935 




Name 


OJ000223 21.0327.C8.ol. 


tm 


Method 


TBLASTX : Mai ze 




Start 


7576 




End 


7841 




GI 


none 




Score 


357 




Exons 


7576. .7839, 7578. .7838, 


7590. 


.7841 






Seq. No- 


42353 




Seq. ID 


OJ000223_21.0327 


.C9 


Gene No. 


88214 




Strand 


+ 




Start 


ol4 / 




End 


6643 




Name 


OJ000223 21.0327.C9.o3. 


np 


Method 


AAT/NAP 




Start 


3147 




End 


6643 




GI 


7340909 




Score 


125 




Exons 


3147.. 3167, 6396.. 6643 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


42353 




Seq. ID 


OJ000223_21.0327 


.C9 


Gene No. 


88214 




Strand 


+ 




Start 


J147 




End 


6643 




Name 


OJ000223 21.0327.C9.o4. 


np 


Method 


AAT/NAP 




Start 


6390 




End 


6643 




GI 


7340909 




Score 


123 




Exons 


6390. .6643 










GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


42353 




Seq. ID 


OJ000223_21.0327 


.C9 


Gene No. 


88215 




Strand 






Start 


1 




End 


3520 




Name 


OJ000223 21.0327.C9,ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


3520 




GI 


4755191 




Score 


133 




Exons 


1..278, 3467. .3520 










GI Descrip. 


(AC007018) putative non 


-LTR retroelement reverse transcriptase 



[Arabidopsis thaliana] 



42731 





Seq. No. 


- 42353 


Seq. ID 


OJ000223_21 


.0327 


.C9 




Gene No. 


88215 


Strand 










Start 


1 


End 


3520 








Name 


OJ000223 21.0327.C9.ol.gs 


Method 


GENSCAN 








Start 


481 


End 


3118 








GI 


none 


Score 


.83 








Exons 


■ 481. .492, 1855. .1969, 2117. 


.2195, 2896 


. .3118 








Seq. No. 


42353 


Seq. ID 


OJ000223_21 


.0327 


.C9 




Gene No . . 


88215 


Strand 










Start 


1 


End 


3520 








Name 


OJ000223 21.0327.C9.o2.np 


Method 


AAT/NAP 








Start 


825 


End 


3109 








GI 


5734757 


Score 


319 








Exons 


825. .881, 1855. .1969, 2117. 


.2195, 2896 


. .3109 








GI Descrip. 


{AC007 651) Unknown protein 


[Arabidopsis thaliana] 








Seq. No. 


42353 


Seq. ID 


OJ000223_21 


.0327 


.C9 




Gene No. 


88216 


Strand 










Start 


6204 


End 


6550 








Name 


■ OJ000223 21.0327.C9.ol.gp 


Method 


AAT/GAP 








Start 


6204 


End 


6550 








GI 


2280836 


Score 


623- 








Exons 


6204. .6550 












GI Descrip. 


5091496/dbj 1 AB023482.2 IAB023482 2.0e-55 Oryza sativa genomic 






DNA, chromosome 6, clone P0680A03, complete sequence 




fU 


Seq. No. 


42354 


Seq. ID 


OJ000223_21 


.0327 


.CIO 




Gene No. 


88217 


Strand 


+ 








Start 


102 


End 


1052 








Name 


OJ000223 21.0327.C10.ol.gs 


Method 


GENSCAN 








Start 


102 


End 


1052 






1 J 


GI 


none 


Score 


.65 






f 1 


Exons 


102.. 231, 661.. 1052 












Seq. No. 


42354 ■ 


Seq. ID 


OJ000223_21 


.0327 


.CIO 




Gene No. 


88218 


Strand 








, =; 


Start 


1 


End 


2758 








Name 


OJ000223 21.0327.C10.ol.np 


Method 


AAT/NAP 






f ^ 


Start 


1 


End 


2758 








GI 


7340909 


Score 


119 








Exons 


1..176, 2697. .2758 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42354 


Seq. ID 


OJ000223_21 


.0327 


.CIO 




Gene No. 


88218. 


Strand 










Start 


1 


End 


2758 








Name 


OJ000223 21.0327.C10.o2.gs 


Method 


GENSCAN 








Start 


2296 


End 


2418 








GI 


none 


Score 


.91 








Exons 


2296. .2418 












Seq. No. 


42355 


Seq. ID 


OJ000223_21 


.0327 


.Cll 




Gene No. 


88219 


Strand 


+ 








Start 


1351 


End 


2335 








Name 


OJ000223 21.0327.Cll.ol.gs 


Method 


GENSCAN 








Start 


1351 


End 


2306 







42732 




\J± 


none 






Score 


.55 










1351 1476 


2232 2306 
















42355 






Seq. ID 


OJ000223_ 


_21 


.0327 


.Cll 


Gene No. 


88219 






Strand 


+ 








Start 


1351 






End 


2335 








Name 


OJ000223 21 


.0327 .Cll.ol 


• tm 


Method 


TBLASTX: Maize 




Start 


1351 ~ 






End 


2335 








w ± 


none 






Score 


181 








P von Q 


1351 1479- 


1351 1413. 


2218 . 


.2304, 2231. .2314, 


2231. .2335, 




2232 2315 
















Seq. No. 


42356 






Seq. ID 


OJ000223 


21 


.0327 


.C13 


Gene No. 


88220 






Strand 










Start 


1157 






End 


2126 








LNdillC? 


OJ000223 21 


0327 C13 ol 


. qs 


Method 


GENSCAN 








O L. Cl J- U 


1157 ~ 






End 


2126 










none 






Score 


. 93 








i— J ^ w 1 X O 


1157 . . 1400, 


1502. .1618, 


2059. 


.2126 










Seq. No. 


42357 






Seq. ID 


OJ000223_ 


_21 


.0327 


.C14 


Gene No. 


88221 






Strand 










Start 


1076 






End 


2331 








Name 


OJ000223 21 


0327 C14 o2 


• qs 


Method 


GENSCAN 










1076 ~~ 






End 


2331 
















Score 


. 45 










1 076 1 900 


1958 2218 


2224 . 


.2331 










O C \^ • LN • 


4?35fi 






Seq. ID 


OJ000223 


_21 


.0327 


.C18 


Gene No. 


88222 






Strand 


+ 








Start 


1121 






End 


2882 








Name 


OJ000223 21 


.0327.C18.ol 


.np 


Method 


AAT /NAP 








Start 


1121 ~ 






End 


2882 








ox 


7 523517 






Score 


134 










1121 1426 


1463. .1506, 


2827. 


.2882 












( AP001633) 


hypothetical protein [Oryza 


sat iva ] 








Sea No 


42358 






Seq. ID 


OJ000223 


-21 


.0327 


.C18 


Gene No. 


88223 






Strand 










Start 


1 






End 


3184 - 








Name 


OJ000223 21 


.0327.C18.o2 


.np 


Method 


AAT /NAP 










1 ~ 






End 


3095 








VJX 


6721512 






Score 


87 










1 18. 1389 


..1549, 2982 


. :3095 












WX L^CO^XX^. 


fAP001072) 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


42358 






Seq. ID 


OJ000223 


_21 


.0327 


.C18 


Gene No. 


88223 






Strand 










Start 


1 






End 


3184 








Name 


OJ000223 21 


.0327.C18.o2 


.qs 


Method 


GENSCAN 










2616 ~ 






End 


3184 








GI 


none 






Score 


. .44 








Exons . 


2616. .2669, 


3065. .3184 














Seq. No. 


42359 






Seq. ID 


OJ000223 


_21 


.0327 


.C19 


Gene No. 


88224 






Strand 


+ 








Start 


440 






End 


4867 









42733 




Name 


OJ000223 21 


.0327.C19.ol 


.np 


Method 


AAT/NAP 




Start 


440 






End 


4867 




GI 


5902444 






Score 


970 




Exons 


440. .483, 3058. .4867 










GI Descrip. 


(AB030283) 


GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


42359 






Seq, ID 


OJ000223 


_21,0327.C19 


Gene No. 


88224 






Strand 


+ 




Start 


440 






End 


4867 




Name 


OJ000223 21 


.0327.C19.ol 


. as 


Method 


GENSCAN 




Start 


2459 






End 


3927 




GI 


none 






Score 


.86 




Exons 


2459. .2519, 


2870. .3927 










Seq. No. 


42359 






Seq. ID 


OJ000223 


_21.0327.C19 


Gene No. 


88224 






Strand 


+ 




Start 


440 






End 


4867 




Name 


OJ000223 21 


.0327,C19.o2 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3268 






End 


3660 




GI 


none 






Score 


58 




Exons 


3268, .3312, 


3313. .3426, 


3324. 


.3374, 3385. .3660, 


3432. .3659 


Seq. No. 


42359 






Seq, ID 


OJ000223 


_21.0327.C19 


Gene No. 


88224 






Strand 


+ 




Start 


440 






End 


4867 




Name 


OJ000223 21 


. 0327 .C19.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


3307 






End 


3546 




GI 


none 






Score 


191 




Exons 


3307. .3546 












Seq. No. 


42359 






Seq. ID 


OJ000223 


_21.0327.C19 


Gene No. 


88224 






Strand 


+ 




Start 


440 






End 


4867 




Name 


OJ000223 21 


.0327.C19.o2 


. gs 


Method 


GENSCAN 




Start 


4059 






End 


4847 




GI 


none 






Score 


.76 




Exons 


4059. .4847 












Seq. No. 


42359 






Seq. ID 


OJ000223 


_21.0327.C19 


Gene No. 


88224 






Strand 


+ 




Start 


440 






End 


4867 




Name 


OJ000223 21 


.0327.C19.ol 


.tw 


Method 


TBLASTX: 


Wheat 


Start 


4287 






End 


4742 




GI 


none 






Score 


127 




Exons 


4287. .4469, 


4506, .4742, 


4508. 


.4624, 4512.. 4727, 


4667. .4732 


Seq. No. 


42360 






Seq. ID 


OJ000223 


_21.0327.C20 


Gene No. 


88225 






Strand 


+ 




Start 


1 






End 


2021 




Name 


OJ000223 21 


.0327.C20.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


'2021 




GI 


5902445 






Score 


1929 




Exons 


1..1689, 1729. .2021 










GI Descrip. 


(AB030283) 


GAG- POL, precursor 


[Oryza sativa] 




Seq. No. 


42360 






Seq. ID 


OJ000223 


_21,0327.C20 


Gene No, 


88225 






Strand 


+ 





42734 





Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20.o4. 


tw 


Method 


TBLASTX: Wheat 






Start 


1 






End 


151 






GI 


none 






Score 


241 






Exons 


1..150, 2 


..151, 41. .127 












Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 




Gene No. 


88225 






Strand 


+ 






Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


1 






End 


283 






GI 


none 






Score 


383 






Exons 


1..282, 2 


. .283 












Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 




Gene No. 


88225 






Strand 


+ 






Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20.ol. 


gs 


Method 


GENSCAN 






Start 


41 






End 


1939 






GI 


none 






Score 


.65 






Exons 


41. .492, 


534. .1939 












Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 


S_ 3 


Gene No. 


88225 






Strand 


4- 






Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20.ol. 


tw 


Method 


TBLASTX: Wheat 




in 


Start 


152 






End 


570 




fy 


GI 


none 






Score 


296 




f =1 


Exons 


152. .427, 


173.. 391, 426. 


.569, 


427. .570 








Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 




Gene No. 


88225 






Strand 


+ 




r i a 


Start 


1 






End 


2021 




B 


Name 


OJ000223 


21.0327.C20.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


311 






End 


693 






GI 


none 






Score 


85 




= ^ 


Exons 


311. .433, 


338.. 430, 429. 


.692, 


430. .693 








Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 


= 5 

— cr 


Gene No. 


o o o o c 

88225 






Strand 


+ 




£3 


Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20,ol. 


ts 


Method 


TBLASTX: Soybean 






Start 


445 






End 


846 






GI 


none 






Score 


310 






Exons 


445. .846, 


447. .605 












Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


,C20 




Gene No . 


88225 






Strand 


+ 






Start 


1 






End 


2021 






Name 


OJ000223 


21.0327.C20.o2. 


tw 


Method 


TBLASTX: Wheat 






Start 


619 






End 


996 






GI 


none 






Score 


196 






Exons 


619. .858, 


851.. 973, 867. 


.986, 


868. .996, 


871. .990 






Seq. No. 


42360 






Seq. ID 


OJ000223_21.0327 


.C20 




Gene No. 


88225 






Strand 


+ 






Start 


1 






End 


2021 





42735 




Name 


OJ000223 21 


.0327 


.C20.O2 


. ts ' 


Method 


TBLASTX : Soybean 




Start 


1060 








End 


1443 




GI 


none 








Score 


77 




Exons 


1060. .1185, 


1195 


. .1443, 


1323. 


.1415 






Seq. No. 


42360 








Seq. ID 


OJ000223_21.0327 


.C20 


Gene No. 


o o o o c 

88225 








Strand 


+ 




Start 


1 








End 


2021 




Name 


OJ000223 21 


.0327 


.C20.O3 


.tw 


Method 


TBLASTX: Wheat 




Start 


1063 








End 


1488 




GI 


none 








Score 


120 




Exons 


1063. .1164, 


1071 


. .1172, 


1192. 


.1488, 1323.-1430 




Seq. No. 


42360 








beq. Lu 




.C20 


Gene No. 










Strand 


+ 




Start 


1 








hna 


o no 1 




Name 


OJ000223 21 


.0327 


.C20.O3 


. tm 


Method 


•PUT 7i CTY . M=a -1 

1 oliAo 1 A . jxia 1 z e 




Start 


1732 








hnu 






GI 


none 








Score 


214 




Exons 


1732. .2013, 


1932 


. .2003 










Seq. No. 


42360 








Seq. ID 


OJ000223_21,0327 


.C20 


Gene No. 


o o o o c 

88225 








Strand 


+ 




Start 


1 








End 


2021 




Name 


OJ000223 21 


.0327 


.C20.O5 


.tw 


Method 


TBLASTX: Wheat 




Start 


1735 








End 


2019 




GI 


none 








Score 


200 




Exons 


1735,-2019 














Seq. No- 


42361 








Seq. ID 


OJ000223_21.0327 


.C21 


Gene No. 


88226 








Strand 


+ 




Start 


1 








End 


861 




Name 


OJ000223 21 


.0327 


.C21.01 


. np 


Method 


AAT/NAP 




Start 


1 








End 


861 




GI 


7228457 








Score 


815 




Exons 


1. .861 














GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor Gypsy-Ty3 type 






retrotransposon 


RetroSorl, polyprotein. 


{AF098806) [Oryza 




sativa] 














Seq. No. 


42361 








Seq. ID 


OJ000223 21.0327 


.C21 


Gene No. 


88226 








Strand 


+ 




Start 


1 








End 


861 . 




Name 


OJ000223 21 


.0327 


.C21.01 


.gs 


Method 


GENSCAN 




Start 


58 








End 


612 




GI 


none 








Score 


.8 




Exons 


58. .612 














Seq. No. 


42361 








Seq. ID 


OJ000223_21.0327 


.C21 


Gene No. 


88227 








Strand 


+ 




Start 


4938 








End 


7024 




Name 


OJ000223 21 


.0327 


.C21.04 


.np 


Method 


AAT/NAP 




Start 


4938 








End 


7024 




GI 


7523517 








Score 


246 




Exons 


4938. .5237, 


5382 


. .5438, 


5707. 


.5829, 6989. .7024 




GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 





42736 



Seq. No. 


42361 






Seq. ID 


OJ000223_21.0327:C21 


Gene No. 


88228 






Strand 




Start 


1477 






End 


8175 


Name 


OJ000223 21.0327 


.C21.02 


.tw 


Method 


TBLASTX: Wheat 


Start 


1 






End 


222 


GI 


none 






Score 


212 


Exons 


1..222, 3. .212 










Seq. No. 


42361 






Seq. ID 


OJ000223_21.0327.C21 


Gene No. 


88228 






Strand 




Start 


1477 






End 


8175 


Name 


OJ000223 21.0327 


.C21.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


256 






End 


852 


GI 


none 






Score 


339 


Exons 


256. .696, 258. .500, 721 


. .852 






Seq. No. 


42361 






Seq. ID 


OJ000223_21.0327.C21 


Gene No. 


88228 






Strand 




Start 


1477 






End 


8175 


Name 


OJ000223 21.0327 


.C21.02 


.gs 


Method 


GENSCAN 


Start 


1477 






End 


8175 


GI 


none 






Score 


.57 


Exons 


1477.. 1997, 2093 


. .2238, 


2361. 


.2837, 2870.. 3118, 3189.. 3247, 




3354.. 3497, 3565 


. .3708, 


3856. 


.3928, 4041.. 4232, 4390... 4540, 




4906.. 5016, 5622 


. .5875, 


8051. 


.8175 




Seq. No. 


42361 






Seq. ID 


OJ000223_21.0327.C21 


Gene No. 


88228 






Strand 




Start 


1477 






End 


8175 


Name 


OJ000223 21.0327 


.C21.02 


.np 


Method 


AAT/NAP 


Start 


2360 






End 


3965 


GI 


6721561 






Score 


989 



Exons 

GI Descrip. 



2360. .3118, 3189. .3247, 3318. .3530, 3930. .3965 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj |BAA90372.1|. {AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein . [Oryza sativa] 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42361 
88228 
1477 

OJ000223_21.0327.C21.o3.np 

2952 

6721558 

2952. .3149, 3552. .3689, 4390. 
(AP001073) hypothetical 
gi I 6815083 | dbj | BAA90369 
[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4489 



OJ000223_21 . 0327 . C21 

8175 
AAT/NAP 
4489 
244 



protein [Oryza sativa] 
1| (AP001081) hypothetical protein 



42362 Seq. ID 

88229 Strand 

2010 End 
OJ000223_21 . 0327 . C22 . ol . gs Method 

2010 End 

none Score 
2010. .2393 



OJ000223_21 . 0327 .C22 

2393 
GENSCAN 
2393 
.83 



42737 



X 3 

■^5 



Seq. No. 


42362 








Seq. ID 


OJ000223 


_21.0327 


.C22 


(aene wo . 










Strand 








Start 


2010 








End 


2393 






Name 


OJ000223 21 


.0327 


.C22.01 


.np 


Method 


AAT/NAP 






Start 


2013 








End 


2364 






GI 


6560751 








Score 


279 






Exons 


2013. .2174, 


2214 


. .2364 












GI Descrip. 


{AC010155) 


F3M18 


.8 [Arabidopsis thaliana] 






beq. NO. 










Seq. ID 


OJ000223 


_21.0327 


.C22 


Gene No. 


88230 








Strand 








Start 


3629 








End 


5786 






Name 


OJ000223 21 


.0327 


. C22 . ol 


■. ts 


Method 


TBLASTX: 


Soybean 




Start 


2001 








End 


2340 






GI 


none 








Score 


96 






Exons 


2001. .2132, 


2001 


. . 2132, 


2023 . 


.2133, 2241.. 2312, 


2257. .2340 


beq. WO. 


ji 9 Q C 9 








Seq. ID 


OJ000223 


_21.0327 


.C22 


Gene No. 


88230 








Strand 








Start 


3629 








End 


5786 






Name 


OJ000223 21 


.0327 


.C22 . o2 


.gs 


Method 


GENS CAN 






Start 


3629 








End 


5786 






GI 


none 








Score 


.68 






Exons 


3629. .3909, 


5568 


. .5666, 


5741 . 


.5786 








Seq. No. 


42362 








Seq. ID 


OJ00,0223 


_21.0327 


.022 


Gene No. 


o o o o ri 








Strand 








Start 


3629 








End 


5786 






Name 


OJ000223 21 


.0327 


.C22.01 


. tm 


Method 


TBLASTX:] 


Maize 




Start 


4316 








End 


4840 






GI 


none 








Score 


61 






Exons 


4316. .4411, 


4328 


. . 4411, 


4413. 


.4517, 4436. .4840, 


4472. .4516, 




4514. .4825 
















beq. No. 










Seq. ID 


OJ000223 


_21.0327 


.C23 


Gene No. 


88231 








Strand 


+ 






Start 


1320 








End 


2402 






Name 


OJ000223 21 


.0327 


.C23.02 


.gs 


Method 


GENSCAN 






Start 


1320 






End 


2241 






GI 


none 








Score 


,52 






Exons 


1320. .1424, 


1877 


. .1902, 


2059. 


.2241 








Seq. No. 


42363 








Seq. ID 


OJ000223 


_21.0327 


.C23 


oene wo . 










Strand 


+ 






Start 


1320 








End 


2402 






Name 


dJ000223 21 


.0327 


.C23.01 


.np 


Method 


AAT/NAP 






Start 


1498 








End 


2402 






GI 


4063745 








Score 


69 






Exons 


1498. .1568, 


2056 


. .2220, 


2316. 


.2402 








GI Descrip. 


(AC005851) : 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42363 








Seq. ID 


OJ000223 


_21.0327 


.C23 


Gene No. 


88232 








Strand 








Start 


933 








End 


1106 






Name 


OJ000223 21 


.0327 


.C23.01 


.gs 


Method 


GENSCAN 






Start 


933 








End 


1106 







42738 




GI 


none 




Score 


.5 


Exons 


933, .1106 








Seq. No. 


42364 




Seq. ID 


OJ000223_21. 0327. 024 


Gene No. 


88233 




Strand 


+ 


Start 


960 




End 


2784 


Name 


OJ000223 21.0327.C24.ol 


• gp 


Method 


AAT/GAP 


Start 


960 




End 


1634 


GI 


3763783 




Score 


563 


Exons 


960.. 1167, 1523.. 1634 








Seq. No. 


42364 




Seq. ID 


OJ000223_21.0327.C24 


Gene No. 


88.233 




Strand 


+ 


Start 


960 




End 


2784 


Name 


OJ000223 21.0327.C24.ol 


.gs 


Method 


GENSCAN 


Start 


1530 




End 


2784 


GI 


none 




Score 


.65 


Exons 


1530.. 1643, 1733.. 1957, 


2701 


. .2784 




Seq. No. 


42364 




Seq. ID 


OJ000223_21.0327.C24 


Gene No. 


88233 




Strand 


+ 


Start 


960 




End 


2784 


Name 


OJ000223 21.0327.C24.o2 


. gp 


Method 


AAT/GAP 


Start 


2038 




End 


2602 


GI 


3763784 




Score 


945 


Exons 


2038. .2602 








Seq. No. 


42364 




Seq. ID 


OJ000223_21 . 0327 .C24 


Gene No. 


88234 




Strand 


+ 


Start 


7147 




End 


14776 


Name 


OJ000223 21,0327.C24.o3 


. gs 


Method 


GENSCAN 


Start 


7147 




End 


12233 


GI 


none 




Score 


.66 


Exons 


7147.. 7308, 9329. .9719, 


11791. .12233 




Seq. No. 


42364 




Seq. ID 


OJ000223_21.0327.C24 


Gene No. 


88234 




Strand 


+ 


Start . 


7147 




End 


14776 


Name 


OJ000223 21.0327.C24.ol 


. np 


Method 


AAT/NAP 


Start 


11530 




End 


14776 


GI 


1362047 




Score 


335 


Exons 


11530. .11684, 12628. .13064, 


13164. .13260, 14746.. 14776 


GI Descrip. 


cysteine proteinase (EC 


3.4. 


22.-) precursor - soybean 




gi| 479060 |emb|CAA83673| 


{Z32795) cysteine proteinase [Glyci] 




max] gi|1096153|prf 1 I2111244A Cys protease [Glycine max] 


Seq. No. 


42364 




Seq. ID 


OJ000223_21.0327.C24 


Gene No. 


88234 




Strand 


+ 


Start 


7147 




End 


14776 


Name 


OJ000223 21.0327.C24.o4 


. gs 


Method 


GENSCAN 


Start 


12542 




End 


13291 


GI 


none 




Score 


,95 


Exons 


12542. .12739, 12766 .. 12868, 


12889. .13064, 13124.. 13291 


Seq. No. 


42364 




Seq. ID 


OJ000223_21.0327.C24 


Gene No. 


88235 




Strand 




Start 


3722 




End 


4951 



42739 



Name 


.OJ000223 21.0327.C24.o2.gs 


Method 


GENSCAN 


Start 


3722 


End 


4951 


GI 


none 


Score 


.81 


Exons 


3722. .4243, 4322. .4951 






Seq. No. 


42364 


Seq.- ID 


OJ000223__21.0327 


Gene No. 


88236 


Strand 




Start 


1 n A AH 

iJ44 / 


iLnQ 


1 J / y / 


Name 


OJ000223 21.0327.C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


1801 


GI 


none 


Score 


84 


Exons 


1..63, 2. .58, 285. .353, 287. 


.361, 287. 


.355, 972.. 1169, 




973. .1158, 974. .1168, 1521.. 


1544, 1545 


..1655, 1775. .180 


Seq- No. 


42364 


Seq. ID 


OJ000223_21.0327 


Gene No. 


88236 


Strand 




Start 


1J44 / 


End 


13797 


Name . 


OJ000223 21.0327.C24.ol.tw 


Method 


TBLASTX: Wheat 


Start 


4326 


End 


4609 


GI 


none 


Score 


93 


Exons 


4326.. 4397, 4327.. 4398, 4328 


..4396, 4463. .4504, 4470. .4 




4511. .4567, 4512. .4565, 4514 


. .4609 




Seq. No. 


42364 


Seq. ID 


OJ000223_21.0327 


Gene No. 


88236 


Strand 




Start 


lo44 / 


End 


13797 


Name 


OJ000223 21.0327.C24.ol.ts 


Method 


TBLASTX : Soybean 


Start 


12614 


End 


13256 


GI 


none 


Score 


123 


Exons 


12614. .12763, 12644 .. 12769, 


12775. .12816, 12884 .. 12988 , 




12897, .13022, 13020 13061, 


13191. .13256 


Seq. No. 


42364 


Seq. ID 


OJ000223_21,0327 


Gene No. 


88236 


Strand 




Start 


13447 


End 


13797 


Name 


/^Tnr*r\ooo ot hoot /^o a 4-™ 


Method 


TBLASTX: Maize 


Start 


12623 


End 


13250 


GI 


none 


Score 


124 


Exons 


12623. .12763, 1264 4 .. 12769, 


12681. .12770, 12774. .12800, 




12884. .12988, 12897 .. 13022, 


13029. .13061, 13034, .13060, 




13185.. 13250 






Seq. No. 


42364 . 


Seq. ID 


OJ000223_21.0327 


Gene No. 


88236 


Strand 




Start 


'i "3 A An 

lo4 4 / 


End 


13797 


Name 


OJ000223 21.0327.C24.ol.tc 


Method 


TBLASTX: Cress 


Start 


12635 


End 


13253 


GI 


none 


Score 


97 


Exons 


12635. .12763, 12884 .. 12988, 


12897. .13022, 13020 .. 13061, 




13173. .13253 






Seq. No. 


42364 


Seq. ID 


OJ000223_21.0327 


.Gene No. 


88236 


Strand 




Start 


13447 


End 


13797 


Name 


OJ000223 21.0327.C24.o5.gs ' 


Method 


GENSCAN 


Start 


13447 


End 


13797 


GI 


none 


Score 


.42 



42740 




Exons 


"I'^JIJI"! I'^^rtrt •1'^'*7/"^ ■^'^"Irt'l 

13447 13500, 13763.. 13797 








Seq. No. 


42365 


Seq. ID 


OJ000223 


_20. 0328 .C2 


Gene No. 


88237 


Strand 


+ 




Start 


380 


End 


723 




Name 


OJ000223_20 . 0328 , C2 . ol . gs 


Method 


GENSCAN 




Start 


380 


End 


"TOO 

723 




GI 


none 


Score 


. 93 




Exons 


380. .431, 545. .723 








Seq. No. 


42366 


Seq. ID 


OJ000223 


_20 . 0328 . C4 


Gene No. 


88238 


Strand 


+ 




Start 




End 


6799 




Name 


OJ000223 20.0328.C4 .ol.gs 


Method 


GENSCAN 




Start 


259 


End 


6799 




GI 


none 


Score 


.64 




Exons 


259. .343, 453. .574, 791. .825, 


1097.. 1183, 2034. 


.2107, 




2401. .3821, 4546. .4979, 5013. 


.5104, 6589. .6686, 


6691. .6799 



Seq. No. 42366 Seq. ID 

Gene No. 88238 Strand 

Start 259 End 

Name OJ000223_20 . 0328 . C4 . ol . np Method 

Start 286 End 

GI 5042463 Score 

Exons 286.. 305, 1513.. 1708 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



OJ000223_20.0328.C4 
+ 

6799 
AAT/NAP 
1708 
106 



Seq. No. 


42366 








Seq. ID 


OJ000223_20.0328.C4 


Gene No. 


88238 








Strand 


+ 


Start 


259 








End 


6799 


Name 


OJ000223 20 


.0328 


.C4 .o2. 


np 


Method 


AAT/NAP 


Start 


2009 








End 


3389 


GI 


6742729 








Score 


947 


Exons 


2009. .3389 












GI Descrip. 


(AF121139) 


RIM2 


protein 


[Oryza sativa] 




Seq. No, 


42366 








Seq. ID 


OJ000223 20. 0328. C4 


Gene No. 


88238 








Strand 


+ 


Start 


259 








End 


6799 


Name 


OJ000223 20 


.0328 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2533 








End 


2913 


GI 


none 








Score 


48 


Exons 


2533, .2586, 


2599 


. .2913, 


2703. 


.2894 




Seq. No. 


42366 








Seq. ID 


OJ000223__20.0328.C4 


Gene No. 


88238 








Strand 


+ 


Start 


259 








End 


6799 


Name 


OJ000223 20 


.0328 


.C4.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2557 








End 


3807 


GI 


none 








Score 


487 


Exons 


2557. .3117, 


2604 


. .2951, 


2997. 


.3089, 3097.. 3279, 3138.. 3275, 




3283. .3444, 


3303 


. .3443, 


3309. 


.3458, 3454.. 3510, 3460. .3510, 




3511. .3564, 


3516 


. .3548, 


3582. 


.3674, 3583.. 3687, 3688.. 3807 



Seq. No. 42366 Seq. ID OJ000223_20 . 0328 . C4 

Gene No. 88238 Strand + 

42741 



start 
Name 
Start 
GI 

Exons 



259 

OJ000223_20 . 0328 . C4 . ol . tc 

2848 

none 

2848. .3117, 2997. .3080, 3097, 



End 

Method 
End . 
Score 



6799 

TBLASTX: Cress 

3270 

211 



.3270, 3138.. 3266 



Seq. No. 


42366 




Seq. ID 


OJ000223_20.0328.C4 


Gene No. 


88238 




Strand 


+ 


Start 


259 




End 


6799 


Name . 


OJ000223 20.0328.C4.o3 


np 


Method 


AAT/NAP 


Start 


3286 




End 


5854 


GI 


4586022 




Score 


139 


Exons 


3286. .3723, 5814. ,5854 








GI Descrip. 


{AC007170) En/Spm-like 


transposon protein [Arabidopsis thaliana] 


Seq. No. 


42366 




Seq- ID 


OJ000223_20.0328.C4 


Gene No. 


88238 




Strand 


+ 


Start 


259 




. End 


6799 


Name 


OJ000223 20.0328.C4 .ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


3496 




End 


3744 


GI 


none 




Score 


216 


Exons 


3496. .3744, 3501. .3677 









Seq. No. 


42367 






Seq. ID 


OJ000223_ 


20. 0328. C5 


Gene No. 


88239 






Strand 


+ 




Start 


80 






End 


2942 




Name 


OJ000223 20. 


0328.C5.ol. 


gs 


Method 


GENSCAN 




Start 


80 






End 


2942 




GI 


none 






Score 


.9 




Exons 


80. .484, 774 


..905, 1083 


. .1244 


, 1358.. 1926, 2004. 


.2174, 




2255. .2537, 


2907. .2942 










Seq. No. 


42367 






Seq. ID 


OJ000223_ 


20. 0328. C5 


Gene No. 


88240 






Strand 






Start 


3611 






End 


11136 




Name 


OJ000223 20. 


0328.C5.ol. 


np 


Method 


AAT/NAP 




Start 


3356 






End 


5335 




GI 


7523502 






Score 


183 




Exons 


3356.-3446, 


4795. .4930, 


5242. 


.5335 






GI Descrip. 


(AP001633) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


42367 






Seq. ID 


OJ000223_ 


20. 0328. C5 


Gene No. 


88240 






Strand 






Start 


3611 






End 


11136 




Name 


OJ000223 20. 


0328.C5.o2. 


gs 


Method 


GENSCAN 




Start 


3611 




End 


10989 




GI 


none 






Score 


.61 




Exons 


3611. .3706, 


4731. .4973, 


5242. 


.5447, 8427.. 8586, 


8989. .9041, 




9129. .9164, 


9211. .9319, 


9368. 


.9482, 10925.. 10989 


Seq. No. 


42367 






Seq. ID 


OJ000223_ 


20. 0328. C5 


Gene No. 


88240 






Strand 






Start 


3611 






End 


11136 




Name 


OJ000223 20. 


0328.C5.o2. 


np 


Method 


AAT/NAP 




Start 


7676 






End 


11136 




GI 


6721512 






Score 


144 




Exons 


7676. .7703, 


9094'. .9164, 


9207. 


.9339, 9367.. 9482, 


11102. .11136 



42742 



GI Descrip; (AP001072) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42368 Seq. ID 

88241 Strand 

2026 End 

OJ000223_20.0328.C6.ol.gp Method 

2026 End 

4879016 Score 
2026. .2396 

6041757/gb|AC011806.1|AC011806 O.Oe+00 Genomic Sequence For 

Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



OJ000223_20.0328.C6 
+ 

2396 
AAT/GAP 
2396 
642 



42369 
88242 
1 

OJ000223_20 . 0328 .C7 . ol . np 
1 

6691191 



Seq. ID OJ000223_20.0328.C7 

Strand + 

End 5184 

Method AAT/NAP 

End 5184 

Score 509 



1..28, 1975. .2591, 2839. .2995, 5110. .5184 
(AC007534) F7F22.15 [Arabidopsis thaliana] 



42369 Seq. ID 

88242 Strand 

1 End 

OJ000223_20 . 0328 . C7 . ol . gs Method 

14 4 . End 

none Score 

144 . .247, 2314. .2449, 3468. .3584 



OJ000223_20.0328.C7 
+ 

5184 
GENSCAN 
3584 
.44 



Seq. No. 


42369 








Seq. ID 


OJ000223_20.0328.C7 


Gene No. 


88243 








Strand 




Start 


4298 








End 


4653 


Name 


OJ000223 20. 


0328 


.C7,ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1972 








End 


2172 


GI 


none 








Score 


204 


Exons 


1972. .2172, 


1975 


. .2139, 


1980. 


.2141 




Seq. No. 


42369 








Seq. ID 


OJ000223_20.0328.C7 


Gene No. 


88243 








Strand 




Start 


4298 








End 


4653 


Name 


OJ000223 20. 


0328 


.C7.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


1978 








End 


2193 


GI 


none 








Score 


189 


Exons 


1978. .2193 












Seq. No. 


42369 








Seq. ID 


OJ000223_20.0328.C7 


Gene No. 


88243 








Strand 




Start 


4298 








End 


4653 


Name 


OJ000223 20. 


0328 


.C7.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


2272 








End 


2554 


GI 


none 








Score 


197 


Exons 


2272. .2439, 


2282 


. .2446, 


2288. 


.2446, 2289.-2447, 2450.. 2554 



Seq. No. 42369 Seq. ID OJ000223_20 . 0328 . 07 

Gene No. 88243 Strand 

Start 4298 End 4653 

42743 




Name 


OJ000223 20 


.0328 


.C7;o2.^ 


gs 


Method 


GENSCAN 








Start 


4298 








End 


4653 








GI 


none 








Score 


.85 








Exons 


4298. .4422, 


4593 


. .4653 














Seq. No. 


42370 








Seq. ID 


OJ000223 


_20. 


0328 


.C13 


Gene No. 


88244 








burana 


+ 








Start 


473 








End 


650 








Name 


OJ000223 20 


.0328 


.C13.01 


.gs 


Method 


GENSCAN 








Start 


473 








End 


650 








GI 


none 








Score 


.63 








Exons 


473. .650 


















Seq. No. 


42371 








Seq. ID 


OJ000223 


_20. 


0328 


.C17 


Gene No. 










C4- V J-J 

o urana 


+ 








Start 


313 








End 


395 








Name 


OJ000223 20 


.0328 


.C17.01 


.gs 


Method 


GENSCAN 








Start 


313 








End 


395 








GI 


none 








Score 


.9 








Exons 


313. .395 


















Seq. No. 


42372 








Seq. ID 


OJ000223 


_20. 


0328 


.C18 


Gene No. 


88246 








Strand 


+ 








Start 


203 








End 


4415 








Name 


OJ000223 20 


.0328 


.C18.01 


.gs 


Method 


GENSCAN - 








Start 


203 








End 


4415 








GI 


none 








Score 


.51 








Exons 


203.. 335, 3963.. 


4097, 4102. 


.4415 










Seq. No. 


42373 








Seq. ID 


OJ000223 


_20. 


0328 


.C19 


Gene No. 


88247 








Strand 


+ 








Start 


930 








End 


1592 








Name 


OJ000223 20 


.0328 


.C19.01 


.gs 


Method 


GENSCAN 








Start 


930 








End 


1592 








GI 


none 








Score 


.7 








Exons 


930. .1033, 


1568. 


.1592 














Seq. No. 


42373 








Seq. ID 


OJ000223 


_20. 


0328 


.C19 


Gene No. 


88248 








Strand 










Start 


3268 








End 


4047 








Name 


OJ000223 20 


.0328 


.C19.02 


.gs 


Method 


GENSCAN 








Start 


3268 








End 


4047 








GI 


none 








Score 


.63 








Exons 


3268. .3343, 


3818 


. .4047 














Seq. No. 


42373 








Seq. ID 


OJ000223 


_20. 


0328 


.C19 


Gene No. 


88249 








Strand 










Start 


6150 








End 


7842 








Name 


OJ000223 20 


.0328 


.C19.03 


.gs 


Method 


GENSCAN 








Start 


6150 








End 


7842 








GI 


none 








Score 


.74 








Exons 


6150. .7303, 


7545 


. .7842 














Seq. No. 


42373 








Seq. ID 


OJ000223 


_20. 


0328 


.C19 


Gene No. 


88250 








Strand 










Start 


8914 








End 


14985 








Name 


OJ000223 20 


.0328 


,C19.o2 


.tm * 


Method 


TBLASTX: Maize 





42744 



start 


6237 






End 


6942 




GI 


none 






Score 


175 • 




Exons 


. 6237. .6380, 


6466 


..6942, 6468 


. .6941 






Seq. No. 


42373 






Seq. ID 


OJ000223_20.0328 


.C19 


Gene No. 


88250 






Strand 






Start 


8914 






End 


14985 




Name 


OJ000223 20. 


0328 


.C19.o3.ts 


Method 


TBLASTX: Soybean 




Start 


6288 






End 


6755 




GI 


none 






Score 


50 




Exons 


6288. .6383, 


6289 


..6384, 6465 


..6755, 6481.. 6750 




Seq. No. 


42373 






Seq. ID 


OJ000223_20 . 0328 


.C19 


Gene No. 


88250 






Strand 






Start 


8914 






End 


14 985 




Name 


OJ000223 20. 


0328 


.C19.ol.tc 


Method 


TBLASTX : Cress 




Start 


6465 






End 


6926 




GI 


none 






Score 


293 




Exons 


6465. .6926 












Seq. No. 


42373 






Seq. ID 


OJ000223_20.0328 


.C19 


Gene No. 


88250 






Strand 






Start 


8914 






End 


14985 




Name 


OJ000223 20. 


0328 


.C19.o5.ts 


Method 


TBLASTX: Soybean 




Start 


6825 






End 


7308 




GI 


none 






Score 


92 




Exons 


6825. .6935, 


7008 


..7307, 7024 


. .7308 






Seq. No. 


42373 






Seq. ID 


OJ000223_20.0328 


.C19 


Gene No. 


88250 






Strand 






Start 


8914 






End 


14985 




Name 


OJ000223 20. 


0328 


.C19.o4.gs 


Method 


GENSCAN 




Start 


8914 






End 


14985 




GI 


none 






Score 


.53 




Exons 


8914. .9121, 


10253. .11451, 11684. .11913, 


12303. .13191, 






13426. .14167, 14345 .. 14622, 


14926. .14985 




Seq. No. 


42373 






Seq. ID 


OJ000223_20.0328 


.C19 


Gene No. 


88250 






Strand 






Start 


8914 






End ' 


14985 




Name 


OJ000223 20. 


0328 


.C19.ol.np 


Method 


AAT/NAP 




Start 


10252 






End 


14151 




GI 


6539553 






Score 


6453 





Exons 10252. .14151 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 42373 

Gene No. 88250 

Start 8914 

Name OJ000223_20 . 0328 . C19 . o2 . tw 

Start 10388 

GI none 

Exons 10388. .10543, 10423 .. 10773, 
10583. .10774, 10789 .. 10863, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10462. .10773, 10472 
10791. .10862, 10793 



OJ000223_20.0328.C19 
14985 

TBLASTX: Wheat 

10864 

272 

10774, 
10864 



42745 




Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


r'l Q 


Gene No. 


88250 




Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


o6. ts 


Method 


TBLASTX: Soybean 




Start 


10516 




End 


10857 




GI 


none 




Score 


94 




Exons 


10516. .10731, 10589.. 


10732, 


10744. .10857, 10751.. 10831 




Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


n^ Q 
- ui y 


Gene No. 


88250 




Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


10721 




End 


11052 




GI 


none 




Score 


181 




Exons 


10721. .10948, 10732.. 


11052, 


10753. .11052 




Seq. No. 






Seq. ID 


OJ000223_20.0328 


PI Q 


Gene No. 


88250 




Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


o2.ts 


Method 


TBLASTX: Soybean 




Start 


10870 




End 


11215 




GI 


none 




Score 


118 




Exons 


10870. .11214, 11015.. 


11215 








Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 




Gene No. 


88250 




Strand 






Start 


8914 




End 


■14985 




Name 


OJ000223 20.0328.C19. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


11068 




End 


11611 




GI 


none 




Score 


163 




Exons 


11068. .11274, 11269.. 


11424, 


11405. .11611 




Seq. No. 


4z3 /o 




Seq. ID 


OJ000223_20,0328 


PI Q 


Gene No. 


88250 




Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


, o5 . tm 


Method 


TBLASTX: Maize ' 




Start 


11149 




End 


11612 




GI 


none 




Score 


50 




Exons 


11149. .11424, 11252.. 


,11359, 


11406. .11612, 11426. .11611 




Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


.C19 


Gene No . 






Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


11284 




End 


11746 




GI 


5509260 




Score 


57 




Exons 


11284. ,11424, 11303.. 


11356, 


11406. .11528, 11426. .11746 




GI Descrip. 


- 










Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


.C19 


Gene No. 


88250 




Strand 






Start 


8914 




End 


14985 




Name 


OJ000223 20.0328.C19. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11426 




End 


11653 




GI 


none 




Score 


62 




Exons 


11426. .11653, 11574.. 


,11651 









42746 






Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


.C19 




Gene No. 


88250 




Strand 








Start 


ant A 

8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


.ol.tw 


Method 


TBLASTX: Wheat 






Start 


11666 




. End 


12420 






GI 


none 




Score 


192 






Exons 


11666. .11875, 11667. 


.11825, 


11683. .11913, 11686. .11880, 








11941. .12315, 11945. 


.12310, 


11967. .12320, 11972. .12319, 








12319. .12420, 12323. 


.12412 










Seq. No. 


42373 




Seq. ID 


"OJ000223_20.0328 


.C19 




Gene No. 


O O O C 

88250 




Strand ■ 








Start 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


.o4 . ts 


Method 


TBLASTX : Soybean 






Start 


12071 




End 


12468 






GI 


none 




Score 


49 






Exons 


12071. .12244,. 12096. 


.12155, 


12198. .12236, 12245 .. 12322, 








12260. .12319, 12328. 


.12468, 


12347. .12460 






Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


. CI y 




Gene No. 


88250 




Strand 








Start 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


.06. tm 


Method 


TBLASTX: Maize 




L ™i 


Start 


12071 




End 


12564 




"h ST 


GI 


none 




Score 


84 




tn 


Exons 


12071. .12238, 12257. 


.12313, 


12325. .12564, 12326.. 12481 




ru 

13 


Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


ft 

. C19 




Gene No. 


88250 




Strand 








Start 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


. o5 . tw 


Method 


TBLASTX: Wheat 




ry 


Start 


12421 




End 


12615 




= 


GI 


none 




Score 


183 




r ^ 


Exons 


12421. .12615, 12421. 


.12612 










Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


. CI y 




Gene No. 


88250 




Strand 






1 : 


Start 


8914 




End 


14985 




I. -3 


Name 


OJ000223 20.0328.C19 


.o7.ts 


Method 


TBLASTX : Soybean 






Start 


12478 




End 


12864 






GI 


none 




Score 


78 






Exons - 


12478. .12726, 12709. 


.12864 










Seq, No. 


423 / 3 




Seq. ID 


OJ000223_20.0328 


. ciy 




Gene No. 


88250 




Strand 








Start . 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


.ol.tm 


Method 


TBLASTX: Maize 






Start 


12891 




End 


13213 






GI 


none 




Score 


375 






Exons 


12891. .13193, 12892. 


.13206, 


12893. .13186, 12959.. 13213 






Seq. No. 


42373 




Seq. ID 


OJ000223_20.0328 


.C19 




Gene No. 


88250 




Strand 








Start 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19 


.o3.tm 


Method 


TBLASTX: Maize 






Start 


13709 




End 


14022 





42747 



GI none Score 265 

Exons 13709. .13999, 13711.. 14022, 13714. .14004 



Seq. No. 


42373 




Seq. ID 


OJ000223_20 


.0328 


.C19 


Gene No. 


88250 




Strand 








Start 


8914 




End 


14985 






Name 


OJ000223 20.0328.C19.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


13771 




End 


14157 






GI 


none 




Score 


206 






Exons 


13771. .14157, 13772. .14146 










Seq. No. 


42374 




Seq. ID 


OJ000223_20 


.0328 


.C22 


Gene No. 


88251 




Strand 


+ 






Start 


2746 




End 


5821 






Name 


OJ000223 20.0328.C22.ol 


.gs 


Method 


GENSCAN 






Start 


2746 




End 


5200 






GI 


none 




Score 


.52 






Exons 


2746.. 2880, 3468.. 3625, 


4578. 


.4644, 5093.. 5200 






Seq. No. 


42374 




Seq. ID 


OJ000223_20 


.0328 


.C22 


Gene No. 


88251 




Strand 


+ 






Start 


2746 




End 


5821 






Name 


OJ000223 20.0328.C22.ol 


.np 


Method 


AAT/NAP 






Start 


2749 




End 


5767 






GI 


7020666 




Score 


382 






Exons 


2749.. 2880, 3468.. 3625, 


4578. 


.4644, 5672.. 5767 






GI Descrip. 


(AK000518) unnamed protein product [Homo sapiens] 






Seq. No. 


42374 




Seq. ID 


OJ000223_20 


.0328 


.C22 


Gene No. 


88251 




Strand 


+ 






Start 


2746 




End 


5821 






Name 


OJ000223 20.0328.C22.ol 


.gp 


Method 


AAT/GAP 






Start 


2827 




End 


5821 






GI 


uC-osflcyp085h03bl 




Score 


810 






Exons 


2827. .2880, 3468. .3625, 


4578. 


.4644, 5672.. 5821 






GI Descrip. 


'2132267/pirl IS69068 2. 


Oe-13 


hypothetical protein 


YPR082C - 



yeast (Saccharomyces cerevisiae) >gi_1230688 (U51033) Weak 
similarity to hypothetical E. coli protein (PIR accession number 
S47687) [Saccharomyces cerevisiae] ' 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42374 
88252 
6483 

OJ000223_20 . 0328 . C22 . o2 . tc 

2752 

none 

2752.. 2889, 3468.. 3626, 3470. 
5669.. 5788, 5669.. 5773, 5671, 

42374 
88252 
6483 

OJ000223_20 . 0328 . C22 . o2 . tm 

2770 

none 

2770.. 2889, 2772.. 2840, 3468. 
4576. .4644, 4578. .4649, 4579. 



Seq. ID OJ000223_20,0328.C22 
Strand 

End 8251 

Method TBLASTX : Cress 

End 5788 

Score 136 

.3646, 4578. .4649, 4579. .4644, 
.5784 

Seq, ID OJ000223_20.0328.C22 
Strand 

End 8251 

Method TBLASTX: Maize 

End 5775 

Score 164 

.3626, 3470.. 3625, 3472.. 3627, 
.4644, 5669.. 5770, 5669.. 5770, 



42748 



5671.'. 5775, 5671.. 5772 



Seq. No. 


42374 








Seq. ID 


OJ000223 


_20.0328.C22 


Gene No. 


88252 








Strand 


- 




Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.02. 


gs 


Method 


GENSCAN 




Start 


6483 








End 


7835 




GI 


none 








Score 


.94 




Exons 


6483. .7835 














oeq . LNu . 


*i ^ O / H 








Seq. ID 


OJ000223 




Gene No. 


88252 








Strand 






Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.01. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6484 








End 


7835 




GI 


none 








Score 


70 




Exons 


6484. .6678, 


6489. 


.6794, 


6882. 


.7313, 6882. .7331, 


6907. .7332, 




7411. .7701, 


7413. 


.7700, 


7707. 


.7835 






O C ^ . IN • 


42374 








Seq. ID 


OJ000223 


20 0328 C22 


Gene No. 


88252 








Strand 






Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.02. 


np 


Method 


AAT/NAP 




Start 


6486 








End 


8251 




GI 


6573772 








Score 


1148 




Exons 


6486. .8251 














GI Descrip. 


(AC009243) 


F28K19 


.27 [Arabidopsis thaliana] 




Seq. No. 


42374 








Seq. ID 


OJ000223 


_20.0328.C22 


Gene No. 


88252 








Strand 






Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.03. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6507 








End 


6845 




GI 


none 








Score 


95 




Exons 


6507. .6680, 


6538. 


.6681, 


6696. 


.6845, 6706.. 6801 




Oeq • LNO • 


4 Z J / 








Seq. ID 


OJ000223 




Gene No. 


88252 








Strand 






Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6519 








End 


7835 




GI 


none 








Score 


88 




Exons . 


6519. .6662, 


6828. 


.7034, 


6913. 


.7035, 6960. .7043, 


7038. .7340, 




7043, .7168, 


7048. 


.7341, 


7437. 


.7694, 7444. .7683, 


7698. .7835 


oeq. LNO. 


4 Z J / 4 








Seq. ID 


OJ000223 


90 n^9ft r99 


Gene No. 


88252 








Strand 






Start 


6483 








End 


8251 




Name 


OJ000223 20 


.0328. 


C22.01. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6933 








End 


7835 




GI 


none 








Score 


35 




Exons 


6933.-6986, 


7019. 


.7036, 


7037. 


.7153, 7038.. 7271, 


7038. .7340, 




7048. .7341, 


7431. 


.7682, 


74.38. 


.7683, 7701.. 7835 




Seq. No. 


42375 








Seq. ID 


OJ000223 


_20.0328.C23 


Gene No. 


88253 








Strand 






Start 


622 








End 


1846 





42749 





Nd.in.6 


OJ000223 20.0328. C23.ol.gs 


Method 


GENSCAN 










Start 


622 


End 


1846 










GI 


none 


Score 


.68 










p Yons 


622. .729, 868. .953, 1758. .1846 












Seq. No. 


42376 


Seq. ID 


OJ000223_ 


20, 


0328 


C24 




Gene No. 


88254 - 


Strand 


+ 










Start 


176 


End 


289 










Name 


OJ000223 20.0328.C24.ol.gs 


Method 


GENSCAN 










Start 


176 


End 


289 










GI 


none 


Score 


.87 










Exons 


176. .289 














Seq. No. 


42376 


Seq. ID 


OJ000223_ 


20 


0328 


.C24 




Gene No. 


88255 


Strand 












Start 


951 


End 


1230 










Name 


OJ000223 20.0328.C24 .o2.gs 


Method 


GENSCAN 










Start 


951 


End 


1230 










GI 


none 


Score 


.53 










Exons 


951. .1230 














Seq. No. 


42377 


Seq. ID 


OJ000223_ 


20 


.0328 


.C25 




Gene No. 


88256. 


Strand 










■==■ 


Start 


3926 


End 


5287 








%J 


Name 


OJ000223 20.0328.C25.o2.gs 


Method 


GENSCAN 










Start 


3926 


End 


5287 








L i ? 


GI 


none 


Score 


.72 








f 1 


F,3f nn ^ 


3926.. 3948, 4907.. 5042, 5200. 


.5287 












Seq. No. 


42378 


Seq. ID 


OJ000223_ 


_20 


.0328 


.C26 




Gene No. 


88257 


Strand 


+ 










Start 


1 


End 


2394 








= y 


Name 


OJ000223 20.0328.C26.ol.np 


Method 


AAT/NAP 








= 


Start 


1 


End 


2394 








f i 


GI 


7340868 


Score 


175 










F.xons 

X-J^^ X X w 


1,.21, 1356.. 1560, 2344.. 2394 












: 

§>,•£; 


GI Descrip. 


{AP001551) hypothetical protein [Oryza 


sativa] 








~ Z 


Seq. No. 


42378 


Seq. ID 


OJ000223_ 


_20 


.0328 


.C26 




Gene No. 


88257 


Strand 


*+ 










Start 


1 


End 


2394 










Name 


OJ000223 20.0328.C26.ol.gs 


Method 


GENSCAN 










Start 


158 


End 


1542 










GI 


none 


Score 


.58 










Exons 


158. .179, 592. .664, 1450. .1542 












Seq. No. 


42379 


Seq. ID 


OJ000223 


_20 


.0328 


.C27 




Gene No. 


88258 


Strand 












Start 


3041 


End 


3860 










Name 


OJ000223 20.0328.C27.o2.gs 


Method 


GENSCAN 










Start 


3041 


End 


3860 










GI 


none 


Score 


.66 










Exons 


3041.. 3415, 3479.. 3554, 3706. 


.3860 












Seq. No. 


42380 


Seq. ID 


OJ000223 


_20 


.0328 


-C28 




Gene No. 


88259 


Strand 












Start 


5 


End 


1833 









42750 



Name OJ000223_20 . 0328 . C28 . ol . gp "Method AAT/GAP 

Start 5 End 14 9.5 

GI uC-osflM202043b01bl Score 893 

Exons 5. .269, 344. .407, 479. .557, 1410. .1495 

GI Descrip. * 1055162/gb | AAA81131 . 1 | l.Oe-27 (U40029) No definition line 
found [Caenorhabditis elegans] ' 



Seq. No. 


42380 


Seq. ID 


OJQ00223_20.0328 


.C28 


Gene No. 


88259 


Strand 






Start 


5 


End 


1833 




Name 


OJ000223 20.0328.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


136 


End 


1463 




GI 


none 


Score 


108 




Exons 


136. .270, 159. .269, 161. .271, 


162. .293, 342. .410, 343.. 


408, 




455. .556, 480. .545, 1398. .1460, 1407.. 


1463, 1409. .1462 




Seq. No. 


42380 


Seq. ID 


OJ000223_20.0328 


.C28 


Gene No. 


88259 


Strand 






Start 


5 


End 


1833 




Name 


OJ000223 20.0328.C28.ol.np 


Method 


AAT/NAP 




Start 


158 


End 


1833 




GI 


6691183 


Score 


633 




Exons 


158. .269, 344. .557, 1410. .1683, 1733.. 


1833. 




GI Descrip. 


• {AC007534) F7F22.4 [Arabidopsis thaliana] 




Seq. No. 


42380 


Seq- ID 


OJ000223_20.0328 


.C28 


Gene No. 


88259 


Strand 






Start 


5 


End 


1833 




Name 


OJ000223 20.0328.C28.ol.gs 


Method 


GENSCAN 




Start 


160 


End 


1594 




GI 


none 


Score 


.72 




Exons 


160. .269, 344. .400, 475. .557, 


1410.. 1594 




Seq. No. 


42380 


Seq. ID 


OJ000223_20.0328 


.C28 


Gene No. 


88259 


Strand 






Start 


5 


End 


1833 




Name 


OJ000223 20.0328.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


1494 


End 


1831 




GI 


none 


Score 


154 




Exons 


1494. .1640, 1495. .1638, 1496. 


.1663, 1680. .1823, 1735. .1827, 




1741. .1827, 1766. .1831 








Seq. No. 


42381 


Seq. ID 


OJ000223_20.0328 


.C33 


Gene No. 


88260 


Strand 


+ 




Start 


480 


End 


1770 




Name 


OJ000223 20.0328.C33.ol.np 


Method 


AAT/NAP 




Start 


480 


End 


1770 




GI 


6907093 


Score 


88 




Exons 


480.. 540, 1669.. 1770 








GI Descrip- 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42381 


Seq. ID 


OJ000223_20.0328 


.C33 


Gene No. 


88261 


Strand 


+ 




Start 


3679 


End 


10573 




Name 


OJ000223 20.0328.C33.o2.gs 


Method 


GENSCAN 




Start 


3679 


End 


10573 




GI 


none 


Score 


.46 





42751 






Exons • 


3679. .3705, 


3817. 


.3947, 


5699. 


.5832, 7493.. 7593, 7735.. 8769, 






8798. .9125/ 


9870. 


,9911, 


10443 


. .10573 






Seq. No. 


42381 








Seq. ID 


OJ000223 20.0328.C33 




Gene No. 


88262 








Strand 






Start 


1810 








End 


2232 




Name 


OJ000223 20. 


0328. 


C33.01 


.gs • 


Method 


GENSCAN 




Start 


1810 








End 


2232 




GI 


none 








Score 


.85 




Exons 


1810. .1930, 


2072. 


.2232 










Seq. No. 


42381 . 








Seq. ID 


OJ000223_20 . 0328 . C33 




Gene No. 


88263 








Strand 






Start 


6992 








End 


9096 




Name 


OJ000223 20. 


0328. 


C33.02 


.np 


Method 


AAT/NAP 




Start 


6992 








End 


9096 




GI 


4582461 








Score 


959 




Exons 


6992. .7132, 


7789. 


.9096 










GI Descrip. 


(AC007071) putative triacylglycerol lipase [Arabidopsis 






thaliana] 














Seq. No. 


42381 








Seq. ID 


OJ000223_20.0328.C33 




Gene No. 


88264 








Strand 




E3 


Start 


15166 








End 


16082 




Name 


OJ000223 20. 


0328. 


C33.01 


.ts 


Method 


TBLASTX : Soybean 




Start 


7831 








End 


8808 ' 


U i 


GI 


none 








Score 


81 




Exons 


7831. .7872, 


7879. 


.7938, 


7972. 


.8049, 8050. .8112, 8149. .8355, 






8186. .8281, 


8321. 


.8461, 


8404. 


.8535, 8572.. 8808 




Seq. No. 


42381 








Seq. ID 


OJ000223_20.0328.C33 




Gene No. 


88264 








Strand 




rlj 


Start 


15166 








End 


16082 




Name 


OJ000223 20. 


0328. 


C33.02 


.tm 


Method 


TBLASTX: Maize 


fl 


Start 


7966 








End 


8808 




GI 


none 








Score 


65 




Exons 


7966. .8049, 


7972. 


.8049, 


8056. 


.8115, 8473. .8529, 8593.. 8808 




Seq. No. 


42381 








Seq. ID 


OJ000223_20.0328.C33 




Gene No . 


88264 








Strand 






Start 


15166 








End 


16082 




Name 


OJ000223 20. 


0328. 


C33.01 


. tm 


Method 


TBLASTX: Maize 




Start 


8170 








End 


8472 




GI 


none 








Score 


243 




Exons 


8170. .8355, 


8189. 


.8464, 


8404. 


.8472 






Seq. No. 


42381 








Seq. ID 


OJ000223_20.0328.C33 




Gene No. 


88264 








Strand 






Start 


15166 








End 


16082 




Name 


OJ000223 20. 


0328. 


C33.03 


.gs 


Method 


GENSCAN 




Start 


15166 








End 


16082 




GI 


none 








Score 


.93 




Exons 


15166. .15737 


, 15992.. 16082 . 








Seq. No. 


' 42382 








Seq. ID 


OJ000223_23.0323.C1 




Gene No. 


88265 








Strand 






Start 


1 








End 


1255 



42752 



Name 

Start 

GI 

Exons 

GI Descrip. 

"Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



OJ000223_23 . 0323 . CI . ol . np Method AAT/NAP 

1 End 1255 

6705984 Score 370 

1..45, 852. .1255 

(AB033235) gag-pol polyprotein [Oryza sativa] 



42382 
88265 
1 

OJ000223_23.0323.Cl.ol.gs 
595 
none 

595. .1188 

42382 
88265 
1 

OJ000223_23.0323.Cl.ol.tm 
841 
none 

841. .1065, 859. .1092, 959. .1093 



Seq. ID OJ000223_23.0323.C1 
Strand 

End 1255 

Method GENSCAN 

End 1188 

Score . 62 



Seq. ID OJ000223_23.0323.C1, 
Strand 

End 1255 

Method TBLASTX: Maize 

End 1093 

Score 93 



42382 
88265 
1 

OJ000223_23.0323.Ci:ol.ts 

862 

none 



Seq. ID OJ000223_23.0323.C1 
Strand 

End 1255 

Method TBLASTX : Soybean 

End 1246 

Score 4 9 



862. .1020, 899. .1003, 1012. ,1224, 1012. .1242, 1016, .1246 



42382 
88265 
1 

OJ000223_23 . 0323 . CI . ol . tw 

892 

none 



Seq, ID OJ000223_23.0323,C1 
Strand 

End 1255 

Method TBLASTX : Wheat 

End 1252 

Score 94 



892. .1044, 896. .1033, 972. .1058, 1057. .1251, 1058. .1252 



42383 
88266 
1 

OJ000223_23.0323.C2.ol.np 
1 

4680179 
l.,76, 1211. .4136 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000223_23.0323.C2- 

Strand + 

End 4139 

Method AAT/NAP 

End 4136 

Score 4076 



42383 
88266 
1 

OJ000223_23 . 0323 . C2 . ol . gs 
84 

none 



Seq. ID OJ000223_23.0323.C2 

Strand + 

End 4139 

Method GENSCAN 

End 2609 

Score .76 



84, .214, 616. .703, 1171. .1879, 1909. .2108, 2124. .2609 



42383 
88266 



Seq. ID OJ000223_23.0323.C2 
Strand + 



42753 



start 
Name 
Start 
GI 

Exons ' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



End 4139 

Method GENSCAN 

End 4139 

Score .59 



OJ000223_23.0323.C2.o2.gs 
3303 
none 

3303. .4139 

42383 
88267 
4753 

OJ000223_23.0323.C2.o3.gs 
4753 
none 

4753. .4839, 4948. .5044, 5484. .5604, 5736. .5811 



Seq. ID OJ000223_23.0323.C2 
Strand 

End 5811 

Method GENSCAN 

End 5811 

Score .87 



42383 Seq. ID 

88268 Strand 
7256 End 
OJ000223_23 . 0323 . C2 . o2 . np Method 
7154 End 
4567295 Score 
7154. .7546, 8539. .8610, 9527. .9551 

(AC006918) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000223_23.0323.C2 

9551 
AAT/NAP 
9551 
183 



Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323. 


C2 


Gene No. 


88268 








Strand 






Start 


7256 








End 


9551 




Name 


OJ000223 23 


.0323. 


C2,o4. 


gs 


Method 


GENSCAN 




Start 


7256 






End 


7528 




GI 


none 








Score 


.44 




Exons 


7256. .7528 














Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323. 


C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23 


.0323. 


C2.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


1296 








End 


1782 




GI 


none 








Score 


455 




Exons 


1296. ,1739, 


1405. 


.1782 










Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323. 


C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23 


.0323. 


C2.04. 


tm 


Method 


TBLASTX: Maize 




Start 


1365 








End 


1836 




GI 


none 








Score 


371 




Exons 


1365. .1802, 


1405. 


.1836 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



42383 Seq. ID 

88269 Strand 

9554 End 

OJ000223_23 . 0323 . C2 . ol . ts Method 

1723 End 

none Score 



OJ000223_23.0323.C2 
9706 

TBLASTX : Soybean 

2117 

57 



1723. .1755, 1759. .1923, 1766. .1876, 1869. .2117, 1877. .2116 
42383 . Seq'. ID OJ000223_23 ..0323 . C2 



42754 



Gene No, 


88269 








Strand 






Start 


9554 








End 


9706 




Name 




n o o o 
. U JZo . 


CZ , OO . 


tW 


Method 


TBLASTX: Wheat 




Start 


1 Q ^ 1 








End 


2125 






none 








Score 


67 




Exons 


TQOI loo's 


i 0 by . 


Olio 

. Z 1 1 / , 


1 Q O "7 

io / / - 


.2125, 1979.. 2125 




beq. NO. 


/ o O Q 1 








Seq. ID 


OJ000223_23.0323 


OO 

. UZ 


Gene No. 


88269 








Strand 


- 




Start 


9554 








End 


9706 




Name 




moo 
. UoZ J . 


v^Z . OO . 


rm 


Mernoa 


i oLi/ib 1 A . Maize 




Start 


' 1 QQ A 

ioo4 








End 


2192 






none 








Score 


288 




Exons 


1QQX 01Q0 


1 Q/ O 


o 1 Q c; 
. Z io 0 










beq. NO. 


^ O O Q Q 








Seq. ID 


OJ000223_23.0323 


no 
. v^Z 


Gene No. 


88269 








Strand 


- 




Start 


9554 








End 


9706 




Name 


Ajnnnooo 0*5 


n 00 0 


no r\0 
UZ . OZ . 




Method 


1 iDijAb 1 A : wnea L 




btiart 


O 1 O 0 








End 


2636 






none 








Score 


604 




Exons 




0 1 c;n 
Z 1 DU . 


O R c: /I 










beq. NO. 


/ O OQ 0 








Seq. ID 


OJ000223_23.0323 


no 
. L-Z 


Gene No. • 


88269 " 








Strand - 


- 




Start 


9554 








End 


9706 




Name 




o o o o 


r'O A o 
Cz . Oo . 


ts 


Method 


ibiiAbiA: boyoean 




Start 










End 


2384 




GI 


none 








Score 


209 




Exons 


21 jy . . Z Jo4 , 


zlOD . 


O O C ft 

. zzd9 










beq. NO. 


/I O O Q O 








Seq. ID 


OJ000223_23.0323 


oo 
. CZ 


Gene No. 


88269 








Strand 


- 




Start 


9554 








End 


9706 




Name 


r\ TH A n 0 O 0 O '5 
UJUUUZZJ ZJ 


n o o o 
. U JZ J . 


no y-vO 
UZ . OZ . 


tm 


jyie L.noQ 


1 oj-i/ib 1 A . Ddaize 




brar u 


O OO y1 








End 


2567 






none 








Score 


459 




Exons 


ZZU4 . • Z4 Do , 


O O A C 

zZUo . 


o c; c Q 
. ZOOO / 


O O C Q 

Zzoy . 


.2567 






O n n' XT A 

beq. NO. 


yl O OO O 








Seq. ID 


OJ000223_23.0323 


n o 
- LZ 


Gene No. 


88269 








Strand 


- 




Start 


9554 








End 


9706 




Name 


n TA n n 0 0 0 o o 

UJUUUZZO ZJ 


AOOO 
. U jZo . 


OO ^O 
CZ . Oo . 


uW 


Ma4- Vk 


i DiiAb i. A . wneau 




b uar L 


0 i:oo 
Zoo / 








End 


3125 






none 








Score 


590 




Exons 


zbJ / . . olzo , 


O C Q A 


O 1 o >1 










XT A 

beq. No. 


y1 O Q O "3 

4Z Jo J 








Seq. ID 


OJ000223_23.0323 


OO 

. CZ 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


r\ TH n n 0 0 o o o 

U J UUUZZO Zo 


A 0 O 0 
. U JZ J . 


CO ^1 
CZ , Ol . 


uC 


Method 


TBLASTX: Cress 




btart 


O Q OO 

Zo Jz 








End 


3149 




GI 


none 








Score 


81 




Exons 


2832. .3005, 


3006. 


.3149, 


3008. 


.3148 






Seq. No. 


42383 








Seq. ID 


OJ0p0223_23.0323 


.C2 


Gene No. 


88269 








Strand 







42755 




start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.o2. 


ts 


Method 


TBLASTX : Soybean 




Start. 


2937 








End 


3173 




GI 


none 








Score 


277 




Exons 


2937. .3173, 


2945 


. .3172 










Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


o o o ^ n 








b urana 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2971 








End 


3263 




GI 


none 








Score 


403 




Exons 


2971. .3255, 


2972 


. .3259, 


2973. 


.3263 






Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


oo2d9 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


3132 








End 


'3758 




GI 


none 








Score 


732 




Exons 


3132. .3758, 


3188 


. .3757 










Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.01. 


tm 


Method 


TBLASTX: Maize 




Start 


3312 








End 


3896 




GI 


none 








Score 


233 




Exons 


3312. .3473, 


3320 


. .3466, 


3328. 


.3468, 3471. .3896, 3473.-3886 


Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.04. 


ts 


Method 


TBLASTX : Soybean 




Start 


3417 








End 


7546 




GI 


none 








Score 


74 




Exons 


3417. .3533, 


7210 


. .7245, 


7265. 


.7330, 734.0.. 7546 




Seq. No. - 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


O O O £ o 








Strand ' 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.05, 


tw 


Method 


TBLASTX: Wheat 




Start 


3758 








End 


4091 




GI 


none 








Score 


348 




Exons 


3758. .4027, 


3759 


. .4091 










Seq, No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 




Name 


OJ000223 23. 


0323 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


3900 








End 


4097 




GI 


■ none 








Score 


182 




Exons 


3900. .4097 














Seq. No. 


42383 








Seq. ID 


OJ000223_23.0323 


.C2 


Gene No. 


88269 








Strand 






Start 


9554 








End 


9706 





42756 




Name 


OJ000223__23. 


0323. 


C2,o5, 


gs 


Method 


GENSOAN 




Start 


9554 








End 


9706 




GI 


none 








Score 


.66 




Exons 


9554. .9706 














Seq. No. 


42384 








Seq, ID 


OJ000223_23.0323. 


03 


Gene No. 


88270 








Strand 


+ 




Start 


2102 








End 


2906 




Name 


OJ000223 23, 


0323. 


03. ol. 




Method 


GENSOAN 




Start 


2102 








End 


2906 




GI 


none 








Score 


.71 




Exons 


2102. .2205, 


2267, 


.2306, 


2409, 


.2906 






Seq. No. 


42384 








Seq, ID 


OJ000223__23.0323 


X3 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8645 




Name 


OJ000223 23. 


0323. 


C3.01, 


np 


Method 


AAT/NAP 




Start 


2083 








End 


8645 




GI 


6691191 








Score 


913 




Exons 


2083. .2140, 


3869. 


.5164, 


6631. 


.6719, 8615. .8645 




GI Descrip. 


(AC007534) F7F22. 


15 [Arabidopsis thaliana] 




Seq. No. 


42384 








Seq. ID 


OJ000223_23.0323 


.03 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8645 




Name 


Ol7000223 23 


0323. 


03. o3. 


ts 


Method 


■ TBLASTX : Soybean 




Start 


3890 








End 


4077 




GI 


none 








Score 


93 




Exons 


3890. .4066, 


3892. 


.4077, 


3895. 


.4077 






Seq. No. 


42384 








Seq. ID 


OJ000223_23.0323 


.03 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8645 




Name 


OJ000223 23, 


0323. 


03, o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3904 








End 


4361 




GI 


none 








Score 


46 




Exons 


3904. .4077, 


3905. 


.3976, 


4079. 


.4288, 4079. .4360, 4140. .4361 


Seq. No. 


42384 








Seq. ID 


OJ000223_23.0323 


,03 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8645 




Name 


OJ000223 23. 


0323. 


03. o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


4079 








End 


4387 




GI 


none 








Score 


125 




Exons 


4079. .4387, 


4131. 


,4361 










Seq. No. 


42384 








Seq. ID 


OJ000223_23.0323 


.03 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8645 




Name 


OJ000223 23 


0323, 


03. o2. 


gs 


Method 


GENSOAN 




Start 


4124 








End 


4759 




GI 


none 








Score 


.86 




Exons 


4124. .4759 














Seq. No. 


42384 








Seq. ID 


OJ000223_23.0323 


.03 


Gene No. 


88271 








Strand 






Start 


2083 








End 


8 645 





42757 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223_23 . 0323 . C3 . ol . tc Method TBLASTX : Cress 
4382 End 4756 

none Score 81 

4382.-4456, 4457. .4681, 4460. .4636, 4703. .4756 



42384 
88271 
2083 

OJ000223_23.0323.C3.ol.tw 

4854 

none 



Seq. ID OJ000223_23.0323.C3 
Strand 

End 864 5 

Method TBLASTX : Wheat 

End 6717 

Score 237 



4854. .5165, 4854. .5156, 4865. .5164, 4891. .5181, 6637. .6717 



Seq. No. 42384 Seq. ID 

Gene No. 88271 Strand 

Start 2083 End 

Name OJ000223_23 . 0323 . C3 . ol . ts Method 

Start 4 934 End 

GI none Score 

Exons 4934.. 5170, 4935.. 5174 



OJ000223_23.0323.C3 
8645 

TBLASTX : Soybean 

5174 

100 





Seq. No. 


42384 




Seq. ID 


OJ000223_ 


23. 


0323- 


C3 




Gene No. 


88271 




Strand 












Start 


2083 




End 


8645 










Name 


OJ000223 23 


.0323.C3.o2.np 


Method 


AAT/NAP 










Start 


5488 




End 


8645 










GI 


5852181 




Score 


101 










Exons 


5488. .5617, 


6114.. 6235, 6709 


..6859, 8576.. 8645 










GI Descrip. 


(AL117265) 


zhbOOll.l [Oryza 


sativa] 












Seq. No. 


42384 




Seq. ID 


OJ000223_ 


23. 


0323. 


C3 




Gene No. 


88271 




Strand 












Start 


2083 




End 


8645 










Name 


OJ000223 23 


.0323.C3.o3.gs 


Method 


GENSCAN 










Start 


6684 




End 


8207 










GI 


none 




Score 


.57 










Exons 


6684. .6866, 


7587.. 7768, 7906 


..8020, 8136. .8207 










Seq. No. 


42385 




Seq. ID 


OJ000223_ 


23. 


0323- 


C4 




Gene No. 


88272 




Strand 


+ 










Start 


1275 




End 


1716 










Name 


OJ000223 23 


.0323.C4.ol.gs 


Method 


GENSCAN 










Start 


1275 




End 


1716 










GI 


none 




Score 


.61 










Exons 


1275, .1337, 


1585. .1716 













Seq. No. 42385 

Gene No. 88273 

Start 3288 

Name OJ000223_23 . 0323.C4 .ol . ts 

Start 3267 

GI none 

Exons 3267., 3350, 3402.. 3506, 3593. 
3749. .3841, 3751. .3840 



Seq. ID OJ000223_23.0323-C4 

Strand + 

End 5778 

Method TBLASTX : Soybean 

End 3841 

Score 94 

.3658, 3593.. 3655, 3598,. 3723, 



Seq. No. 
Gene No. 



42385 
88273 



Seq. ID OJ000223_23.0323.C4 
Strand + 



42758 




start 


3288 








End 


5778 


Name 




n 0 0 Q 


C4 , Oi . 


uC 


Method 


TBLASTX: Cress 


Start 


3288 - 








End 


5773 


GI 


none 








Score 


93 


Exons 


3288. .3350, 


3408. 


.3455, 


3453. 


.3506, 3592.. 3681, 3593.. 3658 




3749. .3805/ 


3760. 


.3807, 


3767. 


.3850, 3802.. 3849, 5717.. 5773 




5718. ,5771 












Seq. No. 


42385 








Seq. ID 


OJ000223_23.0323.C4 


Gene No. 


ooZ / O 








Strand 


+ 


Start 


3288 








End 


5778 


Name 


OJ000223 23 


.0323. 


C4.02. 


gs 


Method 


GENSCAN 


Start 


3288 








End 


5778 


GI 


none 








Score 


.57 


Exons 


3288. ,3510, 


3749. 


.3843, 


4310. 


.4512, 5411. .5445, 5675. ,5778 


Seq. No. 


42385 








Seq. ID 


OJ000223_23.0323.C4 


Gene No, 


88273 








Strand 


+ 


btar L 


"3 O Q Q 

jzo O 








End 


5778" 


Name 


OJ000223 23 


,0323. 


C4,ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3402 








End 


3823 


GI 


none 








Score 


71 


Exons 


3402. .3461, 


3462. 


.3506, 


3593. 


.3658, 3598.. 3681, 3747.. 3821 




3748. ,3822, 


3749. 


.3823 








Seq. No. 


42385 








Seq. ID 


OJ000223_23.0323.C4 


Gene No. 


88274 








Strand 




Start 


o74o 








End 


5900 


Name 


OJ000223 23 


.0323. 


C4.02. 


tm 


Method 


TBLASTX: Maize 


Start 


5748 








End 


5900 


GI 


none 








Score 


106 


Exons 


5748. .5810, 


5749. 


.5811, 


5752. 


,5811, 5753. .5821, 5816. .5899 




5817. .5900, 


5829, 


.5900 








Seq. No. 


42386 








Seq. ID 


OJ000223_23.0323.C5 


bene no . 


Q Q O T R 








Strand 


4- 


Start 


25 








End 


150 


Name 


6J000223 23 


,0323. 


C5,ol, 


tc 


Method 


TBLASTX: Cress 


Start 


1 








End 


150 


GI 


none 








Score 


106 


Exons 


1,.84, 76.. 


150 










Seq. No. 


42386 








Seq. ID 


OJ000223_23.0323.C5 


Gene No . 


Q Q 0-7 C 








Strand 


+ 


Start 


25 








End 


150 


Name 


OJ000223 23 


.0323, 


C5.01, 


gs 


Method 


GENSCAN 


Start 


25 








End 


148 


GI 


none 








Score 


.99 


Exons 


25. .148 












Seq. No. 


42387 








Seq. ID 


OJ000223_23.0323.C6 


Gene No. 


88276 








Strand 


+ 


Start 


249 








End 


2321 


Name 


OJ000223 23 


.0323. 


C6.0I. 


gs 


Method 


GENSCAN- 


Start 


249 








End 


2306 


GI 


none 








Score 


.51 


Exons 


249. .435, 2150. .2306 









42759 




Seq. No. 


42387 


Seq. ID 


OJ000223_23.0323.C6 


Gene No. 


88276 


Strand 


+ 


Start 


249 


End 


2321 


Name 


OJ000223 23.0323.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


1217 


End 


2321 


GI 


none 


Score 


83 


Exons 


1217.. 1270, 1219.. 1269, 2148 


..2306, 2150. .2317, 2154. .2321 


Seq. No. 


>l o o o o 


Seq. ID 


OJ000223_23,0323.C7 


Gene No. 


88277 


Strand 




Start 


613 


ttna 




Name 


OJ000223 23.0323.C7.ol.gs 


Mennoa 




Start 


613 


tjna 




GI 


none 


Score 




Exons 


613. .733 






Seq. No. 


42389 


beq. lu 




Gene No.' 


88278 


Strand 




Start 


637 


End 


704 


Name 


OJ000223 23.0323.C10.ol.gs 


Method 


GENSCAN 


Start 


637 


End 


704 


GI 


none 


Score 


.69 


Exons 


637. .704 






Seq. No. 


42390 


Seq. ID 


OJ000223_23.0323.C11 


Gene No. 


88279.. 


Strand 




Start 


1 


End 


1575 


Name 


OJ000223 23.0323.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1218 


GI 


7106515 


Score 


1011 


Exons 


1. .1218 






GI Descrip. 


{AP001278) Similar to Arabidopsis thaliana chromosome II BAC 




T13P21 genomic sequence, putative helicase. (AC006067) [Oryz 




sativa] 






Seq. No. 


42390 


Seq. ID 


OJ000223_23.0323.C11 


Gene No. 


88279 


Strand 




Start 


1 


End 


1575 


Name 


OJ000223 23.0323.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


42 


End 


261 


GI 


none 


Score 


45 


Exons . 


42. .116, 53. .115, 132. .260, 


132. .257, 


139. .261, 139. .261 


Seq. No. 


42390 


Seq. ID 


OJ000223_23.0323.C11 


Gene No. 


88279 


Strand 




Start 


1 


End 


1575 


Name 


OJ000223 23.0323.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


118 


End 


419 


GI 


none 


Score 


111 


Exons 


118. .339, 141. .419 






Seq. No. 


42390 


Seq. ID 


OJ000223_23.0323.C11 


Gene No. 


88279 


Strand 




Start 


1 


End 


1575 


Name 


OJ000223 23.0323.Cll.ol.tm 


Method 


TBLASTX: Maize 


Start 


264 - 


End 


1077 



42760 



GI 


none 


Score 


62 


Exons 


264. .485, 520. .648, 596. .646, 667. ,981 


, 674. .856, 982. .1005 




1006. .1077 






Seq. No. 


42390 


Seq. ID 


OJ000223_23.0323.C11 


Gene No. 


88279 


Strand 




Start 


1 


End 


1575 


Name 


OJ000223 23.0323.Cll.ol.gs 


Method 


GENSCAN 


Start 


290 


End 


1575 


GI 


none 


Score 


.52 


Exons 


290. .427, 591. .1441, 1552. 


.1575 




Seq. No. 


42391 


Seq. ID 


OJ000223_23.0323.C12 


Gene No. 


88280 


Strand 


+ 


Start 


380 


End 


9375 


Name 


OJ000223 23.0323.C12.ol.gs 


Method 


GENSCAN 


Start 


380 


End 


9375 


GI 


none 


Score 


.67 


Exons 


380. .475, 4229. .4384, 4519 


..4912, 4980 


..5141, 9251. .9375 


Seq. No. 


42391 


Seq. ID 


OJ000223_23.0323.C12 


Gene No. 


88281 


Strand 


+ 


Start 


9557 


End 


13948 


Name 


OJ000223 23.0323.C12.o4.np 


Method 


AAT/NAP 


Start 


9557 


End 


12808 


GI 


7487888 


Score 


216 


Exons 


9557.. 9610, 10762. .10990, 


11233. .11568 


, 12627;. 12808 


GI Descrip. 


hypothetical protein T9J22 


.30 - Arabidopsis thaliana 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



gi 12739387 I gb|AAC14510. 11 (AC002505) En/Spm-like transposon 
protein [Arabidopsis thaliana] 



42391 Seq. ID 

88281 Strand 

9557 End 

OJ000223_23 . 0323 . C12 . o2 . gs Method 

11803 End 

none Score 



OJ000223_23.0323.C12 
+ 

13948 
GENSCAN 
13948 
.82 



11803. .12156, 12479. .13145, 13530 .. 13622, 13884. .13948 



42391 Seq. ID 

88282 Strand 

14029 End 
OJ000223_23 . 0323 . C12 . ol . gp Method 

14029 End 

none Score 
14029. .14310 



OJ000223_23.0323.C12 
+ 

14310 
AAT/GAP 
14310 
564 



OJ000223 23.0323.C12 



42391 Seq. ID 

88283 Strand 
5876 End 6763 

OJ000223_23 . 0323 . C12 . ol . np Method AAT/NAP 
5876 End 6763 

1171861 Score 689 

5876. .5992, 6348.. 6763 

NADH-PLASTOQUINONE OXIDOREDUCTASE SUBUNIT I (FRXB PROTEIN) 
gi|1363565|pir| IS58619 NADH dehydrogenase (ubiquinone) {EC 
i;.-:6.5.3) chain 1 - maize chloroplast gi | 902288 I emb I CAA60352 | 



42761 



(X86563) NADH dehydrogenase subunit [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ0.00223 23.0323.C12 



8933 
AAT/NAP 
8933 
1704 



42391 
88284 
6861 

OJ000223_23 . 0323 . C12 . o2 . np 
6861 
128620 
6861. .7395, 8382. .8933 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 1, CHLOROPLAST 
gi I 66139 Ipir I I DERZNl NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 1 - rice chloroplast gi I 669087 | emb I CAA33910 I 
(X15901) NADH dehydrogenase NDl [Oryza sativa] 

gi|226676|prf I 1 1603356DD NADH dehydrogenase NDl [Oryza sativa] 

42391 Seq. ID OJ000223_23 . 0323 . C12 

88285 Strand 

8938 End 11119 

OJ000223_23 . 0323 . C12 . o3 . np Method AAT/NAP 

8938 End 11119 

128835 Score 277 

8938. .9120, 11034,-11119 

NADH-PLASTOQUINONE OXIDOREDUCTASE 4 9 KD SUBUNIT, CHLOROPLAST 
(ORE 393) gi I 66200 Ipir I I DERZ49 NADH dehydrogenase (ubiquinone) 
(EC. 1.6.5.3) 49K protein - rice chloroplast 

gi|12056|emb|CAA33911| (X15901) NADH dehydrogenase 4 9kDa protein 
[Oryza sativa] gi | 226677 | prf | | 1603356DE NADH dehydrogenase 49kD 
protein [Oryza sativa] 



42391 
88286 
14256 

OJ000223_23 . 0323 .C12 . o3 . ts 

6500 

none 



Seq. ID OJ000223_23.0323.C12 
Strand 
End 

Method 
End 
Score 



21036 

TBLASTX : Soybean 

6768 

253 



6500.. 6754, 6501.. 6755, 6505.. 6768, 6516.. 6761 



42391 
88286 
14256 

OJ000223_23.0323.C12.ol.tc 

6666 

none 



Seq. ID OJ000223_23.0323.C12 
Strand 

End 21636 

Method TBLASTX : Cress 

End 9069 

Score 133 



6666. .6794, 6666. .6785, 6667. .6831, 6668.. 6841, 6859.. 7059, 

6862. .7053, 6897. .7094, 7046. .7342, 7051. .7335, 7053. .7352, 

7053. .7352, 7326. .7397, 7337. .7396, 7339. .7398, 8364. .8588, 

8381,-8803, 8383. .8805, 8384. .8806, 8846. .8947, 8848. .9069, 
8848,-9069 



Seq. No. 42391 

Gene No. 88286 

Start 14256 

Name OJ000223_23 . 0323 .C12 . o2 . ts 

Start 6856 

GI none 

Exons 6856.-7335, 6856.-7335, 6879. 

7337. ,7489, 7339.-7476, 7607. 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000223 23.0323.C12 



21036 

TBLASTX: Soybean 
8381 
475 

7352, 6897.-7352, 7326.. 7397, 
7642, 7644.-7700, 7658.. 7-696, 
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HAS. .1199, 7851. .7934, 7857. .7931, 7864. .7932, 8013. .8075, 
8026. .8094, 8028. .8060, 8126. .8158, 8128-.8163, 8211. .8273, 
8212.. 8250, 8258.. 8308, 8259.. 8381 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 



42391 
88286 
14256 

OJ000223_23, 

8459 

none 

8459. .8815, 
8851. .9117, 



0323.C12.ol.ts 



8461. 
8879. 



.8805, 
.9115 



8812. 



Seq. ID OJ000223_23.0323.C12 
Strand 

End 21036 

Method TBLASTX : Soybean 

End 9117 

Score 375 

.8844, 8840. .8947, 8850. .8945, 



Seq. No. 


42391 




Seq. ID 


OJ000223_23.0323 


.C12 


Gene No. 


88286 




Strand 






Start 


14256 




End 


21036 




Name 


OJ000223_23.0323.C12 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


10833 




End 


10997 ■ 




GI 


none 




Score 


235 




Exons 


10833. .10997, 10834. 


.10995 








Seq. No. 


42391 




Seq. ID 


OJ000223_23.0323 


.C12 


Gene No. 


88286 




Strand 






Start 


14256 






21036 




Name 


OJ000223 23.0323.C12 


.o2 . tm 


Mef-hod* 


TBLASTX: Maize 




Start 


11223 




End 


11446 




GI 


none 




Score 


287 




Exons 


11223. .11444, 11231. 


.11446, 


11232. .11444 




Seq. No. 


42391 




Seq. ID 


OJ000223_23.0323 


.C12 


Gene No. 


88286 




Strand 






Start 


14256 




End 


21036 




Name . 


OJ000223 23.0323.C12 


. o5 . ts 


Method 


TBLASTX: Soybean 




Start 


11232 




End 


11531 




GI 


none 




Score 


103 




Exons 


11232. .11321, 11243. 


.11311, 


11336. .11509, 11337. .11531 . 




Seq- No. 


42391 




Seq. ID 


OJ000223_23.0323 


.C12 


Gene No. 


88286 




Strand 






Start 


14256 




End 


21036 




Name 


OJ000223 23.0323.C12 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


11562 




End 


13144 




GI 


none 




Score 


153 




Exons 


11562. .11678, 11571. 


.11678, 


11575. .11679, 11803. .12096, 






11819. .12097, 11819. 


.12055, 


11916. .12092, 13079.. 13144 




Seq. No. 


42391 




Seq. ID 


OJ000223_23.0323 


.C12 


Gene No. 


88286 




Strand 






Start 


14256 




End 


21036 




Name 


OJ000223 23.0323.C12 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


14245 




End 


21036 




GI 


none 




Score 


64 




Exons 


14245. .14301, 14250. 


.14303, 


20589. .20675, 20591 .. 20674 , 






20593. .20676, 20593. 


.20676, 


20761. .20859, 20761 .. 20844 , 






20763. .20861, 20763. 


.20864, 


20875. .21027, 20909 .. 21034 , 






20917. .21036, 20937. 


.21035 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 



42391 
88286 
14256 

OJ000223_23,0323.C12.o4.ts 

14253 

none 

14253. .14321, 20576 20632, 
20754. .20864, 207 64 20859, 



Seq. ID OJ000223_23.0323.C12 
Strand 

End 21036 

Method TBLASTX : Soybean 

End 21035 

Score 70 
20593. .20655, 20593 .. 20676, 
20933. .21031, 20940.. 21035 



42391 
88286 
14256 

OJ000223_23.0323.C12.o5.np 
14256 
5103813 

14256. .14315, 20593 
(AC007591) Contains 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 23.0323.C12 



21036 
AAT/NAP 
21032 
283 

.20673, 20763. .20858, 20933.. 21032 
a PF| 00175 Oxidoreductase FAD/NADH-binding 



domain. ESTs gb|H76345 and gb|AA651465 come from this gene. 
[Arabidopsis thaliana] 



42392 Seq. ID 

88287 Strand 

5275 End 
OJ000223_23.0323.C13.ol.gp Method 

5275 . End 

61605_3.R1084 Score 
5275. .5530 

•1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase 
thaliana] ' 



OJ000223_23.0323.C13 
+ 

5530 
AAT/GAP 
5530 
448 



[Arabidopsis 



OJ000223_23.0323.C13 
+ 

6507 
AAT/GAP 
6507 
766 



42392 Seq. ID 

88288 Strand 
5990 End 
OJ000223_23.0323.C13-o2.gp Method 
5990 End 
uC-osflM202048cl2bl Score 
5990. .6507 

'5257255/dbj IAP000364.1IAP000364 2.0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 * 

42392 Seq. ID OJ000223_23 . 0323 . C13 

88289 Strand 

5900 End 8576 

OJ000223_23 . 0323 . C13 . ol . np Method AAT/NAP 

5900 End 7655 

6063554 Score 345 

5900, .6071, 6711. .6741, 7039. .7281, 7399. .7655 

{AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



42392 Seq. ID 

88289 Strand 

5900 End 

OJ000223_23 . 0323 . C13 . o2 . gs Method 

6916 End 

none Score 



OJ000223_23.0323.C13 

8576 
GENSCAN 
8576 
.4 
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Exons 


6916. .7178, 


8275 


. ;8400, 


8429. 


.8576 






Seq. No. 


42393 








Seq. ID 


OJ000223_23. 0323. 014 




Gene No. 


88290 








Strand 


+ 




Start 


2835 








End 


9886 




Name 


OJ000223 23 


.0323 


.CI4.0I. 


np 


Method 


AAT/NAP 




Start 


2835 








End 


9735 




GI 


6815097 








Score 


3734 




Exons 


2835. .3709, 


6465 


. .7069, 


7184. 


.8875, 8957.. 9735 




GI Descrip. 


(AP001081) 


Similar to putative copia polyprotein (AC006248) 






[Oryza sativa] 












Seq. No. 


42393 








Seq. ID 


OJ000223 23.0323.014 




Gene No. 


88290 








Strand 


+ 




Start 


2835 








End 


9886 




Name 


OJ000223_23 


.0323 


.014. ol. 


to 


Method 


TBLASTX:Oress 




Start 


2928 








End 


3188 




GI 


none 








Score 


218 




Exons 


2928. .3188 














Seq. No. 


42393 








Seq. ID 


OJ000223_23. 0323. 014 




Gene No. 


88290 








Strand 


+ 




Start 


2835 








End 


9886 




Name 


OJ000223_23 


,0323 


.CI4.0I. 


tm 


Method 


TBLASTX: Maize ■ 


"5 


Start 


9214 








End 


9567 




GI 


none 








Score 


44 


f jj 


Exons 


9214. .9252, 


9244 


. .9567, 


9255, 


.9566 






Seq. No. 


42393 








Seq. ID 


OJ000223_23. 0323.014 




Gene No. 


88290 








Strand 


+ 




Start 


2835 








End 


9886 




Name 


OJ000223 23 


.0323 


.CI4.0I. 


ts 


Method 


TBLASTX : Soybean 


1 y 


Start 


9226 








End 


9810 




GI 


none 








Score 


186 


fl 


Exons 


9226. .9579, 


9694 


. .9810 










Seq. No. 


42393 








Seq. ID 


OJ000223_23. 0323.014 




Gene No. 


88290 








Strand 


+ 




Start 


2835 








End 


9886 


; = 
^ cr 


Name 


OJ000223 23 


.0323 


.014.02. 


tm' 


Method 


TBLASTX: Maize 




Start 


9693 








End 


9886- 




GI 


none 








Score 


239 




Exons 


9693. .9884, 


9697 


. ,9885, 


9770. 


.9886 





Seq. No. 


42394 






Seq. ID 


OJ000223 


23 


.0323 


.015 


Gene No. 


88291 






Strand 


+ 








Start 


297 






End 


951 








Name 


OJ000223 


23. 0323. 015. ol. 


gs 


Method 


GENSCAN 








Start 


297 






End 


951 








GI 


none 






Score 


.49 








Exons 


297. .467, 


493. .561, 640. 


.951 












Seq. No. 


42394 






Seq. ID 


OJ000223 


-23 


.0323 


.015 


Gene No. 


88292 






Strand 


+ 








Start 


3460 






End 


8078 








Name 


OJ000223 


23.0323,015.01. 


np 


Method 


AAT/NAP 








Start 


2827 






End 


8078 
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GI ^' 7248394 Score 1427 . ^ 

Exons 2827.. 3721, 5620.. 6671, 7952.. 8078 

GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequencer- 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 





Seq. No. 


42394 




Seq. ID 


OJ000223_23.0323.C15 




Gene No. 


88292 




Strand 


+ 




Start 


3460 




End 


8078 




Name 


OJ000223 23.0323.C15.o2. 


gs 


Method 


GENSCAN 




Start 


3460 




End 


4058 




GI 


none 




Score 


.91 




Exons 


3460. .3550, 3868. .4058 










Seq. No. 


42394 




Seq. ID 


OJ000223_23.0323.C15 




Gene No. 


88292 




Strand 


+ 




Start 


3460 




End 


8078 




Name 


OJ000223 23.0323.C15.o3. 


gs 


Method 


GENSCAN 




Start 


4621 




End 


5902 




GI 


none 




Score 


.48 




Exons 


4621. .4927, 5532. .5902 










Seq. No- 


42394 




Seq. ID 


OJ000223_23.0323.C15 




Gene No- 


88292 




Strand 


+ 


= 


Start 


34 60 




End 


8078 


^ iSS. 


Name 


OJ000223 23.0323.C15.o2. 


np 


Method 


AAT/NAP 




Start 


6346 




End 


8078 




GI 


629693 




Score 


175 




Exons 


6346.. 6378, 7307.. 7660, 


7971 


. .8078 




! Li 


GI Descrip. 


probable integrase - common 


tobacco ( fragment ) 






gi 1 530742 |emb|CAA56791| 


(X80830) integrase [Nicotiana tabacum] 




Seq. No. 


42394 




Seq. ID 


OJ000223_23.0323.C15 


""4 


Gene No. 


88293 




Strand 






Start 


7300 




End 


7708 




Name 


OJ000223 23.0323.C15.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5491 




End 


5897 


1:=? 


GI 


none 




Score 


60 


L J 


Exons 


5491. .5535, 5492. .5548, 


5543 


.,5872, 5551. .5895, 5551. .5829, 






5558. .5893, 5562. .5897 










Seq. No. 


42394 




Seq. ID 


OJ000223_23.0323.C15 




Gene No. 


88293 




Strand 






Start 


7300 




End 


7708 




Name 


OJ000223 23.0323.C15.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5546 




End 


5764 




GI 


none 




Score 


280 




Exons 


5546. .5764, 5546. .5722, 


5551 


. .5763 






Seq. No. 


42394 




Seq. ID 


OJ000223_23.0323.C15 




Gene No. 


88293 




Strand 






Start 


7300 




End 


7708 




Name 


OJ000223 23.0323.C15.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5765 




End 


6225 




GI 


none 




Score 


424 
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Exons 


5765.-6223, 5767. 


.5829, 


5917 


..6225 






Seq. No. 


42394 






Seq. ID 


OJ000223_23.0323 


.C15 


Gene No. 


88293 






Strand 






Start 


7300 






End 


7708 




Name 


OJ000223 23.0323. 


C15.01 


. ts 


Method 


TBLASTX : Soybean 




Start 


5912 






. End 


6384 




GI 


none 






Score 


206 




Exons 


5912.. 6193, 6235. 


.6384 










Seq. No. 


42394 






Seq. ID 


OJ000223_23.0323 


.C15 


Gene No. 


88293 






Strand 






Start 


7300 






End 


7708 




Name 


OJ000223 23.0323. 


C15.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


5924 






End 


6214 




GI 


none 






Score 


174 




Exons 


5924. .6214 












Seq. No. 


42394 






Seq. ID 


OJ000223_23,0323 


.C15 


Gene No. 


88293 






Strand 






Start 


7300 






End 


7708 




Name 


OJ000223 23.0323. 


C15.04 


. gs 


Method 


GENSCAN 




Start 


7300 






End 


7708 




GI 


none 






Score 


.42 




Exons 


7300.. 7413, 7613. 


.7708 










Seq. No. 


42394 






Seq. ID 


OJ000223_23.0323 


.C15 


Gene No. 


88293 






Strand 






Start 


7300 






End 


7708 




Name 


OJ000223 23.0323. 


C15.02 


.ts 


Method 


TBLASTX : Soybean 




Start 


7318 






End 


7605 




GI 


none 






Score 


185 




Exons 


7318. .7605, 7512. 


.7604 










Seq. No. 


42395 






Seq. ID 


OJ000223_23.0323 


.016 


Gene No. 


88294 






Strand 






Start 


94 






End 


833 




Name 


OJ000223 23.0323. 


C16.01 


• gs 


Method 


GENSCAN 




Start 


94 






End 


833 




GI 


none 






Score 


.43 




Exons 


94. .219, 401. .526, 708. 


.833 








Seq. No. 


42396 






Seq. ID 


OJ000223_23.0323 


.017 


Gene No. 


88295 






Strand 


+ 




Start 


551 






End 


706 




Name 


OJ000223 23.0323. 


C17.01 


.gp 


Method 


AAT/GAP 




Start 


551 






End 


706 




GI 


61605 3.R1084 






Score 


275 




Exons 


551. .706 












GI Descrip. 


' 1402920/emb | CAA66965 | 


2.0e- 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] ' 












Seq. No. 


42397 






Seq. ID 


OJ000223_23.0323 


.018 


Gene No. 


88296 






Strand 


+ 




Start 


1 






End 


3394 




Name 


OJ000223 23.0323. 


C18.03 


.np 


Method 


AAT/NAP 




Start 


1 






End 


3237 





42767 



GI 5042454 ' Score 193 

Exons 1..45, 2635.. 2811, 3177.. 3237 

GI Descrip. {AC007789) putative polyprotein [Oryza sativa] 



Seq. No. 


42397 


Seq. ID 


OJ000223_23. 


0323. 


Gene No. 


88296 


Strand 


+ 




Start 


1 


End 


3394 




Name 


OJ000223 23.0323.C18.ol.gs 


Method 


GENSCAN 




Start 


303 


End 


3394 




GI 


none 


Score 


.49 




Exons 


303. .408, 2015. .2049, 2284. .2351, 2775 


..2817, 3169 


.3254 




3286.. 3394 








Seq. No. 


42397 


Seq. ID 


OJ000223_23 


0323. 


Gene No. 


88297 


Strand 






Start 


1 


End 


170 




Name 


OJ000223 23.0323.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


17 b 




GI 


6498436 


Score 


75 




Exons 


1..170 








GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42398 


Seq. ID 


OJ000223_23 


.0323. 


Gene No. 


88298 


Strand 


+ 




Start 


7314 


End 


9393 




Name 


OJ000223 23.0323.C19.o3.gp 


Method 


AAT/GAP 




Start 


7055 


End 


7926 




GI 


none 


Score 






Exons 


7055. .7430, 7494. .7521, 7649. 


.7926 






Seq. No. 


42398 


Seq. ID 


OJ000223_23 


.0323. 


Gene No. 


88298 


Strand 


+ 




Start 


7314 


End 


9393 




Name 


OJ000223 23.0323.C19.o2.gs 


Method 


GENSCAN 




Start 


7314 


End 


9352 




GI 


none 


Score 


1 




Exons 


7314. .7521, 7649. .7930, 8142. 


.9352 






Seq. No. 


42398 


Seq, ID 


OJ000223_23 


.0323. 


Gene No. 


88298 


Strand 


+ 




Start 


7314 


End 


9393 




Name 


OJ000223 23.0323.C19.ol.np 


Method 


AAT/NAP 




Start 


8227 


End 


9393 




GI 


7487597 


Score 


402 




Exons 


8227. .9393 








GI Descrip. 


hypothetical protein T32G6.16 


- Arabidopsis thaliana 



gi I 2618699 1 gb IAAB8434 6.il 
[Arabidopsis thaliana] 

Seq. No. 42398 

Gene No. 88299 

Start 9297 

Name OJ000223_23 . 0323 . C19 . o5 . gp 

Start 9297 

GI 5004633 

Exons 9297.. 9613 



{AC002510) unknown protein 



Seq. ID OJ000223_23.0323.C19 

Strand + 

End 9613 

Method AAT/GAP 

End 9613 

Score 590 



42768 




Seq, No. 


42398 . : - 




Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88300 




Strand 


+ 


Start 


9884 




End 


10956 


Name 


OJ000223 23.0323.C19.o3, 


gs 


Method 


GENSCAN 


Start 


9884 




End 


10956 


GI 


none 




Score 


.92 


Exons 


9884. .'.9935, 10832.. 10956 






Seq. No. 


42398 




Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88301 




Strand 




Start 


372 




End 


4643 


Name 


OJ000223 23.0323.C19.ol. 


gp 


Method 


AAT/GAP 


Start 


372 




End 


974 


GI 


none 




Score 


738 


Exons 


372. .533, 750. .974 








Seq. No. 


42398 




Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88301 




Strand 




Start 


372 




End 


4643 


Name 


OJ000223 23.0323.C19.ol. 


gs 


Method 


GENSCAN 


Start 


750 




End 


4643 


GI 


none 




Score 


.5 


Exons 


750. .850, 2090. .2145, 2789.. 


3533, 4428 


. .4643 


Seq. No. 


42398 




Seq, ID 


OJ000223_23.0323.C19 


Gene No. 


88301 




Strand 




Start 


372 




End 


4643 


Name 


OJ000223 23.0323,C19.o2. 


gp 


Method 


AAT/GAP 


Start 


2536 




End 


3006 


GI 


none 




Score 


931 


Exons 


2536. .3006 








Seq. No. 


42398 




Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88302 




Strand 




Start 


8502 




End 


8844 


Name 


OJ000223 23.0323,C19.o4. 


gp 


Method 


AAT/GAP 


Start 


8502 




End 


8844 


GI 


56163 1.R1084 




Score 


634 


Exons 


8502. .8844 








GI Descrip. 


•2618699 3.0e-09 (AC002510) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


42398 




Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88303 




Strand 




Start 


10131 




End 


12352 


Name 


OJ000223 23.0323.C19.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4569 




End 


4731 


GI 


none 




Score 


135 


Exons 


4569. ,4730, 4572. .4730, 


4600 


..4731, 4603,. 4731 


Seq. No. 


42398 




Seq, ID 


OJ000223_23.0323.C19 


Gene No. 


88303 




Strand 




Start 


10131 




End 


12352 


Name 


OJ000223 23.0323.C19.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4862 




End 


9160 


GI 


none 




Score 


55 


Exons 


4862.. 4903, 8963.. 9160, 


9020 


. .9154 





42769 



Seq, No. 


42398 








Seq. ID 


OJ000223_23-0323-C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.05. 


tm 


Method 


TBLASTX: Maize 


Start 


7313 








End 


7556 


GI 


none 








Score 


70 


Exons 


7313. .7342, 


7314- 


.7358, 


7365. 


.7526, 7412. .7516, 7485. .7556 


Seq. No. 


42398 








Seq. ID 


OJ000223_23.0323-C19 


Gene No. 










Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.01. 


tm 


Method 


TBLASTX: Maize 


Start 


8243 








End 


8836 


GI 


none 








Score 


604 


Exons 


8243. .8656, 


8243. 


.8383, 


8245. 


.8664, 8653.-8682, 8654.-8689, 




8690. .8836, 


8725. 


.8766 








Seq. No. 


/I O O o 








Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


8435 








End 


9133 


GI 


none 








Score 


232 


Exons 


8435. .8701, 


8987. 


.9088, 


9098. 


.9133 




Seq. No. 


42398 








Seq. ID 


OJ000223_23-0323.C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.01. 


tc 


Method 


TBLASTX: Cress 


Start 


8452 








End 


8812 


GI 


none 








Score 


246 


Exons 


8452. .8679, 


8453. 


,8716, 


8756. 


.8812 




Seq. No. 


42398 








Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


8635 








End 


8932 


GI 


none 








Score 


365 


Exons 


8635. .8682, 


8636. 


.8932, 


8675. 


.8725, 8728.-8766, 8810. .8899, 




8848. .8931 












Seq. No. 










Seq. ID 


OJ000223_23.0323.C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.03. 


tm 


Method 


TBLASTX: Maize 


Start 


8836 








End 


9040 


GI 


none 








Score 


244 


Exons 


8836. .9039, 


8837. 


.9040 








Seq. No. 


42398 








Seq- ID 


OJ000223_23.0323.C19 


Gene No. 


88303 








Strand 




Start 


10131 








End 


12352 


Name 


OJ000223 23. 


0323. 


C19.02. 


tc 


Method 


TBLASTX: Cress 


Start 


8987 








End 


9256 


GI 


none 








Score 


90 



42770 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8987.. 9088, 9095.. 9256 

42398 Seq. ID 

88303 Strand 

10131 End 
OJ000223_23 . 0323 . C19 . o2 . tm Method 

9053 End 

none Score 



OJ000223_23.0323.C19 
12352 

TBLASTX: Maize 

9468 

350 



9053. .9151, 9059. .9316, 9214. .9345, 9397. .9468 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42398 
88303 
10131 

OJ000223_23.0323.C19.o2.np 

10131 

5852093 

10131. .10206, 11870, .11984, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_23.0323.C19 

12352 
AAT/NAP 
12352 
48 



12322. .12352 



(AL117264) zwhl6.1 [Oryza sativa] 





Seq. No. 


42399 


Seq. ID 


OJ000223_ 


_23 


.0323 


.C20 




Gene No . 


88304 


Strand 












Start 


146 


End 


1740 










Name 


OJ000223 23.0323.C20.ol.np 


Method 


AAT/NAP 










Start 


118 


End 


1584 








- ST 


GI 


6498436 


Score 


924 










Exons 


118. .247, 500.. 1319, 1368.. 1584 










n ; 


GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 










Seq. No. 


42399 


Seq, ID 


OJ000223_ 


_23 


.0323 


.C20 




Gene No. 


88304 


Strand 












Start 


146 


End 


1740 










Name 


OJ000223 23.0323.C20.ol.gs 


Method 


GENSCAN 










Start 


146 


End 


1740 










GI 


none 


Score 


.63 








''"4 


Exons 


146. .236, 661. .957, 1403. .1740 












Seq. No. 


42400 


Seq. ID 


OJ000223_ 


_23 


.0323 


.C21 




Gene No. 


88305 


Strand 












Start 


34 


End 


763 










Name 


OJ000223 23.0323.C21.ol.gs 


Method 


GENSCAN 










Start 


34 


End 


763 










GI 


none 


Score 


,69 










Exons 


34. .159, 188. .313, 342. .467, 


496. .621, 


650. .763 










Seq. No. 


42401 


Seq. ID 


OJ000223_ 


_23 


.0323 


,C22 




Gene No. 


88306 


Strand 


+ 










Start 


3607 


End 


12256 










Name 


OJ000223 23.0323.C22.o5.np 


Method 


AAT/NAP 










Start 


3607 


End 


8875 










GI 


6498436 


Score 


102 










Exons 


3607.. 3636, 8460., 8489, 8756, 


.8875 












GI Descrip. 


{AP000815) hypothetical protein [Oryza 


sativa] 









Seq, No. 42401 - Seq. ID OJ000223_23 . 0323 . C22 

Gene No. 88306 Strand + 

Start 3607 End 12256 

Name OJ000223 23 . 0323 . C22 . o3 . np Method AAT/NAP 



42771 




start 


5407 


End 


5827 




GI 


4680185 


Score 


119 




Exons 


5407. .5827 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88306 


Strand 


+ 




Start 


3607 


End 


12256 




Name 


OJ000223 23.0323.C22.o6.np 


Method 


AAT/NAP 




Start 


8469 


End 


12256 




GI 


7406450 


Score 


72 




Exons 


8469.. 8558, 11659 .. 11799, 12223.. 12256 






GI Descrip. 


(AL162875) putative protein [Arabidopsis thaliana] 




Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88306 


Strand 


+ 




Start 


3607 


End 


12256 




Name 


OJ000223 23.0323.C22.o2.gp 


Method 


AAT/GAP 




Start 


12057 


End 


12185 




GI 


none 


Score 


182 




Exons 


12057. .12185 








Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88307 


Strand 






Start 


920 


End 


2513 




Name 


-OJ000223 23.0323.C22.ol.np 


Method 


AAT/NAP 




Start 


920 


End 


2513 




GI 


4680179 


Score 


1142 




Exons 


920. .1423, 1478. .25i3 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp . indica] 




Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88308 


Strand 






Start 


2784 


End 


11306 




Name 


OJ000223 23.0323.C22.o2.gs 


Method 


GENSCAN 




Start 


2784^. . 


End 


11306 




GI 


none 


Score 


.54 




Exons 


2784.. 3452, 5057,. 5141, 5536. 


.5763, 6107. .6191, 6679. .6852, 




7432.. 7720, 8494 .. 8554 , 10055 


. .10299, 


10370. .10537, 


11250. . 


Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88308 


Strand 






Start 


2784 


End 


11306 




Name 


OJ000223 23.0323.C22.o4.np 


Method 


AAT/NAP 




Start 


4711 


End 


7701 




GI 


6573736 


Score 


89 




Exons 


4711.. 4753, 6594.. 6640, 6679. 


.6856, 7621. ,7701 




GI Descrip. 


(AC009398) F20B24.10 [Arabidopsis thaliana] 




Seq. No. 


42401 


Seq. ID 


OJ000223_23. 


0323. C22 


Gene No. 


88308 


Strand 






Start 


2784 


End 


11306 




Name 


OJ000223 23.0323.C22.ol.gp 


Method 


AAT/GAP 




Start 


9734 


End 


10417 




GI 


3763508 


Score 


1111 





Exons 9734.. 10299, 10373.. 10417 



42772 




Seq'. No.' 


42401 








Seq. ID 


OJ000223_23.0323 


.C22 


oene no. 










C-t- >-a r^/^ 






Start 


12074 








End . 


12169 




Name 


OJ000223 23 


.0323. 


C22.02 


.tw 


Method 


TBLASTX: Wheat 




Start 


990 








End 


1344 




GI 


none 








Score 


126 




Exons 


990. .1343, 


1042. . 


1344 










Seq. No. 


42401 








Seq. ID 


OJ000223_23.0323 


.C22 


bene ino . 


pp -afiQ 

00 juy 








Q-^ m/H 






Start 


12074 








End 


12169 




Name 


OJ000223 23 


.0323. 


C22.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


1692 








End 


2043 




GI 


none 








Score 


76 




Exons 


1692. .2039, 


1845. 


.2012, 


1879 


. .2043 






Seq. No. 


42401 








Seq. ID 


OJ000223_23.0323 


.C22 


oene ino . 


0 0 OU ^ 








^f- T*a nH 






Start 


12074 








End 


12169 




Name 


OJ000223 23 


.0323. 


C22.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1734 








End 


2039 




GI 


none 








Score 


80 




Exons 


1734. .2039, 


1879. 


.2022 










Seq. No. 


42401 








Seq. ID 


OJ000223_23.0323 


.C22 


Gene No . 


PP "^flQ 








Strand 






Start 


12074 








End 


12169 




Name 


OJ000223 23 


.0323. 


C22.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


2062 








End 


2288 




GI 


none 








Score 


130 




Exons 


2062. .2262, 


2064. 


.2273, 


2076 


. .2288 






Seq. No. 


42401 








Seq. ID 


OJ000223_23.0323 


.C22 


bene ino . 


88309 








o L.X allU 






Start 


12074 








End 


12169 




Name 


OJ000223 23 


.0323. 


C22.03 


.gs 


Method 


GENSCAN 




Start 


12074 








End 


12169 




GI 


none 








Score 


.64 




Exons 


12074. .12169 












Seq. No. 


42402 








Seq. ID 


OJ000223_23.0323 


-C23 


bene ino * 


88310 








Strand 






Start 


1 








End 


1111 




Name 


OJ000223 23 


.0323. 


C23.01 


• gp 


Method 


AAT/GAP 




Start 


1 








End 


788 




GI 


none 








Score 


549 




Exons 


1..84, 177. 


.260, 


371. .408, 574. .656, 747. .788 




Seq. No. 


42402 








Seq. ID 


OJ000223_23.0323 


.C23 


bene ino . 


88310 








Strand 






Start 


1 








End 


1111 




Name 


OJ000223 23 


.0323. 


C23.01 


. gs 


Method 


GENSCAN 




Start 


12 








End 


1111 




GI 


none 








Score 


.84 




Exons 


12. .84, 574 


. .656, 


747. . 


870, 


933. .1111 






Seq. No. 


42402 








Seq. ID 


OJ000223_23.0323 


.C23 



42773 






Gene No. 


88311 


Strand 






Start 


1418 


End 


1531 




NcUtie 


OJ000223 23.0323.C23.o.l.np 


Method 


AAT/NAP 




Start 


1418 


End 


1531 




GI 


4895169 


Score 


102 




Exons 


1418. . 1531 








GI Descrip. 


(AC007662) putative helicase 


[Arabidopsis thaliana] 




Seq. No. 


42403 


Seq, ID 


OJ000223_23.0323,C24 




Gene No. 


88312 


Strand 






Start 


1 


End 


1244 




Name 


OJ000223 23.0323.C24.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1244 




GI 


7106515 


Score 


902 




Exons 


1..1085, 1165. .1244 








GI Descrip. 


{AP001278) Similar to Arabidopsis thaliana chromosome II BA( 




T13P21 genomic sequence, putative helicase. (AC006067) [Ory 






o a I" i Vr5 1 








Seq. No. 


42403 


Seq. ID 


OJ000223_23.0323.C24 




Gene No. 


88312 


Strand 






Start 


1 


End 


1244 




Name 


OJ000223 23 0323 . C24 . ol . as 


Method 


GEN SCAN 




Start 


42 ~~ 


End 


1109 




GI 


none 


Score 


.78 




Exons 


49 709 856 1109 






ru 


Seq. No. 


42403 . 


Seq, ID 


OJ000223_23.0323.C24 




Gene No. 


88312 


Strand 






Start 


1 


End 


1244 




Name 


OJ000223 23 0323 . C24 . ol . tm 


Method 


TBLASTX: Maize 




Start 


294 ~ 
^ ^ *i 


End 


662 




GI 


none 


Score 


103 




Exons 


294 662. 468 . . 662 






~ 'si 


Seq. No. 


42403 


Seq. ID 


OJ000223_23.0323.C24 




Gene No, 


88312 


Strand 






Start 


1 


End 


1244 




Name 


OJ000223 23.0323,C24.o2.tm 


Method 


TBLASTX: Maize 




Start 


806 


End 


1021 


r "1 


GI 


none 


Score 


88 




Exons 


806. .1021, 807. .947 








Seq. No. 


42404 


Seq. ID 


OJ000223_22.0320.C1 




Gene No. 


88313 


Strand 






Start 


219 


End 


806 




Name 


OJ000223 22.0320.Cl.ol.ts 


Method 


TBLASTX: Soybean 




Start 


1 


End 


413 




GI 


none 


Score 


73 




Exons 


1.-183, 6. .116, 16. .180, 219, 


.413, 220 


. .405 




Seq. No. 


42404 


Seq. ID 


OJ000223_22.0320.C1 




Gene No. 


88313 


Strand 






Start 


219 


End 


806 




Name 


OJ000223 22.0320.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


112 


End 


756 




GI 


none 


Score 


44 



42774 



Exons 


112. .144, 205. .414, 211. .402, 


212. .412, 


219. .413, 517. .558, 




524.. 559, 637.. 756, 643.. 690, 


645. .746 




Seq. No. 


42404 


Seq. ID 


OJ000223_22.0320.C1 


Gene No. 


88313 


Strand 




Start 


219 


End 




Name 


OJ000223 22.0320.Cl.ol,np 


Method 


AAT/NAP 


Start 


219 


End 


806 . 


GI 


7339694 


Score 


652 


Exons 


219. .411, 524. .806 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42404 


Seq. ID 


OJ000223_22.0320.C1 


Gene No. 


88313 


Strand 




Start 


219 


End 


806 


Name 


OJ000223 22.0320.Cl.ol.gs 


Method 


GENSCAN 


Start 


220 


End 


732 


GI 


none 


Score 


.81 


Exons 


220. .411, 524. .732 






Seq. No. 


42404 


Seq. ID 


OJ000223 22. 0320. CI 


Gene No. 


88313 


Strand 


- 


Start 


219 


End 


806 


Name 


OJ000223 22.0320.Cl.ol.tw 


Method 


TBLASTX: Wheat 


Start 


243 


End 


758 . 


GI 


none 


Score 


173 


Exons 


243. .410, 244. .414, 517. .720, 


524. .715, 


524. .733, 525. .740, 




537.. 758 






Seq. No. 


42405 


Seq. ID 


OJ000223_22.0320.C6 


Gene No. 


88314 


Strand 




Start 


199 


End 


963 


Name 


OJ000223 22.0320.C6.ol.np 


Method 


AAT/NAP 


Start 


199 


End 


963 


GI 


7339712 


Score 


86 


Exons 


199. .373, 911. .963 






GI Descrip. 


(AP001539) Similar to Arabidopsis thaliana chromosome II BAG 




T3F17; unknown protein. (AC005397) [Oryza sativa] 


Seq. No. 


42406 


Seq. ID 


OJ000223_22.0320.C7 


Gene No. 


88315 


Strand 


+ 


Start 


7977 


End 


8442 


Name 


OJ000223 22.0320.C7.ol.gp 


Method 


AAT/GAP 


Start 


7977 


End 


8442 


GI 


none 


Score 


900 


Exons 


7977. .8442 






Seq. No. 


42406 


Seq. ID 


OJ000223_22.0320.C7 


Gene No. 


88316 


Strand 




Start 


1 


End 


7380 


Name 


OJ000223 22.0320.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


7380 


GI 


7339712 


Score 


2363 


-Exons 


1..63, 197. .230, 304. .399, 497. .581, 777. .927, 1024 .. 1106, 




1968.. 2189, 2286.. 2360, 3291.. 


,3661, 5407. .5484, 6130.. 6168, 




6992. .7259, 7342. .7380 







GI Descrip. (AP001539) Similar to Arabidopsis thaliana chromosome II BAG 



42775 



T3F17; unknown protein. (AC005397) [Oryza sativa]. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42406 
88316 
1 

OJ000223_22.0320.C7.ol.gs 

198 

none 



Seq. ID OJ000223_22.0320.C7 
Strand 

End 7380 

Method GENSCAN 

End .7380 
Score .49 



198. .230, 777. .927, 1024. .1106, 1968. .2189, 2286. .2360, 
3291. .3661, 5407. .5484, 6130. .6168, 6992. .7259, 7342. .7380 



42406 
88317 
8347 

OJ000223_22.0320.C7.ol.tm 

196 

none 

196. .237, 196. .234, 286. .390, 
468. .584, 469. .588, 777. .926, 

42406 
88317 
8347 

OJ000223_22.0320.C7.ol.tw 

335 

none 



OJ000223_22.0320.C7 
8468 

TBLASTX: Maize 
930 
46 



Seq. ID 
Strand 
End 

Method 
End 
Score 
286.-399, 293. .403, 
777. .926, 778. .930 



302. ,400, 



Seq. ID OJ000223_22.0320.C7 
Strand 

End " 84 68 

Method .TBLASTX : Wheat 

End 2013 

Score 73 



335. .403, 335. .400, 480. .584, 480, .584, 481. .588, 749. .910, 
777. .926, 777. .926, 1023. .1106, 1024. .1116, 1024. .1107, 
1969. ,2013 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 22. 0320. C7 



42406 
88317 
8347 

OJ000223__22.0320.C7.o2.np 
8347 
7339711 
8347. .8468 

(AP001539) EST C26826 (050159) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAG F13A10; putative ARFl family auxin responsive transcription 
factor, (AC006418) [Oryza sativa] 



8468 
AAT/NAP 
8468 
195 



42407 Seq. ID 

88318 Strand 

1 End 

0 J000223_22 , 0320 . 08 . ol . gp Method 

1 End 
32948 1.R1084 Score 



OJ000223_22.0320.C8 

8831 
AAT/GAP 
1991 
1950 



1,,196, 986, .1629, 1714. .1879, 1961. .1991 

'2262117/gb(AAB63625.1| l.Oe-24 (AC002343) auxin inducible 
protein isolog [Arabidopsis thaliana] ' 



42407 Seq. ID 

88318 Strand 

1 End 

OJ000223_22 . 0320 . 08 . ol . np Method 

1 End 



OJ000223_22.0320.C8 

8831 

AAT/NAP 

4095 



42776 



GI 

Exons 



GI Descrip. 



7339711 Score 2664 

1..196, 1244. .1629, 1714. .1879, 1961. .2033, 2132. .2251, 
2336. .2500, 2614. .2704, 2842. .2926, 3015. .3170, 3570. .3626, 
3739. .3837, 3955. .4095 

(AP001539) EST C26826 (C50159) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAG F13A10; putative ARFl family auxin responsive transcription 
factor. (AC006418) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42407 
88318 
1 

OJ000223_22. 
14 

none 

14. .82, 20.. 
1818. .1883, 
2138. .2233, 
2578. .2712, 
3013. .3108, 
3946. .4053 



0320.C8.ol.tc 



Seq. ID OJ000223_22.0320.C8 
Strand 

End 8831 
Method TBLASTX : Cress 
End 4053 
Score 50 

145, 95. .196, 150. .197, 1742. .1777, 1817. .1879, 
1955. .1990, 2010. .2036, 2012. .2035, 2131. .2253, 
2149. .2238, 2334. .2498, 2335. .2514, 2336. .2506, 
2613. .2705, 2635, .2718, 2840. .2926, 2841. .2927, 
3013. .3105, 3015. .3113, 3564. .3629, 3745. .3810, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42407 Seq. ID 

88318 Strand 

1 End 

OJ000223_22 . 0320 .C8.ol.gs Method 

18 End 

none Score 



OJ000223_22.0320.C8 

8831 
GENSCAN 
8831- 
.46 

2033, 2132. .2251, 



18. .196, 986. .1457, 1499. .1629, 1961, 
2614. .2704, 2842. .2926, 3015. .3170, 3570. .3626, 3739. .3969, 
7206.. 7387, 7954.. 8051, 8736.. 8831 



Seq. No. 42407 Seq. ID 

Gene No. 88318 - Strand 

Start 1 End 

Name OJ000223_22 . 0320 . C8 . o2 . ts Method 

Start 20 End 

GI none Score 

Exons 20. .85, 20, . 88, . 95. . 196, 150. .197 



OJ000223_22.0320.C8 
8831 

TBLASTX : Soybean 

197 

55 



Seq. No. 42407 

Gene No. 88318 

Start . 1 

Name OJ000223_22 . 0320 . C8 . o2 . tw . 

Start 1469 

GI none 

Exons 1469.. 1495, 1487.. 1510, 1520. 

1529.. 1630, 1542.. 1637, 1707, 



OJ000223 22. 0320. C8 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1540, 

.1799, 1708.. 1803, 1718 



8831 

TBLASTX: Wheat 
1804 
37 

1523.. 1540, 1529, 



.1624, 
.1804 



Seq. No. 42407 

Gene No. 88318 

Start 1 

Name OJ000223_22 . 0320 . C8 . ol . tm 

Start 1554 

GI none 

Exons 1554.. 1643, 1556.. 1627, 1557. 

1747.. 1881, 1953.. 2033, 1958. 



Seq. ID OJ000223_22.0320.C8 
Strand 

End 8831 
Method TBLASTX : Mai ze 
End 2875 
Score 98 

.1628, 1745. .1882, 1745. .1879, 
.2050, I960.. 2034, 2131.. 2253, 



42777 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2131. .2253, 2141. .2254, 2142. .2264, 2142. .2255, 2267. .2407, 
2327.. 2377, 2332.. 2406, 2383.. 2514, 2384.. 2554, 2578.. 2706, 
2608.. 2703, 2613. .2705, 2840.. 2875 



42407 
88318 - 

1 . ■ 

OJ000223_22 . 0320 . C8 . ol . ts 
1775 
none 

1775. .1879, 1955, 
2335. .2514, 2336, 
3013.. 3108, 3015, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_22.0320.C8 
8831 

TBIiASTX : Soybean 

3113 

138 



.2017, 2003. .2035,. 2131. .2253, 2295.. 2501, 
.2515, 2581.. 2712, 2613.. 2705, 2840.. 2926, 
.3113 



42407 
88318 
1 

OJ000223_22.0320.C8.ol.tw 

1808 

none 

1808. .1879, 1818. .1883, 1868. 
2155. .2244, 2335.. 2448, 2336. 



42407 
88318 
1 

OJ000223_22. 0320.C8.o2.gp 
2342 

26066_1.R1084 

2342. .2500, 2614. .2704, 2842. 
3739-. 3837, 3955.. 4082, 4183. 



Seq. ID OJ000223_22.0320.C8 
Strand 

End 8831 

Method TBLASTX : Wheat 

End 2448 . 

Score 58 

.1900, 2006.. 2035, 2146.. 2253, 
.2446 



OJ000223 22. 0320. C8 



Seq. ID 
Strand . 
End 

Method 
End 
Score 

2905, 3074, 
4331 

M580575/gb|AAD24427.1|AF082176_l 3.0e-57 (AF082176) auxin 
response factor -9 [Arabidopsis thaliana] 

>gi_4972102_emb_CAB43898.1_ (AL078468) auxin response factor 9 
(ARF9) [Arabidopsis thaliana] ' 



8831 
AAT/GAF 
4331 
1516 

.3170, 3570.. 3626, 



42407 
88318 
1 

OJ000223_22. 0320.C8.o2.tm 

3074 

none 



Seq. ID OJ000223_22.0320.C8 
Strand 

End 8831 

Method TBLASTX: Maize 

End 4058 

Score 83 



3074.. 3169, 3075.. 3152, 3553.. 3645, 3570.. 3632, 3737., 3799, 
3739. .3840, 3740. .3799, 3926. .4039, 3952. .4056, 3964. .4056, 
4011. .4058 



Seq. No. 42408 Seq. ID 

Gene No. 88319 Strand 

Start 8529 End 

Name OJ000223_22 . 0320 . Cll . o2 . gs Method 

Start • 8529 End 

GI none Score 

Exons 8529.. 10370 



OJ000223_22 . 0320 . Cll 
+ 

10533 
GENSCAN 
10370 
.42 



Seq. No. 
Gene No. 
Start. 



42408 
88319 
8529 



Seq. ID OJ000223_22. 0320. Cll 
Strand + 
End 10533 



42778 



Name OJ000223_22 . 0320.Cll.o4 .np Method AAT/NAP 

Start 8529 End ' 10533 

GI 7339702 Score 3086 

Exons 8529.-9462, 9616.. 10331, 10366.. 10533 

GI Descrip. (AP001539) EST AU065085 ( F11092 ) corresponds to a region of the 
predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAG F13A10; putative .bHLH transcription factor. (AC006418) 
[Oryza sativa] 



Seq. No. 


42408 


Seq. ID 


OJ000223_22 . 0320 . Cll 


Gene No. 


88320 


Strand 




Start 


3203 


End 


4918 


Name 


OJ000223 22.0320.Cll.ol.np 


Method 


AAT/NAP 


Start 


2058 


End 


2221 


GI 


7339705 


Score 


244 


Exons 


2058. .2221 






GI Descrip. 


(AP001539) ESTs D23839 (R0339) , AU082696 (E61918 ) correspond to a 




region of the predicted gene. 


; Similar 


to Arabidopsis thaliana 




chromosome 4 BAG clone F28J12; putative protein. {AL021710) 




[Oryza sativa] 






Seq. No. 


42408 


Seq. ID 


OJ000223_22. 0320. Cll 


Gene No . 


88320 


Strand 




Start 


3203 


End 


4918 


Name 


OJ000223 22.0320.Cll.ol.gs 


Method 


GENSCAN 


Start 


3203 


End 


4918 


GI 


none 


Score 


.85 


Exons 


3203.. 3224, 3371.. 3504, 4129. 


.4203, 4841.. 4918. 


Seq. No. 


42408 


Seq. ID 


OJ000223_22. 0320. Cll 


Gene No. 


88320 


Strand 




C4- -v-t- 

brar u 


3203 


End 


4918 


Name 


OJ000223 22.0320.Cll.o2.np 


Method 


AAT/NAP 


Start 


3206 


End 


4918 


GI 


7339704 


Score 


434 


Exons 


3206.. 3224, 3371.. 3504, 4129. 


.4203, 4841.. 4918 


GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42408 


Seq. ID 


OJ000223_22. 0320. Cll 


Gene No. 


88321 


Strand 




Start 


7490 


End 


8304 


Name 


OJ000223 22.0320.Cll.o3.np 


Method 


AAT/NAP 


Start 


7490 


End 


8304 


GI 


7339703 


Score 


762 


Exons 


7490. .7908, 8274. .8304 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42408 


Seq. ID 


OJ000223_22 . 0320 . Cll 


Gene No. 


88322 


Strand 




Start 


10248 


End 


10738 


Name 


OJ000223 22.0320.Cll.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8532 


End 


8937 


GI 


none 


Score 


538 


Exons 


8532.-8933, 8532.. 8936, 8533. 


.8937 




Seq. No. 


42408 


Seq. ID 


OJ000223_22. 0320. Cll 


Gene No. 


88322 


Strand 





42779 





Start 


10248 




End 


10738 






Na.in.6 


OJ000223 22. 


0320.Cll.ol.tm 


Method 


TBLASTX: Maize 






Start 


8639 




End 


9362 






GI 


none 




Score 


994 






Exons 


8639. .9010, 


8649. .9305, 8649. 


.9305, 9293.. 9361, 9294.. 9362 




Seq. No. 


42408 




Seq. ID 








Gene No. 


88322 




Strand 








Start 


10248 




End 








Name 


OJ000223 22. 


0320.Cll.o2.ts 


Method 


TBLASTX : Soybean 






Start 


8853 




End 


9080 






GI 


none 




Score 


253 






Exons 


8853. .9080, 


8871. .9074 










Seq. No. 


42408 




Seq. ID 


OJ000223_22.0320 


ri 1 




Gene No. 


88322 




Strand 








Start 


10248 




End 


10738 






Name 


OJ000223 22. 


0320.Cll.ol.ts 


Method 


TBLASTX : Soybean 






Start 


9131 




End 


10313 






GI 


none 




Score 


348 






Exons 


9131. . 9214, 


9329.. 9358, 9832. 


.10020, 9843.. 10073, 9876. 


. 1 u / , 






9890. .10048, 


10125. .10313 










Seq. No. 


42408 




Seq. ID 


OJ000223_22.0320 


. CI 1 




Gene No. 


88322 




Strand 






tn 


Start 


10248 




End 


10738 




fLJ 


Name 


OJ000223 22. 


,0320.Cll.o4.tm 


Method 


TBLASTX: Maize 






Start 


9419 




End 


9614 




IJ 


GI 


none 




Score 


114 




%J 


Exons 


9419. . 9580, 


9424.. 9549, 9429. 


.9587, 9531.. 9614 




fij 


Seq. No. 


42408 




Seq. ID 


OJ000223_22.0320 


PI 1 




Gene No. 


88322 




Strand 






jt .-sr. 


Start 


10248 




End 


10738 






Name 


OJ000223 22, 


.0320.Cll.o3.tm 


Method 


TBLASTX: Maize 






Start 


9714 




End 


10043 






. GI 


none 




Score 


307 






Exons 


9714 . . 9911, 


9719.. 9928, 9720. 


.9926, 9860.. 10039, 9885.. 


10043, 


f ^ 




9929. .10039 










'~ 


Seq. No. 


42408 




Seq. ID 


OJ000223_22.0320 


.Cll 




Gene No. 


88322 




Strand 








Start 


10248 




End 


10738 






Name 


OJ000223 22 


.0320.Cll.ol.tc 


Method 


TBLASTX: Cress 






Start 


9869 




End 


10307 






GI 


none 




Score 


108 






Exons 


9869. .10054, 9870. .10076, 9890.. 10048, 


10128. .10307 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000223_22. 0320. Cll 
Strand 

End 10738 
Method TBLASTX : Mai ze 
End 10511 
none Score 124 

10044. .10127, 10074. .10127, 10i28 .. 10268 , 10172 .. 10270, 
10178. .10267, 10250. .10360, 10256 .. 10357 , 102 60 .. 10364 , 
10261. .10359, 10263.. 10511 



42408 
88322 
10248 

OJ000223_22. 0320. Cll. o2.tm 
10044 



42780 




Seq. No. 


42408 


Seq. ID 


OJ000223_22.0320. 


Cll 


Gene No. 


88322 


Strand 






Start 


10248 


End 


10738 




Name 


OJ00G223 22.0320.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


10188 


End 


10624 




GI 


none 


Score 


215 ■ 




Exons 


10188. .10364, 10190. .10378, 


10206. .10439, 10207. .10365, 






10394. .10444, 10562.. 10624 








Seq. No. 


42408 


Seq. ID 


OJ000223_22.0320. 


Cll 


Gene No. 


88322 


Strand 






Start 


lUz4 0 


End- 


10738 




Name 


OJ000223 22.0320.Cll.ol.gp 


Method 


AAT/GAP 




Start 


10248 . 


End 


10738 




GI 


46570 1.R1084 


Score 


943 




Exons 


10248.. 10738 








GI Descrip. 


'1420932/gb|U61383|ORU61383 


7.0e-21 Oryza rufipogon 






4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 




Seq. No. 


42409 


Seq. ID 


OJ000223_22.0320. 




Gene No. 


88323 


Strand 


+ 




Start 


2398 


End 


8174 




Name 


OJ000223 22.0320.C12.ol.gs 


Method 


GENSCAN 




Start 


2398 


End 


288 9 




GI 


none 


Score 


.46 




Exons 


2398. .2483, 2745. .2889 








Seq. No. 


42409 


Seq. ID 


OJ000223_22.0320. 


C12 


Gene No. 


88323 


Strand 


+ 




Start 


2398 


End 


8174 




Name 


OJ000223 22.0320.C12.ol.np 


Method 


AAT/NAP . 




Start 


2398 


End 


8174 




GI 


7339701 


Score 


1939 




Exons 


2398.. 2515, 3487.. 3609, 4550 


..5263, 5592.-5657, 7222.. 7289, 




8070. .8174 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42410 


Seq. ID 


OJ0b0223_22.032O. 


C13 


Gene No. 


88324 


Strand 


+ 




Start 


2283 


End 


4404 




Name 


OJ000223 22.0320.C13.ol.tw 


Method 


TBLASTX: Wheat 




Start 


669 


End 


956 




GI 


none 


Score 


59 




Exons 


669. .956, 724. .885 








Seq. No. 


42410 


Seq. ID 


OJ000223_22.0320. 


C13 


Gene No. 


88324 


Strand 


+ 




Start 


2283 


End 


4404 




Name 


OJ000223 22.0320.C13.ol.np 


Method 


AAT/NAP 




Start 


2283 


End 


4404 




GI 


7339699 


Score 


3611 




Exons 


2283. .4404 








GI Descrip. 


(AP001539) EST C98176 (C0955) 


corresponds to a region of 


the 



predicted gene.; Similar to Arabidopsis thaliana chromosome II 
SAC F13A10; putative cellular apoptosis susceptibility protein. 
(AC006418) [Oryza sativa] 



42781 





Seq. No. 


42410 








Seq. ID 


OJ000223_22.0320.C13 




Gene No. 


88324 








Strand 


+ 




Start 


2283 








End 


4404 




Name 


OJ000223 22. 


0320. 


C13-01 


-tc 


Method 


TBLASTX: Cress 




Start 


2904 








End 


3230 




GI 


none 








Score 


198 




Exons 


2904. .3074, 


2939. 


.3046, 


3102. 


.3230, 3143.. 3223 




Seq. No. 


42410 








Seq. ID 


OJ000223 22.0320.C13 




Gene No. 


88324 








Strand 


+ 




Start 


2283 








End 


4404 




Name 


OJ000223 22. 


0320. 


C13.01 


.tm 


Method 


TBLASTX: Maize 




Start 


3308 








End 


3984 




GI 


none 








Score 


881 




Exons 


3308. .3970, 


3309. 


.3983, 


3928. 


.3984 






Seq. No. 


42410 








Seq. ID 


OJ000223_22.0320.C13 




Gene No. 


88324 








Strand 


+ 




Start 


2283 








End 


4404 




Name 


OJ000223 22. 


0320. 


C13.01 


.ts 


Method 


TBLASTX: Soybean 




Start 


4011 








End 


4403 




GI 


none 








Score 


122 




Exons 


4011. .4154, 


4013. 


.4075, 


4137. 


.4376, 4145. .4387, 4146. .4403 


f n 


Seq. No. 


42410 








Seq. ID 


OJ000223_22.0320.C13 




Gene No. 


88324 








Strand 


+ 




Start 


2283 








End 


4404 




Name 


OJ000223 22. 


0320. 


C13.02 


- tm 


Method 


TBLASTX: Maize 




Start 


4193 








End 


4404 




GI 


none 








Score 


345 




Exons 


4193. .4402, 


4194. 


.4403, 


4195. 


.4404, 4195. .4404 




Seq. No. 


42411 








Seq. ID 


OJ000223_22.0320.C14 




Gene No. 


88325 








Strand 


+ 




Start 


1 








End 


5620 




Name 


OJ000223 22. 


0320. 


C14.01 


. np 


Method 


AAT/NAP 




Start 


1 








End 


534 




GI 


7339699 








Score 


891 




Exons 


1. .534 













GI Descrip. (AP001539) EST C98176 {C0955 ) corresponds to a region of the 

predicted gene.; Similar to Arabidopsis thaliana chromosome II 
BAC F13A10; putative cellular apoptosis susceptibility protein. 
(AC006418) [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42411 Seq. ID 

88325 Strand 

1 End 

OJ000223_22.0320.C14.ol.gs Method 

70 End 

none Score 



OJ000223_22.0320.C14 
+ 

5620 
GENSCAN 
5591 
.63 



70. .381, 443, .537, 2025. .2197, 3581. .3667, 3848. .4372, 
4453. .5591 



Seq. No. 
Gene No. 
Start * 



42411 
88325 
1 



Seq. ID OJ000223_22.0320.C14 
Strand + 
End 5620 



42782 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ' 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_22 . 0320 . C14 . o2 . ts Method TBLASTX: Soybean 
76 End 450 

none Score . 203 

76. .249, 76. .243, 90. .245, 313. .450, 315. .446 



OJ000223_22.0320.C14 
+ 

5620 
AAT/GAP 
2406 
1542 



42411 Seq. ID 

88325 . Strand 
1 End 
OJ000223_22 . 0320 . C14 . ol . gp Method 
97 End 
26330_1.R1084 Score 
97. .537, 2054. .2406 

M415933/gb|AAD20163| 3.0e-33 (AC006418) putative cellular 
apoptosis susceptibility protein [Arabidopsis thaliana] 
>gi_4559390_gb_AAD23050.1_AC006526_15 (AC006526) putative 
cellular apoptosis susceptibility protein [Arabidopsis 
thaliana] ' 



Seq. No. 42411 

Gene No. 88325 

Start 1 

Name OJ000223_22 . 0320 . C14 . o2 . tm 

Start 318 

GI none 

Exons 318, .539, 318. .539, 319.'. 540 



Seq. ID OJ000223_22.0320.C14 



Strand 
End 

Method 

End 

Score 



+ 

5620 

TBLASTX: Maize 

540 

246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42411 
88325 
1 

OJ000223 22. 
3244 
7339698 
3244. .3381, 

(AP001539) Similar to Caenorhabditis elegans chromosome V cosmid 
T10G3; Homo sapiens endosomal protein P162 (Z81118) [Oryza 
sativa] 



3_22.0320.C14.o2.np 



3581. .3716, 3848. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4372, 



OJ000223_22.0320.C14 
+ 

5620 
AAT/NAP 
5620 
3102 
4453, .5620 



42411 
88325 
1 

OJ000223_22 . 0320 . C14 . ol . ts 

4947 

none 

4947. ,5183, 5036. .5179, 5186, 



Seq. ID OJ000223_22. 0320,014 

Strand + 

End 5620 

Method TBLASTX : Soybean 

End 5618 

Score 100 

5386, 5187.. 5618, 5501.. 5617 



Seq. No. 42411 

Gene No. 88325 

Start 1 

Name OJ000223_22 . 0320 . 014 . ol . tm 

Start 5037 

GI none 

Exons 5037.. 5213, 5163.. 5270, 5247, 



Seq. ID OJ000223_22. 0320, 014 

Strand + 

End 5620 

Method TBLASTX : Maize 

End 554 6 

Score 99 

.5546, 5248. .5541, 5249.-5545 



Seq'. No. 42411 

Gene No. 88325 

Start 1 

Name OJ000223 22 . 0320 . 014 . o2 . gp 



Seq. ID OJ000223_22. 0320. 014 

Strand + 

End 5620 

Method AAT/GAP 



42783 




start 


5085 


End 


5303 


GI 


2799626 


Score 


403 


Exons 


5085.. 5303 






Seq. No. 


42412 


Seq. ID 


OJ000223_22.0320.C15 


Gene No. 


88326 


Strand 


+ 


Start 


290 


End 


478 


Name 


OJ000223 22.0320.C15.ol.np 


Method 


AAT/NAP 


Start 


290 


End 


478 


GI 


7339698 


Score 


300 


Exons 


290. .478 






GI Descrip. 


(AP001539) Similar to Caenorhabditis elegans chromosome V cosn 




T10G3; Homo sapiens endosomal 


protein 


P162 (Z81118) [Oryza 




sativa] 






Seq. No. 


42412 


Seq. ID 


OJ000223_22.0320.C15 


Gene No. 


88327 


Strand 




Start 


1307 


End 


1955 


Name 


OJ000223 22.0320.C15.ol.tm 


Method 


TBLASTX:Maize 


Start 


1181 


End 


1742 


GI 


none 


Score 


208 


Exons 


1181.. 1231, 1310.. 1519, 1311. 


.1520, 1498. .1659, 1509. .1742, 




1516.. 1659, 1520.. 1741, 1521. 


.1742 




Seq. No. 


42412 


Seq. ID 


OJ000223_22 . 0320 .C15 


Gene No. 


88327 


Strand 




Start 


1307 


End 


1955 


Name 


OJ000223 22.0320.C15.o2.np 


Method 


AAT/NAP 


Start 


1307 


End 


1955 


GI 


7339697 


Score 


731 


Exons 


1307.. 1742, 1918.. 1955 






GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42412 


Seq. ID 


OJ000223_22.0320.C15 


Gene No. 


88327 


Strand 




Start 


1307 


End 


1955 


Name 


OJ000223 22.0320.C15.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1310 


End 


1742 


GI 


none 


Score 


35 


Exons 


1310.. 1405, 1311.. 1343, 1335. 


.1406, 1428. .1742, 1430. .1741 


Seq. No. 


42412 


Seq. ID 


OJ000223_22.0320.C15 


Gene No. 


88327 


Strand 




Start 


1307 


End 


1955 


Name 


OJ000223 22.0320.C15.ol.tc 


Method 


TBLASTX: Cress 


Start 


1346 


End 


1741 


GI 


none 


Score 


54 


Exons 


1346. .1417, 1428. .1586, 1430. 


.1585, 1586. .1741, 1587, .1739 


Seq. No. 


42412 


Seq. ID 


OJ000223_22.0320.C15 


Gene No. 


88327 


Strand 




Start 


1307 


End 


1955 


Name 


OJ000223 22.0320.C15.ol.gp 


Method 


AAT/GAP 


Start 


1378 


End 


1739 


GI 


23859 1.R1084 


Score 


699 


Exons 


1378. .1739 






GI Descrip. 


'5734756/gb|AAD50021.1|AC007651_16 5.0e-30 (AC007651) Similar 



42784 






SOUL Protein [Arabidopsis thaliana] ' 






Seq. No. 


42413 


Seq. ID 


OJ000223 


_22.0320.C16 


Gene No. 


88328 


Strand 






Start 


214 


End 


417 




Name 


OJ000223_22. 0320.C16. ol .gs 


Method 


GENSCAN 




Start 


214 


End 


417 




GI 


none 


Score 


.71 




Exons 


214 . . 417 








Seq. No. 


42413 


Seq. ID 


OJ000223_ 


_22.0320.C16 


Gene. No. 


88329 


Strand 






Start 


532 


End 


854 




Name 


OJ000223 22 . 0320 . C16. ol . tm 


Method 


TBLASTX: Maize 


Start 


532 


End 


854 




GI 


none 


Score 


172 




Exons 


532. .789, 798. .854 








Seq. No. 


42414 


Seq. ID 


OJ000223 


_22.0320.C18 


Gene No. 


88330 


Strand 


+ 




Start 


3824 


End 


10086 




Name 


OJ000223 22.0320.C18.o2.np 


Method 


AAT/NAP 




Start 


3824 


End 


10086 




GI 


7339707 


Score 


2102 




Exons 


3824.. 4409, 4701.. 4811, 5600 


..5683, 6095.. 6398, 


6476. .6523, 




9981. .10086 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42414 


Seq. ID 


OJ000223 


_22.0320.Ci8 


Gene No. 


88331 


Strand 






Start 


1402 


End 


3248 




Name 


OJ000223 22.0320.C18.ol.np 


Method 


AAT/NAP 




Start 


1402 


End 


3248 




GI 


7339708 


Score 


587 




Exons 


1402.. 1483, 2989.. 3248 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42414 


Seq. ID 


OJ000223 


_22.0320.C18 


Gene No. 


88332 


Strand 






Start 


11404 


End 


14482 




Name 


OJ000223 22.0320.C18.o2.gs 


Method 


GENSCAN 




Start 


il404 


End 


14482 




GI 


none 


Score 


.41 




Exons 


11404. .12196, 13359. .14482 








Seq. No. 


42414 


Seq. ID 


OJ000223_ 


_22.0320.C18 


Gene No. 


88332 


Strand 






Start 


11404 


End 


14482 




Name 


OJ000223 22,0320.C18.ol.gp 


Method 


AAT/GAP 




Start 


13068 


End 


13536 




GI 


32973 1.R1084 


Score 


874 




Exons 


13068. .13536 








GI Descrip. 


'4115916 4.0e-10 (AF118222) 


F3H7 . 9 gene product 


[Arabidopsis 



thaliana] >gi_4539441_emb_CAB40029 . 1_ (AL049523) putative 
protein [Arabidopsis thaliana] * 



Seq. No. 42414 Seq. ID OJ000223_22 . 0320 . C18 



42785 



Gene No. 88332 Strand 

Start 11404 End 14482 

Name OJ000223_22.0320.C18.o3.np Method AAT/NAP 

Start 13310 End . 14482 

GI 7339706 Score 2069 

Exons 13310. .14482 

GI Descrip. (AP001539) ESTs AU07.5845 (S20210) , AU07584 6 {S20210 ) correspond to 
a region of the predicted gene.; Similar to Arabidopsis thaliana 
chromosome 4 BAG clone T4F9; putative protein. (AL04 9523) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42414 
88332 
11404 

OJ000223__22.0320.C18.ol.ts 

13313 

none 



Seq. ID OJ000223_22. 0320. 018 



Strand 
End 

Method 

End 

Score 



14482 

TBLASTX: Soybean 

13675 

75 



13313. .13363, 13397 .. 13462, 13502 .. 13618 , 13622.. 13675 



42414 Seq. ID 

88332 Strand 

11404 End 
OJ000223_22 , 0320 . C18 . o2 . gp Method 

13669 End 

none Score 
13669. .14144 



OJ000223_22.0320.C18 

14482 
AAT/GAP 
14144 
894 



Seq. No. 


42415 


Seq. ID 


OJ000223_22. 


.0320. C21 


Gene No. 


88333 


Strand 


+ 




Start 


76 


End 


553 




Name 


OJ000223 22.0320.C21.ol.gp 


Method 


AAT/GAP 




Start 


76 


End 


331 




GI 


23859 1.R1084 


Score 


473 




Exons 


76. .331 








GI Descrip. 


'5734756/gb|AAD50021.1|AC007651 16 5.0e-30 (AC007651) Simile 




SOUL Protein [Arabidopsis 


thaliana] ' 






Seq. No. 


42415 


Seq.. ID 


OJ000223_22. 


.0320". C21 


Gene No. 


88333 


Strand 


+ 




Start 


76 


End 


553 




Name 


OJ000223 22.0320.C21.ol.gs 


Method 


GENSCAN 




Start 


123 


End 


553 




GI 


none 


Score 


.98 




Exons 


123.. 331, 535.. 553 








Seq. No- 


42415 


Seq. ID 


OJ000223_22. 


.0320. C21 


Gene No. 


88333 


Strand 


+ 




Start 


76 


End 


553 




Name 


OJ000223 22.0320.C21.ol.np 


Method 


AAT/NAP 




Start 


123 


End 


331 




GI 


7339697 


Score 


336 




Exons 


123. .331 








GI Descrip. 


(AP001539) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42415 


Seq. ID 


OJ000223_22. 


.0320. C21 


Gene No. 


88333 


Strand 


+ 




Start 


76 


End 


553 





42786 




Name 


OJ000223 22 


.0320.C21.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


189 






End 


329 






GI 


none 






Score 


159 






Exons 


189. .296, 209. .295, 296 


. .328, 


297. .329 








Seq. No. 


4z4 lb 






Seq. ID 


OJ000223 


o o noon 
22 . U j2U 


,C30 


Gene No. , 


o o -a o ji 






Strand 


+ 






Start 


■1 ri /- Q 






End 


4203 






Name 


OJ000z2 


noon r^on 


.gs 


Method 


GENSCAN 






Start 


lUby 






End 


3707 






GI 


none 






Score 


,4 






Exons 


1069. .1159, 


1360. .1700, 


1797. 


.2088, 3525:. 3707 






Seq. No. 


4241b 






Seq. ID 


OJ000223_ 


22.0320 


.C30 


Gene No. 


Q O Q O yl 
OO J J4 






Strand 


+ 






Start 


luby 






End 


4203 






Name 


UuUUUZZo Zz 


noon pon 


.np 


Method 


AAT/NAP 






Start 


1 o c r\ 

lobU 






End 


4203 






GI 


7339714 






Score 


1569 






Exons 


1360. .1611, 


1780. .2088, 


3525. 


.3662, 3708.. 3819, 


4085. .4203 


GI Descrip. 




hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


42416 






Seq. ID 


OJ000223_ 


_22.0320 


.C30 


Gene No. 


88335 






Strand 


+ 






Start 


5295 






End 


7824 






Name 


OJ000223 22 


. 0320 . C30 . o2 


.gs 


Method 


GENSCAN 






Start 


c o ri c 

5295 






End 


7374 






GI 


none 






Score 


.45 






Exons 


5295. .5395, 


7031. .7202, 


7254. 


.7374 








Seq. No. 


4241b 






Seq. ID 


OJ000223_ 


22,0320 


.C30 


Gene No. 


o o o o c 

88335 






Strand 


+ 






buarr 


C O Q C 






End 


7824 






Name 


OJuUl)22J ZZ 


noon r* o n ^o 
, U j2U . LoU . 02 


.np 


Method 


AAT/NAP 






Start 


CCQQ 

boyo 






End 


7824 






GI 


7339713 






Score 


536 






Exons 


6598. .6679, 


7057. .7202, 


7254. 


.7389, 7713.. 7824 






GI Descrip. 




hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


4241 / 






Seq. ID 


OJ000223_ 


_10.0316 


.CI 


Gene No. 


o o o o ^ 






Strand 


+ 






Start 


1 / D2 






End 


2793 






Name 


r\ TH n o o "3 in 


. Uoi b . . Ol . 


gs . 


Method 


GENSCAN 






Start 


1762 






End 


2793 






GI 


none 






Score 


.79 






Exons 


i/b2,-ioUo, 


oooo oon/i 
222 J . . 2^U4 , 


2641. 


.2793 








Seq. No. 


42417 






Seq. ID 


OJ000223_ 


_10.0316 


.CI 


Gene No. 


88337 






Strand 


+ 






Start 


3288 






End 


3620 






Name 


OJ000223 10 


.0316. CI. o2. 


gs 


Method 


GENSCAN 






Start 


3288 






End 


3620 






GI 


none 






Score 


.77 






Exons 


3288. .3620 














Seq. No. 


42417 






Seq. ID 


OJ000223_ 


_10.0316 


.CI 


Gene No. 


88338 






Strand 









42787 





Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.o3.gs 


Method 


GENSCAN 




Start 


4578 


End 


6051 




GI 


none 


Score 


-78 




Exons 


4578.-5668, 5868. .6051 








Seq- No. 


42417 


Seq. ID 


OJ000223_10.0316.C1 




Gene No. 




C-t- v3 rtH 






Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.o2.tm 


Method 


TBLASTX-.Maize 




Start 


4587 


End 


4938 




GI 


none 


Score 


.84 




Exons 


4587.-4766, 4620. .4718, 4681- 


.4746, 48 


157.-4937, 4864. .4938 




Seq. No. 


42417 


Seq. ID 


OJ000223_10.0316.C1 




Gene No. 


88338 


Strand 






Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.o2-tw 


Method 


TBLASTX: Wheat 




Start 


4602 


End 


4955 




GI 


none 


Score 


80 




Exons 


4602. .4745, 4614. .4751, 4776. 


.4868, 4831. .4941, 4866. .4955 




Seq. No. 


42417 


Seq. ID 


OJ000223_10.0316.C1 




Gene No. 


88338 


Strand 






Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.ol.ts 


Method 


TBLASTX: Soybean 


^ . z 


Start 


4617 


End 


5520 


fU 


GI 


none 


Score 


63 




Exons 


4617. .4748, 4620. .4712, 4681. 


-4770, 4827. .5195, 4855. .5196. 


LlJ 
«=. 




5232.-5519, 5236.. 5520 






~ n 


Seq- No. 


42417 


Seq. ID 


OJ000223_10.0316.C1 




Gene No. 


88338 


Strand 




= 


Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.ol.np 


Method 


AAT/NAP 




Start 


4619 


End 


6826 




GI 


1235680 


Score 


741 




Exons 


4619. .5668, 6732. .6826 






-Tier 


GI Descrip. 


(U48698) receptor serine/threonine kinase PR5K [Arabidopsij 




thaliana] gi 1 1589714 I prf M 2211427A receptor protein kinase 






[Arabidopsis thaliana] 








Seq, No. 


42417 


Seq- ID 


OJ000223_10.0316.C1 




Gene No. 


88338 


Strand 






Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl-ol.tc 


Method 


TBLASTX: Cress 




Start 


4620 


End 


5522 




GI 


none 


Score 


77 




Exons 


4620. .4739, 4797.-4838, 4869. 


,5192, 4872. .4958, 4873. .4965 






5011. .5184, 5232.-5417, 5233. 


.5361, 5418. .5522, 5419. .5499 




Seq. No. 


42417 


Seq- ID 


OJ000223_10.0316.C1 




Gene No. 


88338 


Strand 






Start 


4578 


End 


6826 




Name 


OJ000223 10.0316.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


4944 


End 


5513 




GI 


none 


Score 


107 



42788 



Exons 



4944.. 5201, 5040.. 5186, 5196.. 5408, 5233.. 5361, 5415.. 5513 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons , 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42417 Seq. ID 

88338 Strand 
4578 End 
OJ000223_10 . 0316 .CI . ol . tw Method 
4 956 End 
none Score 
4956., 5192, 5026.. 5169, 5223.. 5354 

42418 Seq. ID 

88339 Strand 
1 End 
OJ000223_10 . 0316 . C2 . ol . np Method 
1 End 
4680186 Score 
1..18, 396. .632, 1214. .1289, 1914. .1964 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000223_10.0316.C1 
6826 

TBLASTX: Wheat 
5354 
114 



OJ000223_10.0316.C2 
+ 

2088 
AAT/NAP 
1964 
189 



42418 
88339 
1 

OJ000223_10 . 0316 . C2 . ol . gs 

389 

none 



Seq. ID OJ000223_10.0316.C2 

Strand + 

End 2088 

Method GENSCAN 

End 2088 

Score .47 



389. .471, -837. .998, 1070... 1137, 1963. .2088 



42418 
88340 
2956 

OJ000223_10 . 0316 . C2 . o2 . gs 

2956 

none 



Seq, ID OJ000223_10.0316.C2 

Strand + 

End 5896 

Method GENSCAN 

End 5896 

Score .88 



2956.. 3840, 4038,. 4213, 4295.. 4626, 4746.. 4933, 5010.. 5112, 
5271.. 5375, 5448,. 5896 



42418 
88340 
2956 

OJ000223_10 . 0316 , C2 . o2 . np 
2956 
6691716 

2956., 3826, 4024.. 4213, 4295. 
5262.. 5375, 5448.-5893 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq, ID 
Strand 
End 

Method 
End 
Score 
.4574, 



OJ000223 
+ 

5896 
AAT/NAP 
5893 
2315 
4745. .4933, 



10. 0316. C2 



5010. .5112, 



42418 
88341 
13777 

OJ000223_10 . 0316 . C2 . o4 . np 

13777 

7523494 

13777. .13801, 14455- .14835, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 
+ 

15790 
AAT/NAP 
15790 
282 



10. 0316. C2 



14878. .15034, 15426. .15790 



(AP001633) hypothetical protein [Oryza sativa] 



42789 




Seq. No. 


42418 






Seq. ID 


OJ000223_10.0316 


.C2 


Gene No. 


88342 






Strand 






o LaX U 








End 


12308 




Nctiue 


in 

\JU \J \J\J ^ ^ -J X \J 


» \j -J J. \/ 


C9 n"^ a<5 


Mpthod 


GENS CAN 






J. .J 






End 


12308 






none 






Score 


. 52 




Exons 






1 9'^nft 










42418 






Seq. ID 


OJ000223 10.0316 


.C2 


Gene No. 


88342 






Strand 






Start 


6213 






End 


12308 




Name 


OJ000223 10 


.0316 


.C2.o3.np 


Method 


AAT/NAP 




Start 


6249 






End 


12308 




GI 


5922631 






Score 


6696 




Exons 


6249. .8776, 


9383 


. .10306, 


10433. .10581, 


10624. .11195, 





11241. .11443, 11678. .11925, 12184. .12308 
GI Descrip. (AP000492) ESTs C26347 (C12145) , AU07807 4 (C12145 ) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 {C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



beq. NO. 


AO A 1 Q "* 








Seq. ID 


OJ000223_10.0316.C2 




O O J *4 J 








Strand 




Start 


13194 








End 


19777 


Name 


OJ000223 10 


.0316 


.C2.09. 


tw 


Method 


TBLASTX: Wheat 


Start 


3076 








End 


3366 


GI 


none 








Score 


211 


Exons 


3076. .3366 












Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 


Gene No. 


88343 








Strand 




Start 


13194 








End 


19777 


Name 


OJ000223 10 


.0316 


.C2.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


6225 








End 


6839 


GI 


none 








Score 


80 


Exons 


6225. .6362, 


6348 


. .6506, 


6561. 


.6839, 6577. .6678, 6645. .6689 




6730. .6819, 


6753 


. .6839 








Seq. No. 


42418 








Seq, ID 


OJ000223_10.0316.C2 


Gene No. 


88343 








Strand 




Start 


13194 








End 


19777 


Name 


OJ000223 10 


.0316 


.C2.04. 


tm 


Method 


TBLASTX:Maize 


Start 


6264 








End 


6497 


GI 


none 








Score 


102 


Exons 


6264. .6365, 


6265 


. .6366, 


6345. 


.6497, 6346. .6396 


Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 


Gene No. 


88343 








Strand 




Start 


13194 








End 


19777 


Name 


OJ000223 10 


.0316 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6609 








End 


6882 


GI 


none 








Score 


56 


Exons 


6609. .6695, 


6705 


. .6788, 


6718. 


,6792, 6775. .6882, 6783. .6881 



42790 





Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Naitie 


OJ000223 10 


.0316. 


C2.04. 


tw 


Method 


TBLASTX: Wheat 




Start 


6954 








End 


7341 




GI 


none 








Score 


107 




Exons 


6954. .7139, 


6954. 


.7340, 


7030. 


.7341 






Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.01. 


tm 


Method 


TBLASTX: Maize 




Start 


6984 








End 


7346 




GI 


none 








Score 


67 




Exons 


6984. .7031, 


6985. 


.7032, 


7018. 


.7326, 7023. .7346, 7036. .7326 




Seq. No. 


42418 








Seq. ID 


OJ000223_10 . 0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.O10 


.tw 


Method 


TBLASTX: Wheat 




Start 


7344 








End 


7643 




GI 


none 








Score 


134 


Exons 


7344. .7484, 


7509. 


.7643 








r n 


Seq, No. 


'42418 








Seq. ID 


OJ000223_10. 0316.C2 




Gene No. 


88343 








Strand 




fij 


Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2 . o5 . 


tw 


Method 


TBLASTX: Wheat 


i i = 


Start 


7659 ~ 








End 


8081 




GI 


none 








Score 


263 




Exons 


7659. .8081, 


7669. 


.8073 








_„ 


Seq. No. 


42418 








Seq. ID 


OJ000223_10. 0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.o2. 


ts 


Method 


TBLASTX: Soybean 


''. 


Start 


7704 








End 


8090 


f 1 


GI 


none 








Score 


155 




Exons 


7704. .8090, 


7711. 


.8082 










Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


7755 








End 


8028 




GI 


none 








Score 


66 




Exons 


7755. .7853, 


7756. 


.7821, 


7857. 


.8027, 7£ 


J58. .8028 




Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316,C2 




Gene No. 


88343 








Strand 






Start 


13194 








• End 


19777 




Name 


OJ000223 10 


.0316. 


C2.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


8118 








End 


8547 




GI 


none 








Score 


129 




Exons 


8118. .8546, 


8275. 


.8547 









Seq. No. 42418 Seq. ID OJ000223_10 . 0316 . C2 



42791 






Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.03. 


tm 


Method 


TBLASTX: Maize 




Start 


8205 








End 


8649 




GI 


none 








Score 


87 




Exons 


8205. .8231, 


8229. 


.8372, 


8242. 


.8373, 8394. .8648, 8395. .8649 




Seq. No. 


42418 








Seq. ID 


OJ000223_10. 0316.02 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


8316 








End 


8717 




GI 


none 








Score 


58 




Exons 


8316. .8717, 


8350. 


.8520, 


8556. 


.8684, 8557. .8700 




Seq. No. 


42418 








Seq. ID 


OJ000223 10.0316.02 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


. OJ000223 10 


.0316. 


C2,o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8592 








End 


9011 




GI 


none 








Score 


243 




Exons 


8592. .9011, 


8593. 


.9009 










Seq. No. 


42418 








Seq. ID 


OJ000223_10 . 0316 . 02 




Gene No. 


88343 








Strand 




^' - ■ 


Start 


13194 








End 


19777 


i y 


Name 


OJ000223 10 


.0316. 


02. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8880 








End 


9236 




GI 


none 








Score 


98 


iy 
=. ^ 


Exons 


8880. .9173, 


8880. 


.9236, 


8890. 


.9195 




pi £ 
H ~? 


Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 


S 


Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.o3. 


ts 


Method 


TBLASTX : Soybean 


""4 


Start 


8961 








End 


9326 




GI 


none 








Score 


138 


--3 


Exons 


8961. .9095, 


9102. 


.9326 








n 


Seq. No. 


42418 








Seq. ID 


OJ000223_10.0316.C2 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2 .08 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9011 








End 


9245 




GI 


none 








Score 


121 




Exons 


9011. .9139, 


9012. 


.9182, 


9012. 


.9245, 9013.. 9225 




Seq. No. 


42418 








Seq. ID 


OJ000223_10. 0316.02 




Gene No. 


88343 








Strand 






Start 


13194 








End 


19777 




Name 


OJ000223 10 


.0316. 


C2.01. 


tw 


Method 


TBLASTX: Wheat 




Start 


9246 








End 


10043 




GI 


none 








Score 


119 




Exons 


9246. .9539, 


9250. 


.9474, 


9586. 


.9822, 9588. .9818, 9867. .9980, 






9867. .10043 














Seq. No. 


42418 








Seq. ID 


OJ000223_10. 0316.02 



42792 



Gene No. 


88343 


Strand 




Start 


13194 


End 


19777 


Naitie 


OJ000223 10.0316.C2.o7 .tw 


Method 


TBLASTX: Wheat 


Start 


10617 ~ 


End 


11019 


GI 


none 


Score 


133 


Exons 


10617. .11018, 10711. .11019 






Sea No. 


42418 


Seq. ID 


OJ000223_10.0316.C2 


Gene No. 


88343 


Strand 




Start 


13194 


End 


19777 


Name 


OJ000223 10.0316.C2.o4.gs 


Method 


GENSCAN 


Start 


13194 


End 


19777 


GI 


none 


Score 


.74 


Exons 


13194. .13321, 14157. .14185, 


14656. .14899, 14930 .. 15034 , 




15205. .15486, 19024. ,19777 






Seq. No. 


42418 


Seq. ID 


OJ000223 10.0316-C2 


Gene No. 


88343 


Strand 




Start 


13194 


End 


19777 


Name 


OJ000223 10.0316.C2.o5.np 


Method 


AAT/NAP 


Start 


19004 


End 


19714 


GI 


462499 


Score 


173 


Exons 


19004 . . 19714 






GI Descrip. 


ANTI-H(O) LECTIN (LTA) 






Sea No 


42419 


Seq. ID 


OJ000223 10. 0316. C3 


Gene No. 


88344 


Strand 




Start 


665 


End 


4201 


Name 


OJ000223 10.0316.C3.ol.np 


Method 


AAT/NAP 


Start 


665 


End 


4177 


GI 


6907089 


Score 


1937 


Exons 


665.. 1572, 1603.. 2420, 2493 


..3094, 318 


8. .3397, 3503. .4177 


GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42419 


Seq. ID 


OJ000223 10. 0316. C3 


Gene No. 


88344 


Strand 


+ 


Start 


665 


End 


4201 


Name 


OJ000223 10.0316.C3.ol.gs 


Method 


GENSCAN 


Start 


674 


End 


4201 


GI 


none 


Score 


.78 


Exons 


674.. 979, 1025.. 1941, 2227. 


.2430, 2491 


..2761, 2810.. 3113, 




3171. .4201 






Seq. No. 


42419 


Seq. ID 


OJ0.00223_10.0316-C3 


Gene No. 


88345 


Strand 


+ 


Start 


8101 


End 


8171 


Name 


OJ000223 10.0316.C3.ol.gp 


Method 


AAT/GAP 


Start 


8101 


End 


8171 


GI 


uC-osroM202024h08al 


Score 


91 


Exons 


8101. .8171 






GI Descrip. 


•5852170/emb|AL117265.1|OST17804 5 . Oe- 


84 Oryza sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone:tl7804 ' 


Seq. No. 


42419 


Seq. ID 


OJ000223_10.0316.C3 


Gene No. 


88346 


Strand 


+ 


Start 


17448 


End 


17849 


Name 


OJ000223 10.0316.C3.o4.gs 


Method 


GENSCAN 



42793 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



17448 
none 

17448. .17849 



End 
Score 



17849 
.86 



42419 Seq. ID OJ000223 

88347 Strand + 

25282 End . 26036 

OJ000223_10 . 031 6 . C3 . o6 . np Method AAT/NAP 
25282 End 26036 

6539570 Score 141 

25282. ,25473, 25647 .. 25706, 25960.. 26036 
(AP000836) hypothetical protein [Oryza sativa] 



10. 0316. C3 



42419 
88348 
1 

OJ000223 10.0316.C3.o3.np 



5042454 
1..29, 721. 
9492. .9573, 



800, 2273.. 2399, 
9646.. 9835, 10287 



Seq. ID 
Strand 
End 

Method 

End 

Score 
3965. .4211,. 4525, 
. .10366 



OJ000223_10.0316.C3 

16834 
AAT/NAP 
10366 
1121 



,4614, 5189. .6669, 



GI Descrip, (AC007789) putative polyprotein [Oryza sativa] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



42419. Seq. ID 

88348 Strand 
1 End 16834 

OJ000223_10 . 0316 . C3 . o4 . np Method AAT/NAP 

1321 End 16312 

6523547 Score 351 

1321.. 1453, 1578,, 1668, 2284., 2399, 2811.. 2868, 
3845.. 3884, 5349,. 5479, 8631.. 8789, 9003,, 9172, 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ000223 10. 0316. C3 



3256. 
16008 



3283, 
.16312 



42419 Seq. ID 

88348 Strand 

1 End 

OJ000223_10 . 031 6 , C3 , o2 . np Method 

3086 End 

7228457 Score 



OJ000223_10.0316.C3 

16834 
AAT/NAP 
10911 
1180 



3086.. 3103, 4673.. 5634, 10852.. 10911 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein. {AF098806) [Oryza 

sativa] 



42419 Seq. ID 

88348 Strand 

1 End 

OJ000223_10 . 0316 . C3 , o3 . gs Method 

14279 End 

none Score 



OJ000223_10.0316.C3 

16834 
GENSCAN 
16834 
.66 



14279. .14446, 15551, 
16771. .16834 

42419 
88349 
21135 



,15595, 15776, ,15994, 16041 .. 16378 , 



Seq. ID 

Strand 

End 



OJ000223 10, 0316. C3 



25015 



42794 



Name 


OJ000223 10.0316.C3.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4698 


End 


5079 




GI 


none 


Score 


218 




Exons 


4698. .5078, 4729. .5079 








Seq. No. 


42419 


Seq. ID 


OJ000223_10.0316 


.C3 


Gene No. 


88349 


Strand 






Start 


21135 


End 


25015 




Name 


OJ000223 10.0316.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


4882 


End 


5216 




GI 


none 


Score 


193 




Exons 


4882. .5022, 4883. .5074, 4893 


,.5216, 4906. .5103 




Seq. No. 


42419 


Seq. ID 


OJ000223_10.0316 


.C3 


Gene No. 


88349 


Strand 






Start 


21135 


End 


25015 




Name 


OJ000223 10.0316.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5663 


End 


6010 




GI 


none 


Score 


114 




Exons 


5663.. 5935, 5697.. 5936, 5903 


..6001, 5904. .6005, 5933. .6010 


Seq. No. 


42419 


Seq. ID * 


OJ000223_10.0316 


.C3 


Gene No. 


88349 


Strand 






Start 


21135 


End 


25015 




Name 


OJ000223 10.0316.C3.o6.gs 


Method 


GENSCAN 




Start 


21135 


End 


25015 




GI 


none 


Score 


.42 




Exons 


21135. .21276, 21632 .. 21707 , 


21947. .22029, 22866 .. 23003, 






23057. .23226, 24839.. 25015 








Seq. No. 


42419 


Seq. ID 


OJ000223_10.0316 


.C3 


Gene No. 


88349 


Strand 






Start 


21135 


End 


25015 




Name 


OJ000223 10.0316.C3.o5.np 


Method 


AAT/NAP 




Start 


21165 


End 


25015 




GI 


5922620 


Score 


626 




Exons 


21165. .21295, 23770 .. 23854 , 


23891. .24067, 24284 .. 244 53, 






24798. .25015 









GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 {C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 42420 Seq. ID 

Gene No. 88350 Strand 

Start 13932 End 

Name OJ000223_10 . 0316 . C4 . o2 . gs Method 

Start 13932 End 

GI none Score 

Exons 13932. .14039 



OJ000223_10.0316.C4 

14039 
GENSCAN 
14039 
.78 



Seq. No. 42420 Seq. ID 

Gene No. 88351 Strand 

Start 13986 End 

Name OJ00022 3_10 . 031 6 . C4 . ol . np Method 

Start 13986 End 



OJ000223_10.0316.C4 

14054 

AAT/NAP 

14054 



42795 




GI 


5042454 


Score 


68 








Exons 


13986. .14054 












GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


42421 


Seq. ID 


OJ000223_ 


10. 


0316. 


C5 


Gene No. 


88353 


Strand 


+ 








Start 


895 


End 


4186 








Name 


OJ000223 10.0316.C5.ol.gs 


Method 


GENSCAN 








Start 


895 


End 


4186 








GI 


none 


Score 


.66 








Exons 


895.. 2156, 2251.. 3697, 3827. 


.4039, 4046. .4186 








Seq. No. 


42421 


Seq. ID 


OJ000223_ 


10. 


0316. 


C5 


Gene No. 


88353 


Strand 


+ 








Start 


895 


End 


4186 








Name 


OJ000223 10.0316.C5.ol.np 


Method 


AAT/NAP 








Start 


895 


End 


4183 








GI 


6907089 


Score 


4861 








Exons 


895. .2156, 2251.. 4183 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









Seq. No. 42421 Seq. ID 

Gene No. 88354 Strand 

Start 10917 End 

Name OJ000223_10 . 0316.C5 . o4 . np Method 

Start 10917 End 

GI 7523512 Score 

Exons 10917. .10941, 12067.. 12189 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 



OJ000223_10.0316.C5 
+ 

12189 
AAT/NAP 
12189 
182 



Seq. No. 


42421 




Seq. ID 


OJ000223_10. 


.0316,05 


Gene No. 


88355 




Strand 


+ 




Start 


12574 




End 


16225 




Name 


OJ000223 10. 0316. C5 


. o3 . gs 


Method 


GENSCAN 




Start 


12574 




End 


14679 




GI 


none 




Score 


.49 




Exons 


12574. .12604, 14082 


. .14273, 


14468. .14679 




Seq. No. 


42421 




Seq. ID 


OJ000223_10. 


.0316,05 


Gene No. 


88355 




Strand 


+ 




Start 


12574 




End 


16225 




Name 


OJ000223 10. 0316. 05 


. o5.np 


Method 


AAT/NAP 




Start 


14029 




End 


16225 




GI 


2129478 




Score 


113 




Exons 


14029. .14459, 14549 


. .14652, 


16147. .16225 




GI Descrip. 


chitinase (EC 3,2.1 


.14) precursor - beet gi| 4887311 


|emb|CAA55883 



(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA5694 6 | 
(X81056) Chitinase [Beta vulgaris] 



Seq. No. 42421 Seq. ID OJ000223_10 . 0316 . 05 

Gene No. 88356 Strand 

Start 4811 End 10909 

Name OJ000223_10 . 0316 .05 . o2 . np Method AAT/NAP 

Start 4811 End 10909 

GI 7228457 Score 9428 

Exons 4811.. 6307, 6374.. 7525, 7648.. 8482, 8546.. 10481, 10543. 
GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 



1090.9. 



42796 




retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 





Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No . 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4808 








End 


4951 




GI 


none 








Score 


126 




Exons 


4808. .4951, 


4812. 


.4946 










Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No . 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ00Q223 10 


.0316. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


5222 








End 


5587 




GI 


none 








Score 


91 




Exons 


5222. .5488, 


5228. 


.5587, 


5457. 


.5585 






Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No . 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5 .o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


5604 ~ 








End 


5887 




GI 


none 








Score 


177 


¥^ 


Exons 


5604. .5870, 


5606. 


.5887 








1 y 


Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 


13 


Gene No . 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5.o7- 


tw 


Method 


TBLASTX: Wheat 




Start 


5606 








End 


14254 




GI 


none 








Score 


109 




Exons 


5606. .5989, 


5673. 


.5831, 


5707. 


.5850, 14195. .14254 




Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No . 


88357 








Strand 




. ~ 


Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5.o8. 


tw 


Method 


TBLASTX: Wheat 


kJ 


Start 


6080 








End 


6392 


'-^ 


GI 


none 








Score 


65 




Exons 


6080. .6331, 


6216. 


.6392 










Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No . 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6395 








End 


9855 




GI 


none 








Score 


88 




Exons 


6395. .6544, 


6396. 


.6533, 


6578. 


.6829, 6579. .6776, 6632. .6853, 






9802. .9855 














■ Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316.C5 




Gene No. 


88357 








Strand 






Start 


11138 








End 


14452 




Name 


OJ000223 10 


.0316. 


C5.ol. 


ts 


Method 


TBLASTX : Soybean 




Start * 


■'-;7-448 ' - 








,End ■ 


.7825 



42797 






GI 


none 








Score 


90 






Exons 


7448. .7825, 


7665. 


.7808 












Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316. 


C5 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


0316. 


C5.02. 


tw 


Method 


TBLASTX: Wheat 






Start 


7484 








End 


7904 






GI 


none 








Score 


320 






Exons 


7484. .7903, 


7488. 


.7904 












Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316. 


05 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


C5.02. 


tm 


Method 


TBLASTX: Maize 






Start 


7577 








End 


7961 






GI 


none 








Score 


233 






Exons 


7577, .7960, 


7596. 


.7961 












Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316. 


C5 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


C5.01. 


tm 


Method 


TBLASTX: Maize 






Start 


7988 








End 


8344 






GI 


none 








Score 


129 






Exons 


7988. .8293, 


7988. 


.8344, 


7998. 


.8309 






ru 


Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316. 


C5 




Gene No. 


88357 








Strand 






t. Li 


Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


CS.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


8012 








End 


8475 




= y 


GI 


none 








Score 


215 




= 


Exons 


8012. .8473, 


8018. 


.8473, 


8019. 


.8474, 8287. .8475 






Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316. 


C5 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


C5.02. 


ts 


Method 


TBLASTX : Soybean 




r ~H 


Start 


8069 








End 


8434 






GI 


none 








Score 


115 






Exons 


8069. .8203, 


8219. 


.8434 












Seq- No. 


42421 








Seq. ID 


OJ000223_10.0316. 


C5 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


C5.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


8639 








End 


9125 






GI 


none 








Score 


169 






Exons 


8639. .9124, 


8670. 


.8930, 


8952. 


.9125 








Seq. No. 


42421 








Seq. ID 


OJ000223_10.0316, 


C5 




Gene No. 


88357 








Strand 








Start 


11138 








End 


14452 






Name 


OJ000223 10 


.0316. 


C5.05. 


tw 


Method 


TBLASTX: Wheat • 






Start 


9863 








End 


10415 






GI ' - " : , 


■ none' • . 








-Score ' 


95 • 





42798 




Exons 


9863.. 10120, 9897.. 10136, 


10103. ,10201, 


10104. .10196, 






10208. .10255, 10380.. 10415 




- 




Seq. No. 


42421 


Seq. ID 


OJ000223_10.0316 


.C5 


Gene No. 


88357 


Strand 






Start 


11138 


End 


14452 




Name 


OJ000223 10.0316.C5.o4.tm 


Method 


TBLASTX: Maize 




Start 


9965 


End 


10250 




GI 


none 


Score 


92 




Exons 


9965.. 10213, 9966.. 10250 








Seq. No. 


42421 


Seq. ID 


OJ000223_10.0316 


.C5 


Gene No. 


88357 


Strand 






Start 


11138 


End 


14452 




Name 


OJ000223 10.0316.C5.o3.np 


Method 


AAT/NAP 




Start 


11138 


End 


14452 




GI 


5042454 


Score 


220 




Exons 


11138. .11198, 11603. .11771 


, 11997. .12131, 14237. .14452 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


42422 


Seq, ID 


OJ000223_10.0316 


.C6 


Gene No. 


88358 


Strand 






Start 


2086 


End 


2430 




Name 


OJ000223 10.0316.C6.ol.np 


Method 


AAT/NAP 




Start 


2086 


End 


2430 




GI 


6630700 


Score 


287 




Exons 


2086. .2430 








GI Descrip. 


(AP000969) Similar to hypothetical protein f678 - Escherichia 



coli, (A65193) [Oryza sativa] gi | 6721537 | dbj I BAA89567 . 1 | 
{AP001073) Similar to hypothetical protein f678 - Escherichia 
coli. (A65193) [Oryza sativa] 



Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316.C1 


Gene No. 


88359 


Strand 


+ 


Start 


4623 


End 


8233 


Name 


OJ000223 12.0316.Cl.ol.gs 


Method 


GENSCAN 


Start 


4623 


End 


8233 


GI 


none 


Score 


.56 


Exons 


4623. .4642, 5786. .5910, 6447. .6611, 7084. .7120, 7426. .8233 


Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316.C1 


Gene No. 


88359 


Strand 


+ 


Start 


4623 


End 


8233 


Name 


OJ000223 12.0316.Cl.ol.np 


Method 


AAT/NAP 


Start 


6520 


End 


8176 . 


GI 


7488385 


Score 


407 


Exons 


6520.. 6563, 7564.. 8176 






GI Descrip. 


transcription factor TINY 


- Arabidopsis thaliana 




gi| 124 64031 emb|CAA64359, 11 


(X94 698) TINY [Arabidopsis thai 




gi 1 3406035 | gb | AAC29139. 1 1 


(AC005405) TINY [Arabidopsis tha 


Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316.C1 


Gene No. 


88360 


Strand 


+ 


Start 


16556 


End 


16823 


Name 


OJ000223 12.0316.Cl.o3.gs 


Method 


GENSCAN 


Start 


16556 


End 


16823 


GI - ' , - 


none . ^ \ 


Score- 


,48 



42799 




Exons 


16556. .16630, 16728.. 16823 








Seq. No. 


42423 


Seq. ID 


OJ000223_12. 


0316. CI 


Gene No. 


88361 


Strand 


+ 




Start 


46933 


End 


50040 




Name 


OJ000223 12.0316.Cl.o7.np 


Method 


AAT/NAP 




Start 


46933 


End ■ 


50040 




GI 


4416302 


Score 


3389 




Exons 


46933. .50040 








GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 




Seq. No. 


42423 


Seq. ID 


OJ000223_12. 


0316. CI 


Gene No. 


88362 


Strand 


+ 




Start 


63288 


End 


63675 




Name 


OJ000223 12.0316.Cl.o4.gp 


Method 


AAT/GAP 




Start 


63288 


End 


63675 




GI 


LIB3477-003-P1-K1-E9 


Score 


159 




Exons 


63288. .63368, 63651.. 63675 








GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 


2,0e-24 


MAJOR POLLEN 


ALLERGEN 



S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 





Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316. 


CI 


u 


Gene No. 


88363 


Strand 






i. 3 


Start 


8249 


End 


8583 




- 

in 


Name 


OJ000223 12.0316.Cl.ol.gp 


Method 


AAT/GAP 






Start 


8249 


End 


8583 




I y 


GI 


2801019 


Score 


566 




rs 2~ 


Exons 


8249. .8583 










GI Descrip. 


3402817/emb|CAA07704| 3.0e-21 


(AJ007829) lacZ* [Cloning 


vectc 






pGreen] 










Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316. 


CI 




Gene No. 


88364 


Strand 








Start 


11857 


End 


12981 






Name 


OJ000223 12.0316.Cl-o2.gs 


Method 


GENSCAN 






Start 


11857 


End 


12981 






GI 


none 


Score 


.87 




r ""h 


Exons 


11857. .12108, 12763.. 12981 










Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316. 


CI 




Gene No. 


88365 


Strand 








Start 


26173 


End 


27847 






Name 


OJ000223 12.0316.Cl.o2.np 


Method 


AAT/NAP 






Start 


26173 


End 


27847 






GI 


6539588 


Score 


284 






Exons 


26173, .26208, 27543.. 27847 










GI Descrip. 


{AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42423 


Seq. ID 


OJ000223_12.0316. 


CI 




Gene No. 


88366 


Strand 








Start 


29204 


End 


33335 






Name 


OJ000223 12.0316.Cl.o5.np 


Method 


AAT/NAP 






Start 


29204 


End 


33335 






GI 


6539558 


Score 


247 






Exons 


29204. .29653, 33295.. 33335 










GI Descrip. 


(•AP000836) Similar to putative polyprotein (AC00;6248) [Oryza 



42800 



sativa] 



Seq. No. 42423 

Gene No. 88366 

Start 29204 

Name OJ000223_12 . 0316.C1 .o3.np 

Start 29218 

GI 6630685 

Exons 29218. .29683 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



Seq. ID OJ000223_12.0316.C1 
Strand 

End 33335 

Method AAT/NAP 

End 29683 

Score 479 



Seq. No. 42423 
Gene No. 88366 
Start 29204 

Name OJ000223_12 . 0316.C1 .o4 .np 

Start 29218 
GI 7489803 
Exons 29218. .29681, 30926.. 31029 

GI Descrip. pol protein homolog - maize retrotransposon Opie-2 

gi|3645899|gb|AAC49502.1| (U68408) 5' end not determined 
experimentally [Zea mays] 



Seq. ID OJ000223_12.0316.C1 
Strand 

End 33335 

Method AAT/NAP 

End 31029 

Score 474 



Seq. No. 


42423 




Seq. ID 


OJ000223__12.0316. 


CI 


Gene No. 


88366 




Strand 


- 




Start 


29204 




End 


33335 




Name 


OJ000223 12 


.0316.Cl.o6.np 


Method 


AAT/NAP 




Start 


31253 




End 


32932 




GI 


6539588 




Score 


269 




Exons 


31253. .31295, 32619.. 32932 








GI Descrip. 


(AP000837) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12 


.0316.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


7615 




End 


7801 




GI 


none 




Score 


253 




Exons 


7615. .7791, 


7616. .7801 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316, 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12 


.0316.Cl.o4.ts 


Method 


TBLASTX : Soybean 




Start 


7615 




End 


7795 




GI 


none 




Score 


249 




Exons 


7615. .7791, 


7616. .7795 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12 


.0316.Cl.o9.tm 


Method 


TBLASTX: Maize 




Start 


7615 




End 


7777 




GI 


none 




Score 


222 




Exons 


7615. .7776, 


7616. .7777 








Seq. No. 


42423 - 




Seq.' ID 


OJ000223_12.0316. 


CI 



42801 




Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


.o2 . ts 


Method 


TBLASTX : Soybean 




Start 


29206 




End 


50046 




GI 


none 




Score 


139 




Exons 


29206. .29466, 29485 


. .29676, 


49382. .49594, 49394. .49588, 






49597. .49764, 49605 


. .49757, 


4 9798. .5004 6, 4 9806. .49973 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


29236 




End 


50081 




GI 


none 




Score 


285 




Exons 


29236. .29676, 29246 


. .29662, 


49373. .49603, 49375. .49593, 






49382. .49603, 49597 


. .50034, 


49599. .50075, 49935. .50081 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


29236 




End 


50019 




GI 


none 




Score 


38 




Exons 


29236. .29481, 29470 


. .29601, 


49606. .49650, 49654 49788, 






49774 . .50019, 49800 


. .49967 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


29281 




End 


49986 




GI 


none 




Score 


112 




Exons 


29281- .29457, 29476 


. .29676, 


49606. .49779, 49674 .. 49775, 






49798. .49986, 49854 


. .49973 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


29716 




End 


47145 




GI 


none 




Score 


105 




Exons 


29716. .29937, 29905 


. .29997, 


46761. .46853, 46763 .. 46855, 






46882. .47145, 46890 


. .46958, 


46986. .47114 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


29746 




End 


47214 




GI 


none 




Score 


230 




Exons 


29746. .29940, 29950 


. .29997, 


46897. .47214, 46911. .47132 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




■ End 


57006 




Name 


OJ000223 12. 0316. CI 


.o5.ts 


Method 


TBLASTX : Soybean 




Sta^t 


-29923* • 




End : 


47,04.3 





42802 



GI 


none 




Score 


85 




Exons 


29923. .29997, 30410. 


.30475, 


44892. .45026, 45078 .. 454 10, 






46758. .46823, 46903. 


.46968, 


46993.. 47043 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o8.tm 


Method 


TBLASTX: Maize 




Start 


47163 




End 


47424 




GI 


none 




Score 


69 




Exons 


47163. .47255, 47164. 


.47253, 


47243. .47422, 47244 .. 47423, 






47244. .47423, 47248. 


.47424 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


47286 




End 


47859 




GI 


none 




Score 


259 




Exons 


47286. .47516, 47287. 


.47532, 


47572. .47850, 47572. .47859 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o2 . tm 


Method 


TBLASTXiMaize 




Start 


47424 




End 


47955 




GI 


none 




Score 


611 




Exons 


47424. .47513, 47425. 


.47955, 


47431. .47937, 47553. .47951 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


47701 




End 


48163 




GI 


none 




Score 


212 




Exons 


47701. .47994, 47730. 


.47891, 


47990. .48163 




Seq- No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o6. tm 


Method 


TBLASTX: Maize 




Start 


47959 




End 


48322 




GI 


none 




Score 


211 




Exons 


47959. .48171, 47984. 


.48211, 


47984. .48211, 48220 .. 48321 , 






48224. .48322, 48272. 


.48310 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


48368 




End 


48670 




GI 


none 




Score 


305 




Exons 


48368. .48631, 48403. 


.48666, 


48620. .48670 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 





42803 




NclIR© 


OJ000223 12. 0316. CI. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


48398 




End 


49011 




GI 


5509260 




Score . 


732 




P von ^ 


48398. .49006, 48493. 


.49011, 


48748. .49011 




GI Descrip. 












O ^ • L^\J * 


42423 




Seq. ID 


OJ000223_12.0316. 


CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Naine 


OJ000223 12. 0316. 01. 


ol.tw 


Method 


TBLASTX: Wheat 




Start 


48527 




End 


49003 




GI 


none 




Score 


84 






48527 . .48616, 48623. 


.48649, 


48640. .48993, 48650 .. 48997, 






48656. .48754, 48658. 


.48996, 


48827. .49003 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316. 


.CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12.0316,01. 


o3 . tc 


Method 


TBLASTX: Oress 




Start 


48626 " 




End 


48892 




GI 


none 




Score 


196 




Exons 


48626. .48892, 48631. 


.48765, 


48686. .48766 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316, 


.CI 


Gene No. 


. 88367 




Strand 






Start 


56526 




End 


57006 






OJ000223 12. 0316. 01. 


o3 . tm 


Method 


TBLASTX: Maize 






48671 ~ 




End 


49138 




O J. 


none 




Score 


573 






48671. .49138, 48672. 


.48785, 


48673. .49137 




Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316 


.01 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12. 0316. 01. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


49180 




End 


49372 




GI 


none 




Score 


243 




Py on «; 


49180. .49371, 49181. 


.49372 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316 


.CI 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12.0316.01. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


49181 ~ 




End 


49594 




GI 


none 




Score 


101 




Exons 


49181. .49348, 49361. 


.49594 








Seq. No. 


42423 




Seq. ID 


OJ000223_12.0316 


-01 


Gene No. 


88367 




Strand 






Start 


56526 




End 


57006 




Name 


OJ000223 12.0316.01, 


, o7 .gs 


Method 


GENSOAN 




Start 


56526 




End 


57006 




GI 


none 




Score 


.41 




Exons 


56526. .56608, 56643. 


. .57006 








Seq. No. 


42424 




Seq. ID 


OJ000223_12.0316 


.02 


Gene No. 


88368 * . 




Strand 







42804 



start 


805 


End 


1132 




OJ000223 12 0316.C2 .ol.as 


Method 


GENSCAN 




805 ~ 


End 


1132 




none 


Score 


.8 




805. .852, 1019. .1132 






Oorr Mo 


42424 


Seq. ID 


OJ000223_: 


Gene No. 


88369 


Strand 


+ 


Start 


3190 


End 


4498 


Naiue 


OJ000223 12.0316.C2.ol.np 


Method 


AAT/NAP 




3190 


End 


4498 


ox 


5777617 


Score 


72 


IT von Q 


3190 3213, 4396.. 4498 








(AJ245900) C7VA30375.1 protein 


[Oryza 


sativa] 


O C VJ • L>l ^ • 


42424 


Seq. ID 


OJ000223_: 


Gene No. 


88370 


Strand 




Start 


4149 


End 


4585 


Name 


OJ000223 12.0316.C2.o2.gs 


Method 


GENSCAN 


Start 


4149 


End 


4585 


GI 


none 


Score 


.56 


Exons 


4149.. 4253, 4493.. 4585 







12. 0316. C2 



O C7 M * i 1 W a 


42425 


Seq. ID 


OJ000223_12.0316, 


.03 




88371 


Strand 


+ 




c-f- nrt- 

O UCli. L. 


280 


End 


1145 




Name 


OJ000223 12.0316.C3.ol.gs 


Method 


GENSCAN 




Start 


280 


End 


1145 




GI 


none 


Score 


.63 




Exons 


280.. 396, 990.. 1145 








Seq. No. 


42425 


Seq. ID 


OJ000223_12.0316 


.03 


Gene No. 


88372 


Strand 


+ 




Start 


5485 


End 


7778 




Name 


OJ000223 12.0316.C3.o3.gs 


Method 


GENSCAN 




Start 


5485 


End 


6709 




GI 


none 


Score 


.85 




Exons 


5485.. 5970, 6053.. 6709 








Seq. No. 


42425 


Seq. ID 


OJ000223_12.0316 


.C3 


Gene No. 


88372 


Strand 


+ 




Start 


5485 


End 


7778 




Name 


OJ000223 12.0316.C3.ol.np 


Method 


AAT/NAP 




Start 


5863 


End 


7778 




GI 


6967112 


Score 


324 




Exons 


5863. .5970, 6053. .6555, 7733.-7778 






GI Descrip. 


(AL138652) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


42425 


Seq. ID 


OJ000223_12.0316 


.C3 


Gene No. 


88373 


Strand 


+ 




Start 


13191 


End 


15494 




Name 


OJ000223 12.0316.C3.o3.np 


Method 


AAT/NAP 




Start 


13191 


End 


15494 




GI 


7486380 


Score 


169 




Exons 


13191. .13244, 15170. .15494 








GI Descrip. 


hypothetical protein F3L17. 


110 - Arabidopsis thaliana 






gil 5262765 lembi CAB45913.il 


(AL080283) 


putative protein 





42805 







[Arabidopsis 


thaliana] gi | 7270057 | emb I CAB79872 . 1 1 (AL161579) 






putative protein [Arabidopsis 


thaliana] 






Seq. No. 


42425 




Seq. ID 


OJ000223_12,0316.C3 




Gene No. 


88374 




Strand 






Start 


1633 . 




End 


3883 




Name 


OJ000223_12. 


0316.C3.o2.gs 


Method 


GENSCAN 




Start 


1633 




End 


3883 




GI 


none 




Score 


.44 




Exons 


1633. .1851, 


1867.. 1982, 1990. 


.2293, 2364.. 2589, 3399.. 3883 




Seq. No. 


42425 




Seq. ID 


OJ000223_12.0316-C3 




Gene No. 


88375 




Strand 






Start 


7848 




End 


11399 




Name 


OJ000223 12. 


0316.C3.o2.np 


Method 


AAT/NAP 




Start 


7838 




End 


11399 




GI 


6522590 




Score 


1581 




Exons 


7838. .7976, 


8005. .8230, 8537. 


.10565, 10779,. 11399 




GI Descrip. 


(AL133292) receptor kinase-like protein [Arabidopsis thaliana 




Seq. No. 


42425 




Seq. ID 


OJ000223_12.0316.C3 




Gene No. 


88375 




Strand 




Cj 


Start 


7848 




End 


11399 




Name 


OJ000223 12. 


0316.C3.o4.gs 


Method 


GENSCAN 




Start 


7848 




End ■ 


11399 




GI 


none 




Score 


.57 


\ y 

C3 


Exons 


7848 . . 8230, 


8537.. 8734, 8873. 


.9437, 10284.. 11399 


hi 


Seq. No. 


42425 




Seq. ID 


OJ000223_12.0316.C3 




Gene No. 


88376 




Strand 






Start 


15154 




End 


15507 


ry 


Name 


UJUUUZZJ xz • 


0*51 ^ r*"^ -t-m 
Uo X D . , ox , LIU 


Method 


TBLASTX: Maize 




Start 


5533 




End 


6257 


i J 


GI 


none 




Score 


294 




Exons 


5533. .5919, 


5605., 5913, 5914. 


.5970, 6043.. 6231, 6050.. 6247, 






6081. .6257 








~ 


Seq. No. 


42425 




Seq. , ID 


OJ000223_12,0316.C3 




Gene No. 


88376 




Strand 






Start 


15154 




End 


15507 




Name 


OJ000223 12. 


0316.C3.o3. ts 


Method 


TBLASTX : Soybean 




Start 


6050 




End 


6415 




GI 


none 




Score 


154 




Exons 


6050. .6253, 


6122.. 6223, 6227. 


.6406, 6260.. 6415 




Seq. No. 


42425 




Seq. ID 


OJ000223_12.0316.C3 




Gene No. 


88376 




Strand 






Start 


15154 




End 


15507 




Name 


OJ000223 12, 


0316.C3,ol.tw 


Method 


TBLASTX: Wheat 




Start 


6106 




End 


6511 




GI 


none 




Score 


387 




Exons 


6106. .6327, 


6107.. 6511, 6445. 


.6483 






Seq. No. 


42425 




Seq, ID 


OJ000223_12,0316,C3 




Gene No. 


88376 




Strand 






Start 


15154 




End 


15507 




Name 


OJ000223 12, 


0316.C3.ol.ts 


Method 


TBLASTX : Soybean 



42806 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[J 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8085 , End 9119 

none Score 71 

8085. .8231, 8098. .8232, 8538. .8564, 8583. .8786, 8620. .8775, 

8805.. 9011, 8824.. 9.015, 9030.. 9119, 9037.. 9069 



42425 
88376 
15154 

OJ000223_12, 
8133 
none 
8133. , 
9348. . 
9396. , 
9399. . 
9609. , 
9819. . 
9888. . 
10221. 
10275. 
10371. 
10410. 
10563. 
10777. 
11073. 
11136. 



0316.C3.ol,tc 



8231, 
9722, 
9662, 
9722, 
9722, 
10097, 
10103, 
.10403 
.10397 
.11054 
.10565 
.11042 
.11028 
.11183 
,11174 



Seq. I 
Strand 
End 

Method 
End 
Score 
9011, 
9480, 
9722, 
9630, 



D OJ000223 12. 0316. C3 



8589.. 8771, 8907 
9393.-9722, 9394 
9396.. 9665, 9396 
9399.. 9722, 9457 
9753.. 10025, 9765.. 10121 
9819. .10097, 9834. .1008 
9907.. 10062, 9981.. 1010 
10272. .10403, 10272.. 1 
10275. .10448, 10278. .1 
10407. .10559, 10407.. 1 
10431. .10562, 10560.. 1 
10563. .11171, 10563.. 1 
10843. .11034, 10992. .1 
11073. .11174, 11073. .1 
11196. .11231, 11214. .1 



15507 
TBLASTX : C 
11264 
57 

9030. .9143, 
9396. .9749, 
9396. .9722, 
9468. .9536, 
, 9765.. 9917 
8, 9834. .992 
3, 10119.. 10 
0421, 10275. 
0421, 10368. 
0550, 10407. 
1033, 10560, 
1033, 10707, 
1057, 11058, 
1174, 11074. 
1264 



ress 



9336. .9446, 

9396. .9722, 

9397. .9558, 

9519. .9740, 

, 9765.-9884, ■ 

0, 9837.. 10097, 

148, 

.10403, 

.10550, 

.10565, 

.10892, 

.10754, 

.11183, 

.11154, 



42425 Seq. ID 

88376 Strand 

15154 End 

OJ000223_12 . 031 6 . C3 . o2 . tm Method 

8544 End 

none Score 



OJ000223_12.0316.C3 
15507 

TBLASTX: Maize 

8984 

106 



8544. .8786, 8632. .8784, 8676. .8786, 8811 .. 8 984 , 8812 .. 8967 



Seq. No. 
Gene No. 
Start- 



42425 
88376 , 
15154 

OJ000223_12. 
9250 
none 
9250, , 
9394, , 
9441, . 
9819. . 
9903. . 
10272. 
10407. 
10413, 
10560. 
10584. 
10906. 
11073, 

42425 
88376 
15154 



0316.C3.o2.ts 



9303,. 
9576, 
9722, 
10148, 
10097, 
.10352 
.10556 
.10565 
.11051 
.10934 
.11034 
.11195 



Seq. ID OJ000223_12.0316.C3 
Strand 

End 15507 
Method TBLASTX : Soybean 
End 11195 ■ 

Score 59 

9318. .9722, 9336.-9725, 9346. .9420, 9393. .9659, 
9396.-9725, 9396.. 9710, 9396.. 9722, 9396.. 9722, 
9525.-9725, 9765.. 10001, 9772.. 10062, 9816.. 10031, 
9819. .10097, 9822. .10097, 9825. .10097, 9834. ,10073, 
9975. .10103, 10008. .10097, 10272 .. 10409, 
10275. .10562, 10275 .. 10394 , 10275.-10562, 
10407- -10574, 10407. .10520, 104 10 10532, 
10422. .10607, 10549.-10674, 10557,-10874, 
10561- -10731, 10563- ,10934, 10563 .. 10835, 
10689- -11042, 10695- ,10934, 10737,-10856, 
11061- -11174, 11067- .11183, 11070 .. 11153, 
11073. .11150 

Seq. ID OJ000223_12.0316.C3 
Strand 

End 15507 



42807 



Name 


OJ000223 12.0316.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


9367 


End 


11174 


GI . 


none 


Score 


63 


Exons 


9367.. 9480, 9393.-9722, 9396.. 9722, 9396.. 9596, 9396.. 9722, 




9396. .9749, 9399.-9722, 9486.-9722, 9601. .9708, 9666. .9719, 




9726.. 10088, 9753 .. 10025, 9816.. 10121, 


9819.. 10097, 9819.. 10097, 




9855. .10103, 10407. .10565, 


10407. ,10550, 10410. .10550, 




10512. .10562, 10560. .10892, 


10563, .11096, 10566. ,11042, 




10621. .11010, 10725. .11042, 


11067, .11174, 11073. ,11174 


Seq. No. 


42425 


Seq, ID 


OJ000223_12.0316.C3 


Gene No. 


88376 


o L. 1. aiiu 




Start 


15154 




X ^ ^ u / 


Name 


nTnnnoo'^ i o (T^i r**^ rro 
UJUUU^iCO IZ . U jlD . . OO . y S 






Start 


15154 




J. O O U / 


GI 


none 


Score 




Exons 


15154.. 15507 






Seq. No. 


42426 


Seq. ID 




Gene No . 


88377 


Strand 




Start 


687 


End 


1857 


Name 


OJ000223 12.0316.C4.ol.gs 


Method 




Start 


687 


End 


loo / 


GI 


none 


Score 


. DO 


Exons 


687.. 855, 879.. 1023, 1736.. 


1857 




Seq. No. 


42427 


Seq. ID 




Gene No. 


88378 


Strand 


+ 


Start 


1 


End 


6486 


Name 


OJ000303 17.0330.Cl.ol.np 


Method 


rirli / Vine 


Start 


1 


End 


04i 0 0 


GI 


6635236 


Score 


y J 


Exons 


1,-223, 2465.. 2683, 3185,. 3556, 3709.. 


^n7fi fJARQ fi4R(^ 


GI Descrip. 


(AB029327) elicitor-inducible receptor 






[Nicotiana tabacum] 






Seq, No. 


42427 


Seq. ID 


OJ000303_17.0330.C1 


bene no. 


88378 


Strand 


J. 

T 


Start 


1 


End 


0 D 


Name 


OJ000303 17.0330,Cl.ol,gs 


Method 




Start 


780 


End 




GI 


none 


Score 


. ft D 


Exons 


780.. 997, 1060.. 1339 






Seq. No. 


42427 


Seq. ID 


OJ000303_17.0330.C1 


Gene No. 


88379 


Strand 




Start 


280 


End 


600 


Name 


OJ000303 17.0330,Cl,ol.gp 


Method 


AAT/GAP 


Start 


280 


End 


600 . 


GI 


none 


Score 


638 


Exons 


280. .600 






Seq. No. 


42427 


Seq, ID 


OJ000303_17.0330.C1 


Gene No. 


88380 


Strand 




Start 


6069 


End 


6521 


Name 


OJ000303 17.0330.Cl.ol.ts 


Method 


TBLASTX : Soybean 


Start 


44 ■ • , 


End • 


5042 



42808 



GI 

Exons 



Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

44. .208, 45. .194, 45. .1 

3149. .3487, 3287. .3559, 

3634.. 3699, 3661.. 3801, 

3970. .4143, 4000. .4143, 

4159. .4293, 4162. .4434, 

4288.-4374, 4462.;4545, 

4669.-4785, 4681. .4878, 

4705. .4956, 4705. .4959, 



Score 
67, -45. .203, 
3365. .3559, 



3712. 
4021. 
4168. 
4474. 
4681. 



.3798, 
.4152, 
.4425, 
.4602, 
.4740, 



4762. .4878, 



101 

293.. 325, 3122.. 3415, 

3400.. 3552, 3440.-3625, 

3808.. 3933, 3892.-3939, 

4153. .4281, 4159.-4413, 

4180.. 4425, 4239.. 4424, 

4611,-5042, 4612.. 5040, 

4687. .4950, 4704. .4958, 
4816. .4881 



42427 
88380 
6069 

OJ000303_17 . 0330 . CI . ol . tc 
45 

none 

45. .194, 45, .173, 45. .110, 93 
3002.. 3109, 3706.. 3933, 3712. 
3961. .4299, 4048. .4158, 4087. 
4672. .4824, 4681. .4809, 4699. 
4756.. 4959, 4807. ,4959, 4825. 

42427 
88380 
6069 

OJ000303_17 . 0330 . CI . ol . tw 
45 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 17. 0330. CI 



6521 

TBLASTX: Cress 
4968 
99 

.,203, 105,, 203, 200.. 238, 
.3786, 3748., 3843, 3820.. 3933, 
.4152, 4165. .4443, 4465, .4551, 
.4953, 4699. .4881, 4701.. 4952, 
.4968 

Seq. ID OJ000303_17.0330.C1 
Strand 

End 6521 
Method TBLASTX : Wheat 
End 5031 
Score 82 



45. .167, 48. .197, 3961. .4152, 4642. .5001, 4984. .5031 



42427 
88380 
6069 

OJ000303_17 . 0330 , CI . ol . tm 

111 

none 



Seq. ID OJ000303_17.0330.C1 
Strand 

End 6521 

Method TBLASTX: Maize . . 

End 4953 

Score 59 



111. .203, 197. .238, 3149. .3442, 3164. .3283, 3212. .3349, 
3290.. 3427, 3706-.3789, 3972.. 4070, 3973.. 4458, 3991-.4461, 
4049. .4462, 4450. .4524, 4453. .4518, 4852.-4953 



42427 
88380 
6069 

OJ000303_17.0330.Cl.o2.tc 

2435 

none 



Seq. ID OJ000303_17.0330.C1 
Strand 

End 6521 

Method TBLASTX : Cress 

End 3568 

Score 41 



2435,-2593, 2573,, 2674, 3113.. 3568, 3131.. 3346, 3134.. 3559, 
3146. .3559, 3146. .3559, 3149. .3439, 3152. .3508, 3164. .3436, 
3193.. 3357, 3194.. 3490, 3260.. 3559, 3290,, 3478, 3385.. 3492 



42427 
88380 
6069 

OJ000303_17.0330.Cl.o3.gs 

6069 

none 

6069. .6157, 6482.;:.6521 



Seq. ID OJ000303_17.0330.C1 
Strand 

End 6521 

Method GENSCAN 

End 6521 

Score .46 



42809 



Seq. No. 42428 

Gene No. 88381 

Start 1275 

Name OJ000303_17 . 0330 . C2 . ol . gs 

Start 1275 

GI none 
Exons 



Seq. ID OJ000303_17,0330.C2 

Strand + 

End 23196 

Method GENSCAN 

End 7102 

Score .41 



1275. .1455, 1465. .1669, .1799. .1914, 2990. .3176, 3544. .3676, 
3998. .4130, 5122. .5146, 5568. .5711, 7028. .7102 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



42428 
88381 
1275 

OJ000303_17 . 0330 . C2 . o2 . np 

6587 

7489083 



Seq. ID OJ000303_17.0330.C2 
Strand + 
End 23196 
Method AAT/NAP 
End 23196 
Score 1347 

6587.. 6642, 7928.. 8100, 8179.. 8334, 8503.. 8596, 8966,. 9204, 
10162. .10560, 10858. .11101, 18845 .. 19543, 19979 .. 21037, 
23147. .23196 * 

disease resistance protein Cf-2.1 - currant tomato 
gi|1184075|gb|AAC15779.1| (U42444) Cf-2.1 [Lycopersicon 
pimpinellifolium] gi 1 1587673 I prf I I 2207203A Cf-2 gene 
[Lycopersicon esculentum] 



Seq. No. 42428 Seq. ID 

Gene No. 88381 Strand 

Start 1275 End 

Name OJ000303_17 . 0330 . C2 . o2 . gs Method 

Start 7815 End 

GI none Score 

Exons 7815.. 9191 



OJ000303_17.0330.C2 
+ 

23196 
GENSCAN 
9191 
.98 



Seq. No. 42428 Seq. ID 

Gen^.No.^ 88381 Strand 

Start 1275 End 

Name OJ000303_17 . 0330.C2 .ol.gp Method 

Start 10813 End 

GI LIB3432-052-P1-K1-E4 Score 

Exons 10813.. 11399 

GI Descrip. ' 4432871/gb | AAD20719 | 3.0e-20 (AC006300) putative disease 
resistance protein [Arabidopsis thaliana] ' 



OJ000303_17.0330.C2 
+ 

23196 ' 
AAT/GAP 
11399 
1055 



Seq. No. 


42428 




Seq. ID 


OJ000303 


Gene No. 


88381 




Strand 


+ 


Start 


1275 




End 


23196 


Name 


OJ000303 17. 0330. C2 


.o4 .gs 


Method 


GENSCAN 


Start 


14134 




End 


15000 


GI 


none 




Score 


.6 


Exons 


14134. .14185, 14479 


. .14759, 


14851. .15000 


Seq. No. 


42428 




Seq, ID 


OJ000303_ 


Gene No. 


88381 




Strand 


+ 


Start 


1275 




End 


23196 


Name 


OJ000303 17. 0330. C2 


. o5.gs 


Method 


GENSCAN 


Start 


18171 




End 


19211 


GI 


none 




Score 


.92 


Exons 


18171.. 19211 . 









42810 




beq. wo. 


AO A 




oeq. ID 


Uu UUU JU J 


1 / . 




CO 


Gene No. 


88381 




Strand 


+ 








Start 


1275 




End 


23196 








Name 


OJ000303 17. 0330. C2. 


o6.gs 


Method 


GENSCAN 








Start 


20204 




End 


21160 








GI 


none 




Score 


.79 








Exons 


20204. .21160 














oeq. NO. 


AO AOQ 




oeq. lu 


UJ UUU JU J 


1 7 




no 


Gene No. 


88382 




Strand 


+ 








Start 


24708 




End 


25172 








Name 


OJ000303 17. 0330. C2. 


o8 .gs 


Method 


GENSCAN 








Start 


24708 




. End 


25172 








GI 


none 




Score 


.48 








Exons 


24708. .25172 














oecj. iNO . 


AO AOQ 




Seq. ID 


OJ000303_ 


1 n 

L / • 




CO 


Gene No. 


88383 




Strand 


+ 








Start 


28114 




End ■ 


29075 








Name 


OJ000303 17. 0330. C2. 


olO.gs 


Method 


GENSCAN 








Start 


28114 




End 


29075 








GI 


none 




Score 


.82 








Exons 


28114. .28174, 28323. 


.28503, 


28529.. 29075 








Seq. No. 


42428 




Seq. ID 


OJ000303 


17. 


0330 


.C2 


bene no. 


QQ'iQ A 




Strand 


+ 








Start 


57802 




End 


62094 








Name 


OJ000303 17. 0330. C2. 


o21 . gs 


Method 


GENSCAN 








Start 


57802 




End 


61914 








GI 


none 




Score 


.92 








Exons 


57802. .57927, 57932. 


.58202, 


58875. .59598, 59646. 


.59718, 






60474. .60624, 61796. 


.61914 












oeq. NO. 


AO A OQ 




Seq. ID 


OJ000303_ 


17. 


0330 


no 


Gene No. 


88384 




Strand 


+ 








Start 


57802 




End 


62094 








Name 


OJ000303 17. 0330. C2. 


o5.gp 


Method ■ 


AAT/GAP 








Start 


59110 




End 


59371 








GI 


2310809 




Score 


500 








Exons 


59110. .59371 














oeq. NO. 


AO AOQ 




Seq. ID 


OJ000303_ 


17. 


0330 


no 


Gene No. 


88384 




Strand 


+ 








Start 


57802 




End 


62094 








Name 


OJ000303 17. 0330. C2. 


o6.gp 


Method 


AAT/GAP 








Start 


60543 




End 


62094 








GI 


2798227 




Score 


787 








Exons 


60543. .60624, 60710. 


.60788, 


61796. . 62094 








Seq. No. 


42428 




Seq. ID 


OJ000303_ 


17. 


0330 


.C2 


Gene No. 


88385 




Strand 










Start 


1628 




End 


3314 








Name 


OJ000303 17. 0330. C2. 


ol .np 


Method 


AAT/NAP 








Start 


1628 




End 


3314 








GI 


6721516 




Score 


594 








Exons . - 


1628.. 1729, 1820.;:1892, 2330 


..2669, 3080.. 3314 









42811 



GI Descrip. (AP001072) hypothetical protein [Oryza sativa] 





Seq. No. 


42428 


Seq. ID 


OJ000303_17.0330.C2 




Gene No. 


88386 


Strand 






Start 


10434 


End 


13244 




Name 


OJ000303 17.0330.C2.o3.gs 


Method 


GENSCAN 




Start 


10434 


End 


13205 




GI 


none 


Score 


.47 




Exons 


10434. .10535, 10817 .. 10863, 


11080. .11291, 12663. .12812, 






12862. .12963, 13081.. 13205 








Seq. No. 


42428 


Seq. ID 


OJ000303_17.0330.C2 




Gene No. 


88386 


Strand 






Start 


10434 


End 


13244 




Name 


OJ000303 17.0330.C2.o2.gp 


Method 


AAT/GAP 




Start 


12911 


End 


13244 




GI 


2427798 


Score 


660 




Exons 


12911. .13244 . . 








Seq. No. 


42428 


Seq. ID 


OJ000303_17.0330.C2 




Gene No. 


88387 


Strand 






Start 


17974 


End 


18363 




Name 


OJ000303 17.0330.C2.o3.gp 


Method 


AAT/GAP 




Start 


17974 


End 


18363 




GI 


84553 1.R1084 


Score 


658 




Exons 


17974. .18363 ' 








GI Descrip. 


M176420/dbj IBAA37167I 2 . Oe 


-11 (AB008097) cytochrome P450 


Fy 




[Arabidopsis thaliana] ' 








Seq. No. 


42428 


Seq. ID 


OJ000303_17 . 0330 . C2 




Gene No. 


88388 


Strand 




=^ 


Start 


22687 


End 


25033 


f y 


Name 


OJ000303 17.0330.C2.o3.np 


Method 


AAT/NAP 




Start 


22687 


End 


25033 




GI 


5734765 


Score 


62 




Exons 


22687. .22712, .24923. .25033 








GI Descrip. 


(AC007651) Very similar to 


amino acid 


transporter [Arabidopsis 






thaliana] 








Seq. No. 


42428 


Seq. ID 


OJ000303_17.0330.C2 




Gene No. 


88389 


Strand 






Start 


25782 


End 


26516 




Name 


OJ000303 17.0330.C2.o9.gs 


Method 


GENSCAN 




Start 


25782 


End 


26516 




GI 


none 


Score 


.75 




Exoris 


25782. .26516 








Seq. No. 


42428 


Seq. ID 


OJ000303_17 .0330.C2 




Gene No. 


88390 


Strand 






Start 


29599 


End 


30187 




Name 


OJ000303 17, 0330. 02. oil. gs 


Method 


GENSCAN 




Start 


29599 


End 


30187 




GI 


none 


Score 


.68 




Exons 


29599. .30004, 30069.. 30187 








Seq. No. 


42428 


Seq. ID 


OJ000303_17.0330,C2 




Gene No. 


88391 


Strand 





42812 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



32825 End 35985 

OJ000303_17.0330.C2.o5.np Method AAT/NAP 

32199 End 35908 

7449055 Score 61 

32199. .32225, 34405 .. 34544 , 35822.. 35908 

probable amino acid transport protein F19I3.19 - Arabidopsis 
thaliana gi| 3033391 1 gb | AAC12835 . 1 1 (AC004238) putative amino 
acid transporter [Arabidopsis thaliana] 



Seq. No. 


42428 




Seq. ID 


OJ000303_17. 




Gene No. 


88391 




Strand 






Start 


32825 




End 


35985 




Name 


OJ000303 17. 0330. C2, 


. ol2 .gs 


Method 


GENSCAN 




Start 


32825 




End 


33385 




GI - 


none 




Score 


1 




Exons 


32825. .33385 










Seq. No. 


42428 




Seq. ID 


OJ000303_17. 


U J JU . 


Gene No. 


88391 




Strand 






Start 


32825 




End 


35985 




Name 


OJ000303 17. 0330. C2 


.ol3.gs 


Method 


GENSCAN 




Start 


33829 




End 


35066 




GI 


none 




Score 


.64 




Exons 


33829. .33881, 34248 


. .34578, 


35040. .35066 




Seq. No. 


42428 




Seq. ID 


OJ000303_17. 




Gene No. 


88391 




Strand 






Start 


32825 




End 


35985 




Name 


OJ000303 17. 0330. 02 


.ol4 .gs 


Method 


GENSCAN 




Start 


35417 




• End 


35985 




GI 


none 




Score 


.65 




Exons 


35417. .35790, 35835 


. .35985 








Seq. No. 


42428 




Seq. ID 


OJ000303_17. 


0330. C2 


Gene No. 


88392 




Strand 






Start 


37630 ' 




End 


39066 




Name 


OJ000303 17. 0330. C2 


.ol5.gs 


Method 


GENSCAN 




Start 


37630 




End 


39066 




GI 


none 




Score 


.6 




Exons 


37630. .37661, 38583 


. .39066 








Seq. No. 


42428 




Seq. ID 


OJ000303_17. 


0330. C2 


Gene No. 


88392 




Strand 






Start 


37630 




End 


39066 




Name 


OJ000303 17. 0330. C2 


.06. np 


Method 


AAT/NAP 




Start 


38507 




End 


39055 




GI 


1707022 




Score 


91 




Exons 


38507. .39055 










GI Descrip. 


(U78721) putative proline-rich protein 


[Arabidopsis thaliana] 


Seq. No. 


42428 




Seq. ID 


OJ000303_17. 


0330. C2 


Gene No. 


88393 




Strand 






Start 


41293 




End 


41868 




Name 


OJ000303 17. 0330. C2 


.ol6.gs 


Method 


GENSCAN 




Start 


41293 




End 


41868 




GI 


none 




Score 


.99 




Exons 


41293.. 41868 











42813 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42428 Seq. ID OJ000303_17 . 0330 . C2 

88393 Strand 

41293 End 41868 

OJ000303_17 . 0330 . C2 . o7 . np Method . AAT/NAP 

41305 End 41861 

7487528 Score 119 

41305.'.41861 

hypothetical protein T29F13.9 - Arabidopsis thaliana 
gi|3132475|gb|AAC16264.1| (AC003096) putative proline-rich 
glycoprotein [Arabidopsis thaliana] 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42428 Seq. ID 

88394 Strand 

42827 End 

OJ000303_17 . 0330.C2 .ol7 .gs Method 

42827 End 

none Score 



OJ000303_17.0330.C2 

48177 
GENSCAN 
48177 
.89 



42827. .42934, 434 48. .43550, 4 6531- 
47733. .48177 



.46683, 47134. .47194, 



Seq. No. 42428 Seq. ID 

Gene No. 88395 Strand 

Start 49973 End 

Name OJ000303_17 . 0330 .C2 .ol8 . gs Method 

Start 49973 End 

GI none Score 

Exons 49973. .50536 



OJ000303_17.0330.C2 

50536 
GENSCAN 
50536 
1 



Seq. No. 42428 , Seq. ID 

Gene No. 88396 Strand 

Start 52525 End 

Name OJ000303_17 . 0330 . C2 . ol9 . gs Method 

Start 52525 End 

GI none Score 

Exons 52525.. 53082 



OJ000303_17.0330.C2 

53082 
GENSCAN 
53082 
1 



Seq. No. 42428 Seq. ID 

Gene No. 88397 Strand 

Start 55422 End 

Name OJ000303_17 . 0330 . C2 . o20 . gs Method 

Start 55422 End 

GI none Score 

Exons 55422.. 56006 



OJ000303_17.0330.C2 

56006 
GENSCAN 
56006 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42428 
88398 
62954 

OJ000303_17 . 0330 . C2 . o22 . gs 
62954 



OJ000303 17. 0330. C2 



none 
62954. 
65042. 
65894. 

42428 
88398 



Seq. ID _ 
Strand 

End 66902 
Method GENSCAN 
End 66902 
Score . 68 
63098, 63757. .64125, 64 4 19 .. 64 669, 64801 .. 64890, 
65140, 65221. .65334, 65431 .. 65536, 65642 .. 65721, 
66154, 66252. .66443, 66615.. 66902 



Seq. ID 
Strand 



OJ000303 17. 0330. C2 



42814 



start 
Name 
Start 
GI 

Exons 



GI Descrip. 



62954 End 66902 

OJ000303_17 . 0330 . C2 . o8 . np Method AAT/NAP 

63936 • . End 66881 

6682628 Score 1361 

63936. .64125, 64419 64669, 64801 64890, 65042 65140, 

65221. .65334, 65431 65536, 65642 .. 65721 , 65933 66154 , 

66252. .66488, 66615.. 66881 

' (AC016163) putative ATP-dependent RNA helicase [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000303_17.0330.C2 
Strand 

67227 
AAT/GAP 
67227 
306 



42428 
88399 
67031 

OJ000303_17 , 0330 . C2 . o7 . gp 
67031 

24989_1.R1084 
67031. .67227 

'5042437/gb|AC007789.1|AC007789 2.0e-13 Oryza sativa BAG T49B20 
genomic sequence, complete sequence' 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42428 
88400 
68218 

OJ000303_17.0330.C2.ol.ts 

8060 

none 

8060. .8080, 
9456. .9593, 
9996. .10094, 
10233. .10481 
10746. .11009 



17. 0330. C2 



Seq. ID OJ000303_ 
Strand 

End 71641 

Method TBLASTX : Soybean 

End 21021 

Score 34 



)64 



10836. .11009, 
18921. .19091, 
19556. .19606, 
19949. .20122, 
20159. .20404, 
20453. .20581, 
20660. .20719, 
20741. .20857, 



8211. .8333, 8547. .8717, 8574. .8717, 
9561.. 9683, 95 
10098. .10358, 
10248. .10496 
10782. .11012 
11070 



.11243, 
19166. .19396, 
19643. .19783, 
20018. .20158, 
20237. .20443, 
20630. .21019, 
20666. .20929, 
20743. .21021, 



9677, 9621.. 9662, 
10155. .10565, 10161. 
10383. .10565, 10446 
10802. .11170, 10824 
18756. .19040, 18849 
19268. .19540, 19346 
19871. .19975, 19934 
20138. .20458, 20147 
20261. .20353, 20441 
20660. .20764, 20660 
20684. .20935, 20684 
20795. .20860 



8763. .8855, 
9786. .9923, 

.10421, 

. .10559, 

. .11012, 

. .19031, 

. .19540, 

. .20122, 

. .20404, 

. .20548, 

. .20857, 

. .20938, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42428 Seq. ID 

88400 Strand 

68218 End 

OJ000303_17 . 0330 . C2 . o2 . tw Method 

9576 End 

none Score 



OJ000303_17.0330.C2 
71641 

TBLASTX: Wheat 

21007 

65 



9576.. 9674, 9576.. 9683, 10194 .. 104 96, 10377 .. 10565, 
10605. .10658, 10752. .11081, 10895 .. 11143, 10931 .. 11092, 
18555. .18647, 1884 9 .. 19040, 18909 19091, 19160 .. 19270, 
19271. ,19540, 20150. .20269, 20627 .. 20980, 20963.. 21007 



Seq. No. 42428 Seq. ID 

Gene No. 88400 Strand 

Start 68218 End 

Name OJ000303_17 . 0330 . C2 . ol . tm Method 

Start 9948 End 

GI none Score 



OJ000303_17.0330.C2 
71641 

TBLASTX: Maize 

20938 

59 



42815 



Exons 



9948.. 10061, 10110. .10304, 10173 10304 , 10289 10558 , 
10302. .10655, 10395. .10496, 10839 .. 11009, 18912 .. 19058, 
19160. ,19423, 191.60. .19330, 19271 .. 19408 , 19951 204 15, 
19952. .20431, 20027 .. 20440, 20028 20432 , 20432 .. 20497, 
20440. .20496, 20666 .. 20725, 20795 .. 20938 , 20831.. 20932 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42428 
88400 
68218 

OJ000303_17.0330.C2.o2.tc 
10380 



OJ000303 17.0330. C2 



none 
10380. 
20222. 
20630. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.10514, 10401.. 10565, 10811.. 10936, 19361 .. 194 92, 
.20341, 20243. .20410, 2024 5 .. 20406, 204 11 .. 20539, 
.20806, 20677.. 20787 



71641 

TBLASTX: Cress 

20806 

77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42428 
88400 
68218 

OJ000303_17.0330.C2.o6.tm 

58946 

none 

58946. .58978, 59027 .. 59065, 
59231. .59332, 59231 .. 59401, 

42428 
88400 
68218 

OJ000303_17.0330.C2.o4.tm 

59562 

none 

59562. .59720, 
60471. .60578, 



59565. .59720, 
60473. .60580, 



Seq. ID OJ000303_17.0330.C2 

Strand 
■ End 71641 

Method TBLASTX : Mai ze 

End 59402 

Score 50 
59120. .59245, 59180 59266, 
59280. .59402 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_17.033O.C2 
71641 

TBLASTX: Maize 

60580 

134 



59572. 
60482, 



.59721, 
.60580 



60471. .60578, 



Seq. No. 42428 

Gene No. 88400 

Start 68218 

Name OJ000303_17 . 0330 .C2 . p4 . ts 

Start 59568 

GI none 

Exons 59568. .59720, 
60709. .60774, 



59575. .59721, 
60710. .60772 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_17.0330.C2 
71641 

TBLASTX : Soybean 

60774 

217 



60471. .60626, 60482. .6058 9, 



Seq. No. 42428 Seq. ID 

Gene No. 88400 Strand 

Start 68218 End 

Name 0 J000303_17 . 0330 . C2 . ol . tw Method 

Start 59654 End 

GI none Score 
Exons 



OJ000303_17.0330.C2 
71641 

TBLASTX: Wheat 

60789 

84 



59654. .59719, 59655 .. 59720, 59656 .. 59721 , 60471 .. 60623, 
60472. .60627, 60472 ,. 60618, 60708 .. 60755, 60709 .. 60789, 
60709. .60786, 60710.. 60787 



Seq. No. 42428 Seq. ID 

Gene No. 88400 Strand 

Start 68218 End 

Name OJ000303 17 . 0330 ' C2 . ol . tc . Method 



OJ000303_17.0330.C2 
71641 

TBLASTX: Cress 



42816 




start 


63873 




End 


65728 






GI 


none 




Score 


198 








63873 63998. 64071 


. 64136, 


64418. .64669, 64443 


. . 64661, 






64804 64890, 65034 


. 65141, 


65042. .65152, 65084 


. . 65143, 






65221 65295 65221 


65328. 


65243. .65326, 65425 


. . 65457, 






65431 65535. 65641 


. 65727, 


65642. .65728 








42428 




Seq. ID 


OJ000303 


17 . 0330. 


C2 




88400 




Strand 








Start 


68218 




End 


71641 






Name 


OJ000303 17. 0330. C2. 


o3.tm 


Method 


TBLASTX: 


Maize 




Start 


63876 




End 


64596 






VJ J. 


none 




Score 


53 








63876 63998, 63956 


. 64027, 


63971. .64024, 64054 


. . 64131, 






64065 64136. 64066 


. 64134, 


64418. .64594, 64419 


a . 64595, 






64420 64596 












Seq. No. 


42428 




Seq. ID 


OJ000303 


_17.0330- 


C2 


Gene No. 


88400 




Strand 








Start 


68218 




End 


71641 






Name 


OJ000303 17 0330. C2 


o5 . ts 


Method 


TBLASTX: 


Soybean 




Start 


64418 ~ 




End 


64672 






\j± 


none 




Score 


221 








64418 64672 64419 


. 64661, 


64421.. 64672 






Oc;^ . vi\J • 


•a <1 ^ O 




Seq. ID 


OJ000303 


17 0330 


C2 




OO *±\J\J 




Strand 










fift^l ft 




End 


71641 






Name 


OJ000303 17. 0330. C2. 


o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


65054 




End 


65520 






GI 


none 




Score 


116 






F von Q 


65054 65143 65054 


65143 


65065. .65148, 65221 


65328, 






65222 65329 65222 


65332 


65430. .654 


30, 65431 


. . 65475, 






65431 65493 65432 


. 65494, 


65470. .65520, 65487 


. . 65519, 






65491 65520 












Seq. No. 


42428 




Seq. ID 


OJ000303 


_17.0330. 


C2 


Gene No. 


88400 




Strand 








Start 


68218 




End 


71641 






Name 


OJ000303 17 0330 C2 


o5 • tm 


Method 


TBLASTX : 


Mai ze 






65936 ~ 




End 


66157 






GI 


none 




Score 


73 






R von 


65936 66157. 65970 


. 66143 










Seq. No. 


42428 




Seq. ID 


OJ000303 


_17.0330. 


C2 


Gene No. 


88400 




Strand 








Start 


68218 




End 


71641 






Name 


OJ000303 17 0330. C2. 


o6 . ts 


Method • 


TBLASTX: 


Soybean 




Start 


65955 ~ 




End 


66157 






GI 


none 




Score 


213 






Rvon 


65955 66155- 65963 


66157. 


65964. .66155, 65972 


. . 66157 




Seq. No. 


42428 




Seq. ID 


OJ000303 


_17.0330, 


C2 


Gene No. 


88400 




Strand 








Start 


68218 




End 


71641 






Name 


OJ000303 17. 0330. C2. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start - 


66252 




End 


66855 







42817 





GI 


none 








Score 


136 








Exons 


66252. 


.66491, 


66253. 


.66489, 


66591. ,66851, 66673 


. ,66855 






Seq. No. 


42428 








Seq, ID 


OJ000303_ 


_17.0330 


.C2 




Gene No. 


88400 








Strand 










Start 


68218 








End 


71641 








Name 


OJ000303 17.0330. C2. 


o3. tc 


Method 


TBLASTX: Cress 






Start 


66264 








End 


66701 








GI 


none 








Score 


98 








Exons 


66264. 


.66335, 


66360. 


.66491, 


66376. .66489, 66591 


. .66632, 








66627. 


.66701 
















Seq. No. 


42428 








Seq, ID 


.OJ000303_ 


_17.0330 


.C2 




Gene No. 


88400 








Strand 










Start 


68218 








End 


71641 








Name 


OJ000303 17. 0330. C2. 


o8 . gp 


Method 


AAT/GAP 








Start 


67994 








End 


68940 








GI 


none 








Score 


1042 








Exons 


67994. 


.68310, 


68394. 


.68461, 


68550. . 68598, 68696 


. .68778, 








68880. 


.68940 
















Seq. No. 


42428 








Seq. ID 


OJ000303 


_17.0330 


.C2 




Gene No. 


88400 








Strand 










Start 


68218 








End 


71641 








Name 


OJ000303 17. 0330. C2. 


o23.gs 


Method 


GENSCAN 






? ~ 


Start 


68218 








End 


69604 






III 


GI 


none 








Score 


.74 






f LJ 


Exons 


68218. 


.68310, 


68394. 


.68461, 


68550, .68598, 68696 


. ,68778, 




Id 




68880. 


,69003, 


69369. 


.69466, 


69535, .69604 






* " 


Seq. No. 


42428 








Seq. ID 


OJ000303 


_17,0330 


.C2 




Gene No. 


88400 








Strand 










Start 


68218 








End 


71641 








Name 


OJ000303 17. 0330. C2. 


o3. ts 


Method 


TBLASTX: 


Soybean 






Start 


68537 








End 


70398 






^ :-5 


GI 


none 








Score 


65 








Exons 


68537. 


.68599, 


68548. 


.68601, 


68662. .68778, 68684 


. .68803, 




i J 




68696. 


.68794, 


68875. 


.69003, 


68882. .69004, 69363 


, .69467, 








69364. 


.69468, 


69366. 


.69482, 


69531. .69623, 69533 


. .69625, 




E r 




69680. 


.69763, 


69691, 


.69765, 


69849. .69932, 70047 


. .70103, 








70143. 


.70220, 


70183, 


.70233, 


70339. .70398, 70340 


. .70396 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
69365. .69466, 
70138. .70217, 



OJG00303 17. 0330. C2 



42428 
88400 
68218 

OJ000303_17.0330.C2.o9,np 
68681 
7487482 

68681. .68811, 68880 69002, 69365 .. 69466, 69535 ,. 69617, 
69692. .69762, 69852 69933, 70138 .. 70217, 70345 ,. 70438, 
71610. .71641 

hypothetical protein T27E13,9 - Arabidopsis thaliana 

gi I 3150403 I gb IAAC16955.il {AC004165) hypothetical protein 

[Arabidopsis thaliana] 



71641 
AAT/NAP 
71641 
529 

69535, 
70345. 



Seq. No. 
Gene No. 



42428 
88400 



Seq. ID 
Strand 



.OJ000303 17. 0330. C2 



42818 





Start 


68218 


End 


71641 




Name 


OJ000303 17 . 0 J30 . C2 . oy . gp 


Method 


AAT/GAP 




Start 


69868 


End 


70887 




GI 


LIB3474-005-P1-K1-D1 


Score 


449 




Exons 


69868. .69933, 70138 70217, 


70345. .70396, 70823.. 70887 




GI Descrip. 


•3150403 l.Oe-09 (AC004165) 


hypothetical protein [Arabidopsis 






thaliana] ' 








Seq. No. 


42429 


Seq. ID 


OJ000303 17. 0330. C3 




Gene No. 


88401 


Strand 


+ 




. Start 


259 


End 


5306 




Name 


OJ000303 17.0330.C3.ol.gs 


Method 


GENSCAN 




. Start 


259 


End 


5306 




GI 


none 


Score 


.81 




Exons 


259.. 401, 1085.. 1253, 1636.. 


1682, 2245 


..2373, 3175.. 3259, 






3689.-3769, 5205.. 5306 








Seq. No. 


42429 


Seq. ID 


OJ000303_17.0330.C3 




Gene No. 


88401 


Strand 


+ 




Start 


259 


End 


5306 




Name 


OJ000303 17.0330.C3.ol.gp 


Method 


AAT/GAP 




Start 


3679 


End 


4434 




GI 


2796811 


Score 


307 




Exons 


3679.-3769, 4306.. 4434 






. ^ 


Seq. No. 


42429 


Seq. ID 


OJ000303_17.0330.C3 




Gene No. 


88402 


Strand 






Start 


6422 


End 


9685 




Name 


OJ000303 17.0330.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


208 


End 


1253 




GI 


none 


Score 


240 




Exons 


208. .402, 240. .404, 244. .402 


, 246. .404 


, 930.. 1025, 932.. 1027, 






934.. 1026, 934.. 1038, 1165.. 


1233, 1168 


. .1248, 1169. .1249, 



1170. .1253 



- 1=; 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42429 
88402 
6422 

OJ000303_17 . 0330 . C3 . o2 . tm 

1599 

none 

1599. .1685, 1606. .1686, 1630. 
2239.. 2373, 2240. .2374, 2245. 
3638.. 3772, 3686. .3772 

42429 
88402 
6422 

OJ000303_17 . 0330 . C3 . o2 . gs 

6422 

none 

6422- .6601, 
8012.. 8194, 8271 
9604. .9685 



6764.. 6931, 7168. 
8454, 8960. 



Seq. ID OJ000303_17.0330.C3 
Strand 

End 9685 
Method TBLASTX : Maize 
End 3772 
Score 82 

.1683, 1635. .1685, 2190. .2369, 
.2394, 3121.. 3264, 3176.. 3262, 



Seq. ID OJ000303_17.0330.C3 
Strand 

End 9685 
Method GENSCAN 
End 9685 
Score .86 

.7381, 7464.-7526, 7601. .7743, 
.9031, 9101.. 9212, 9303.. 9378, 



Seq. No. 
Gene No. 



42429 
88402 



Seq- ID OJ000303_17.0330.C3 
-Strand 



42819 



In 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6422 End 9685 

OJ000303_17.0330.C3.o2.gp Method AAT/GAP 

6459 End 7297 

LIB3431-006-P1-K1-H11 Score 726 

6459. .6490, 6598. .6684, 6764. .6931, 7168. .7297 

'225174/prf I 1 1210248A 2.0e-ll glutelin precursor [Oryza sativa] • 



42429 
88402 
6422 

OJ000303_17 . 0330 . C3 . ol . np 

6622 

7327822 



Seq. ID OJ000303_17.0330-C3 
Strand 

End 9685 

Method AAT/NAP 

End 9685 

Score 717 



6622.. 6675, 6750.. 6931, 7168.. 7381, 7464.. 7526, 7601. 
8012. .8194, 8271. .8444, 9076. .9212, 9303. .9384, 9475, 
9599.-9685 

(AL161946) putative protein [Arabidopsis thaliana] 



.7743, 
.9550, 



42430 Seq. ID 

88403 Strand 

207 End 

OJ000303_16 . 0331 . 01 . ol , gs Method 

207 End 

none Score 
207.. 438 



OJ000303_16.0331.C1 
+ 

438 

GENSCAN 

438 

.41 





Seq. No. 


42431 


Seq, ID 


OJ000303_16.0331 


.C2 




Gene No. 


88404 


Strand 


+ 






Start 


1 


End 


1992 






Name 


OJ000303 16.0331.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1381 






GI 


6742729 


Score 


974 






Exons 


1..177, 226. .1381 










GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 








Seq. No. 


42431 


Seq. ID 


OJ000303_16.0331 


,C2 




Gene No. 


88404 


Strand 


+ 




- ^ 


Start 


1 


End 


1992 






Name 


OJ000303 16.0331.C2.ol.gs 


Method 


GENSCAN 






Start 


42 


End 


1808 




El 


GI 


none 


Score 


.8 






Exons 


42. .1808 










Seq. No. 


42431 


Seq. ID 


OJ000303_16.0331 


.C2 




Gene No. 


88404 


Strand 


+ 






Start 


1 


End 


1992 






Name 


OJ000303 16.0331.C2.o2.tw 


Method 


TBLASTX: Wheat 






Start 


212 


End 


545 






GI 


none 


Score 


65 






Exons 


212. .328, 222. .425, 224. .424, 


461. .544 


, 462.. 545 






Seq. No. 


42431 


Seq. ID 


OJ000303_16.0331 


.C2 




Gene No. 


88404 


Strand 


+ 






Start 


1 


End 


1992 






Name 


OJ000303 16.0331.C2.o2.tm 


Method 


TBLASTX: Maize 






Start 


228 


End 


416 






GI 


none 


Score 


162 





42820 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



228. .347, 230. .337, 354. .416 

42431 
88404 
1 

OJ000303__16.0331.C2.ol.tm 

453 

none 

453. .938, 470. .646, 782. .931 



Seq. ID OJ000303_16.0331.C2 



Strand 
End 

Method 

End 

Score 



+ 

1992 

TBLASTX: Maize 

938 

294 



42431 Seq. ID OJ000303 

88404 Strand + 

1 End 1992 

OJ000303_1 6 . 0331 . C2 . ol . gp Method AAT/GAP 

534 End 1992 

5002953 Score 1280 

534.. 665, 924.. 1333, 1811.. 1992 
4680203/gb | AAD27566 . 1 | AF114171_7 1 . Oe-39 
protein [Sorghum bicolor] 



16. 0331. C2 



(AF114171) TNP2-like 



42431 
88404 
1 

OJ000303_1 6 . 0331 . C2 . ol . tw 

549 

none 



Seq. ID OJ000303_16.0331.C2 



Strand 
End 

.;Method 
End 
Score 



+ 

1992 

TBLASTX: Wheat 

1736 

492 



549.. 1091, 593.. 1039, 1110 .. 1271, 1127 .. 1267 , 1275.. 1466, 
1310. .1450, 1455. .1502, 1506. .1547, 1509. .1547, 1571. .1648, 
1572. .1676, 1677. .1736 



42431 
88404 
1 

OJ000303_16.0331.C2.ol.tc 

836 

none 



Seq. ID OJ000303_16.0331.C2 



Strand 
End 

Method 

End 

Score 



+ 

1992 

TBLASTX: Cress 

1262 

209 



836. .1039,. 840. .1091, 1110.. 1262, 1127.. 1249 



42432 Seq. ID 

88405 Strand 

78 End 

OJ000303_16 . 0331 . C3 . ol . gs Method 

78 End 

none Score 
78. .120, 163. .553 



OJ000303_16.0331.C3 
+ 

558 

GENSCAN 

553 

.61 



42432 Seq. ID 

88405 Strand 
78 End 
OJ000303_16 . 0331 . C3 . ol . np Method 
187 End 
728868 Score 
187. .558 

ANTER-SPECIFIC PROLINE-RICH PROTEIN APG (PROTEIN CEX) 
gi I 99824 Ipir M S16748 proline-rich protein - rape (fragment) 
gi|22597 |emb|CAA42924 I (X60376) proline-rich protein [Brassica 
napus ] 



OJ000303_16.0331.C3 
+ 

558 

AAT/NAP 

558 

211 



42821 



fcj G V.4 • • 


42432 


Seq. ID 


OJ000303_ 


16. 0331. C3 


f^e^ne No . 


88406 


Strand 


+ 




Start 


2414 


End 


13396 




Name 


OJ000303 16.0331.C3.o2.gs 


Method 


GENSCAN 




Start 


2414 


End 


13396 




GI 


none 


Score 


.78 




Exons 


2414. .2543, 2728. .3365, 3444. 


.4819, 4902. .5054, 


5152. .5410 




5849.. 5887, 6557.. 6704, 7405. 


.7484, 8442. .8571, 


9394. .9611 




9832. .11014, 11149. .11391, 11880 .. 12452, 12552.. 


12656, 




12726. .13396 








Seq. No. 


42432 


Seq. ID 


OJ000303_ 


16. 0331. C3 


Gene No. 


88406 


Strand 


+ 




Start 


2414 


End 


13396 




Name 


OJ000303 16.0331.C3.ol.gp 


Method 


AAT/GAP 




Start 


5228 


End 


5748 




GI 


LIB3431-001-P1-N1-B5 


Score 


766 




Exons 


5228. .5410, 5516. .5748 








GI Descrip. 


' 4680203/gb 1 AAD27566 . 1 | AF114171_7 1 . Oe- 


-39 (AF114171) TNP2- 




protein. [Sorghum bicolor] ' 








Seq. No. 


42432 


Seq. ID 


OJ000303_ 


16. 0331. C3 


Gene No. 


88406 


Strand 


+ 




Start 


2414 


End 


13396 




Name 


OJ000303 16.0331.C3.o2.np 


Method 


AAT/NAP 




Start 


7386 


End 


8361 




GI 


7523486 


Score 


164 




Exons 


7386. .7484, 7524. .7690, 8248. 


.8361 






GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42432 


Seq. ID 


OJ000303_ 


16. 0331. C3 


Gene No. 


88407 


Strand 


+ 




Start 


22605 


End 


22707 




Name 


OJ000303 16.0331.C3.o3.gp 


Method 


AAT/GAP 




Start 


22605 


End 


22707 




GI 


LIB3477-003-P1-K1-E9 


Score 


.158 




Exons 


22605. .22707 









GI Descrip. ' 2498586/sp I Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42432 
88408 
25098 

OJ000303_16 . 0331 . C3 . o5 . gs 
25098 



none 
25098, 
28087, 
31308, 



.25118, 
.28271, 
.31396 



25799. 
28540. 



.25911, 
.28716, 



Seq. ID 
. Strand 
End 

Method 

End 

Score 

26802 

30704 



26913, 
30868, 



OJ000303_ 
+ 

31396 
GENSCAN 
31396 
.73 

27276 
31147 



16. 0331. C3 



.27394, 
.31263, 



Seq. No. 42432 Seq. ID 

Gene No. 88409 Strand 

Start 15117 End 

Name OJ000303_16 . 0331 . C3 . o2 . gp Method 

Start ■ 14959 End 



OJ000303_16.0331.C3 

18790 

AAT/GAP 

15210 



42822 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5004669 
14959. .15210 

42432 
88409 
15117 

OJ000303_16 . 0331 . C3 . o3 . gs 
15117 
none 



Score 



478 



Seq. ID OJ000303_16.0331.C3 
Strand 

End 18790 

Method GENSCAN 

End 18790 

Score .72 



15117. .15883, . 15985. .16063, 16285 .. 16482, 18716.. 18790 



42432 
88409 
15117 

OJ000303_16.0331.C3.o3.np 

17564 

7523486 

17564. .17599, 18352 .. 18517 , 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_16.0331.C3 

18790 
AAT/NAP 
18654 
142 



18557. .18654 



(APOO16.330 hypothetical protein [Oryza sativa] 



42432 
88410 
21043 

OJ000303_16.0331.C3.o4.np 
21043 
6498430 

21043. .21084, 21111.-21242, 22476. .22521 
(AP000815) hypothetical protein [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 16. 0331. C3 



22521 
AAT/NAP 
22521 . 
72 



42432 
88411 
32184 

OJ000303_16.0331.C3.o6.gs 

32184 

none 

32184. .32242, 33188 .. 33423, 
34560. .35186, 35508.. 36569 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_16.0331.C3 

36676 
GENSCAN 
36569 
.48 



33618. .33762, 34283 .. 34365, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 16. 0331. C3 



42432 
88411 
32184 

OJ000303_16.0331.C3.o5.np 
34559 
6539553 
34559.. 36676 

(AP000836) Similar to Oryza australiensis retrotransposon RIREl 
{D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



36676 
AAT/NAP 
36676 
3609 



42432 Seq. ID 

88411 Strand 

32184 End 

OJ000303_1 6 . 0331 . C3 . o2 . tw Method 

34 695 End 

none Score 



OJ000303_16.0331.C3 
36676 

TBLASTX: Wheat 

35171 

356 



34695. .35081, 34733. . 35080, 34774 .. 35082, 35096 .. 35170, 



42823 




35100. -.35171 





Seq. No. 


42432 




Seq. ID 


OJ00.0303_16.0331. 


C3 




Gene No. 


88411 




Strand 








Start 


32184 




End 


36676 






Name 


OJ000303 16.0331. C3. 


o3.ts 


Method 


TBLASTX : Soybean 






Start 


34823 




End 


35164 






GI 


none 




Score 


79 






Exons 


34823. .35032, .34902. 


.35027, 


35051. .35164, 35058.. 35138 






Seq. No. 


42432 




Seq. ID 


OJ000303_16.0331, 


C3 




Gene No. 


88411 




Strand 








Start. 


32184 




End 


36676 






Name 


OJ000303 16. 0331. C3. 


o2 . tm 


Method 


TBLASTX: Maize 






Start . 


35027 




End 


35364 






GI 


none 




Score 


142 






Exons 


35027. .35209, 35028. 


.35210, 


35206. .35349, 35209.. 35364 






Seq. No. 


42432 




Seq. ID 


OJ000303*_16.0331.C3 




Gene No. 


88411 




Strand 








Start 


32184 




End 


36676 






Name 


OJ000303 16. 0331. C3. 


o2. ts 


Method 


TBLASTX : Soybean 






Start 


35215 




End 


35522 




iJ 


GI 


none 




Score 


74 




)J 

r 11 


Exons 


35215. .35481, 35321. 


.35464, 


35471. .35521, 35481.. 35522 






Seq. No. 


42432 




Seq. • ID 


OJ000303_16.0331 


.C3 




Gene No. 


88411 




Strand 








Start 


32184 




End 


36676 




ly 


Name 


OJ000303 16. 0331. C3. 


o3. tw 


Method 


TBLASTX: Wheat 






Start 


35468 




End 


35920 




fii 


GI 


none 




Score 


90 




= 


Exons 


35468. .35581, 35576. 


.35920, 


35600. .35773 






Seq. No. 


42432 




Seq. ID 


OJ000303_16.0331 


.C3 


""4 


Gene No. 


88411 




Strand 






1^ 


Start 


32184 




End 


36676 




1 


Name 


OJ000303 16. 0331. C3. 


ol .tm 


Method 


TBLASTX: Maize 






Start 


35474 




End 


35921 






GI 


none 




Score 


61 






Exons 


35474. .35920, 35559. 


.35669, 


35603. .35785, 35739.. 35921 






Seq. No. 


42432 




Seq. ID 


OJ000303_16.0331 


.C3 




Gene No. 


88411 ' 




Strand 








Start 


32184 




End 


36676 






Name 


OJ000303 16. 0331. C3, 


ol. ts 


Method 


TBLASTX: Soybean 






Start 


35591 




End 


36055 






GI 


5509260 




Score 


60 






Exons 


35591. .36055, 35598, 


.35669, 


35742.-35837 






GI Descrip. 














Seq. No. 


42432 




Seq. ID 


OJ000303_16.0331 


.C3 




Gene No. 


88411 




Strand 








Start 


32184 




End 


36676 






Name 


Oj000303 16. 0331. C3 


. ol . tc 


Method 


TBLASTX: Cress 






Start 


35702 




End 


35962 






GI 


none 




Score 


282 





42824 



Exons 



35702. .35962 



Seq, No. 


42432 




Seq. ID 


OJ000303_16.0331,C3 


Gene No . 


88411 




Strand 




Start 


32184 




End 


36676 


Name 


OJ000303 16. 0331. C3. 


ol . tw 


Method 


TBLASTX: Wheat 


Start 


35975 




End 


36676 


GI 


none 




Score 


200 


Exons 


35975, .36214, 35976. 


.36134, 


35992.-36222, 35995 36192 , 




36243. .36674, 36266, 


.36676 






Seq, No. 


42432 




Seq. ID 


OJ000303_16 . 0331 . C3 


Gene No. 


88411 




Strand 




Start 


32184 




End 


36676 


Name 


OJ000303 16. 0331. C3. 


o4 . ts 


Method 


TBLASTX: Soybean 


Start 


36380 




End 


36676 


GI 


none 




Score 


102 


Exons 


36380. .36553, 36554. 


.36676 






Seq. No. 


42433 




Seq. ID 


OJ000303_16.0331.C4 


Gene No . 


88412 • 




Strand 


+ 


Start 


435 




End 


1792 


Name 


OJ000303 16. 0331. C4, 


ol . QS 


Method 


GENSCAN 


Start 


435 




End 


1768 


GI 


none 




Score ' 


.62 


Exons 


435. .501, 877. .1137, 


1162, . 


1326, 1498. 


.1522, 1548.. 1768 


Seq. No. 


42433 




Seq. ID 


OJ000303_16.0331.C4 


Gene No. 


88412 




Strand 


+ 


Start 


435 




End 


1792 


Name 


OJ000303 16. 0331. C4. 


ol .np 


Method 


AAT/NAP 


Start 


809 




End 


1792 


GI 


6069646 




Score 


323 


Exons 


809. .1792 








GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 
Arabidopsis thaliana chromosome II BAG 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



putative non-LTR 
[Oryza sativa] 

42433 



retroelement reverse 



II {AP001129) 
F9013 genomic 
transcriptase . 



Similar to 
sequence, 
(AC006248) 



OJ000303 16. 0331. C4 



Seq. ID _ 
Strand 

End 10932 
Method GENSCAN 
End 10209 
Score .71 

8185.. 8397, 8697.. 8833, 8977.. 9310, 9418.. 9504, 9605.. 9939, 
10107.. .10209 



88413 
8185 

OJ000303_16.0331.C4.o3,gs 

8185 

none 



42433 
88413 
8185 

OJ000303_16.0331.C4.o2.np 

8192 

3915635 



Seq. ID OJ000303__16.0331.C4 
Strand 

End 10932 

Method AAT/NAP 

End 10932 

Score 159 



8192. .8397, 8697. .8828, 9005. .9307, 9418. .9504, 9605, .9644, 
10892.. 10932 



42825 




GI Descrip. CYCLIN DELTA-1 gi | 2995130 |:i 
[Arabidopsis thaliana] 



Seq. No. 42433 

Gene No. 88414 

Start 10833 

Name OJ000303_16 . 0331 . C4 . o2 . tm 

Start 1312 

GI none 

Exons 1312.. 1401, 1317.. 1400, 1442 




ICAA58285I (X83369) cyclin delta-1 



Seq. ID OJ000303_16.0331.C4 
Strand 

End 13644 

Method TBLASTX : Mai ze 

End 1587 

Score 140 
.1585, 1483.. 1587 



Seq. No. 42433 

Gene No. 88414 

Start 10833 

Name OJ000303_16 . 0331 . C4 . ol . tm 

Start 8368 

GI none 

Exons 8368.. 8412, 8695.-8835, 8697. 

8979.. 9011, 9080.. 9202, 9087. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8825, 8697 
.9203, 9200 



OJ000303 16. 0331. C4 



13644 

TBLASTX: Maize 
9229 
176 

8855, 8978..-9019, 
9229 



Seq. No. 


42433 


Seq. ID 


OJ000303_16.0331 


.C4 


Gene No. 


88414 


Strand 






Start 


10833 


End 


13644 




Name 


OJ000303 16.0331.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


9080 


End 


9522 




GI 


none 


Score 


74 V. 




Exons 


9080. .9208, 9200. .9307, 9421 


. .9522 






Seq. No. 


42433 


Seq. ID 


OJ000303_16,0331 


.C4 


Gene No. 


88414 


Strand 






Start 


10833 


End 


13644 




Name 


OJ000303 16.0331.C4.o4.gs 


Method 


GENSCAN 




Start 


10833 


End 


13644 




GI 


none 


Score 


.5 




Exons 


10833. .11176, 12927. ,12992, 


13617. .13644 




Seq. No. 


42434 


Seq. ID 


OJ000303_16.0331 


.C5 


Gene No. 


88415 


Strand 


+ 




Start 


-1 


End 


660 




Name 


OJ000303 16.0331.C5.ol.gs 


Method 


GENSCAN 




Start 


1 


End 


660 




GI 


none 


Score 


.62 




Exons . 


1..67, 545. .660 









Seq. No. 42434 Seq. ID 

Gene No. 88416 Strand 

Start 300 End 

Name OJ000303_1 6 . 0331 . C5 . ol . np Method 

Start 300 End 

GI 7523486 Score 

Exons 300.. 561, 601.. 698 

GI Descrip. {AP001633) hypothetical protein [Oryza sativa] 



OJ000303_16.0331.C5 
698 

AAT/NAP 
698 
83 



Seq. No. 42435 Seq. ID OJ000303_ 

Gene No. 88417 Strand + 

Start 1829 End 14791 

Name OJ000303 16. 0331 .C6.ol .np Method AAT/NAP 



16. 0331. C6 



42826 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1829 End .6540 

544426 Score 64 

1829. .1869, 2267. .2424, 6515. .6540 

GLYCINE-RICH RNA-BINDING PROTEIN gi 1 100155 | pir | | S14857 
glycine-rich protein - carrot gi 1 18347 | emb | CAA4 1152 . 1 1 (X58146) 
glycine-rich protein [Daucus carota] gi | 445138 | prf | | 1908438A 
Gly-rich protein [Daucus carota] 



42435 
88417 
1829 

OJ000303_16.0331.C6.o2.gs 
3883 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3883. .3968, 6772. .6892, 7723. .8174, 8289.-8352, 8422. .8799, 
9150. .9208, 9481. .9796, 9884. .10024, 10631 .. 10755, 10867 .. 10975, 
11515. .11645, 11829. .11886, 11966 .. 14050, 14345 .. 14478, 
14555, ,14607, 14668.. 14791 



OJ000303_16.0331.C6 
+ 

14791 
GENSCAN 
14791 
-44 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9482. .10472 



42435 
88417 
1829 

OJ000303_16.0331.C6,o2.np 
4946 
6069646 

4946. .5082, 8716. .8877, 
(AP000616) similar to putative reverse 
[Oryza sativa] gi | 69071121 dbj | BAA90639 
Arabidopsis thaliana chromosome II BAG 
putative non-LTR retroelement reverse 
[Oryza sativa] 

42435 Seq. ID 

88418 Strand 
378 End 
OJ000303_16.0331.C6.ol.gs Method 
378 End 
none Score 
378, .463> 1154. .2574 ' 



OJ000303 
+ 

14791 
AAT/NAP 
10472 
433 



transcriptase 
II (AP001129) 
F9013 genomic 
transcriptase . 



16. 0331. C6 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ000303_16.0331.C6 

2574 
GENSCAN 
2574 
.45 



OJ000303 16. 0331. C6 



42435 Seq. ID 

88419 Strand 
9128 End 9210 

OJ000303_16.0331.C6.ol.gp Method AAT/GAP 
9128 End 9210 

LIB3479-006-Q6-K1-B11 Score 88 

9128. .9210 

'5734616/dbj IAP000391.1IAP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



42435 Seq. ID 

88420 . Strand 

9197 - End 
OJ000303_16.0331.C6.o3.tm . Method 

9197 End 

none Score 
9197.^9583, 9322.. 9507 



OJ000303_16.0331.C6 
9583 

TBLASTX: Maize 

9583 

296 



42827 



Seq. No. 


42435 


Cjene jno. 


O O *x ^ X 


Start 


JO / C 


Name 




Start 






none 


Exons 


QQTO QQ^^ QQQ1 1011'^ QQQ 


Seq. No. 


424oO 


Gene No. 


88422 


Start 


10886 


Name 


n.Tnnn'^n'^ 16 0*^31 C6 ol.tm 

\J\J \J \J \J •J \J ■J Xvl. \J ^ m \^ \J . J. . 


Start 


lUoOD 


GI 


none 


Exons 


inpQ^; inQTS inftftfi 10975. 




nOS7 11203. 11288.. 11356, 






Seq. No. 


42436 




O O 1 ^ o 


Start 


ouy 


Name 


Tr\riA'3n'3 i ^ PP r^1 oq 

uJUUUjUj ±d - U JoX . . o J. . go 


Start 


buy 




none 


Exons 


buy. .boo, iUoi..i-3^j 


Seq. No. 


42436 


Gene No . 


0 O fi Z fl 


Start 


bol / 


Name 


OjUUUoUJ 1 d • uo jx . bo . o j . gs 


Start 


boi / 


GI 


none 


Exons 


boi / . . /UUZ 


Seq. No. 


42437 


Gene No. 


88425 


otar u 


rs vZ U 


Name 


HTnon^n'^ i fi n'^'^i o9 nn 


Start 




GI 


D0D^U04 


Exons 


Ae:oc\ Af^^Q. RQfi9 604^ 


GI Descrip. 


(AliXX /ZD4 ; zwnuuu / . x iwxyz.ci 


Seq. No. 


42437 


Gene No. 


88425 


o uarc 


A 690 
'i oz u 


Name 


UJUUUOUj XO • U J JX . ^5 . vjx . 11^ 


Start 


ozol 


GI 


DOOZUO 4 


Exons 


5261. .5360 


GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


Seq. No. 


42437 


Gene No. 


88426 


Start 


9060 


Name 


OJ000303 16.0331.C9.*o3.np 



Seq. ID OJ000303_16.0331.C6 
Strand 

End 10441 

Method TBLASTX : Mai ze 

End 10441 

Score 86 

2. .10228, 10247. .10441 

Seq. ID OJ000303_16.0331.C6 
Strand 

End 11382 

Method TBLASTX : Maize 

End 11382 

Score 154 
11025. .11189, 11055. .11204, 
11289. .11357, 11289. .11357, 



Seq. ID OJ000303_16.0331.C8 

Strand + 

End 1343 

Method GENSCAN 

End 1343 

Score .89 



Seq. ID OJ000303_16.0331.C8 
Strand 

End 7002 

Method GENSCAN 

End 7002 

Score .94 



Seq. ID OJ000303_16.0331.C9 

Strand + 

End 6045 

Method AAT/NAP 

End 6045 

Score 82 



Seq. ID OJ000303_16.0331.C9 

Strand + 

End 6045 

Method AAT/NAP 

End 5360 

Score 71 



Seq. ID OJ000303_16.0331.C9 

Strand + 

End 12493 

Method AAT/NAP 



42828 




start 9060 End 10736 . 

GI 131136 Score 409 

Exons 9060.. 9477, 10688.. 10736 

GI Descrip. PHOTOSYSTEM I P700 CHLOROPHYLL A APOPROTEIN Al 

gi|72671|pir| IA1RZP7 photosystem I P700 apoprotein Al - rice 
chloroplast gi 1 11982 I emb I CAA33996 I (X15901) PSI P700 apoprotein 
Al [Oryza sativa] gi | 226605 | prf M 1603356AB photosystem I P700 
apoprotein Al [Oryza sativa] 



Seg. No. 


42437 


Seq, ID 


OJ000303_ 


16. 0331. C9 


Gene No. 


88426 


Strand 


+ 




Start 


9060 


End 


12493 




Name 


OJ000303 16.0331.C9.o4.np 


Method 


AAT/NAP 




Start 


10299 


End 


12493 




GI 


4539658 


Score . 


59 




F.vnn «; 


10299. .10386, 12460.. 12493 










(AF061282) serine carboxypeptidase-like protein 


[Sorghum 












Seq. No. 


42437 


Seq. ID 


OJ000303_ 


16. 0331. C9 














4 ft O -7 


End 


9833 




L>l CLLUC 


ninnn'^n'^ i n'^'^i pq n9 nci 

VJUUUUOUO J. O • UOO J. . ^-7 . * 


L ie UiivJU 


f;p.N<^rAN 






fl fi J J 


PnH 










Score 


. 49 






AA'^Q AfiOA ftf^n9 QTOO 


Qft ^1 

. • IPO o o 






Seg. No. 


42438 


Seq. ID 


OJ000303_ 


_16.0331.C12 


Gpne No - 


0 0 4^0 


^1" nH 






Start 






■J -J ^ 




Name 




Lie LliUU 






Start 






339 




GI 




Score 


. 9 




Exons 


114 99ft 9fi7 "^n? '^'^Q 








Seg. No. 


42438 


Seq. ID 


OJ000303_ 


_16.0331.C12 


Gene No . 


88429 


Strand 


+ 




Start 


6184 


End 


6780 




Name 


OJ000303 16.0331.C12.o3.gs 


Method 


GENSCAN 




Start 


6184 


End 


6780 




GI 


none 


Score 


.58 




Exons 


6184. .6780 








Seq. No. 


42438 


Seq. ID 


OJ000303_ 


_16.0331.C12 


Gene No. 


88430 


Strand 






Start 


761 


End 


5955 




Name 


OJ000303 16.0331.C12.o2.gs 


Method 


GENSCAN 




Start 


761 


End 


5955 




GI 


none 


Score 


.5 




Exons 


761. .798, 2006. .2134, 3131.. 


3245, 5758 


. .5955 




Seq. No. 


42438 


Seq. ID 


OJ000303_ 


_16.0331.C12 


Gene No. 


88431 


Strand 






Start 


7793 


End 


8101 




Name 


OJ000303 16.0331.C12.o4.gs 


Method 


GENSCAN 




Start 


7793 


End 


8101 




GI 


none 


Score 


.99 





42829 




Exons 


~ 7793. .8101 












Seq. No. 


42439 


Seq. ID 


OJ000303_ 


16 


.0331 


.014 


Gene No. 


88432 


Strand 










Start 


1 


End 


1309 








Name 


OJ000303 16.0331.C14.ol.np 


Method 


AAT/NAP 








Start' 


■ 1 


End 


1309 








GI 


7340881 


Score 


608 








Exons 


1..23, 453. .760, 816. .907, 992. .1115, 


1223. .1309 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42439 


Seq. ID 


OJ000303_ 


16 


.0331 


.014 


Gene No. 


88432 


Strand 










Start 


1 


End 


1309 








Name 


OJ000303_16. 0331 .014 .ol .gs 


Method 


GENSCAN 








Start 


113 


End 


1105 








GI 


none 


Score 


.61 








Exons 


113. .184, 456. .771, 816. .907, 


992. .1105 








Seq. No. 


42440 


Seq. ID 


OJ000113_ 


18 


.0328 


.01 


Gene No. 


88433 


Strand 


+ 








Start 


2205 


End 


2301 








Name 


OJ000113 18.0328.Cl.ol.gp 


Method 


AAT/GAP 








Start 


2205 


End 


2301 








GI 


none 


Score 


155 




- 




Exons 


2205. .2301 












Seq. No. 


42440 


Seq. ID 


OJ000113_ 


18 


.0328 


.01 


Gene No. 


88434 


Strand 










Start 


312 


End 


519 








Name 


OJ000113 18.0328.Cl.ol.gs 


Method 


GENSCAN 








Start 


312 


End 


519 








GI 


none 


Score 


.67 








Exons 


312.. 519 












Seq. No. 


42440 


Seq. ID 


OJ000113_ 


18 


.0328 


.01 


Gene No. 


88435 


Strand 










Start 


1848 


End 


2301 








Name 


OJ000113 18.0328.Cl.ol.np 


Method 


AAT/NAP 








Start 


1848 


End 


2301 








GI 


6815099 


Score 


91 








Exons 


1848.. 1971, 2270.. 2301 












GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42441 


Seq. ID 


OJ000113_ 


18 


.0328 


.02 


Gene No. 


88436 


Strand 


+ 








Start 


8939 


End 


12672 








Name 


OJ000113 18.0328.C2.o4.gs 


Method 


GENSCAN 








Start 


8939 


End 


12461 








GI 


none 


Score 


.78 








Exons 


8939. .9100, 9441. .9489, 9840. 


.9992, 10261.. 10397 


f 


10483 


. .10530, 




10710. .10835, 12315.. 12461 












Seq. No. 


42441 


Seq. ID 


OJ000113_ 


18 


.0328 


.02 


Gene No. 


88436 


Strand 


+ 








Start 


8939 


End 


12672 








Name 


OJ000113 18.0328.C2.ol.np 


Method 


AAT/NAP 









42830 



start 
GI 

Exons 



GI Descrip. 



8972 End 12483 

7469372 Score 311 

8972. .9100, 9441. .9489, 9840.. 9992, 10261 .. 10335, 104 60 10552, 
10741. .10831, 10929. .11084, 11445 11535, 11635 .. 11720, 
12005. .12054, 12309.. 12483 

hypothetical protein - Synechocystis sp. {strain PCC 6803) 
gil 1001312|dbj IBAA10799.il (D64006) hypothetical, protein 
[Synechocystis sp.] 



Seq. No. 


42441 


Seq. ID 


OJ000113 18. 


0328 .C2 


Gene No . 


88436 


Strand 


+ 




Start 


8939 


End 


12672 




Name 


OJ000113 18.0328.C2.o3.gp 


Method 


AAT/GAP 




Start 


11942 


End 


12672 




GI 


none 


Score 


804 




Exons 


11942. .12049, 12315. .12672 








Seq. No. 


42441 


Seq. ID 


OJ000113_18. 


0328. C2 


Gene No. 


88437 


Strand 


+ 




Start 


14430 


End 


16279 




Name 


OJ000113 18.0328.C2.o4.gp 


Method 


AAT/GAP 




Start 


14430 


End 


15989 




GI 


none 


Score 


738 




Exons 


14430. .14735, • 15896. ,15989 








Seq. No. 


42441 


Seq. ID 


OJ000113_18. 


0328. C2 


Gene No. 


88437 


Strand 


+ 




Start 


14430 " 


End 


16279 




Name 


OJ000113 18.0328.C2.o2.np 


Method 


AAT/NAP 




Start 


14558 


End 


16279 




GI 


6714413 


Score 


288 




Exons 


14558. .14735, 15896 .. 16005, 


16088.. 16279 




GI Descrip. 


(AC012328) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


42441 


Seq. ID 


OJ000113_18. 


0328. C2 


Gene No. 


88438 


Strand 






Start 


1 


End 


478 




Name 


OJ000113 18.0328.C2.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


478 




GI. 


none 


Score 


644 




Exons 


1..264, 362. .478 








Seq. No,. 


42441 


Seq. ID 


OJ000113_18, 


0328. C2 


Gene No. 


88439 


Strand 






Start 


963 


End 


4191 




Name 


OJ000113 18.0328.C2.o2.gs 


Method 


GENSCAN 




Start 


963 


End 


4191 




GI 


none 


Score 


.8 




Exons 


963.. 1043, 1220.. 1349, 2132 


..2262, 2354. .2488, 2847 


. .3043, 




3516.. 3656, 3870.. 4191 








Seq. No. 


42441 


Seq. ID 


OJ000113_18. 


0328-C2 


Gene No. 


88439 


Strand 






Start 


963 


End 


4191 




Name 


OJ000113 18.0328.C2.o2:gp 


Method 


AAT/GAP 




Start 


2206 


End 


2625 




GI 


2443041 


Score 


516 





42831 



Exons 



2206.. 2262, 2354.. 2625 



Seq. No. 42441 

Gene No. 88440 

Start 5904 

Name OJ000113_18 . 0328 . C2 . o3 . gs 

Start 5904 

GI none 

Exons 5904.. 6236 



Seq. ID OJ000113_18.0328.C2 
Strand 

End 6236 

Method GENSCAN 

End 6236 

Score "91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42441 
88441 
13600 

OJ000113_18. 
8881 . 
none 

8881. .8943, 
9441. .9488, 
10260. .10397 
10482. .10556 
10743. .10832 
10957. ,11007 
11434. .11535 
11640. .11723 
12303. .12404 



0328.C2.o2.tm 



9031.. 9108, 9032 
9838.. 9990, 9838 
, 10262. .10399, 
10483. .10551, 
10927. .10959, 
10960. .11007, 
11444. .11548, 
11939. .12052, 



Seq. ID OJ000113_18.0328.C2 
Strand 

16210 

TBLASTX: Maize 
12404 
37 

..9124, 9439. .9525, 9440. .9484, 
..9981, 9839. .9991, 9839. .9982, 
10263. .10397, 10264 10398 , 
10830, 10739. .10831, 
10956, 10932. .10964, 
11179, 11085. .11183, 
11549, 11639. .11713, 



End 

Method 

End 

Score 



10708 
10930 
11084 
11445 



11967. .12053, 12302. .12403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42441 Seq. ID 

88441 Strand 

13600 End 

OJ000113_18 . 0328 . C2 . o5 . gs Method 

13600 End 

none Score 



OJ000113_18.0328-C2 

16210 
GENSCAN 
15366 
.78 



13600. .13634, 14431 .. 14881, 15325. .15366 



42441 
88441 
13600 

OJ000113_18.0328.C2.ol.tc 
14588 - 
none 

14588. ,14734, 15900 .. 16001, 15901 .. 16008, 16088 .. 16210, 
16093.. 16176 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 18. 0328. C2 



16210 

TBLASTX: Cress 

16210 

152 



Seq. No, 42441 

Gene No, 88441 

Start 13600 

Name OJ000113_18 . 0328 . C2 . ol . tw 

Start 14588 

GI none 

Exons 14588. .14734, 14659. . 14751, 
15900. .16019 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_18.0328.C2 
16210 

TBLASTX: Wheat 

16019 

237 



15894. .16007, 15898 .. 16008 , 



Seq. No. 42441 

Gene No. 88441 

Start 13600 

Name OJ000113_18 . 0328 , C2 , ol . tm 

Start 14591 



Seq. ID OJ000113_18.0328.C2 
Strand 

End 16210 

Method TBLASTX: Maize 

End' 16210 



42832 



GI 


none 






Score 


221 




P von ^ 

ill lO 


14591. ,14734, 14 656 14751, 


15897. .16004, 15897 


16004, 




15898. .16017, 15898. .16005, 


16049. .16207, 16088 


. . 16210 


Seq. No. 


42442 






Seq. ID 


OJ000113 


_18.0328.C3 


Gene No. 


88442 






Strand 


+ 




91- Art 


159 






End 


366 






OJ000113 18 


.0328 


. C3.ol.gs 


Method 


GENSCAN 






159 






End 


366 




ox 


none 






Score 


.41 




F von ^ 


159. .366 












QciCf No 
o ^ . ithj . 


42442 






Seq. ID 


OJ000113 


18 0328 C3 


r^^ri^ No 


88443 






Strand 


+ 




C-j- art* 


3017 






End 


6875 




Name 


OJ000113 18 


.0328 


.C3.o2.np 


Method 


AAT/NAP 




Start 


1772 






End 


6875 




GI 


1931640 






Score 


820 




von ^ 


1772. .1834, 


2315 


..2389, 3134 


..3308, 3748. .3855, 


3987. .4082, 




4210, .4302, 


5242 


,.5330, 5833 


. .6056, 6215. .6339, 


6440. .6535, 




6763, .6875 












f^T Dp Tin 

ox L/COV^XX^a 


(U95973) Serine 


carboxypeptidase isolog [Arabidopsis thaliana' 


cjfirr No 


42442 






Seq. ID 


OJ000113 


_18.0328.C3 


Gene No. 


88443 






Strand 


+ 




Start 


3017 






End 


6875 






OJ000113 18 


.0328 


.C3.ol.np 


Method 


AAT/NAP 




O L, dX u 


1934 






End 


2045 




ox 


5852093 






Score 


49 




IT von c! 


1934. .2045 












ox L^CO^XXJ^. 


(AL117264) 


zwhl6 


.1 [Oryza sativa] 






Oca/T No 


42442 






Seq. ID 


OJ000113 


_18,0328.C3 


Gene No. 


88443 






Strand 


+ 




Start 


3017 






End 


6875 




Name 


OJ000113 18 


.0328 


.C3.o2.gs 


Method 


GENSCAN 




9+-art 
o u ox u 


3017 






End 


6868 




ox 


none 






Score 


.82 




T"* von ^ 


3017, .3308, 


3748 


..3855, 3987 


..4082, 4210. .4302, 


5242. .5330, 




5833, .6105, 


6191 


..6339, 6760 


. .6868 






^^PTT No 


42442 






Seq. ID 


OJ000113 


_18,0328.C3 


Gene No. 


88444 






Strand 






Start 


5450 






End 


6871 




Name 


OJ000113 18 


.0328 


.C3.o2.tc 


Method 


TBLASTX: 


Cress 


Start 


3127 






End 


4072 




ox 


none 






Score 


187 




R von <? 


3127. ,3309, 


3131 


.,3310, 3746 


.,3871, 3756, ,3869, 


3985. ,4056, 




3989. ,4072 












Sea. No. 


42442 






Seq, ID 


OJ000113 


_18,0328.C3 


Gene No. 


88444 






Strand 






Start 


5450 






End 


6871 




Name 


OJ000113 18 


.0328 


.C3.o2.tm 


Method 


TBLASTX:; 


Maize 


Start 


3127 






End 


4041 




GI 


none 






Score 


206 




Exons 


3127. .3270, 


.3128 


..3271, 3257 


..3310, 3728. .3871, 


3746. .3856, 



42833 






3756, , 3869, 


3985. , 4041, 


3986. 


.4039 ' 




Sea No 


42442 






Seq. ID 


OJ000113^18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Naitie 


OJ000113 18 


.0328.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3133 ~ 






End 


3835 


GI 


none 






Score 


184 




3133. .3255, 


3134 . . 3271, 


3257. 


,3310, 3268.. 3309, 3728.-3835, 




3756. . 3833 










Seq. No. 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Naiue 


OJ000113 18 


.0328 .03. o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3985 ~ 






End 


4292 


GI 


none 






Score 


123 


p vnn ^ 


3985 . . 4044 . 


3989. .4099, 


4206. 


.4292 




Seq. No. 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Nanie 


OJ000113 18 


.0328.C3.ol. 


to 


Method 


TBLASTX: Cress 


Start 


4203 ~ 






End 


6313 


GI 


none 






Score 


157 




4203 4322. 


4203 4298, 


5235. 


.5333," 5827. . 6075, 6212. .6313 


Seq. No. 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Name 


OJ000113 18 


.0328.C3.ol. 




Method 


AAT/GAP 


Start 


5450 "~ 






End 


6765 


GI 


none 






Score 


1069 


Exons 


5450. .5980, 


6735. . 6765 








Seq. No. 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Name 


OJ000113 18 


.0328.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5820 ~ 






End 


6072 


GI 


none 






Score 


340 


Exons 


5820. . 6053, 


5824 . . 6072 








Sea No 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Name 


OJ000113 18 


.0328.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


5820 






End 


6871 


GI 


none 






Score 


315 


Exon s 


5820. .6065, 


5833. . 6081, 


6205. 


.6342, 6206.. 6340, 6760.. 6870, 




6761. .6871 










Seq. No. 


42442 






Seq. ID 


OJ000113_18.0328.C3 


Gene No. 


88444 






Strand 




Start 


5450 






End 


6871 


Name 


OJ000113. 18 


.0328.C3.o3. 


tm 


Method 


TBLASTX: Maize 


Start * 


6187 






End 


6814 



42834 




Gi none Score 165 

Exons 6187.. 6312, 6188.. 6310, 6277.. 6315, 6434.. 6535, 6435.-6533, 

6760. .6813, 6761. .6814 





4^44^ 

*± *± J 




Seq. ID 


OJ000113 


18 0328. C4 




O O *a "i J 




Strand 


+ 










End 


7550 






OJ000113 18 


.0328.C4 .o2.np 


Method 


AAT/NAP 




O LdX. U 


5844 ~ 




End 


7550 




GI 


6721512 




Score 


51 




Exons 


5844. .5869, 


7414. .7550 










f AP0ni072 ) 


hypothetical protein [Oryza 


sativa] 






4944*^ 
1 ^ 1 1 ^ 




Seq. ID 


OJ000113_ 


18 . 0328 .C4 




O O *i *i t> 




Strand 






O L. a JL L. 






End 


3716 






OJ00nil3 18 


.0328.C4,ol.gs 


Method 


GENSCAN 




Start 


1379 ~ 




End 


3716 




GI 


none 




Score 


.86 




Exons 


1379. .1502, 


1840.. 2109, 2684. 


.2808, 3116.. 3253, 


3443. .3716 


Seq. No. 


42443 




Seq. ID 


OJ000113_ 


_18.0328-C4 


Gene No. 


88447 




Strand 






Start 


5168 




End 


7503 




Name 


OJ000113 18 


.0328.C4.o2.gs 


Method 


GENSCAN 




Start 


5168 




End 


7503 




GI 


none 




Score 


.81 




Exons 


5168. .5748, 


5754. .6044, 6171. 


.7503 







Seq. No. 42443 Seq. ID 

Gene No. 88447 Strand 

Start 5168 End 

Name OJ000113_18 . 0328 . C4 . ol . np Method 

Start 5403 End 

GI 6721562 Score 

Exons 5403.. 6084, 6301.. 6768, 7177.. 7278 
GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000113_18.0328.C4 

7503 
AAT/NAP 
7278 
4 62 



(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi I 6815087 I dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



42443 

88447 ' " 

5168 

OJ000113_18.0328.C4.ol.tw 

5600 

none 

5600. .5776, 
5947. .5997 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113_18.0328.C4 
7503 

TBLASTX: Wheat 

5997 

73 



5601.. 5777, 5773.. 5820, 5869 5946, 5885 .. 5935, 



Seq. No, 42444 

Gene No. 88448 

Start 343 

Name OJ000113_18 . 0328 .C6. ol .np 

Start 343 

GI 7248393 



Seq, ID OJ000113_18.0328.C6 
Strand 

End 1017 

Method AAT/NAP 

End 1017 

Score 557 



42835 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

■Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



343.. 1017 

(AP001389) hypothetical protein [Oryza sativa] 



42444 Seq. ID 

88449 Strand 

1053 End 

OJ000113_18.. 0328 . C6 . o2 . np Method 

1053 End 

5042463 Score 



OJ000113_18.0328.C6 

3753 
AAT/NAP 
3753 
113 



1053. .1166, 1219. .1360, 1978. .2198, 3726. .3753 
(AC007789) unknown protein [Oryza sativa] 



42445 Seq. ID OJ000113_18 . 0328 . C7 

88450 Strand + 

1 End 2007 

OJ000113_18 . 0328 . C7 . ol .np Method AAT/NAP 

1 End 2007 

6069646 Score 542 

1..180, 464. .1389, 1953. .2007 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



OJ000113_ 
+ 

8744 
AAT/GAP 
8744 
456 



18. 0328. C7 



42445 , Seq. ID 

88451 Strand 

8369 End 

OJ000113_18 . 0328 . 07 . o2 . gp Method 

8369 End 

75091_1.R1084 Score 
8369.. 8599, 8622.. 8744 

'2145358/emb|CAA71854 I 9.0e-09 (Y10922) HD-Zip protein 
[Arabidopsis thaliana] ' 

.42445 
a8452 
20137 

OJ000113_18 . 0328 . 07 . o4 . gs 
20137 
none 



Seq. ID OJ000113_18.0328.C7 



Strand 
End 

Method 

End 

Score 



+ 

24 305. 
GENSCAN 
24305 
.74 



20137. .20268, 20852 .. 20967, 22913,-23206, 24173.. 24305 



42445 Seq. ID 

88453 Strand 
26602 End 
OJ000113_18 . 0328 .07 . o5 .np Method 
26602 End 
7340884 Score 
26602. .26773 

(AP001551) Similar to Antirrhinum ma jus transposon TamB gene for 
transposase. (AB013982) [Oryza sativa] 



OJ000113_18.0328.C7 
+ 

26773 
AAT/NAP 
26773 
159 



42445 
88454 
1783 

OJ000113 18.0328.07.ol.gp 



Seq. ID OJ000113_18.0328.C7 
Strand 

End 8788 

Method AAT/GAP 



42836 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 

Start ... 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1783 End 2644 

31877_1.R1084 Score 409 

1783. .2012, 2598. .2644 

'4521193/cibj IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene' 



42445 Seq. ID 

88454 Strand 

1783 End 

OJ000113_1B . 0328 . C7 . o2 . np Method 

2339 End 

4544372 Score 
2339. .2940, 8186. .8228 

{AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ000113_18.0328.C7 

8788 
AAT/NAP 
8228 
209 



OJ000113_18.0328.C7 

8788 
AAT/NAP 
. 7691 
272 



42445 Seq. ID 

88454 Strand 
1783 End 
OJ000113_18.0328.C7.o3.np Method 
2915 End 
7248394 Score 
2915.. 3295, 3680.. 4010, 7664.. 7691 

(AP001389) ESTs C97394 (Ci50113) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequencer- 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



42445 
88454 
1783 

OJ000113_18 . 0328 . C7 . o2 . gs 

3945 

none 

3945.. 4069, 4099.. 4509, 4552. 
7363.-7638, 8551.. 8624, 8685. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6391, 6524 
.8760 



OJ000113 18. 0328. C7 



8788 
GENSCAN 
8760 
.64 

7079, 7123.. 7160, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000113 18. 0328. C7 



42445 
88454 
1783 

OJ000113_18 . 0328 . C7 . o4 . np 
5228 
7487527 
5228. .5247, 8551. .8788 

hypothetical protein T29F13.8 - Arabidopsis thaliana 
gi I 2145356 temb I CAA72007.il (Y11122) HD-Zip protein [Arabidopsis 
thaliana] gi | 3132474 | gb|AAC16263. 1 1 (AC003096) homeodomain 
transcription factor (ATHB-14) [Arabidopsis thaliana] 



8788 
AAT/NAP 
8788 
177 



42445 
88455 
12793 

OJ000113_18 , 0328 . C7 , o3 . gs 

12793 

none 



Seq. ID OJ000113_18 .0328.C7 



Strand 
End 

Method 

End 

Score 



19435 
GENSCAN 
19435 
.89 



12793. .12917, 15019 .. 15099, 15446 15556, 16199 .•. 16367 , 



42837 






1^471 17fs1ft 

XO*i/X..X/000/ X/DXO. 


1 77f^1 

• X / / V/ X , 


17907. .17999, 18711 .. 187.41, 






1Qn99 1Q174 IQ'^ft'^ 


1 Q4 S 








06 . INU ■ 


*i ^ *i *a J 




Seq. ID 


OJ000113_18.0328 


ri 




ft R4 

0 0 *4 J D 




Strand 












End 


31840 




Name 


OJ000113 18. 0328. C7. 


o5 . gs 


Method 


GENSCAN 




start 


25633 




End 


31840 










Score 


.6 




Exons 


9^^;*^? 9^7Sn 9797S 


97 '^fid 


27385, ,27554, 278 68 ,. 27887, 






9fl'^7n 9ft4'^fi 9R'=lftR 


9fi74 ft 


29153. ,29283, 29370 .. 29639, 






^nins ^n99fi ?nfifi'^ 


• 0 \j -J f 


30966. ,31316, 31330 .. 31406, 






^1 fi47 "^1 ft4n 










Seq. No, 


42445 




Seq. ID 


OJ000113_18.0328 


.C7 


Gene No. 


88456 




Strand 






C4- 


^ U ^ .J 




End 


31840 




IN diuc 


o.Tnnm 1 ift (T^pft r7 




Method 


AAT/GAP 






9Qifln ~ 




End 


30200 






944^041 

*i *i J U *i X 




Score 


767 






9Q180 2928^ 29370 


29639 


30105. .30200 . 




Seq. No. 


42445 




Seq. ID 


OJ000113_18.0328 


•C7 


Gene No. 


88457 




Strand 








33701 




End 


- 34032 




Naiue 


OJ000113 18, 0328. C7. 


ol. tw 


Method 


TBLASTX: Wheat . 




q-l-ar-t- 
0 L.a.xr L 


45 




End 


471 






none 




Score 


69 




£xons 


45. .122, 87. .119, 129. .344, 


133. .348, 


360. .470, 361. .471 


Seq. No. 


42445 




Seq. ID 


OJ000113_18.0328 


.C7 


Gene No. 


88457 




Strand 






0 L.CIX U 


33701 




End 


34032 




Name 


OJ000113 18. 0328. C7. 


ol.tm 


Method 


TBLASTX: Maize 






166 




End 


559 






none 




Score 


272 






166, .459, 168. .287, 


360. .458 


, 464. .559 


, 469. .558 




Seq, No. 


42445 




Seq. ID 


OJ000113_18.0328 


.C7 


Gene No. 


88457 




Strand 








33701 




End 


34032 




Manila 

IN diUC 


OJ000113 18. 0328. C7. 


o2. tm 


Method 


TBLASTX: Maize 




0 L.di- u 


866 




End 


1384 




ox 


none 




Score 


294 






866. ,1384, 898. .1182 


, 1211.. 


1345 






Seq. No. 


42445 




Seq. ID 


OJ000113_18.0328 


.C7 


Gene No. 


88457 




Strand 






0 L, ax L 


33701 




End 


34032 




Name 


OJ000113 18. 0328. C7. 


ol.ts 


Method 


TBLASTX: Soybean 




q^- a r-i- 

0 tax u 


8542 




End 


8748 




GI 


none 




Score 


91 




Exons 


8542,. 8613, 8543.. 8611, 8548 


..8700, 8550. .8702, 8707,-8748 


Seq, No. 


42445 




Seq. ID 


OJ000113_18.0328 


.C7 


Gene No. 


88457 




Strand 






Start 


33701 




End 


34032 





42838 




Naitie 


OJ000113 18-0328. C7.o2. 


tw 


Method 


TBLASTX : Wheat . 




Start 


8547 ~ 




End 


8703 






GI 


none 




Score 


64 






Exons 


8547. .8600, 8548. .8703, 


8548. . 


8595, 8550.. 8702 






Seq. No. 


42445 




Seq. ID 


OJ000113_18 


.0328 


.C7 


Gene No. 


88457 




Strand 








Start 


33701 




End 


34032 






Name 


OJ000113 18.0328.C7.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


8548 




End 


8702 






GI 


none 




Score 


181 






Exons 


8548. .8700, 8550. .8702 












Seq. No. 


42445 




Seq. ID 


OJ000113_18 


. 0328 


.C7 


Gene No. 


88457 




Strand 








Start 


33701 




End 


34032 






Name 


OJ000113 18.0328.C7.o6. 


gs 


Method 


GENSCAN 






Start 


33701 




End 


34032 






GI 


none 




Score 


.52 






Exons 


33701. .33823, 34006. .34032 










Seq. No. 


42446 




Seq. ID 


OJ000113_18 


.0328 


.C8 


Gene No. 


88458 




Strand 


+ 






Start 


68 




End 


1699 






Name 


OJ000113 18.0328.C8.ol. 


gs 


Method 


GENSCAN 






Start 


68 




End 


1699 






GI 


none 




Score 


.71 






Exons 


68.. 198, 1350.. 1523, 1592.. 1699 . 








Seq. No. 


42446 




Seq. ID 


OJ000113_18 


. 0328 


.C8 


Gene No, 


88459 




Strand 


+ 






Start 


2475 




End 


2839 






Name 


OJ000113 18,0328.C8.o2. 


gs 


Method 


GENSCAN 






Start 


2475 




End 


2839 






GI 


none 




Score 


.81 






Exons 


2475. .2535, 2826. .2839 












Seq. No. 


42446 




Seq. ID 


OJ000113_18 


.0328 


.C8 


Gene No. 


88460 




Strand 








Start 


1 




End 


282 






Name 


OJ000113 18.0328.C8.ol. 


gp 


Method 


AAT/GAP 






Start 


1 




End 


282 






GI 


none 




Score 


556 






Exons 


1. .282 












Seq. No. 


42446 




Seq. ID 


OJ000113_18 


.0328 


.C8 


Gene No. 


88461 




Strand 








Start 


934 




End 


6247 






Name 


OJ000113 18.0328.C8.ol. 


np 


Method 


AAT/NAP 






Start 


934 




End 


2825 






GI 


5902448 




Score 


478 






Exons 


934.. 1003, 2184.. 2825 












GI Descrip. 


(AB030283) orf3 [Oryza 


sativa] 










Seq. No. 


42446 




Seq. ID 


OJ000113_18 


.0328 


.C8 


Gene No. 


88461 




Strand 








Start 


934 




End 


6247 







42839 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000113_18.0328.C8.o2.np ' Method AAT/NAP 
2570 End 6247 

6721516 Score 574 

2570. .2638, 3352. .3466, 3608, .3914, 4328.-4583, 6220. .6247 
(AP001072) hypothetical protein [Oryza sativa] 





Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328.C8 




Gene No. 


88462 


Strand 






Start 


7884 


End 


14356 




Name 


OJ000113 18.0328,C8.o3.np 


Method 


AAT/NAP 




Start 


7884 


End 


14356 




GI 


6466937 


Score 


2324 




Exons 


7884. .8025, 8474. .12670, 13730 .. 13778 , 


14282, ,14356 




GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidops: 






thaliana] 








Seq. No, 


42446 


Seq. ID 


OJ000113_18.0328.C8 




Gene No, 


88462 


Strand 






Start 


7884 


End 


14356 




Name 


OJ000113 18.0328.C8.o4,np 


Method 


AAT/NAP 




Start 


8454 


End 


13161 




GI 


3810596 


Score 


1128 




Exons 


8454.. 9411, 10775. .11001, 11071 .. 12040, 


12172. .12422, 






12507. .12670, 12864.. 13161 








GI Descrip. 


(AC005398) putative retroelement pol polyprotein [Arabidops 


f rl 




Liia J. j.ciiici J 






= t 


Sea. No. 


42446 


Seq. ID 


OJ000113_18.0328.C8 




Gene No. 


88463 


Strand 




i. U 


Start 


16458 


End 


16738 




Name 


OJ000113 18.0328.C8.o4.tm 


Method 


TBLASTX: Maize 


rlJ 


Start 


8400 


End 


9059 


= 


GI 


none 


Score 


89 




Exons 


8400. .8663, 8422. .8589, 8442. 


,8621, 8658., 9059, 8692.. 8958, 


C3 




8706. ,9011 








Seq. No. 


42446 


Seq. ID 


OJ000113_18,0328.C8 




Gene No. 


88463 


Strand 






Start 


16458 


End 


16738 




Name 


OJ000113 18,0328.C8,o2.tw 


Method 


TBLASTX: Wheat 




Start 


8598 


End 


8996 




GI 


none 


Score 


125 




Exons 


8598. .8996, 8623. .8943, 8823. 


.8981 






Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328.C8 




Gene No. 


88463 


Strand 






Start 


16458 


End 


16738 




Name 


OJ000113 18.0328.C8.o4.tw 


Method 


TBLASTX: Wheat 




Start 


9054 


End 


9446 




GI 


none 


Score 


311 




Exons 


9054. .9446 








Seq. No: 


42446 


Seq. ID 


OJ000113_18.0328.C8 




Gene No. 


88463 


Strand 






Start 


16458 


End 


16738 




Name 


OJ000113 18.0328.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


9066 


End 


9714 



42840 








none 


Score 


356. 








9066 9665 9067 .9615, 9661 


. . 9714 








Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


C8 




Gene No. 


88463 


Strand 








0 Lax. L 


16458 


End 


16738 






Nsme 


OJ000113 18 0328 .C8 . o2 - ts 


Method 


TBLASTX : Soybean 








9294 ~ 


End 


9668 








none 


Score 


80 








9294 9551. 9294.-9668, 9295 


. . 9666 








Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


.C8 




Gene No. 


88463 


Strand 








Art 


16458 


End 


16738 






Nsitie 


OJ000113 18 . 0328 .C8 .o5. tw 


Method 


TBLASTX: Wheat 








9534 "~ 


End 


9942 








none 


Score 


72 








9534 9665. 9547.. 9669, 9667 


..9819, 9671. .9784, 9856.-9942 




Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


. C8 




Gene No. 


88463 


Strand 










16458 


End 


16738 






Nsitie 


OJ000113 18 0328 .C8 .o6.tm 


Method 


TBLASTX: Maize 








9715 ~ 


End 


10074 








none 


Score 


121 




^ =i 
Z. - 


£xons 


Q71S 9948 9937 10074 








I Li 


Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


. C8 


= . ; 


Gene No. 


88463 


Strand 






^ ?s? 




16458 


End 


16738 




h.1 


Name 


OlT000113 18 0328 C8.o2.tm 


Method 


TBLASTX: Maize 




- 




10075 ~" 


End 


10663 




= 






Score 


135 




1=1 


EiXons 


10075 10662, 10141 10413, 


10148. .10663 




'■4 


Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


.C8 


r " 


Gene No. 


88463 


Strand 






S si 


0 Lax. L. 


16458 


End 


16738 






IN alUc; 


OJ000113 18 . 0328 .C8 . o4 . ts 


Method 


. TBLASTX: Soybean 






0 LaX L 


10138 ~ 


End 


10383 




^3 


vjX 


non^ 


Score 


85 






TI* von Q 


10138. .10383, 10256. .10381 










Seq. No. . 


42446 


Seq.- ID 


OJ000113_18.0328 


.C8 




Gene No. 


88463 


Strand 








q-j- a -r-f- 


16458 


End 


16738 






Nnrtie 


nJ000113 18 0328 C8 . o3 . tw 


Method 


TBLASTX: Wheat 






OLaX L 


10291 ~ 


End 


10692 






oX 


nono 


Score 


144 








10291. .10692, 10325. .10690 










Seq. No. 


42446 


Seq. ID 


OJ000113_18.0328 


.C8 




Gene No. 


88463 


Strand 








Start 


16458 


End 


16738 






Name 


OJ000113 18.0328.C8.ol.ts 


Method 


TBLASTX : Soybean 






Start 


10405 


End . ' 


10776 






GI 


none 


Score 


113 





42841 






Exons 


' 10405. .10776, 10427. 


.10603, 


10465.. 10770 






Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328. 


.08 




Gene No. 


88463 




Strand 








Start 


lb40o 




End 


16738 






Name 


OJ000113 18. 0328. C8. 


o3. tm 


Method 


TBLASTX: Maize 






Start 


10687 




End 


16707 






GI 


none 




Score 


229 






Exons 


10687. .11163, 10760. 


,11158, 


10905. .11171, 16480. .16707, 








16484. .16687 












Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328 


.08 




Gene No. 


oo4dJ 




Strand 








.Start 


16458 




End 


16738 






Name 


OJ000113 18. 0328. C8. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


10741 




End 


16707 






GI 


none 




Score 


216 






Exons 


10741. .11223, 10766. 


.11146, 


16480. .16680, 16480. .16707 






Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328 


.08 




Gene No. 


QQ A a 




Strand 








Start 


16458 




End 


16738 






Name 


OJ000113 18. 0328. 08. 


ol . tc 


Method 


TBLASTX :Oress 






Start 


10771 




End 


16707 




i a 


GI 


none 




Score 


110 






Exons 


10771, ,11094, 16477, 

- 


.16707 








? : 3 


Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328 


.08 


r ^ 


Gene No. 


88463 




Strand 






!3 


Start 


16458 




End 


16738 






Name 


OJ000113 18. 0328. C8. 


o3.ts 


Method 


TBLASTX: Soybean 






Start 


10873 




End 


16686 






GI 


none 




Score 


106 






Exons 


10873. .11187, 10934. 


.11188, 


16489. .16686 






Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328 


.08 




Gene No. 


88463 




Strand 








Start 






End 


16738 






Name 


OJ000113 18. 0328. 08. 


o5 . tm 


Method 


TBLASTX: Maize 






Start 


11440 




End 


12054 






GI 


none 




Score 


66 






Exons 


11440. .11529, 11611. 


.11838, 


11618. .11830, 11929. .12054, 








11942. .12022 












Seq. No. 


42446 




Seq. ID 


OJ000113_18.0328 


.08 




Gene No. 


88463 




Strand 








Start 


16458 




End 


16738 






Name 


OJ000113 18.0328.08. 


o5.np 


Method 


AAT/NAP 






Start 


16458 




End 


16738 






GI 


4417308 




Score 


232 





Exons 16458.. 16738 

GI Descrip. (AC006446) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 

Seq. No. 42447 ■ Seq, ID OJ000113_18 . 0328 . OlO 

Gene No. 88464 Strand 

Start 75 End 722 



42842 



IN dlLlC 


OJOOOll'^ 

\JU \J\J\J ^ ^ J 


1 8 0328 CIO ol 




MpI" hoH 


GENSCAN 






75 " 




End 


722 






none 






Score 


. 55 






75 235 


671 . . 722 










Seq. No. 








Seq. ID 


OJ000113_18.0328 


.ClO 


Gene No. 


88464 






Strand 






O J- u 


75 






End 


722 






OJ000113 


18 0328 CIO ol 


fin 


Mpt hod 


AAT/GAP 




O Ud JL u 


107 ~ 






End 


209 




ox 


2443041 






Score 


171 




von ^ 


107 . .209 












O * IV u • 


42448 






Seq. ID 


OJ000113_18.0328 


.Cll 


Gene No. 


88465 






Strand 






Start 


420 






End 


1846 




Nsitie 


OJ000113 


18.0328.Cll.ol 


. tm 


Method 


TBLASTX: Maize 






419 






End 


1382 






none 






Score 


66 




IT von Q 


419. .490, 


419. .487, 424 


504 


, 1235. .1339, 1236. .1382, 






1240.. 1380, 1242.. 1382 










Seq. No. 


42448 






Seq. ID 


OJ000113_18.0328 


.Cll 


Gene No. 


.88465 






Strand 






O U dJL u 


420 






End 


1846 




Narcie 


OJ000113 


18.0328.Cll.ol 


. gs 


Method 


GENSCAN 




q-l- -ayf- 
O Ldi. L. 


420 






End 


1846 






none 






Score 


.75 




P von Q 


420. .489, 


1236.. 1418, 1655.. 


1846 






Seq. No. 


42449 






Seq. ID 


OJ000113_18.0328 


-C12 


Gene No. 


88466 






Strand 






Start 


474 






End 


17152 




Name 


OJ000113 


18.0328.C12.ol 


.gs 


Method 


GENSCAN 




Start 


474 






End 


17152 




GI 


none 






Score 


.5 





Exons 



474. .585, 1043. .1170, 1246. .1343, 2019. .2201, 2294. .2442, 
3190.. 3458, 5233.. 5325, 5625.. 5923, 6187.. 6393, 8030.. 8115, 
9231.. 9492, 10010 .. 10436, 14647 .. 15286, 15839 .. 15909, 
17073.. 17152 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



42449 
88466 
474 

OJ000113_18.0328.C12.o2.tm 

1087 

none 



Seq. ID OJ000113_18.0328.C12 
Strand 

End 17152 

Method TBLASTX : Mai ze 

End 2186 

Score 89 

1087. .1167, 1089. .1163, 1243. .1344, 1245. .1367, 1990. .2037, 
2106. .2186 



Seq. No. 42449 

Gene No. 88466 

Start 474 

Name OJ000113_18 . 0328 .C12 . ol .gp 

Start 8812 

GI 33240 1.R1084 
Exons 



Seq. ID OJ000113_18.0328.C12 
Strand 

End 17152 

Method AAT/GAP 

End 14837 

Score 2381 



8812. .8857, 8883. .9492, 10010 10436, 14647. .14837 



42843 




GI Descrip. ' 5579092/gb | AAD45424 . 1 | 4.0e-71 (AF100954) gibberellin 
2-oxidase-like protein [Pisum sativum] ' 



Seq. No. 


42449 


Seq. ID 


OJ000113_18.0328 


.C12 


Gene No. 


88466 


Strand 






Start 


474 


End 


17152 




Naine 


OJ000113 18.0328.C12.ol.np 


Method 


AAT/NAP 




Start 


9220 


End 


15089 




GI 


5579092 


Score 


701 




Exons 


9220. .9492,. 10010. .10175, 10212 104 36, 14 647,-14 977, 






15029. .15089 








GI Descrip. 


(AF100954) gibberellin 2-oxidase-like 


protein [Pisum sativum] 


Seq. No. 


42449 


Seq. ID 


OJ000113_18.0328 


.C12 


Gene No . 


88466 


Strand 






Start 


474 


End 


17152 




Name 


OJ000113 18.0328.C12.o3.tm 


Method 


TBLASTX: Maize 




Start 


9259 


End 


10178 




GI 


none 


Score 


74 




Exons 


9259.-9498, 9371.-9499, 10001 .. 10069, 


10007. .10069, 






10088.-10174, 10104.. 10178 








Seq. No. 


42449 


Seq. ID 


OJ000113_18.0328 


.C12 


Gene No. 


88466 


Strand 






Start 


474 


End 


17152 




Name 


OJ000113 18.0328.C12.ol.ts 


Method 


TBLASTX: Soybean 




Start 


9400 


End 


14909 




GI 


none 


Score 


51 






9400.. 9498, 10001 .. 10069, 10010 .. 10069, 10088 .. 10174 , 






10110. .10178, 10283. .10435, 


10283. .10432, 14706 .. 14810, 






14707. .14808, 14880.-14909 








Seq. No. 


42449 


Seq. ID 


OJ000113_18.0328 


.C12 


Qene No • 


88466 


Strand 






Start 


474 


End 


17152 




Name 


OJ000113 18.0328.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


10283 


End 


14912 




GI 


none 


Score 


130 




Exons 


10283. .10432, 10283 10438 , 


14635. .14805, 14640 .. 14807, 






14880. .14912 








Seq. No. 


42450 


Seq. ID 


OJ000223_14.0323 


.01 


Gene No . 


88467 


Strand 


+ 




Start 


496 


End 


586 




Name 


OJ000223 14.0323.Cl.ol.gs 


Method 


GENSCAN 




Start 


496 


End 


586 




GI 


none 


Score 


.41 




Exons 


496. .586 








Seq. No. 


42451 


Seq. ID 


OJ000223_14 .0323 


.C2 


Gene No. 


88468 


Strand 






Start 


1373 


End 


3487 




Name 


OJ000223 14-0323. C2-ol.gs 


Method 


GENSCAN 




Start 


1373 


End 


3282 




GI 


none 


Score 


-91 




Exons 


1373.. 1462, 2036-.2178, 2590 


..2731, 2817;. 3137, 3217.. 3282 



42844 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42451 
88468 
1373 

OJ000223_14 . 0323 . C2 . ol . np 

1542 

7228438 

1542. .1582, 2817. .3137, 3457. 
(AP001366) EST C28952 (C62945) 



OJ000223 14. 0323. C2 



Seq. ID _ 
Strand 

End 34.87 
Method AAT/NAP 
End 3487 
Score 190 
.3487 

corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 14. 0323. C3 



42452 
88469 
1 

OJ000223_14 .0323.C3.ol.np 
1 

5441880 

l.\401, 559. .1118, 1149. .1469, 1578. .1717, 2216. .2302 
(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(ACOO'3981) [Oryza sativa] 



2302 
AAT/NAP 
2302 
393 



Seq. No. 42452 

Gene No. 884 69 

Start 1 

Name OJ000223_14 .0323.C3.ol.gs 

Start 40 

GI none 

Exons 40.. 409, 605.. 706, 744.. 851, 
1578. .1729 



Seq. ID OJ000223_14.0323.C3 
Strand 

End 2302 

Method GENSCAN 

End 1729 

Score .52 
945.. 1035, 1081.. 1324, 1348.. 1502, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42452 Seq. ID OJ000223_14 . 0323 . C3 

88469 Strand 

1 End 2302 

OJ000223_14 . 0323 .C3 . ol . gp Method AAT/GAP 

275 End 721 

LIB3433-020-P1-K1-A6 ^ Score 682 . 

275. .721 

•5670155/gb|AF161269.1 IAF161269 2.0e-35 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence' 



42452 
88469 
1 

OJ000223_14.0323.C3.ol.tw 

1229 

none 



Seq. ID OJ000223_14.0323.C3 



Strand 
End 

Method 

End 

Score 



2302 

TBLASTX: Wheat 

1411 

108 



1229. .1348, 1230. .1364, 1347. .1397, 1358. .1411 



42453 Seq. ID 

88470 Strand 

1 End 

0 J000223_14 . 0323 . C4 . ol . np Method 

1 End 

7228442 Score 
1..2474 

(AP001366) EST C28952 (062945) corresponds to a region of the 



OJ000223_14.0323.C4 

2474 
AAT/NAP 
2474 
2696 



42845 




predicted gene.; Similar to .maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 


42453 


Seq. ID 


OJ000223_14. 


0323. C4 


Gene No. 


88470 


Strand 


- 




Start 


1 


End 


2474 




Name 


OJ000223 14.0323.C4.ol.gs 


Method 


GENSCAN 




Start 


122 


End 


2117 




GI 


none 


Score 


.6 




Exons 


122.. 166, 337.. 1001, 1075.. 2117 






Seq. No. 


42453 


Seq. ID 


OJ000223_14. 


0323. C4 


Gene No. 


88471 


Strand 


- 




Start 


5847 


End 


6801 




Name 


OJ000223 14.0323.C4.o3.gs 


Method 


GENSCAN 




Start 


5847 


End 


6801 




GI 


none 


Score 


.78 




Exons 


5847. .5992, 6624. .6801 








Seq. No. 


42453 


Seq. ID 


OJ000223_14. 


0323. C4 


Gene No. 


88472 


Strand 






Start 


10073 


End 


10216 




Name 


OJ000223 14.0323.C4.ol.tw 


Method 


TBLASTX: Wheat 


Start 


767 


End 


1145 




GI 


none 


Score 


61 




Exons 


767. .940, 778. .912, 873. .941 


, 965.. 1054, 990.. 1055, 


1059. .11 




1062. .1145 








Seq. No. 


42453 


Seq. ID 


OJ000223_14. 


0323, C4 


Gene No . 


88472 


Strand 






Start 


10073 


End 


10216 




Name 


OJ000223 14.0323.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


960 


End 


1439 




GI 


none 


Score 


42 




Exons 


960.. 1055, 971.. 1057, 1056.. 


1220, 1059 


,.1439, 1063. 


.1392 


Seq. No. 


42453 


Seq. ID 


OJ000223_14. 


0323. C4 


Gene No. 


88472 


Strand 






Start 


10073 


End 


10216 




Name 


OJO60223 14.0323.C4.ol.gp 


Method 


AAT/GAP 




Start 


10073 


End 


10216 




GI 


LIB3477-003-P1-K1-E9 


Score 


99 




Exons 


10073, .10096, 10158.. 10216 








GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-2'4 


MAJOR POLLEN 


ALLERGEN 


S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (031771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


42454 


Seq. ID 


OJ000223_14. 


0323. C5 


Gene No. 


88473 


Strand 






Start 


722 


End 


1552 




Name 


OJ000223 14.0323.C5.ol.gs 


Method 


GENSCAN 




Start 


722 


End 


1552 




GI 


none 


Score 


,67 




Exons 


722.. 807, 1199.. 1259, 1492.. 


1552 






Seq. No. 


42454 


Seq. ID 


OJ000223_14. 


0323. C5 


Gene No. 


88474 


Strand 







42846 





1 RQR 
X o ? o 






End 


3037 




0.70009 9"^ 1 4 

wUV/UV/^^^ i *i 


0393 


pR n9 rr<? 


Method 


GENSCAN 




1 ft QR ~~ 






End 


3037 




none 






Score 


.96 


EiXons 


1 ft Qft ?m ? 


2478 . 


2636 2664 


.2811, 2896.. 3037 




*3 ^ ^ «^ 






Seq. ID 


OJ000223_14 .0323.C8 


Gene ' No . 


88475 






Strand 




Start 


1596 






End 


1850 


Name 


n.Tnnn?^? i 4 


. 0323 . 


C8 .ol.gp 


Method 


AAT/GAP 


O Lai t 


1 1 ftft ~ 

X X 0 o 






End 


1850 


PT 


•30'^ 9 Rl Oft 4 






Score 


1074 


HiXorio 


1 1 ftft^ 1 fifil 

XXOO. .XDDX/ 


1752 . 


.1850 








' 4 1 "^^964 1 1 

*1X-.J7^U^ X.' 


Oe-83 


(AF111812) actin [Brassica napus] * 


oeC^ . iNO . 


494 

f* ^ ft w) w) 






Seq. ID 


OJ000223_14.0323.C8 


Gene No. 


88475 






Strand 




Start 


1596 






End 


1850 


Mamo 


Ci.lCiCiC)??'^ 1 4 


. 0323. 


C8.ol.tm 


Method 


TBLASTX: Maize 


ouarx. 


1 ^im ~ 

X ^ U / 






End 


1850 




none 






Score 


34 




1 ^01 1 

X^\J f . >X^^^/ 


1510 . 


.1533, 1544. 


.1663, 1578. .1664, 1588. .1665, 




XO:7U. .XD/^/ 


X -J ^x • 


.1665, 1725. 


.1850, 1749. .1847, 1753. .1848 


oeq. INO. 


4 94 S R 

fi ^ ft O O 






Seq. ID 


OJ000223_14.0323.C8 


Gene No. 


88475 






Strand 




Start 


1596 






End 


1850 


Name 


0.700099"^ 1 4 


• U J ^ J • 


C8.ol.ts 


Method 


TBLASTX : Soybean 


o tar I. 


XOO^: 






End 


1850 


n 


none 






Score 


99 


Exons 


1 ^^9 1 f%fI9 


1 ^ft7 
X □ o / • 


.1679, 1591. 


.1665, 1725. .1850, 1740. .1847, 




1 1 ft4ft 

X/^>J. .XO*iO 










oeCj . LNO . 


494 

fl ^ fi 03 






Seq. ID 


OJ000223_14.0323.C8 


Gene No. 


88475 






Strand 




Start 


1596 






End 


1850 




OJ000223 14 


. 0323 . 


C8.ol.tw 


Method 


TBLASTX: Wheat 




1 RQD ~~ 

X J 7 u 






End 


1850 




Ti on A 






Score 


57 


EiXons 


1 SQD 1 fifi4 
x«j^u. .xv/wfi/ 


X J ^ \J * 


.1679, 1591. 


.1665, 1725. .1850, 1749. .1847, 




1753 1848 










ocvj . INU . 


494 






Seq. ID 


OJ000223_14.0323.C8 


Gene No. 


88475 






Strand 




Start 


1596 






End 


1850 


IN CLILLC? 


OJ00n223 14 


0323 


C8.ol.tc 


Method 


TBLASTX: Cress 


Q+- -a y--!- 
O Lai U 


1 ^^fi ~ 

X J 7 O 






End 


1850 


O J. 


none 






Score 


86 


Exons 


X^^U. aXVlUI/ 


1 


.1679, 1597. 


.1665, 1725. .1850, 1749. .1847, 




1 7S3 1 ft4ft 










Seq. No. 


42455 






Seq. ID 


OJ000223_14.0323.C8 


Gene No. 


88475 






Strand 




Start 


1596 






End 


1850 


Name 


OJ000223 14 


.0323. 


C8.o2.gs 


Method 


GENSCAN 


Start 


1596 






End 


1841 


GI 


none 






Score 


.55 



42847 




Cjxons 














OJ000223 14 0323 C8 


Gene No. 


88475 


Strand 




Start 


1596 


End 


1850 


Nsiue 






AAT/NAP 








1 RRD 

X O >J u 


n 


'i 'fiR4n4 

X DO fx U fi 




237 


Exons 


1 RQQ 1 fifi4 IftSD 






Kj± uescinp. 








Seq. No. 


42456 


Seq. ID 


OJ000223_14.0323.C9 


Gene No. 


88476 


Strand 


+ ~ ' . 






End 


1834 ' 


Name 








C-t- a v-J- 

otar L. 


9Q " 




1 R 34 

X O .J *1 




none 


Score 


. 45 


Exons 


9Q M9,l lfi'^4 

.ZUO/ X/0 / • .XOJ'x 






Oeq. JNO. 


494 Rfi 




OJ000223 14 0323 C9 




88477 


strand 




start 


61 


End 


172 


Name 


OJ000223 14.0323.C9.ol.gp 


Method 


AAT/GAP 


Q+- y-l- 
O Lai U 


61 


End 


172 




59728 1.R1084 . 


Score 


901 

^ VJ X 


Exons 


61. .172 






bi uescrip. 


'5230841/gb|AAD41039.1|AF112538 1 7 . Oe 


-31 ^aP119S3fi^ ;^nt-in 




[Malva pusilla] ' 






oe<5» wo. 


42457 


Seq. ID 


n.Tnnn9 9 3 i4 0393 rif 

WU UUU^^O X*z • \J J^ J m \^ X\ 


Gene No. 


88478 


Strand 


+ ~ 


Start 


703 


End 


800 


Name 


OJ000223 14.0323.C10.ol.gp 


Method 


AAT/GAP 


Start 


703 


End 


800 


GI 


LIB3477-003-P1-K1-E9 


Score 


161 


Exons 


703. .800 







GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1- [Oryza 
sativa] ' 



Seq. No. 42458 Seq. ID 

Gene No, 88479 Strand 

Start 1135 End 

Name OJ000223_14.0323.C16.ol.gs Method 

Start 1135 End 

GI none Score 

Exons 1135.. 1334 



OJ000223_14.0323.C16 

1334 
GENSCAN 
1334 
.77 



Seq. No. 42459 

Gene No. 88480 

Start 928 

Name OJ000223_14 . 0323 . C17 . ol . gs 

Start 928 

GI none 

Exons 928.. 1160, 1317.. 1396, 2117. 
3329.-3595 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_14. 
+ 

3595 
GENSCAN 
3595 
.62 



0323. C17 



.2301, 2410. .2550, 2635. .2781, 



42848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42459 
88481 
4013 

OJ000223_14.0323.C17.ol.np 
4013 
5103810 
4013. .4071, 



OJ000223 14.0323.C17 



Seq. ID 
Strand 

End 4832 
Method AAT/NAP 
End 4832 
Score 126 
.4832 

(AC007591) Similar to gb|X79273 cytochrome c reductase hinge 
protein subunit from Solanum tuberosum. ESTs gb|T45282 and 
gb|T21596 come from this gene. [Arabidopsis thaliana] 



4458.. 4589, 4755. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 14.0323.C17 



42459 
88481 
4013 

OJ000223_14.0323.C17.ol.gp 
4168 

15658__1.R1084 
4168. .4365, 4486. .4576 

'5103810/gb|AAD39640.1|AC007591_5 7.0e-26 (AC007591) Similar to 
gb_X79273 cytochrome c reductase hinge protein subunit from 
Solanum tuberosum. ESTs gb_T45282 and gb_T21596 come from this 
gene. [Arabidopsis thaliana] ' 



4832 
AAT/GAP 
4576 
504 



42460 Seq. ID 

88482 Strand 

5629 End 

OJ000223_14.0323.C18.ol.gp Method 

5629 End 

uC-osflM202014c01bl Score 
5629. .5949 

'395930/emb 1X66522 1 0ST0S12A 8.0e-4 9 O.sativa retrotransposon 
Tosl-2 >gi_2176333_dbj_E08212_E08212 DNA sequence containing 
retrotransposon region' 



OJ000223_14.0323.C18 
+ 

5949 
AAT/GAP 
5949 
561 



Seq. No. 


42460 








Seq. ID 


OJ000223_ 


14 


.0323 


.C18 


Gene No. 


88483 








Strand 










Start 


1427 








End 


2284 








Name 


OJ000223. 14. 


0323 


.C18.01 


. gs 


Method 


GENSCAN 








Start 


1427 








End 


2284 








GI 


none 








Score 


.75 








Exons 


1427. .1573, 


1779 


. .1988, 


2171. 


.2284 










Seq.. No. 


42460 








Seq. ID 


OJ000223_ 


14 


.0323 


.C18 


Gene- No. 


88484 








Strand 










Start 


3308 








End 


4524 








Name 


OJ000223 14. 


0323 


.C18.02 


. gs 


Method 


GENSCAN 








Start 


3308 








End 


4524 








GI 


none 








Score 


.5 








Exons 


3308. .4087, 


4462 


. .4524 














Seq. No. 


42460 








Seq. ID 


OJ000223_^ 


14 


.0323 


.C18 


Gene No. 


88485 








Strand 










Start 


5652 








End 


5761 








Name 


OJ000223 14. 


0323 


.C18.02 


.gp 


Method 


AAT/GAP 








Start 


5652 








End 


5761 








GI 


1427 1.R1084 








Score 


178 








Exons 


5652. .5761 



















42849 




GI Descrip. ' 4504379/ref I NP_003658 . 1 | pHG38 | 2.0e-13 G protein-coupled . 

receptor 49 >gi_3366802 (AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens] * 





Seq. No. 


42460 


Seq. ID 


OJ000223_14.0323. 


.C18 




Gene No. 


88486 


Strand 








Start 


6962 


End 


9716 






Name 


OJ000223 14.0323.C18.ol.np 


Method 


AAT/NAP 






Start 


6962 


End 


9716 






GI 


1706331 


Score 


349 






Exons 


6962. .7009, 9421. .9716 










GI Descrip. 


PYRUVATE DECARBOXYLASE ISOZYME 3 (PDC) 


gil 476284 (U07338) 






nvriivp^tp decarboxvlase FOrvza 


sativa] 








Seq. No. 




Seq. ID 


OJ000223_14.0323, 


.C18 




Gene No. 


O O fi O / 


Strand 








Start 


13369 


End 


14833 






Name 


n.Tnnn??"^ 14 O'^?'^ rift ni tc 


Method 


TBLASTX: Cress ■ 






Start 


9423 


End 


9651 






GI 


none 


Score 


125 






Exons 


9423.. 9650, 9429.. 9650, 9529. 


.9651 








Seq. No. 


42460 


Seq. ID 


OJ000223_14.0323 


.C18 




Gene No . 


88487 


Strand 








start 


13369 


End 


14833 






Name 


OJ000223 14.0323.C18.ol.ts 


Method 


TBLASTX: Soybean 




z.. 


Start 


9423 


End 


9791 






GI 


none 


Score 


193 




n 


Exons 


9423. .9674, 9429. .9650, 9535. 


.9663, 9765.. 9791 






Seq. No. 


42460 


Seq. ID 


OJ000223_14.0323. 


.C18 




Gene No . 


88487 


Strand 








Start 


13369 


End 


14833 






Name 


OJ000223 14.0323.C18.o6.gs 


Method 


GENSCAN 




L ^ 


Start 


13369 


End 


14833 




r . : 


GI 


none 


Score 


.79 






Exons 


13369. ,13444, 13746 13811, 14372 14573, 14620. .14833 






Seq. No. 


42461 


Seq. ID 


OJ000223_14.0323 


.C19 




Gene No. 


88488 


Strand 


+ 




r *^ 
- 


Start 


1 


End 


4446 . 






Name 


OJ000223 14.0323.C19.ol.np 


Method 


AAT/NAP 






Start . . 


1 


End 


3531 






GI 


5902445 


Score 


816 






Exons 


1..760, 3461.. 3531 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 






Seq. No. 


42461 


Seq. ID 


OJ000223_14.0323 


.C19 




Gene No. 


88488 


Strand 


+ 






Start 


1 


End 


4446 






Name 


OJ000223 14.0323.C19.ol.gs 


Method 


GENSCAN 






Start 


110 


End 


1304 






GI 


none 


Score 


.48 






Exons 


110. .721, 870. .1304 










Seq. No. 


42461 


Seq. ID 


OJ000223_14.0323 


.C19 




Gene No. 


88488 


Strand 







42850 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start,. 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 

OJ000223_14 . 0323 . C19 . o2 .gs Method 

2702 End 

none Score 
2702. .3901, 4405. .4446 

42461 Seq. ID 

88489 Strand 

8073 End 

OJ000223_14 .0323.C19.ol.tm Method 

5 End 

none Score 
5. .340, 124. .339 

42461 Seq. ID 

88489 Strand 

8073 End 

OJ000223_14 .0323.C19.ol.tw Method 

14 End 

none Score 
14. .436, 17. .298, 124. .438 

42461 Seq. ID 

88489 Strand 

8073 End 

OJ000223_14 .0323;C19.ol.ts Method 

68 End 

none Score 
68. .493, 127. .252, 304. .336 

42461 Seq. ID 

88489 Strand 

8073 End 

OJ000223_14 .0323.C19.o2.tw Method 

442 End 

none Score 



4446 
GENSCAN 
4446 
.54 



OJ000223_14 . 0323 .C19 
8201 

TBLASTX: Maize 

340 

308 



OJ000223_14.0323.C19 
8201 

TBLASTX: Wheat 

438 

471 



OJ000223_14.0323.C19 
8201 

TBLASTX: Soybean 

493 

320 



OJ000223_14.0323.C19 
8201 

TBLASTX: Wheat 

727 

67 



442. .510, 443. .511, 515. .727, 518. .637, 523. .720 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 14.0323.C19 



42461 
88489 
8073 

OJ000223_14.0323.C19.o2.np 
8073 
130582 
8073. .8201 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342 Ipirl IS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| {X13777) ORE [Nicotiana tabacum] 



8201 
AAT/NAP 
8201 
44 



42462 
88490 
324 

OJ000223_14.0323.C20.ol.gs 

324 

none 

324.. 445, 1107. .1458 



Seq. ID OJ000223_14.0323.C20 
Strand 

End 6191 

Method GENSCAN 

End 1458 

Score . 64 



42851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42462 Seq. ID OJ000223_14 . 0323 . C20 

884 90 Strand 

324 End 6191 

OJ000223_14 . 0323 . C20 . ol . np Method AAT/NAP 

592 End 6191 

125065 Score 136 

592. .803, 1711. .1807, 6130. .6191 

60 KD JASMONATE-INDUCED PROTEIN gi | 4197 95 I pir M S25092 
jasmonate-induced protein - barley gi 1 19011 1 emb I CAA47017 | 
{X66376) jasmonate-induced protein [Hordeum vulgare] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 14.0323.C20 



42462 
88490 
324 

0 JO 0 0 2 2 3_1 4 . 0 3 2 3 . C2 0 . o 2 . np 
2630 
4544372 
2630. .3256 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



6191 
AAT/NAP 
3256 
228 



Seq. No. 


42463 








Seq. ID 


OJ000223_ 


14. 


0323 


.021 


Gene No. 


88491 








Strand 


+ 








Start 


2795 








End 


6421 








Name 


OJ000223 14 


.0323. 


021. ol 


gs 


Method 


GENSOAN 








Start 


2795 








End 


6421 








GI 


none 








Score 


.92 








Exons 


2795. .4123, 


4395. 


.4971, 


5145 


..5245, 6404. .6421 








Seq. No. 


42463 








Seq. ID 


OJ000223_ 


_14. 


0323 


.021 


Gene No. 


88492 








Strand 


+ 








Start 


7237 








End 


8421 








Name 


OJ000223 14 


.0323. 


021. o2 


. gs 


Method 


GENSOAN 








Start 


7237 








End 


8421 








GI 


none 








Score 


.52 








Exons 


7237. .7313, 


7564. 


.7761, 


8226 


. .8421 










Seq. No. 


42463 








Seq, ID 


OJ000223 


_14. 


0323 


.021 


Gene No. 


88493 








Strand 


+ 








Start 


14900 








End 


16679 








Name 


OJ000223 14 


.0323. 


021.05 


.gs 


Method 


GENSOAN 








Start . 


14900 








End 


16679 








GI 


none 








Score 


.73 








Exons 


14900. .14959, 1504 1 .. 15115, 


15747. .15962, 16458 


. .16679 




Seq. No. 


42463 








Seq. ID 


OJ000223 


_14, 


0323 


.021 


Gene No. 


88494 








Strand 










Start 


9437 








End 


10696 








Name 


OJ000223 14 


.0323. 


021. ol 


.gp 


Method 


AAT/GAP 








Start 


9216 








End 


9497 








GI 


none 








Score 


448 








Exons 


9216. .9497 


















Seq. No.- 


42463 








Seq. ID 


OJ000223 


_14 


0323 


.021 


Gene No. 


88494 








Strand 










Start 


9437 








End 


10696 









42852 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000223_14.0323.C21.o3.gs 

9437 

none 

9437. .10696 



Method GENSCAN 
End 10696 
Score .99 



42463 
88494 
9437 

OJ000223_14.0323.C21.ol.np 
9455 
6730709 

9455. -.10012, 10058. .10633, 10670.. 10696 
(AC011809) Unknown protein [Arabidopsis thaliana] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 14.0323.C21 



10696 
AAT/NAP 
10696 
783 



42463 Seq. ID 

88495 Strand 

18949 End 
OJ000223_14.0323.C21.o6.gs Method 

18949 End 

none Score 

18949. .19702, 19801 .. 19933, 
24586. .24655 

42463 Seq. ID 

88495 Strand 

18949 . End 
OJ000223_14 .0323.C21.o2.np Method 

18952 End 

2829918 Score 



OJ000223_14 .0323.C21 

24655 
GENSCAN 
24655 
.61 

21857. .22053, 22629.-22827, 



OJ000223_14 .0323.C21 

24655 
AAT/NAP 
22067 
1232 



18952. .19702, 19801 19933, 21440 21527 , 21721.. 22067 
(AC002291) similar to "txib" protein gp | U82468 | 2072162 
[Arabidopsis thaliana] 



Seq. No. 


42463 








Gene No. 


88496 








Start 


24946 








Name 


OJ000223 14 


.0323 


C21-05 


.tm 


Start 


9140 








GI 


none 








Exons 


9140. .9205, 


9147 


. .9206, 


9150. 




9324. .9350, 


9436 


. .9519, 


9437. 


Seq. No. 


42463 








Gene No. 


88496 








Start 


24946 








Name 


OJ000223 14 


.0323 


.C21.04 


.tc 


Start 


9458 








GI 


none 








Exons 


9458. .9535, 


9459 


. .9542, 


9605. 


Seq. No. 


42463 








Gene No. 


88496 








Start 


24946 








Name 


OJ000223 14 


.0323 


.C21.04 


.ts 


Start 


9464 








GI 


none 








Exons 


9464.. 9535, 


9468 


. .9536, 


9605. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_14 .0323.C21 
25237 

TBLASTX: Maize 

9545 

86 



OJ000223_14.0323.C21 
25237 

TBLASTX: Cress 

10366 

77 



9736, 9657.. 9710, 10193.. 10366 
OJ000223 14.0323.C21 



Seq. ID 
Strand 
End 

Method 

End 

Score 



25237 

TBLASTX : Soybean 

9736 

60 



42853 



Seq. No. 


42463 




Seq. ID 


OJ000223_14 .0323. 


Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


9848 




End 


10124 


GI 


none 




Score 


140 


Exons 


9848.. 9991, 9853.. 9957, 9870 


..10010, 9875.-9973, 10059. 


Seq. No. 


42463 




Seq. ID 




Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


.o3. ts 


Method 


TBLASTX : Soybean 


Start 


9911 




End 


10486 


GI 


none 




Score 


95 


Exons 


9911. .9973, 9942. .10007, 10178 .. 10342, 


10193. .10366, 




10418. .10486 








Seq. No. 


42463 




Seq. ID 


OJ000223_14 .0323 


Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


. o3 . tm 


Method 


TBLASTX: Maize 


Start 


10187 ~ 




End 


10546 


GI 


none 




Score 


65 


Exons 


10187. .10252, 10193. 


.10237, 


10226. .10366, 10227 .. 10358, 




10418. .10492, 10493. 


.10546 






Seq. No. 


42463 




Seq. ID 


OJ000223_14.0323 


Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


. ol . tm 


Method 


TBLASTX: Maize 


Start 


18941 




End 


19841 


GI 


none 




Score 


146 


Exons 


18941,-19087, 18949. 


.19080, 


18956. .19102, 19148. .19231, 




19150. .19284, 19151. 


.19285, 


19326. .19391, 19327 .. 19377 , 




19370. .19606, 19429. 


.19605, 


19476. .19628, 19600 .. 19704 , 




19664. .19717, 19800. 


.19841 






Seq. No. 


42463 




Seq. ID 


OJ000223_14-0323 


Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


.ol.tc 


Method 


TBLASTX: Cress 


Start 


18946 




End 


19500 


GI 


none 




Score 


49 


Exons 


18946. .19083, 18947. 


.19087, 


18949. .19086, 19147 .. 19260, 




19150. .19284, 19154. 


.19306, 


19307- .19426, 19429 .. 19500, 




19439. .19492 








Seq. No. 


42463 




Seq. ID 


OJ000223_14.0323 


Gene No. 


88496 




Strand 




Start 


24946 




End 


25237 


Name 


OJ000223 14.0323.C21 


.o2.ts 


Method 


TBLASTX : Soybean 


Start 


18946 




End 


19300 


GI 


none 




Score 


103 


Exons 


18946. ,19083, 18946. 


.19086, 


18950. .19087, 18956 .. 19102 , 




19097. .19270, 19131. 


.19286, 


19150. .19299, 19160.. 19300 



42854 




Seq'. No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gene No. 


88496 




Strand 






Start 


24946 




End 


25237 




Ncune 


OJ000223 14.0323.C21 


, o3 . tw 


Method 


TBLASTX: Wheat 




Start 


18949 ~ 




End 


19083 




GI 


none 




Score 


144 




Exons 


18949. .19083, 18950. 


. 19075, 


18952. .19083 




Seq. No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gene No. 


88496 




Strand 






Start 


24946 




End 


25237 




Naine 


OJ000223 14.0323.C21 


, o2 . tw 


Method 


TBLASTX: Wheat 




Start 


19150 ~ 




End 


19270 




GI 


none 




Score 


161 




Exons 


19150. .19269, 19151. 


.19270 








Seq. No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gene No. 


88496 




Strand 






Start 


24946 




End 


25237 




Name 


OJ000223 14.0323.C21 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19318 ~ 




End 


19587 




GI 


none 




Score 


114 




Exons 


19318. .19353, 19367. 


. 19564, 


19408. .19587, 19429. .19587 




Sea No 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


uC lie LN w • 


88496 




Strand 






Start 


24946 




End 


25237 




Name 


OJ000223 14.0323.C21 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


19438 




End 


22073 




GI 


none 




Score 


165 




Exons 


19438. .19704, 19439. 


. 19717, 


19800. .19925, 19800 .. 19940, 






19801. .19935, 21448. 


.21531, 


21468. .21530, 21721 .. 21780, 






21722. .21781, 21779. 


.22069, 


21780. .22073, 21781 .. 22068, 






21786.. 22070 










Sea. No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gene No. 


88496 




Strand 






Start 


24946 




End 


25237 




Name 


OJ000223 14.0323.C21 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


19501 




End 


19940 




GI 


none 




Score 


68 




Exons 


19501. . 19626, 19502. 


. 19606, 


19637. .19717, 19645 .. 19704 , 






19800. . 19934, 19800. 


- 19940, 


19801.. 19935 




Sea No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gpnp No 


88496 




Strand 






Start 


24946 




End 


25237 




Name 


OJ000223 14.0323.C21 


.o3.tc . 


Method 


TBLASTX: Cress 




Start 


21451 




End 


22068 




GI 


none 




Score 


85 




Exons 


21451. .21555, 21468. 


.21539, 


21721. .21780, 21722. .21796, 






21777. .21929, 21778. 


.21921, 


21957. .22067, 21960 .. 22067, 






21961. .22068 










Seq. No. 


42463 




Seq. ID 


OJ000223_14.0323 


.C21 


Gene No. 


88496 




Strand 






Start 


24946 




End 


25237 





42855 






OJ000223 14 0323 C21 


. ol • tw 


Method 


TBLASTX: Wheat 




?173Q ~ 




End 


22073 




n on o 




Score 


61 




^17*^^ 21740 


. 21781, 


21749. .21991, 21780 .. 22073, 




217fl1 22071 








Seq. No. 


42463 






OJ000223 14 0323 C21 


Gene No. 


88496 




91- rand 






24946 




End 


25237 


Nsiue 


OJ000223 14 0323 C21 


. o2 . tm 


Mpt hod 


TBLASTX : Maize 




21fl04 ~ 

^ X O u 1 




End 


22100 


J. 


nonp 




Score 


284 




21804 22073, 21804 


. 22100 






Seq. No. 


42463 




Sea ID 


OJ000223 14 .0323.C21 


Gene No. 


88496 




Strand 




O L. u 


24946 




End 


25237 




OJ000223 14 0323 C21 


o2 cro 


MpI" hod 


AAT /GAP 


O L dl. L 


^ *± ^ 1 u 




End 


25237 




3761970 




Score 


517 


T** von Q 


24946 25237 








Con Mn 


424 64 




Seq. ID' 


OJ000223_14 . 0323 . C22 


fipnp No 


88497 




Strand 


+ 


Start 


5380 




End 


8724 


Name 


OJ000223 14.0323,C22 


.ol.np 


' Method 


AAT /NAP 


O Udl. L. 


5 380 

O J o u 




End 


8724 




Dfl O D -7 J / 




Score. 


1736 


Exons 


R'^ftn ft794 

OOOU. .0/^4 








/^T Pi o c 1^ ■? "O 


^ UXXU^X^ ^LIL.CIL.XVC 


retroelement pol polyprotein [Arabidops 




1" Via 1 1 ana 1 








Seq- No. 


42464 




Seq. ID 


OJ000223_14 . 0323 . C22 


Gene No. 


88498 . 




Strand 




^l-art 


1 




End 


3302 


LN CtiLlC 


OJ000223 14 0323 C22 


.ol.gp 


Method 


AAT /GAP 




1 ~ 

X 




End 


170 


O J. 


37fil Q70 




Score 


326 




■ , 170 








Seq. No. 


42464 




Seq. ID 


OJ000223_14 . 0323 . C22 


Gene No. 


88498 




Strand 




Start 


\ 




End 


3302 


Name 


OJ000223 14 0323 C22 


.ol.gs 


Method 


GENSCAN 




25 ~ 




End 


1242 


ox 


none 




Score 


.92 


P von Q 

Cj A WHO 


25 , . 1242 








Seq. No. 


42464 




Seq. ID 


OJ000223_14.0323.C22 


Gene No. 


88498 




Strand 




Start 


1 




End 


3302 


Name 


OJ000223 14.0323.C22 


. o2 . gp 


Method 


AAT /GAP 


Start 


783 




End 


3302 


GI 


none 




Score 


1208 


Exons 


783.. 1333, 3184.. 3302 






Seq. No. 


42464 




Seq. ID 


OJ000223_14.0323.C22 



42856 



Gene No. 


88499 




Strand 




Start 


7659 




End 


8723 


Naine 






Lie? L.liV^ 


TBLASTX • Sovbean 


Start 








782 




none 




Score 


42 


Exons 




fil 1 

D X X / 


44ft fil 9 


496 609- 526 780, 




RRQ 7f;fi 7fl9 


• /ox 






beq. NO. 








OJ000223 14 . 0323.C22 


Gene No. 


88499 




Strand 




Start 


7659 




End 


8723 


Naiue 


0700099"^ Id n'^9'^ P99 rift 




Lie l^llW^Ji 


TBLASTX • Mai ze 




9 1 Q 




End 


537 




none 




Score 


65 


Exons 


91Q 9QR 9^9 "^fin '^10 


^R7 


?1ft 407 


320 358. 419 523, 




/I9n ^^9^ 497 ^"^7 


S^7 






becj. wo. 


4 9 4 




Seq. ID 


OJ000223 14 . 0323.C22 


Gene No. 


88499 




Strand 




Start 


7659 




End 


8723 


Naiue 




L. W 


Mpt hod 


TBLASTX : Wheat 


btaru 








781 


GI 


none 






105 


Exons 


/iTc; R/iR /i'^^^ ^^ic; A AQ 


fil R 


'^9'^ 774 


612 752 613 774, 




D4 4 . .. / 0 X 








Seq. No. 


42464 




Seq. ID 


OJ000223_14.0323.C22 


Gene No. 


88499 




Strand 




Start 


T C P Q 

/ boy 




rjiiu. 


8723 


Name 


riTnnn99'^ ^A n'^9'5 (^99 






TRT.A*^TX •Maize 


Start 


Q "5 Q 




CaiLKJL 


916 


GI 


none 




Score 


1 SO 

X O 


Exons 


ci'^fi P9fl R"^?! fi99 ft9fi 


. 7 X J f 


ft97 Q1 




Seq. No. 


/I 0 /I c /I 
4Z4 d4 




Seq. ID 


OJ000223_14.0323,C22 


Gene No . 


oo4 y y 




Strand 




Start 


7659 




End 


8723 


Name 


OJ000223_14.0323.C22.o7. 


tm 


Method 


TBLASTX: Maize 


btar u 


y xo 




End 


1334 




none 




Score 


47 


Exons 


Q1 P Q41 Q9n Qdn Q99 

yxo..yftx^ yzu..yfiU/ ^zz. 


• 7 70 / 


1007. .1063, 1013. .1192, 




ini>i 199*5 ini^Q 1 9np 
XU14.. XzZJ/ xuoy..xzuo/ 


X u ou • 


.1224, 1066. .1227, 1070. .1228, 




1 999 19Q'5 1994 1*^01 

xzzz . .xzyj/ xzzfi. .xjux/ 


xzz o . 


.1293, 1233.. 1334 


Seq. No. 


42464 




Seq. ID 


OJ000223_14. 0323. 022 


Gene No. 


88499 




Strand 




b uar u 


7 R Q 

/ DO y 




End 


8723 


Name 


UUUUUZZO X fi . U jZ J . L-Z Z • UD • 




Method 


TBLASTX: Maize 


brar u 


^9 ^ 
DZ DD 




End 


6598 


GI 


none 




Score 


234 


cjXons 


fi9fif; fiSQfi fi'^S'^ fiS4 4 








Seq. No. 


42464 




Seq. ID 


OJ000223_14. 0323. 022 


Gene No. 


88499 




Strand 




Start 


7659 




End 


8723 


Name 


OJ000223 14.0323.C22.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6710 




End 


7194 



42857 




GI 


none 








Score 


546 




Exons 


6710. .7192, 


6724 . 


.7011, 


6830. 


.7135, 7084. .7194 




Seq. No. 


42464 








Seq. ID 


OJ000223 14.0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Naitie 


OJ000223 14. 


0323. 


C22.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


6815 ~ 








End 


7297 




GI 


none 








Score 


388 




Exons 


6815. .7297, 


6826. 


. 7254, 


6935. 


.7294 






Seq. No. 


42464 








Seq. ID 


OJ000223_14 . 0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22 .o4 


. ts 


Method 


TBLASTX : Soybean 




Start 


6851 








End 


7165 




GI 


none 








Score 


236 




Exons 


6851. .7165, 


6965. 


.7159 










Seq. No. 


42464 








Seq. ID 


OJ000223_14 . 0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22 .o9 


. tm 


Method 


TBLASTX: Maize 




Start 


7195 ~ 








End 


7363. 




GI 


none 








Score 


f82 




Exons 


7195. .7296, 


7196. 


.7360, 


7196. 


.7363 






Seq. No. 


42464 








Seq. ID 


OJ000223_14 .0323 


.C22 


Gene No. 


88499 








Strand 


— 




Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22 .o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


7274 ~ 








End 


7606 




GI 


none 








Score 


274 




Exons 


7274 . .7606 














Seq. No. 


42464 








Seq. ID 


OJ000223_14.0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22 .o3 


. tw 


Method " 


TBLASTX: Wheat 




Start 


7349 ~ 








End 


7743 




GI 


none 








Score 


190 




Exons 


7349. .7606, 


7375. 


. 7581, 


7585. 


.7743, 7585. .7668 




Seq. No. 


42464 








Seq. ID 


OJ000223_14 .0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22.01 


. tm 


Method 


TBLASTX: Maize 




Start 


7376 ~ 








End 


7893 




GI 


none 








Score 


253 




Exons 


7376. .7606, 


7378 . 


.7608, 


7606. 


.7893, 7608.. 7880 




Seq. No. 


42464 








Seq. ID 


OJ000223_14.0323 


.C22 


Gene No. 


88499 








Strand 






Start 


7659 








End 


8723 




Name 


OJ000223 14. 


0323. 


C22.05 


.ts 


Method 


TBLASTX : Soybean 




Start 


7654 








End 


7908 




GI 


none 








Score 


219 





42858 








7 fiRfl 


7RSQ 








Seq. No. 


42464 








Seq. ID 


OJ000223_14 .0323.C22 


Gene No. 


88499 








Strand 




O UCL J. L 


7659 








End 


8723 


NHiue 


\j \j \j ^ ^ -J J. 1 


. \j >j ^ <j 


. C22 . o3 


. qs 


Methnd 


GEN SCAN 












End 


8253 












Score 


. 53 






784 3 


7967 


8115 . 


. 8253 




Seq. No. 


42464 








Seq. ID 


OJ000223_14.0323.C22 


Gene No. 


88499 








Strand 




O L.C1 J. L. 


7659 








End 


8723 




ojonn??^ 14 


0323 


C22 o5 


. tm 


Method 


TBLASTX: Maize 




7Q9ft ~ 

/ -7^ O 








End 


8305 












Score 


159 


Cxons 


/^^O. .OUDO/ 


7Q31 

/ -7 J X 


8023 


8081 


.8305, 8120.. 8269, 8188.. 8283 


O C7 ^ • IN • 


42464 








Seq- ID 


OJ000223_14.0323.C22 


Gene No. 


88499 








Strand 




Start 


7659 








End 


8723 




OJ000223 14 


. 0323 


.022 . o2 


. tw 


Method 


TBLASTX: Wheat 


C-|- a rl- 


808'^ ~ 

O \J O J 








End 


8438 












Score 


198 


TT V o n o 


0\J0 O • •OX'z^/ 


RriR4 

O U O *a 


ft 31 1 

. • O ^ X X / 


8084 


.8293, 8194.. 8310, 8325.. 8438, 
















Seq. No. 


42464 








Seq. ID 


OJ000223_14.0323.C22 


Gene No. 


88499 








Strand 






/ o J 








End 


8723 


Nsitie 


o.Tnnn99'^ i 4 

\J\J\J\J\J X 4 


• u o ^ ^ 


P22 n1 


1- «; 


Method 


TBLASTX : Soybean 




ft'^n7 ~ 

O J u / 








End 


8678 




none 








Score 


345 






8324 


8677 








Seq. No. 


42464 








Seq. ID 


OJ000223_14 . 0323 .C22 


Gene No. 


88499 . 








Strand 






76S9 








End 


8723 


Nsine 


o.Tnnn92'^ i 4 


0323 


r22 n3 


. L.ill 


Method 


TBLASTX: Maize 




o ^ 








End 


8723 












Score 


456 






8381 

O J O X 


8719 










424 fiS 

•i ^ *± D J 








Seq. ID 


OJ000223_14.0323.C23 


fipnp No 


88500 








Strand 


+ 


Start 


1 








End 


1735 


Name 


OJ000223 14 


.0323 


.C23.01 


.np 


Method 


AAT/NAP 




1 

X 








End 


1735 












Score 


145 




1 IRQ 4 1 

X. .X07/ *iXU 


. .496 


, 1656. 


.1735 






GI Descrip. 


(AF061282) 


serine carboxypeptidase-like protein [Sorghum 




bicolor] 












Seq. No. 


42465 








Seq. ID 


OJ000223_14.0323.C23 


Gene No. 


88500 








Strand 


+ 


Start 


1 








End 


1735 


Name 


OJ000223 14 


.0323 


.C23.03 


.np 


Method 


AAT/NAP 



42859 



start 
GI 

Exons 

GI Descrip. 



End 
Score 



1570 
255 



3810596 
1..80, 1044. .1570 

(AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


42465 


Seq, ID 


OJ000223_14.0323 


.C23 


Gene No. 


88500 


Strand 


+ 




Start 


1 


End 


1735 




Name 


OJ000223 14.0323.C23.ol.gs 


Method 


GENSCAN 




Start 


142 


End 


1677 




GI 


none 


Score 


.45 




Exons 


142.. 331, 1028.. 1677 








Seq. No. 


42465 


Seq. ID 


OJ000223_14.0323 


.C23 


Gene No. 


88501 


Strand 






Start 


637 


End 


1735 




Naiue 


OJ000223 14.0323.C23.o2.np 


Method 


AAT/NAP 




Start 


637 


End 


1735 




GI 


7339719 


Score 


79 




Exons 


637. .782, 1626. .1735 








nx ne*?r'TriD 


{AP001539) hypothetical protein [Oryza 


sativa] 




Sea No 


42465 


Seq. ID 


OJ000223_14.0323 


.C23 


Gene No. 


88501 


Strand 






Start 


637 


End 


1735 . 




Name 


OJ000223 14.0323.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


84 9 


End 


1668 




GI 


none 


Score 


122 




Exons 


849. .1025, 879. .992, 917. .1024, 1042.. 


1341, 1071.. 1331, 






1432. .1617, 1458. .1586, 1459. 


.1614, 1627. .1668 




Seq. No, 


42465 


Seq, ID 


OJ000223_14.0323 


.C23 


Gene No . 


88501 


Strand 






Start 


637 


End 


1735 




Name 


.OJ000223 14.0323.C23.ol,tw 


Method 


TBLASTX: Wheat 




Start 


876 


End 


1384 




GI 


none 


Score 


53 




Exons 


876. .1046, 877. .987, 906. .1025, 1042.. 


1341, 1066. .1341, 






1139. .1384, 1202. .1354 








Seq. No. 


42466 


Seq. ID 


OJ000223_17.0322 


,C1 


Gene No. 


88502 


Strand 






Start 


2330 


End 


8056 




Name 


OJ000223 17.0322.Cl.ol.gs 


Method 


GENSCAN 




Start 


2330 


End 


8056 




GI 


none 


Score 


.61 




Exons 


2330.. 3873, 3947., 4333, 4526. 


.4923, 7316.. 7386, 8012.. 8056 


Seq. No. 


42466 


Seq. ID 


OJ000223_17.0322 


.CI 


Gene No. 


88502 


Strand 






Start 


2330 


End 


8056 




Name 


OJ000223 17.0322,Cl.ol,np 


Method 


AAT/NAP 




Start 


2608 


End 


3088 




GI 


4680183 


Score 


257 




Exons 


2608, ,3088 








GI Descrip. 


{AF111709) gag-pol protein [Oryza sativa subsp. indica] 





42860 






Seq. No. 


42466 




Seq. ID 


OJ000223_17.0322.C1 




Gpne No . 


88502 




Strand 






Start 


2330 




End 


8056 




Name 


OJ000223 17.0322.Cl.ol.tw 




Method 


TBLASTX: Wheat 




<?t- Art 


2720 ~ 




End 


3097 




GI 


none 




Score 


190 






2720. .3097 










Seq. No. 


42466 




Seq. ID 


OJ000223_17 . 0322 . CI 




Gene No . 


88502 




Strand 






Start 


2330 




End 


8056 




Name 


OJ000223 17.0322.Cl.ol.tm 




Method 


TBLASTX: Maize 




Start' 


2861 ~ 




End 


3130 




GI 


none 




Score 


70 




Exons 


2861. .3130, 2862. .2999 










Seq. No. 


42467 




Seq. ID 


OJ000223_17.0322.C3 




Gene No. 


88503 




Strand 


+ 




Start 


4151 




End 


7706 




Name 


OJ000223 17.0322.C3.ol.np 




Method 


AAT/NAP 




Start 


3833 




End 


7703 




GI 


7489805 




Score 


2904 






3833. .7703 












polyprotein - maize retrotransposon Cinful-1 


'J 

n 




gi 1 4206306 1 gb IAAD11615 . 1 1 


(AF049110) prpol [Zea mays] 




Seq. No. 


42467 




Seq. ID 


OJ000223_17.0322.C3 




Gene No . 


88503 




Strand 


+ 




Start 


4151 




End 


7706 


y 


Name 


OJ000223 17.0322.C3.o2.gs 




Method 


GENSCAN 




Start 


4151 




End 


7706 




GI 


none 




Score 


.67 






4151.. 5301, 5321.. 7706 










Seq. No. 


42467 . 




Seq. ID 


OJ000223_17.0322.C3 




Gene No. 


88504 




Strand 






Start 


668 




End 


2093 




Name 


OJ000223 17.0322.C3.ol.gs 




Method 


GENSCAN 




Start 


668 




End 


2093 


Si 


GI 


none 




Score 


.96 




Exons 


668. .883, 968. .1033, 1270 


..1342, 1442. 


.1577, 1699. .1760, 






1939. .2093 










*^err No 


42467 




Seq. ID 


OJ000223_17,0322-C3 




Gene -No. 


88505 




Strand 






Start 


7559 




End 


14666 




Name 


OJ000223 17.0322.C3.o3.tm 




Method 


TBLASTX: Maize 




Start 


647 




End 


1574 




GI 


none 




Score 


214 




Exons 


647. .886, 657. .884, 767.. 


886, 


968.. 1036, 968.. 1033, 1269.. 






1270.. 1344, 1270. .1344, 1271. 


.1345, 1385. .1483, 1440. .1571 






1441. .1569, 1441. .1572, 1449. 


.1574 






Seq. No. 


42467 




Seq. ID 


OJ000223_17.0322,C3 




Gene No. 


88505 




Strand 






Start 


7559 




End 


14666 



42861 






Ndici6 


WUWL/V^^^ X / 


. 0322 . 


C3 .o5 . 


tw 




TBLASTX : Wheat 








4n7Q ~ 








End 


4429 








1 lUllC 








Score 


79 






P von Q 


4079 4201 


4207 . 


.4428, 


4208 . 


.4429 








Seq, No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 










7559 








End 


14666 






Nd-itie 


OJOOOPP'^ 17 

V^UWUV^^^.J X/ 


. 0322 . 


C3 .ol . 


tw 


Method 


TBLASTX • Wheat 








4 fi^4 ~ 

*i U J 'a 








End 


5089 . 








n on ^ 








Score 


442 






EiXons 


H \J •Jt . . 'J \J \J ^ f 


4 658 . 


, 5029, 


4660 . 


. 5088 








Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 










7559 








End 


14666 








OJ000223 17 


. 0322 . 


C3.ol. 


tm 


Method 


TBLASTX : Maize 






O Ldl. u 


47 62 ~~ 








End 


5119 






V3 J. 


n on 








Score 


411 








4762 S118 


4763. 


.5119 












Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 






J 




7S59 

r ^ >J ^ 








End 


14666 






NcLitie 


n.Tnnn99'^ 17 


.0322..C3.O4. 




Method 


TBLASTX: Maize 




J 




^^ Ai ~ 








End 


5477 




n 




none 








Score 


138 




i i 


Elxons 


X*i f > m •J ^ \J f 


5150. 


.5275, 


5288 . 


.5467, 5289. .5477 






Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 






J 


o udJ. 1- 


75S9 
f »j ^ 








End 


14666 






IN clitic 


0.100022*^ 17 


.0322. 


C3.o2. 


tw 


Method 


TBLASTX: Wheat 






7-+- 










End 


5573 








non ^ 








Score 


81 








S204 S284 


5286. 


.5573, 


5288 . 


.5467, 5289. .5471 






Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 








Start 


7559 








End 


14666 




=~ 


LN aiiic 


OJ000223 17 


.0322. 


C3.03. 


ts 


Method 


TBLASTX : Soybean 






5286 ~~ 

^ ^ o u 








End 


5582 






ox 


none 








Score 


203 








5286 5582 
















Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 










7 SS9 








End 


14666 






NajTie 


0.7000223 17 


.0322. 


C3.o2. 


ts 


Method 


TBLASTX : Soybean 






O L dx u 


Rft47 ~ 








End 


6206 






ux 


n on 0 








Score 


205 






Exons 


5847. . 6206, 


5858. 


.6205 












Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322 


.C3 




Gene No. 


88505 








Strand 








Start 


7559 








End 


14666 






Name 


OJ000223 17 


.0322. 


C3.o3. 


tw 


Method 


TBLASTX : Wheat 





42862 




start 


5849 








End 


6280 




GI 


none 








Score 


299 




Exons 


5849. .6280, 


5850. 


. 6272 










Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322. 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3.05. 


tm 


Method 


TBLASTX: Maize 




Start 


6483 








End 


6750 




GI 


none 








Score 


224 




Exons 


6483. .6749, 


6535. 


.6750, 


6608. 


.6748 






Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322. 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


6591 








End 


6980 




GI 


none 








Score 


252 




Exons 


6591. .6980, 


6635. 


.6802, 


6857. 


.6976 






Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322. 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3-o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6750 








End 


7112 




GI 


none 








Score 


380 




Exons 


6750. .7112, 


6842. 


.7054, 


6936. 


.7100 






Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322. 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3 .ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


6753 








End 


7127 




GI 


none 








Score 


97 




Exons 


6753. .6896, 


6782. 


.6895, 


6902. 


.7120, 6903.. 7127 




Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322. 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3.o2. 


np 


Method 


AAT/NAP 




Start 


7559 








End 


14666 




GI 


6063557 








Score 


376 




Exons 


7559. .7702, 


10774 


..11029, 11278.. 11462 


, 14421. .14666 




GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 




Seq. No. 


42467 








Seq. ID 


OJ000223_17.0322, 


C3 


Gene No. 


88505 








Strand 






Start 


7559 








End 


14666 




Name 


OJ000223 17 


.0322. 


C3.03. 


gs 


Method 


GENSCAN 




Start 


8313 








End 


13671 




GI 


none 








Score 


.67 




Exons 


8313. .8750, 


9034. 


.9858, 


9961. 


.10813, 10921. .11056, 11322 


. .11352, 



.11464. .11552, 11642. .11717, 11760 .. 12329, 12360 .. 1254 5, 

12960. .13124, 13669.. 13671 

Seq. No. 42467 Seq. ID OJ000223_17 . 0322 . C3 

Gene No. 88505 Strand 



42863 





Start 


7559 


End 


14666 




IN CliLlC? 


OJ000223 17 0322 C3 o4 as 


Met hod 


GENS CAN 




o L. a J. u 


14343 ~ 


End 


14476 




ox 


none 


Score 


. 9 






14343 14476 








Seq. No. 


42468 


Seq. ID 


OJ000223_17.0322.C6 




Gene No. 


88506 


Strand 


+ 




Start 


1 


End 


3546 






OJ000223 17.0322.C6.ol.gs 


Method 


GENSCAN 




tj L.dJL L. 


1 


End 


1382 






none 


Score 


.7 






1..213, 768.. 1042/ 1056.. 1237, 1306.. 1382 




Sea No. 


42468 


Seq. ID 


OJ000223_17.0322.C6 




Gene No. 


88506 


Strand 


+ 




Start 


1 


End 


3546 




Name 


OJ000223 17.0322.C6.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3546 




GI 


5902444 


Score 


444 




von ^ 


1 169 754 1384 3350 3546 










(AB030283) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


42468 


Seq. ID 


OJ000223__17.0322.C6 




Gene No. 


88507 . 


Strand 


+ 


~ Si 


start 


7100 


End 


8597 






OJ000223 17.0322.C6.o4.gs 


Method 


GENSCAN 


r i 5 




7100 


End 


8572 




ox 


none 


Score 


.99 




III Awllo 


7100.. .8572 








W * IN W . 


42468 


Seq. ID 


OJ000223_17.0322.C6 




Gene No . 


88507 


Strand 


+ 




Start 


7100 


End 


8597 




Name 


OJ000223 17,0322.C6.o2.np 


Method 


AAT/NAP 




Start 


7145 


End 


8597 




GI 


-7267604 


Score 


790 






7145. .8597 








\J -t, ii^ ^ ^ ^ . 


(AL161491) putative flavonol 


glucosyltransf erase [Arabidopsis 


f 1 




thaliana] 








Seq. No. 


42468 


Seq. ID 


OJ000223_17.0322,C6 




Gene No. 


88508 


Strand 






Start 


3290 


End 


4720 




Name 


OJ000223 17.0322.C6.o2.gs 


Method 


GENSCAN 




Start 


3290 


End 


4720 




ox 


none 


Score 


.46 






3290.. 3506, 4323.. 4720 








Seq. No. 


42468 


Seq. ID 


OJ000223_17.0322.C6 




Gene No. 


88509 


Strand 






Start 


5053 


End 


6329 




Name 


OJ000223 17.0322.C6.o3.gs 


Method 


GENSCAN 




Start 


5053 


End 


6329 




GI 


none 


Score 


.4 




Exons 


5053.. 5205, 5301.. 5341, 5385. 


.5524, 5539.. 5631, 5739.. 5830, 



6228.-6329 



42864 




Seq. No- 


42468 






Seq. ID 


OJ000223_17 . 0322 . C6 


Gene No. 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


.0322 


C6.01. ts 


Method 


TBLASTX: Soybean 


Start 


7637 






End 


8371 


GI 


none 






Score 


98 


Exons 


7637. .7708, 


7724 


..7822, 7907. 


.8089, 7916. .8059, 8123. .8371, 




8155. .8313, 


8183 


. .8317 






Seq. No. 


42468 






Seq. ID 


OJ000223_17.0322.C6 


Gene No . 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


.0322 


.C6.ol.tc 


Method 


TBLASTX: Cress 


Start' 


7790 






End 


8446 


GI 


none 






Score 


46 


Exons 


7790. .7822, 


7844 


..7885, 7913. 


.8098, 8111.. 8446, 8155. .8313 


Seq. No. 


42468 






Seq. ID 


OJ000223_17.0322.C6 


Gene No. 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


.0322 


. C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


7855 






End 


8380 


GI 


none 






Score 


44 


Exons 


7855. .7887, 


7856 


..7885, 7922. 


.8080, 7922.. 8080, 8111.. 8380 




8150. .8311, 


8161 


. .8313 






Seq. No. 


42468 






Seq. ID 


OJ000223_17.0322,C6 


fionp No . 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


. 0322 


.C6.ol . tw 


Method 


TBLASTX: Wheat 


Start 


8012 ~ 






End 


8329 


GI 


none 






Score 


54 


Exons 


8012. .8065,,. 


8147 


..8329, 8173. 


.8313 




Seq. No. 


42468 






Seq. ID 


OJ000223_17.0322.C6 


Gene No. 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


.0322 


.C6,o3.np 


Method 


AAT/NAP 


Start 


9297 






End 


9847 


GI 


6063557 






Score 


295 


Exons 


9297 . . 9453, 


9678 


. .9847 






GI Descrip. 


(AP000615) 


similar to dJ522J7 


.2 (Z98885) [Oryza sativa] 


Seq. No. 


42468 






Seq. ID 


OJ000223_17.0322.C6 


Gene No . 


88510 






Strand 




Start 


9688 






End 


11964 


Name 


OJ000223 17 


.0322 


.C6.o5.gs 


Method 


GENSCAN 


Start 


9688 






End 


11964 


GI 


none 






Score 


.52 


Exons 


9688. .9764, 


9770 


..9912, 10998 


. ,11177, 


11726. .11964 


Seq. No. 


42469 






Seq. ID 


OJ000223_17.0322.C7 


Gene No. 


88511 






Strand 


+ 


Start 


1243 






End 


1392 


Name 


OJ000223 17 


.0322 


.C7.ol.gs 


Method 


GENSCAN 


Start 


1243 






End 


1392 



42865 



GI 


none 








Score 


.84 


Exons 


1243. .1392 












Seq. No. 


42470 








Seq. ID 


OJ000223_17.0322.C8 


Gene No. 


88512 








Strand 


+ 


Start 


962 








End 


16039 


Name 


OJ000223 17 


.0322 


.C8.01. 


gs 


Method 


GENSCAN 


Start 


962 








End 


10053 


GI 


none 








Score 


.42 


Exons 


962.. 1391, 


4186. 


.4245, 


4964. 


.4998, 5685.-5832, 6623.. 6909, 




8374. .8622, 


9398 


. .9556, 


9865 


. .10053 







Seq. No. 


42470 


Seq. ID 


OJ00p223_17.0322.C8 




Gene No. 


88512 


Strand 


+ 




Start 


962 


End 


16039 




Name 


OJ000223 17.0322.C8.ol.gp 


Method 


AAT/GAP 




Start 


1165 


End 


6841 




GI 


LIB3432-028-P1-K1-G8 


Score 


862 




Exons 


1165.. 1380, 6603.. 6841 








GI Descrip. 


'3702327 4.0e-39 (AC005397) unknown protein [Arabidopsis 






thaliana] ' 








Seq. No. 


42470 


Seq. ID 


OJ000223_17.0322.C8 




Gene No. 


88512 


Strand 


+ 




Start 


962 


End 


16039 




Name 


OJ000223 17.0322.C8.ol.np 


Method 


AAT/NAP 


in 


Start 


1254 


End 


16039 


Vi 


GI 


3702327 


Score 


391 




Exons 


1254.. 1380, 6603.. 6870, 16017 


. .16039 






GI Descrip. 


(AC005397) unknovm protein [Arabidopsis thaliana] 


=~ 


Seq. No. 


42470 


Seq. ID 


OJ000223_17.0322.C8 


I u 


Gene No . 


88513 


Strand 






Start 


6918 


End 


7484 


f 1 


Name 


OJ000223 17.0322.C8.o2.gp 


Method 


AAT/GAP 




Start 


6918 


End 


7484 




GI 


none 


Score 


1102 




Exons 


6918. .7484 






r " 


Seq. No. 


42470 


Seq. ID 


OJ000223_17.0322.C8 


r ^ 


Gene No. 


88514 


Strand 






Start 


10478 


End 


10822 




Name 


OJ000223 17.0322.C8.o3.gp 


Method 


AAT/GAP 




Start 


10478 


End 


10822 




GI 


none 


Score 


690 




Exons 


10478. .10822 








Seq. No. 


42470 


Seq. ID 


OJ000223_17.0322.C8 




Gene No. 


88515 


Strand 






Start 


10819 


End 


13783 




Name 


OJ000223 17.0322.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


6600 


End 


6978 




GI 


none 


Score 


107 - 




Exons 


6600.. 6677, 6601.. 6708, 6604. 


.6702, 6666. .6707, 6667. .6711 






6696.-6869, 6711.. 6965, 6715. 


.6966, 6904.. 6978 




Seq. No. 


42470 


Seq. ID 


OJ000223_17.0322.C8 



42866 




Gene No. 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17.0322.C8.o2.ts 


.. Method 


TBLASTX : Soybean 




Start 


6736 




End 


6974 




GI 


none 




Score 


205 




Exons 


6736.. 6960, 6738. .6926, 6915.. 6974 






Se<j. No. 


42470 




Seq. ID 


OJ000223_17.0322 


.C8 


Gene No. 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17. 0322, C8. 


o2,tm 


Method 


TBLASTX: Maize 




Start 


6792 




End 


7089 




GI 


none 




Score 


151 




Exons 


6792.. 6986, 6794.. 6976, 6795.-6986, 6799.. 6996, 6982.. 7089 




6990. .7088 










Sea No 


42470 




Seq. ID 


OJ000223_17.0322 


,C8 


Gene No . 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17 0322. C8. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


10805 ~ 




End 


13738 




GI 


none 




Score 


37 




Exons 


10805. .10873, 10813. 


.10884, 


10837. .11145, 10880. .11149, 






10880. .11155, 10903. 


,11160, 


10995. .11183, 12416. .12562, 






12424. .12549, 12428. 


.12565, 


13009. .13212, 13009. .13218, 






13013. .13228, 13276. 


.13434, 


13288. .13455, 13295 13477 , 






13295 13480, 13595. 


, 13738, 


13595. .13690, 13597.. 13734 




Seer No 


42470 




Seq, ID 


OJ000223_17.0322 


.C8 


Gene No. 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17 .0322. C8 . 


o2 . gs 


Method 


GENSCAN 




Start 


10819 ~ 




End 


13731 




GI 


none 




Score . 


.7 




Exons 


10819. .11148, 12401. 


.12562, 


13009. ,13209, 13291, .13475, 






13602. .13731 










Seq. No. 


42470 




Seq. ID 


OJ000223_17.0322 


.C8 


Gene No. 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17. 0322. C8. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


10819 




End 


11104 




GI 


none 




Score 


282 




Exons 


10819. ,11103, 10865. 


,11104 








Sea No 

^^^^^^ « • 


42470 




Seq. ID 


OJ000223_17.0322 


.C8 


Gene No 


88515 




Strand 






Start 


10819 




End 


13783 




Name 


OJ000223 17. 0322. C8. 


o2.np 


Method 


AAT/NAP 




Start 


10822 




End 


13731 




GI 


7485597 




Score 


1201 




Exons 


10822. ,11148, 12401. 


.12562, 


13009. .13209, 13291. .13475, 






13602. ,13731 










GI Descrip. 


hypothetical protein F17A8. 


160.- Arabidopsis thaliana 





gi|4538911|embtCAB39648.1| {AL049482) hypothetical protein 
[Arabidopsis thaliana] gi I 7267676 1 emb I CAB78104 . 1 1 (AL161515) 
hypothetical protein [Arabidopsis thaliana] 



42867 




Seq. No. 


42470 


Seq. ID 


OJ000223 


_17.0322 


.C8 


Gene No . 


88515 


Strand 








Start 


10819 


End 


13783 






Name 


OJ000223_17 . 0322 .C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


10861 


End 


13772 






GI 


none 


Score 


321 






Exons 


10861. .11148, 10861- .11148, 


10862. .11149, 10865 


. .11149, 






12401. .12565, 12401. .12562, 


12465. .12587, 13009 


. .13212, 






13009. .13218, 13010. .13213, 


13118. .13228, 13279 


. . 13434, 






13291. .13455, 13295 .. 13477 , 


13295. .13480, 13500 


. .13763, 






13595. .13765, 13597, .13758, 


13605. .13772 






Seq. No. 


42470 


Seq. ID 


OJ000223 


_17.0322 


. C8 


Gene No. 


88515 


Strand 








Start 


10819 


End 


13783 






Name 


OJ000223 17.0322.C8.o3.tc 


Method 


TBLASTX: 


Cress 




Start 


13322 


End 


13783 






GI 


none 


Score 


147 






Exons 


13322. .13477, 13324 .. 13434 , 


13595. .13783, 13597 


. .13728 




Seq. No. 


42471 


Seq. ID 


OJ000223 


_17.0322 


.Cll 


Gene No. 


88516 


Strand 


+ 






Start 


230 


End 


4345 






Name 


OJ000223 17.0322.Cll.ol.gs 


Method 


GENSCAN 






Start 


230 


End 


4345 






GI 


none 


Score 


.72 






Exons 


230. .303, 2783.. 2927, 3364. 


.3390, 4238 


. .4345 






Seq. No. 


42471 


Seq. ID 


OJ000223 


_17.0322 


.011 


Gene No. 


88516 


Strand 


+ 






Start 


230 


End 


4345 






Name 


OJ000223 17.0322.Cll.ol.gp 


Method 


AAT/GAP 






Start 


2622 


End 


3145 






GI 


LIB3434-038-P1-K1-F1 


Score 


770 






Exons 


2622. .3145 










GI Descrip. 


•5257255/dbj IAP000364.1IAP000364 O.Oe+00 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 • 








Seq. No. 


42472 


Seq. ID 


OJ000223 


_17.0322 


.C12 • 


Gene No. 


88517 


Strand 


+ 






Start 


901 


End 


1209 






Name 


OJ000223 17.0322.C12.ol.gs 


Method 


GENSCAN 






Start 


901 


End 


1209 






GI 


none 


Score 


.63 






Exons 


901. .951, 1126. .1209 










Seq. No. 


42472 


Seq. ID 


OJ000223 


_17.0322 


.C12 


Gene No. 


88518 


Strand 








Start 


3512 


End 


3745 






Name 


OJ000223 17.0322.C12.o2.gs 


Method 


GENSCAN 






Start 


3512 


End 


3745 






GI 


none 


Score 


.5 






Exons 


3512. .3745 










Seq. No. 


42473 


Seq. ID 


OJ000223 


_17.0322 


.C14 


Gene No. 


- 88519 


Strand 


+ 







42868 



start 


77 


End 


8896 




Name 


OJ000223 17.0322.C14.ol.gs 


Method 


GENSCAN 




Start 


77 


End 


8896 




GI 


none 


Score 


.4 




Exons 


77, .184, 2740. .3041, 3318. .4424, 4512.. 


4635, 4703.. 4860, 




5073.. 5237, 5324.. 5339, 5471 


..5564, 5852. .7384, 


8143. .8277, 




8876. .8896 








Seq. No. 


42473 


Seq. ID 


OJ000223_ 


17.0322.C14 


Gene No. 


88519 


Strand 


+ 




Start 


77 


End 


8896 




Name 


OJ000223 17.0322.C14.o2.np 


Method 


AAT/NAP 




Start 


2953 


End 


7520 




GI 


2961349 


Score 


1611 




Exons 


2953. .3178, 3544. .3812, 4452 


..4745, 4775. .5744, 


5955. .7520 


GI Descrip. 


(AL022140) LTR retrotransposon like protein [Arabidopsis 




thaliana 1 








Seq. No. 


42473 


Seq. ID 


OJ000223_ 


17.0322.C14 


Gene No. 


88520 


Strand 


+ 




Start 


15780 


End 


16083 




Name 


OJ000223 17.0322.C14.o3.gs 


Method 


GENSCAN 




Start 


15780 


End 


16083 




GI 


none 


Score 


.61 




Exons 


15780. .15929, 16066.. 16083 








Seq. No. 


42473 


Seq. ID 


OJ000223_ 


17.0322.C14 


Gene No. 


88521 


Strand 


+ 




Start 


18252 


End 


25954 




Name 


OJ000223 17.0322.C14-o4.gs 


Method 


GENSCAN 




Start 


18252 


End 


25954 




GI 


none 


Score 


.5 




Exons 


18252. .18260, 20130 20249, 


20468. .20656, 22431. 


.22625, 




22987. .23659, 24015 .. 24139, 


25568. .25670, 25788. 


.25954 


Seq. No. 


42473 


Seq. ID 


OJ000223_ 


17.0322.C14 


Gene No. 


88521 


Strand 


+ 




Start 


18252 


End 


25954 




Name 


OJ000223 17.0322.C14.o3.np 


Method 


AAT/NAP 




Start 


21105 


End 


23787 




GI 


7485221 


Score 


995 




Exons 


21105. .21193, 22447. .22724, 


22987. .23787 




GI Descrip. 


hypothetical protein A IG002N01.14 - Arabidopsis 


thaliana 




gi|2191135|gb|AAB61022.1| (AF007269) A 


IG002N01. 


14 gene product 




[Arabidopsis thaliana] gi | 7267605 | emb | CAB80917 . 1 


1 (AL161491) 




hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


42473 


Seq. ID 


OJ000223_ 


17.0322.C14 


Gene No. 


88522 


Strand 


+ 




Start 


26499 


End 


26732 




Name 


OJ000223 17.0322.C14.o5.gs 


Method 


GENSCAN 




Start 


26499 


End 


26732 




GI 


none 


Score 


.71 




Exons 


26499.-26732 








Seq. No. 


42473 


.Seq. ID 


OJQ0.0223_ 


17.0322.C14 


Gene No. 


88523 


Strand 







42869 



start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



33658 End 34225 

OJ000223_17.0322.C14.o2.gp Method AAT/GAP 
33658 End 34225 

uC-osroM202037g07bl Score 600 

33658. .34023, 34202.. 34225 

'1172874/sp|Q08298 |RD22_ARATH l.Oe-15 DEHYDRATION-RESPONSIVE 

PROTEIN RD22 PRECURSOR >gi_479589_pir S34823 

dehydration-induced protein RD22 - Arabidopsis thaliana 
>gi_391608_dbj_BAA0154 6_ (D10703) rd22 [Arabidopsis thaliana] 
>gi_447134_prf 1913421A rd22 gene [Arabidopsis thaliana] ' 

42473 Seq. ID OJ000223_17 . 0322 . C14 

88524 Strand 

1 End 413 

OJ000223_17 . 0322 . C14 . ol . np Method AAT/NAP 

1 End 413 

124197 Score 118 

1..21, 260. .413 

TRANSLATION INITIATION FACTOR IF-1, CHLOROPLAST 
gi 172885 I pir M FIRZl translation initiation factor IF-1 - rice 
chloroplast gi 1 12021 1 emb|CAA33930 I (X15901) initiation factor 1 
[Oryza sativa] gi | 226642 | prf | | 1603356BR initiation factor 1 
[Oryza sativa] gi | 227785 | prf | | 1711263A initiation factor 1 
[Oryza sativa] 



42473 
88525 
9475 

OJ000223__17.0322.C14 .o2.gs 

9475 

none 

9475.. 9489, 9593.. 9670, 9763. 
14675. .14782 

42473 
88526 
27535 

OJ000223_17 . 0322 . C14 . o6 . gs 

27535 

none 

27535. .27936 



Seq. ID OJ000223_17.0322.C14 



Strand 
End 

Method 
End 
Score 
.10143, 



14782 
GENSCAN 
14782 
.5 

12167. .12223, 12890.. 13030, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_17.0322.C14 

27936 
GENSCAN 
27936 
.78 



OJ000223 17.0322.C14 



42473 Seq. ID 

88527 Strand 
31000 End 33110 

OJ000223_17 . 0322 . C14 . o4 . np Method AAT/NAP 
31000 End 33110 

1172874 Score 280 

31000. .31655, 33081.. 33110 

DEHYDRATION-RESPONSIVE PROTEIN RD22 PRECURSOR 
gi|479589|pir I IS34823 dehydration-induced protein RD22 - 
Arabidopsis thaliana gi I 391608 | dbj | BAA0154 6 | (D10703) rd22 
[Arabidopsis thaliana] gi 1 447134 | prf | 1 1913421A rd22 gene 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 



42473 
88527 



Seq. ID 
Strand • 



OJ000223 17.0322.C14 



42870 



start 31000 End 33110 . 

Name OJ000223_17.0322.C14.ol.gp Method AAT/GAP 

Start 31520 End 31768 

GI 63382_1.R1084 Score 396 

Exons 31520. .31768 . 

GI Descrip. ' 2804255/dbj | AB010386 | AB010386 5.0e-13 Oryctolagus cuniculus 

mRNA for interferon gamma, complete cds ' 





Seq. No. 


42473 




Seq. ID 


OJ000223_17. 0322. 014 




Gene No . 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17. 0322. 014. olO 


. tm 


Method 


TBLASTX: Maize 




Start 


244 




End 


8448 




GI 


none 




Score 


123 




Exons 


244. .381, 253. .393, 254. 


.406, 


476. .496, 


514. .558, 515. .559, 






534. .602, 596. .670, 598. 


.672, 


598. .672, 


8338. .8448, 8342. .8443 




Sea No. 


42473 




Seq. ID 


OJ000223_17. 0322. 014 




Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17,0322.C14.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2829 




End 


34051 




GI 


none 




Score 


56 




R von ^ 


2829.. 2906, 31280. .31372 


, 31281. .31361, 


31289. .31375, 






31385. .31549, 33781 .. 34050, 33782.. 34051 




Seq. No. 


42473 




Seq. ID 


OJ000223_17. 0322. 014 


I y 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 


e ■ ^ 


Name 


OJ000223 17. 0322,014. oil 


.tm 


Method 


TBLASTX: Maize 


*- 

\^ 


Start 


3437 




End 


3673 




GI 


none 




Score 


188 


I Li 
B 


Exons 


3437. .3673, 3512. .3652 








r ~i 


Seq. No. 


42473 




Seq. ID 


OJ000223_17. 0322. 014 


J 


Gene No. 


88528 




Strand 






Start 


33460 




' End 


35676 


r ~ 


Name 


OJ000223 17. 0322. 014. o2. 


tw 


Method 


TBLASTX :.Wheat 


■5; IE? 


Start 


4420 




End 


4796 




GI 


none 




Score 


139 




Exons 


4420.. 4572, 4427.. 4573, 


4556. 


.4777, 4577. .4780, 4611. .4796 




Seq. No. 


42473 




Seq. ID 


OJ000223_17. 0322. 014 




Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17. 0322. 014. o8. 


tm 


Method 


TBLASTX: Maize 




Start 


4700 




End 


5008 




GI 


none 




Score 


102 




Exons 


4700. .4777, 4701. .4811, 


4703. 


.4780, 4821. .5003, 4831. .5004, 






4837.. 5007, 4838.. 5008 










Seq. No. 


42473 




Seq. ID 


OJ000223__17. 0322.014 




Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17. 0322. 014. o6. 


tc 


Method 


TBLASTX :Oress 




Start 


4850 




End 


5131 




GI 


none 




Score 


44 



42871 






Exons 


4850. .4903, 


4937 


. .5131, 


4963. 


.5130 






Seq. No. 


42473 








Seq. ID 


OJ000223_17. 0322,014 




Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.C14.07 


. tm 


Method 


TBLASTX: Maize 




Start 


5009 








End 


5446 




GI 


none 








Score 


291 




Exons 


5009. .5446 














Seq. No. 


42473 








Seq. ID 


OJ000223_17. 0322. 014 




Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.C14,o7 


.ts 


Method 


TBLASTX: Soybean 




Start 


5017 








End 


5416 




GI 


none 








Score 


96 




Exons 


5017. ,5112, 


5018 


. .5,110, 


5108. 


,5416, 5108. .5416 




Seq. No. 


42473 








Seq. ID 


OJ000223_17. 0322.014 




Gene No. 


88528' 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.014. o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5024 








End 


5470 




GI 


none 








Score 


285 


IZ 


Exons 


5024. .5470, 


5038 


. .5331 










Seq. No. 


42473 








Seq. ID 


OJ000223__17. 0322. 014 




Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 


1:1 


Name 


OJ000223 17 


.0322 


.014 .o5 


.tc 


Method 


TBLASTX :Oress 




Start 


5267 








End 


5614 




GI 


none 








Score 


235 


= 


Exons 


5267. .5548, 


5276 


. .5614 










Seq. No. 


42473 








Seq. ID 


OJ000223_17. 0322. 014 




Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.014.03 


.tw 


Method 


TBLASTX: Wheat 


f 


Start 


5476 








End 


5740 




GI 


none 








Score 


175 


C3 


Exons 


5476. .5634, 


5477 


. .5614, 


5604. 


.5699, 5605. .5703, 5609. .5740 




Seq. No. 


42473 








Seq. ID 


OJ000223_17 . 0322 . 014 




Gene No. 


88528 








Strand 






Start . 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.014.02 


.ts 


Method 


TBLASTX: Soybean 




Start 


5987 








End 


6490 




GI 


5509260 








Score 


315 




Exons 


5987. .6400, 


6118 


. .6399, 


6407. 


.64 90 






GI Descrip. 
















Seq. No. 


42473 








Seq. ID 


OJ000223_17. 0322. 014 




Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17 


.0322 


.014.04 


.tc 


Method 


TBLASTX :Oress 




Start 


6118 








End 


6379 




GI 


none 








Score 


276 



42872 



Exons 



•■'"6118. .6378, 6119.. 6379 



Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.01 


. tw 


Method 


TBLASTX: Wheat 




Start 


6161 








End 


6694 




GI 


none 








Score 


230 




Exons 


6161. .6403, 


6175. 


.6288, 


6407 


. .6499, 6494. .6694 




Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.06 


. tm 


Method 


m VST TV o mxT . Kir A - _ ^ 

TBLASTX : Maize 




Start 


6161 








End 


6586 




GI 


none 








Score 


201 




Exons 


6161. .6388, 


6178. 


.6363, 


6407 


. . 6586 






Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.06 


.tw 


Method 


TBLASTX : Wheat 




Start 


6695 








End 


7072 




GI 


none 








Score 


76 




Exons 


6695. .6829, 


6842. 


.7072 










Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No . 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.05 


. tm 


Method 


TBLASTX: Maize 




Start 


6833 








End 


7453 




GI 


none 








Score 


257 




Exons 


6833. .7255, 


7120. 


.7200, 


7304 


, .7453 






Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


CL4.05 


.ts 


Method 


TBLASTX : Soybean 




Start 


6863 








End 


7362 




GI 


none 








Score 


312 




Exons 


6863. .7252, 


6875. 


.6940, 


7052 


..7231, 7111. .7362, 7304. .7354 


Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.06 


.ts 


Method 


TBLASTX : Soybean 




Start 


22421 








End 


22730 




GI 


none 








Score 


94 




Exons 


22421. .22726, 22443 .. 22730, 


22443. .22715, 22448.. 22726 




Seq. No. 


42473 








Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 








Strand 






Start 


33460 








End 


35676 




Name 


OJ000223 17. 


0322. 


C14.04 


, tm 


Method 


TBLASTX: Maize 




Start 


22434 








End 


22727 




GI 


none 








Score 


308 




Exons 


22434. .22727 


, 22460.. 22726 









42873 




Seer. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17.0322.C14 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


22442 




End 


23082 




GI 


none 




Score 


97 




Exons 


22442. .22510, 22443. 


.22517, 


22443. .22511, 22519 .. 22710, 






22520. .22711, 22521. 


.22730, 


22524 . .22730, 22525 .. 22770, 






22972. .23082, 22989. 


.23069 








Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17. 0322. 014 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


22939 




End 


23358 




GI 


none 




Score 


393 




Exons 


22939. .23358, 22985. 


.23185, 


23016. .23336, 23065.. 23337 




Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17.0322.C14 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


22979 




End 


23270 




GI 


none 




Score 


263 




Exons 


22979. .23260, 22981. 


.23268, 


22982. .23230, 22983.. 23270 




Seer. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17.0322.C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


23083 




End 


23757 




GI 


none 




Score 


45 




Exons 


23083. .23115, 23115. 


.23294, 


23116. .23292, 23147 .. 23296, 






23296. .23475, 23301. 


.23474, 


23488. .23532, 23566 .. 2364 9, 






23662. .23757, 23664. 


.23738 








Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17.0322.C14 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


23325 




End 


23774 




GI ... 


none 




Score 


356 




Exons 


23325. .23648, 23329. 


.23652, 


23644. .23757, 2364 6 .. 23765, 






23672. .23767, 23685. 


.23774 








Seq- No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 


Gene No. 


88528 




Strand 






Start 


33460 




End 


35676 




Name 


OJ000223 17.0322.C14 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


23364 




End 


23763 




GI 


none 




Score 


202 




Exons 


23364. .23540, 23365. 


.23541, 


23574. .23645, 23575 .. 23643, 






23588. .23734, 23679. 


.23735, 


23680. .23757, 23680.. 23763 




Seq. No. 


42473 • 




Seq. ID 


OJ000223_17.0322 


-C14 


Gene No. 


88528 




Strand 







42874 








J J *± U V 




End 


35676 












Method 


TBLASTX: Wheat 






0 Lair L. 


^ OH 0 0 




End 


23757 








none 




Score 


44 








?^dftft ?^S7? 


. 23649, 


23658. .23735, 23659.. 23757 






Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 




Gene No. 


88528 




Strand 


- 








33460 




End 


35676 






N3.iue 




• o8 . tw 


Method 


TBLASTX: Wheat 






Q4- a y4- 






End 


29954 








none 




Score 


85 






EjXons 


?QfiR'^ ?Qftn9 PQRO? 


. 29954 










Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 




Gene No. 


88528 




Strand 








C4- 


33460 




, End 


35676 








OLTn00223 17 0322 C14 


. o9 . tm 


Method 


TBLASTX: Maize 






C4- a Y-l- 


J U U J u 




End 


30351 












Score 


171 








^nnSfi "^0253 30057 


30254 


30276. .30329, 30277.. 30351 






Q ^ KT r^ 
o6q • INO . 


4947"^ 

H^*i f 0 




Seq. ID 


OJ000223_17.0322 


.C14 




taene wo . 


00 COO 

0 0 0 




Strand 






" z 


D tax 1- 


^^4 fin 




End 


3567 6 






Name 


OJ000223 17.0322.C14 


,o2.tc 


Method 


TBLASTX: Cress 






Start 


30991 




End 


34116 




r 1 s 




none 




Score 


54 






Exons 


'^HQQI '^i 1 fi7 "^1 n9ft 

JUl7^X«.OXXO// OXU^O. 


'^1 nR4 

• JX UO 4 , 


31118. .31168, 31217. .31393, 








JXZOU. .OXOOft/ oxoo^. 


"^1 ^40 

• J X O 4 U , 


31562. .31633, 31664 .. 31729, 








'^'^4R7 ^'^fil '^'^fifi7 


'^^774 


33788. .34042, 33793 ., 34041, 








"^40^? '^4 1 1 










= 


> LNO . 


4 z *t / 0 




Seq. ID 


OJ000223_17.0322 


.C14 


f 1 


oene ino . 






Strand 








Q4- a r*-l- 

0 uaxT, 


'^'^4 fin 




End 


35676 






Name 


n.Tnnn99'^ 17 n^99 n4 

wUUUU^Z.3 X/ .UO^^*V>^X4 


• vJO • L.1LI 


Method 


TBLASTX: Maize 






Start 


30991 




End 


34054 






GI 


none 




Score 


81 








30991 31077. 31003 


.■31158, 


31004. .31159, 31121. .31198, 




f 1 




31160 31207 31161 


. 31241, 


31262. .31372> 31281 31361, 








31292 31375 31385 


. 31552, 


33466. .33498, 33481 .. 33561, 








33482 33550 33515 


33553 
. ■o tj -J ■J f 


33577. .33624, 33667 .. 33723, 








33fifiR 33724 33757 


. 34053, 


33782. .34054 






oeq • iNo . 


4947*^ 

4 t 4 / O 




Seq. ID 


OJ000223_17.0322 


. C14 






oo cop 




Strand 








Q-h a -ri- 
ot aXt. 


'^'^4fin 

O J 4 O Lf 




End 


35676 






Name 


OJ000223 17.0322,C14 


. o3. ts 


Method 


TBLASTX : Soybean 






Start 


31001 




End 


34245 






GI 


none 




Score 


98 






Exons 


31001. .31168, 31006. 


.31167, 


31160. .31198, 31266. .31364, 








31280. .31363, 31385. 


.31555, 


31556. .31615, 31661 .. 31723, 








33484. .33561, 33577. 


.33624, 


33667. .33714, 33743 .. 34045, 








33787. .34056, 34057. 


.34116, 


34162. .34245 






Seq. No. 


42473 




Seq. ID 


OJ000223_17.0322 


.C14 



42875 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
U GI 

Exons 

pi; Seq. No. 
I J" Gene No. 
\i start 

Name 
kj start 
ry GI 

Exons 

Seq. No. 
'■4 Gene No. 

Start 
. 2 Name 
~li Start 
Jf GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



88528 Strand - 

33460 End 35676 

OJ000223_17 . 0322 . C14 . o5 . np Method AAT/NAP 
33460 End 35676 

5257263 Score 328 

33460. .34242, 35612.. 35676 

(AP000364) EST AU029260 (E30024 ) corresponds, to a region of the 
predicted gene.; Similar to Arabidopsis thaliana rd22 gene. 
(010703) [Oryza sativa] 



42474 
88529 
3 

OJ000223_17 . 0322 . 015 . ol . gs 
3 

none 
3. .88 

42475 
88530 
70 

OJ000223_17 . 0322 . CI 6 . ol . gs 
70 

none 

70. .123, 616. .816 

42476 
88531 
2178 

OJ000223_17. 0322. 017. o2.gs 
2178 
none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_17. 0322. 015 
+ 

88 

GENSCAN 

88 

1 



OJ000223_17. 0322. 016 
+ 

816 

GENSCAN * 

816 

.56 



Seq. ID OJ000223_17. 0322.017 
Strand 

End 4026 

Method GENSCAN 

End 4026 

Score .65 



2178. .2305, 3301. .3375, 3578. .3676, 3870. .4026 



42476 Seq. ID 

88532 Strand 

4729 End 

OJ000223_17. 0322. 017. o3.gs Method 

4729 End 

none Score 



OJ000223_17. 0322. 017 

7100 
GENSCAN 
7100 
.61 



4729. .5168, 5182. .5225, 5272. .5665, 6218. .6303, 6883. .7100 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 17.0322.017 



42476 
88532 
4729 

OJ000223_17. 0322. 017. ol.np 
4866 
7488857 
4866. .5561 

hypothetical protein - fava bean (fragment) 

gi I 2522230 I dbj IBAA22788.il (AB007467) retrotransposon-like gene; 
the first amino acid was determined to be leucine [Vicia faba] 



7100 
AAT/NAP 
5561 
231 



42477 Seq. ID 

88533 Strand 

8506 End 

OJ000223 17.0322.C19.o2.gs Method 



OJ000223_17. 0322. 019 
+ 

9504 
GENSCAN 



42876 



C4- art 


8506 


End 




none 


Score 


pyrin Q 


8506.. 8509, 8593.. 8912, 9322 


. .9504 


O C • IN • 


42477 


Seq. ID 


Gene No. 


88534 


Strand 


Start 


894 


End 


NcLHie 


OJ000223 17.0322.C19.ol.np 


Method 


9"t-art 


894 


End 




7523517 


Score 


von Q 


894. .913, 2527. .2580, 2725,. 


3038 


GI Descri-D. 


(AP001633) hypothetical protein [Oryza 


Seq. No. 


42477 


Seq. ID 


Gene No. 


88535 


Strand 


Start 


5497 


End 




OJ000223 17.0322.C19.ol.gp 


Method 


cf art 


5497 


End 


GT 


none 


Score 


Rxons 

i-J w 1 1 


5497.. 5518, 5582.. 5777, 6551 


..6682, 74 




42478 


Seq. ID 


Gene No. 


88536 


Strand 


Start 


12441 


End 


Name 


OJ000223 16.0320.C4.o3.gp 


Method 


Start 


12441 


End 


GI 


965 1.R1084 


Score 


Exons 


12441. .12505, 12682.. 12726 




GI Descrip. 


M521194/dbj | AB013613 . 1 1 AB013613 3.0e- 



9504 
.79 



OJ000223_17 , 0322 . C19 

3038 
AAT/NAP 
3038 
159 



OJ000223 17.0322.C19 



centromere sequence RCBll' 



Seq. No. 
Gene No- 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42478 
88537 
5440 

OJ000223_16.0320.C4.ol.np 
5440 
6642670 

5440.. 5561, 5979.. 6167, 6285.-6337, 6495.. 6595, 
6945. .7092, 7218. .7339, 8215. .8339, 8421. .8500, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



7633 
AAT/GAP 
7633 
879 



OJ000223_16.0320.C4 
+ 

12726 
AAT/GAP 
12726 
200 



OJ000223 16. 0320. C4 



8745 
AAT/NAP 
8745 
819 



6668 
8608 



. 6762, 
.8745 



(AC015450) unknown protein [Arabidopsis thaliana] 

42478 Seq. ID OJ000223_16 . 0320 . C4 

88537 Strand 

5440 End 8745 

OJ000223_1 6 . 0320 . C4 . o2 . gp Method AAT/GAP 

5531 End 6595 

LIB3432-048-P2-K1-H12 Score 619 

5531. .5561, 5979. .6167, 6285. .6337, 6495.-6595 

'2144166/pir I IJC5137 6.0e-19 beta-glucosidase (EC 3.2.1.21) 

Bifidobacterium breve >gi_17 69814_dbj_BAA19881_ (D88311) 

beta-D-glucosidase [Bifidobacterium breve] * 



42478 Seq. ID 

88537 Strand 

5440 End 

OJ000223_16. 0320 .C4 .02 . gs Method 

5661 End 



OJ000223_16.0320.C4 

8745 

GENSCAN 

8742 



42877 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score . 69 

5661. .5710, 5979. .6167, 6285.-6337, 6495. .6595, 6668. .6760, 
6997.. 7128, 7218.. 7406,. 8608.. 8742 



42478 
88538 
10114 

OJ000223_16 . 0320 . C4 . o2 . ts 
5437 
none 



Seq. ID OJ000223_16.0320.C4 
Strand 

End 12664 

Method TBLASTX : Soybean 

End 7344 

Score 124 



5437.-5562, 5450.. 5563, 5969.. 6121, 5977.. 6132, 6934... 7122, 
7215.. 7343, 7216.. 7344 



42478 
88538 
10114 

OJ000223_16.0320.C4 .ol.ts 

8210 

none 



Seq. ID OJ000223_16.0320.C4 
Strand 

End 12664 

Method TBLASTX : Soybean 

End 8745 

Score 116 



8210. .8338, 8214. .8339, 8420. .8503, 8436. .8498, 8605.. 8745, 
8608. .8736 



42478 
88538 
10114 

OJ000223_16.0320.C4.ol.tc 

8213 

none 



Seq. ID OJ000223_16.0320.C4 
Strand 

End 12664 

Method TBLASTX : Cress 

End 8736 

Score 49 



8213. .8290, 8297. .8338, 8312. .8338, 8420. .8500, 8423. .8494, 
8605.. 8736, 8609.. 8734 



42478 
88538 
10114 

OJ000223_16.0320.C4.o3.gs 

10114 

none 

10114. .10372, 12444. .12664 



Seq. ID OJ000223_16.0320.C4 
Strand 

End 12664 

Method GENSCAN 

End 12664 

Score - 8 



42479 
88539 
1 

OJ000223_16.0320.C5.ol.gp 
1 

965_1.R1084 
1. .777 

M521194/dbj IAB013613.1IAB013613 3.0e-60 Oryza sativa DNA, 
centromere sequence RCBll' 



Seq. ID OJ000223_16.0320.C5 
Strand + 

777 

AAT/GAP 
777 
1528 



End 

Method 

End 

Score 



42479 
88539 
1 

OJ000223_16.0320.C5.ol.gs 
20 

none 
20. .571 



Seq. ID OJ000223_16.0320.C5 

Strand + 

End 777 

Method GENSCAN 

End 571 

Score -44 



42878 



Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320. 


C5 


Gene No. 


88540 




Strand 


+ 




Start 


1563 




End 


1953 




Name 


OJ000223 16, 


,0320.C5.o2.gp 


Method 


AAT/GAP 




Start 


1563 




End 


1953 




GI 


none 




Score 


695 




Exons 


1563. .1953 










Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320. 


C5 


Gene No. 


88541 




Strand 






Start 


1772 




End 


7216 




Name 


OJ000223 16, 


.0320.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


1 




End 


220 




GI 


none 




Score 


344 




Exons 


1..216, 2. .220 








Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320. 


.C5 


Gene No. 


88541 




Strand 






Start 


177? 




End 


7216 




Name 


OJ000223 16 


.0320.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


1 




End 


260 




GI 


none 




Score 


374 




Exons 


1..252/ 2..i 


244, 114. .260 








Seq. No. . 


42479 




Seq. ID 


OJ000223_16.0320, 


X5 


Gene No. 


88541 




Strand 






Start 


177? 




End- 


7216 




Name 


OJ000223 16 


.0320.C5.o3.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


598 




GI 


none 




Score 


394 




Exons 


2, .244, 2.. 


271, 105.. 272, 354 


..392, 494. .598, 494. .568 




Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320 


.C5 


Gene No. 


88541 




Strand 






Start 


1772 




End 


7216 




Name 


OJ000223 16 


. Uozu - Co . o^ . gs 


Method 


GENSCAN 




Start 


1772 




End 


7214 




GI 


none 




Score 


.81 




Exons 


1772. .3034, 


3159. .3361, 3475. 


.3747, 4171. .4249, 4547. .4690, 




5382. .5407, 


6017.. 6177, 7087. 


.7214 






Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320 


.C5 


Gene No. 


88541 




Strand 






Start 


1772 




End 


7216 




Name 


OJ000223 16 


.0320.C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


1778 




End 


2072 




GI 


none 




Score 


169 




Exons 


1778. .1822, 


1874.-2071, 1881. 


.2072 






Seq. No. 


42479 




Seq. ID 


OJ000223_16.0320 


.05 


Gene No. 


88541 




Strand 






Start 


1772 




End 


7216 




Name 


OJ000223 16 


.0320.C5.ol.np 


Method 


AAT/NAP 




Start 


1787 




End 


4475 




GI 


6746590 




Score 


2570 




Exons 


1787. .3034, 


3159.. 3724, 4171. 


.4261, 4336. .4475 




GI Descrip. 


(AF217458) 


heat shock protein 


70 [Arabidopsis thaliana] 





42879 




Seq. No. 


42479 








Seq. ID 


OJ000223 


_16.0320.C5 




88541 








Strand 








1772 








End 


7216 




Nsin© 


OJ000223 16 


. 0320 . 


C5 . o2 . 


ts 


Method 


TBLASTX: 


Soybean 




1787 ~~ 








End 


2335 






none 








Score 


340 




von G 




1880 . 


.2335, 


1881. 


.2267, 2063.. 2335 




O C ■ IN (w/ . 


4247Q 








Seq. ID 


OJ000223 


16. 0320. C5 


Gene No. 


88541 








Strand 






Start ■ 


1772 








End 


7216 






OJ000223 16 


. 0320, 


C5.ol. 


tm 


Method 


TBLASTX: 


Nlaize 




1787 " 








End 


3424 




oX 










Score 


294 




tr von G 


1787 3040 


1881 . 


,2261 , 


2063. 


.3040, 2316.. 3041, 


3154. .3357, 




3156 3341. 


3157 . 


3366, 


3158. 


.3367, 3207.. 3284, 


3208. .3285, 




3327 3383- 
■J tj I • » ■J ^ fj *j f 


3346. 


.3381, 


3380. 


.3424 






Q orr Mo 
o6q . INU . 


4247Q 

*1 ^ *4 / ^ 








Seq. ID 


OJ000223 


_16.0320.C5 


riarta Mo 


88 S41 

O O J *1 X 








Strand 






Start 


1772 








End 


7216 




Name 


OJ000223 16 


.0320. 


C5.01. 


tw 


Method 


TBLASTX: Wheat 


O UCtX L. 


2024 








End 


4224 




oX 


none 








Score 


44 






9094 9173 


9104 


. 2151, 


2154 . 


.2267, 2168.. 2572, 


2189 2533 




7^99 9609 


9 ^=199 

£. 'J £. £. 9 


.2599, 


2607 . 


.2723, 2612.. 2800, 


9837 3040 




98Q7 3040 


9Q88 


304 1 


3156 . 


.3230, 3157.. 3219, 


3240. ,3380, 




396S 3381 


33QS 


. 3469, 


3467 . 


.3658, 3500.. 3658, 


4177. .4224 


Seq. No. 


42479 








Seq. ID 


OJ000223 


_16.0320,C5 


flprtfi Mo 


88541 








Strand 






O L.OX L. 


1772 








End 


7216 




LNdlLLC 


OJ000223 16 


. 0320 . 


C5 .o2 . 


tc 


Method 


TBLASTX: 


Cress 


o I. dx u 


2072 ~ 








End 


2542 




wX 


none 








Score 


169 




P von ^ 


2072 2542, 


2076. 


. 2261 , 


2194 . 


.2535, 2316.. 2537 




Sea No 


42479 








Seq. ID 


OJ000223 


_16.0320,C5 


Gene No. 


88541 








Strand 






Start 


1772 








End 


7216 




Name 


OJ000223 16 


.0320. 


C5.o3. 


gp 


Method 


AAT/GAP 




O L. dX U 


2072 








End 


3026 




ox 


701 1.R1084 








Score 


1887 




T*' von c 


2072. .3026 














fZT riOQOT'T'O 

\j± ucooxx^. 


M467097/emb|CAB37531 | 


l.Oe-23 (AL035538) heat 


shock protein 




like protein [Arabidopsis thaliana] ' 








42479 








Seq. ID 


OJ000223 


_16.0320.C5 


Gene No . 


88541 








Strand 






Start 


1772 








End 


7216 




Name 


OJ000223 16 


.0320. 


C5.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2378 








End 


4254 




GI 


none 








Score 


168 




Exons 


2378. .2398, 


2397. 


.2537, 


2402. 


.2566, 2408.. 2554, 


2535. .2969, 




2558. .3040, 


2707. 


.3039, 


2772. 


.3041, 3156.. 3383, 


3156. .3383, 




3157. .3384, 


3378. 


.3722, 


3380. 


.3727, 4171. .4254, 


4172. .4252 



42880 




Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320.C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


2624 


End 


3593 


GI 


none 


Score 


308 


Exons 


2624.. 3040, 2625.. 3041, 3154. 


.3384, 3156. .3383, 3159. .3398, 




3378. .3593, 3380. .3589 






Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320-C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.o2.tm 


Method 


TBLASTX: Maize 


Start 


3473 


End 


4382 


GI 


none 


Score 


362 


Exons 


3473.. 3727, 3474.. 3725, 3511. 


.3726, 4171. .4266, 4172. .4252, 




4344. .4382 






Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320.C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.o4.gp 


Method 


AAT/GAP 


Start 


3598 


End 


4675 


GI 


4878128 


Score 


731 


Exons 


3598.. 3724, 4171.. 4249, 4336. 


.4406, 4547. .4675 


GI Descrip. 


4467097/emb|CAB37531| l.Oe-23 


(AL035538) heat shock protein 




like protein [Arabidopsis thaliana] 




Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320.C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.o2.np 


Method 


AAT/NAP 


Start 


4599 


End 


5965 


GI 


539030 


Score 


72 


Exons 


4599. .4748, 4823. .4857, 5810. 


,5965 




GI Descrip. 


cysteine-rich extensin-like protein 2 


precursor - common tob 




gi 1310925 (L13440) cysteine-rich extensin-like protein-2 




[Nicotiana tabacum] 






Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320.C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.o4.np 


Method 


AAT/NAP 


Start 


6009 


End 


7216 


GI 


7239228 


Score 


195 


Exons 


6009.. 6155, 6341.. 6578, 6781. 


.6940, 7036. .7216 


GI Descrip. 


{AF217958) cinnamoyl CoA reductase; CCR [Populus tremuloides 


Seq. No. 


42479 


Seq. ID 


OJ000223_16.0320.C5 


Gene No. 


88541 


Strand 




Start 


1772 


End 


7216 


Name 


OJ000223 16.0320.C5.o4.ts 


Method 


TBLASTX : Soybean 


Start 


6042 


End 


7215 


GI 


none 


Score 


124 


Exons 


6042.. 6179, 6378.. 6497, 6496. 


.6561, 6759.. 6941, 6773.. 6943, 



6773.-6943, 7024.:7107, 7116.. 7214, 7120.. 7215 



42881 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



42479 
88541 
1772 

OJ000223_16.0320.C5.o3.np 

6048 

2459448 



Seq. ID OJ000223_16.0320.C5 
Strand 

End 7216 

Method AAT/NAP 

End 7216 

Score 406 



6048.. 6177., 6379.. 6575, 6775.. 6940, 7036.. 7216 
(AC002332) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



42479 
88541 
1772 

OJ000223_16 . 0320 . C5 . o4 . tm 

6048 

none 



Seq. ID OJ000223_16.0320.C5 
Strand 

End 7216 

Method TBLASTX : Maize 

End 7214 

Score 90 



6048. .6146, 6387. .6497, 6496. .6567, 6785. .6943, 6792. .6938, 
7027. .7107, 7114. .7212, 7116. .7214 



42480 
88542 
1 

OJ000223_16.0320.C6.ol.np 
1 

2459446 



Seq. ID OJ000223_16.0320.C6 
Strand 

End 2689 

Method AAT/NAP 

End 2689 

Score 278 



1..82, 202. .393, 2362. .2527, 2639. .2689 

(AC002332) putative cinnamoyl-CoA reductase [Arabidopsis 
thaliana] 



42480 
88542 
1 

OJ000223_16.0320.C6.ol.ts 
1 

none 



Seq. ID OJ000223_16.0320.C6 
Strand 

End 2689 

Method TBLASTX : Soybean 

End 2530 

Score 94 



l,.a05, 218. .391, 2360. .2530, 2361. .2528 



42480 
88542 
1 

OJ000223_16.0320.C6.ol.tm 
1 

none 



Seq. ID OJ000223_16.0320.C6 

Strand - . 

End 2689 

Method TBLASTX : Mai ze 

End 2530 

Score 7 9 



1..138, 218. .394, 221. .394, 2360. .2530, 2412. .2528 



42480 
88542 
1 

OJ000223_16.0320.C6.ol.gs 

110 

none 

110.. 393, 1262.. 1307 

42480 
88542 
1 



Seq. ID OJ000223_16.0320.C6 
Strand 

End 2689 

Method GENSCAN 

End 1307 

Score . 7 



Seq. ID OJ000223_16. 0320.C6 
Strand 

End 2689 



42882 



Nsme 




r\9 n Q 














2S27 




none 






96 


Exons 










oeq. iNo . 


d 94 ft 1 




^pn in 


OJ000223 16 0320 C7 




88543 




Strand 




Start 


1 ■ 




End' ^ 


761 


Name 


OJ000223_16.0320.C7. 


ol.np 


Method 


AAT/NAP 




1 




End 


741 


PT 


Z 4 4 4 0 




Score 


362 


Exons 




S92 621 


. .741 




(ji uescxip. 




oxiiiictiiivjy X 


-CoA reductase [Arabidopsis 




+*lnal 1 anal 










4 94 ff 1 
4 ^ 4 0 X 




Seq. ID 


OJ000223_16.0320.C7 


Gene No. 


88543 




Strand 




Start 


1 




End 


761 


Name 




ol, tm 


Method 


TBLASTX: Maize 








End 


718 


PT 


none 




Score 


178 


Exons 


7*^ 9fi7 ftn 99fi ft4 


..272, 353. .520, 354. .533, 490. ,537, 




filQ fi7S fi99 717 


623. .718 






Seq. No. 


42481 




'Seq. ID 


OJ000223_16.0320,C7 


Gene No. 


88543 




Strand 




O UalT U 


1 




End 


761 


Name 


OJ000223 16, 0320. C7. 


ol. ts 


Method 


TBLASTX: Soybean 


Q+- -a r-4- 


84 




End 


718 


PT 


none 




Score 


137 


Cjxons 


84.. 266, 106.. 267, 353.. 514, 


357, ,485, 


622. .717, 623. .718 


Seq. No, 


42481 




Seq. ID 


OJ000223_16.0320.C7 


Gene No, 


88543 




Strand 






1 




End 


761 


Name 


OJ000223 16. 0320, C7, 


ol,tc 


Method 


TBLASTX: Cress 


o uar t 


123 




End 


718 


PT 


none 




Score 


70 


I!jX(JI1o 


123. .266, 151, .258, 


350. .523, 


351, .524 


, 622. .717, 623, ,718 


V? U . ^ . 


42481 




Seq, ID 


OJ000223_16,0320.C7 


Gene No. 


88543 




Strand 




Start 


1 




End 


761 


Name 


OJ000223 16,0320.07. 


ol.gp. 


Method 


AAT/GAP 


Start 


151 




End 


761 


GI 


701844 




Score 


768 


Exons 


151.. 269, 353. .522, 


621. .761 







GI Descrip, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24594 4 6 4.0e-26 (AC002332) putative cinnamoyl-CoA reductase 
[Arabidopsis thaliana] 



42481 
88543 
1 

OJ000223_16.0320.C7.ol.gs 

353 

none 

353.. 522, 621.. 750 



Seq. ID OJ000223_16.0320.C7 

Strand 

End 761 

Method GENSCAN 

End 750 

Score .98 



42883 



Seq. No. 


42481 


Seq. ID 


OJ000223_16 . 0320 .C7 


Gene No. 


88543 


Strand 




Start 


1 


End 


761 


Name 


OJ000223 16.0320,C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


353 


End 


718 


GI 


none 


Score 


78 


Exons 


353. .529, 354. .470, 380. .523, 


625. .675 


, 625. .717, 635. .718 


Seq. No. 


42482 


Seq. ID 


OJ000223 16 . 0320 . C8 


Gene No. 


88544 


Strand 


+ 


Start 


2737 


End 


10242 


Name 


OJ000223 16.0320.C8.ol.gp 


Method 


AAT/GAP 


Start 


2737 


End 


3202 


GI 


2427720 


Score 


877 


F.xnn s 


2737 . . 3202 






Seq. No- 


42482 


Seq. ID 


OJ000223_16.0320.C8 


Gene No. 


88544 


Strand 


+ 


Start 


2737 


End 


10242 


Name 


OJ000223 16.0320.C8.ol.np 


Method 


AAT/NAP 


Start 


3099 


End 


6775 


GI 


7485570 


Score 


378 


Exons 


3099.. 3594, 4092.. 4163, 4605. 


.4747, 4976. .5137, 5500. .5615 




6670.'. 6775 






GT DescriD- 


hypothetical protein F16J13.150 - Arabidopsis thaliana 




gi 1 4586113 lemb ICAB4094 9.il (AL04 9638) 


putative DNA-binding 




protein [Arabidopsis thaliana] gi | 7267909 | emb 1 CAB78251 . 1 1 




(AL161533) putative DNA-binding protein [Arabidopsis thalic 


Seq. No. 


42482 


Seq. ID 


OJ000223_16.0320.C8 


Gene No. 


88544 


Strand 


+ 


Start 


2737 


End 


10242 


Name 


OJ000223 16.0320.C8.ol.gs 


Method 


GENSCAN 


Start 


3132 


End 


9931 


GI 


none 


Score 


.44 


Exons 


3132.. 3594, 4083.. 4135, 4616. 


.4747, 4976. .5137, 5500. .5677 




5691.. 5836, 6673.. 7095, 8273. 


.8402, 9489. .9931 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42482 
88544 
2737 

OJ000223_16 . 0320 . C8 . o2 . gp 
3502 

LIB3433-031-P1-K1-E11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3502. .3594, 4083. .4135, 4616. .4747, 4976. .5155 

'2459442 6.0e-39 {AC002332) putative DNA-binding protein PDl 

[Arabidopsis thaliana] ' 



OJ000223_16.0320.C8 

+ . 

10242 
AAT/GAP 
5155 
726 



42482 Seq. ID OJ000223_ 

88544 Strand + 

2737 End 10242 

OJ000223_16 . 0320 . C8 . o3 . gp Method AAT/GAP 

5605 End 6090 

none Score 866 
5605.. 6090 



16. 0320. C8 



42884 




Seq. No. 


42482 


Seq. ID 


OJ000223_16. 


0320 


.C8 


Gene No. 


88544 


Strand 


+ 






Start 


2737 


End 


10242 






Name 


OJ000223 16.0320.C8.o2.np 


Method 


AAT/NAP 






Start 


6916 


End 


10242 






GI 


2262166 


Score 


421 






Exons 


.6916. .7095, 8273. .8409, 10167. .10242 








GI Descrip. 


(AC002329) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


42482 


Seq. ID 


OJ000223 16. 


0320 


.C8 


Gene No. 


88544 


Strand 


+ 






Start 


2737 


End 


10242 






Name 


OJ000223 16.0320.C8.o4.gp 


Method 


AAT/GAP 






Start 


7726 


End 


8280 






GI 


none 


Score 


1078 






Exons 


7726. .8280 










Seq. No. 


42482 


Seq. ID 


OJ000223_16. 


0320 


.C8 


Gene No. 


88545 


Strand 


+ 






Start 


11559 


End 


12984 






Name 


OJ000223 16.0320.C8.o2.gs 


Method 


GENSCAN 






Start 


11559 


End 


12662 






GI 


none 


Score 


.99 






Exons 


11559 . . 12662 










Seq. No, 


42482 


Seq. ID 


OJ000223_16. 


0320 


.C8 


Gene No. 


88545 


Strand 


+ 






Start 


11559 


End 


12984 






Name 


OJ000223 16.0320.C8.o3.np 


Method 


AAT/NAP 






Start 


11559 


End 


12682 






GI 


6729542 


Score 


423 






Exons 


11559. .12682 










GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42482 


Seq. ID 


OJ000223_16. 


0320 


.C8 


Gene No. 


88545 


Strand 


+ 






Start 


11559 


End 


12984 






Name 


OJ000223 16.0320.C8.o5.gp 


Method 


AAT/GAP 






Start 


12094 


End 


12984 






GI 


17145 1.R1084 


Score 


1720 






Exons 


12094. .12984 










GI Descrip. 


•6069643/dbj | AP000616 . 1 | AP000616 l.Oe- 


152 Oryza sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. 


42482 


Seq. ID 


OJ000223_16. 


0320 


.C8 


Gene No. 


88546 


Strand 


+ 






Start 


14177 


End 


16858 






Name 


OJ0G0223 16.0320.C8.o3.gs 


Method 


GENSCAN 






Start 


14177 


End 


16858 






GI 


none 


Score 


.64 






Exons 


14177. .14577, 14755 .. 15235, 


15797. .16858 






Seq. No. 


42482 


Seq. ID 


OJ000223_16. 


0320 


-C8 


Gene No. 


88546 


Strand 


+ 






Start 


14177 


End 


16858 






Name 


OJ000223 16.0320.C8.o6.gp 


Method 


AAT/GAP 






Start 


. 14257 


End 


14958 







42885 



GI uC-osroM202023gl0bl Score 1010 

Exons 14257. .14577, 14755.. 14958 

GI Descrip. '2673907 4.0e-09 (AC002561) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 42482 Seq. ID 

Gene No. 88547 Strand 

Start 18160 End 

Name OJ000223_16 . 0320 . C8 . o7 . gp Method 

Start 18160 , End 

GI uC-osrocyp003c06al Score 

Exons 18160. .18498, 18682.. 18704 

GI Descrip. ' 6069643/dbj | AP000616. 1 | AP000616 l.Oe-152 Oryza sativa genomic 

. . DNA, chromosome 6, clone: P0514G12 ' 



OJ000223_16.0320.C8 
+ 

18704 
AAT/GAP 
18704 
529 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000223_16.0320.C8 

Strand + 

End 204 95 

Method GENSCAN 

End 20495 

Score . 95 



42482 
88548 
19467 

OJ000223_16.0320.C8.o5.gs 
19467 
none 

19467.. 20495 . 

42482 
88548 
19467 

OJ000223_16.0320.C8.o4.np 
19493 
1143381 
19493.. 20480 

(Z49063) polygalacturonase inhibitor [Actinidia deliciosa] 



Seq. ID OJ000223_16.0320.C8 

Strand + 

End 204 95 

Method AAT/NAP 

End 20480 

Score 4 65 



42482 Seq. ID 

88549 Strand 

25487 End 

OJ000223_16 . 0320 . C8 . o8 . gs Method 

25487 End 

none Score 
25487.. 26029 



OJ000223_16.0320.C8 
+ 

26032 
GENSCAN 
26029 
.96 



Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88549 




Strand 


+ 




Start . 


25487 




End 


26032 




Name 


OJ000223 16. 0320. C8. 


o5.np 


Method 


AAT/NAP 




Start 


25490 




End 


26032 




GI 


6729536 




Score 


142 




Exons 


25490. .25616, 25647. 


.25721, 


25788. .26032 




GI Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88550 




Strand 


+ 




Start 


27101 




End 


33371 




Name 


OJ000223 16. 0320. C8. 


o9.gs 


Method 


GENSCAN 




Start 


27101 




End 


33371 




GI 


none 




Score 


.59 




Exons 


27101. .27172, 28103. 


.28345, 


28436. .28539, 28815 ., 29379, 






29906. .29957, 30158. 


.30312, 


30972. .31094, 31439 .. 31533, 





42886 



31704. .31849, 32878.. 33371 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42482 Seq. ID 

88550 Strand 
27101 End 
OJ000223_16 . 0320 . C8 . o9 . gp Method 
30790 End 
4878407 Score 
30790,. 31216 

6069643/dbj IAP000616. 1 1 AP000616 l.Oe-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



OJ000223_16.0320.C8 
+ 

33371 
AAT/GAP 
31216 ■ 
660 • 



42482 Seq. ID 

88551 Strand 

18097 End 

OJ000223_16 . 0320 . C8 . o4 . gs Method 

18097 End 

none Score 



OJ000223_16.0320.C8 

19036 
GENSCAN 
19036 
.88 



18097. .18110, 18794. .18857, 18974. .19036 



42482 
88551 
18097 

OJ000223_16 , 0320 . C8 . o8 . gp 
18405 

uC-osrocyp003c06al 
18405. .18496, 187 94 .. 18857 , 
'6069643/dbj | AP000616. 1 1 AP000616 1 
DNA, chromosome 6, clone: P0514G12 ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 16. 0320. C8 



19036 
AAT/GAP 
19001 
316 

18974. .19001 

Oe-152 Oryza sativa genomic 



Seq. No. 


42482 








Seq. ID 


OJ000223_16.0320.C8 


Gene No. 


88552 








Strand 




Start 


22631 








End 


23953 


Name 


OJ000223 16. 


0320 


,C8.o7. 


tm 


Method 


TBLASTX: Maize 


Start 


3350 








End 


5674 


GI 


none 








Score 


64 


Exons 


3350. .3436, 


3352 


. .3405, 


3399. 


.3434, 3488. .3580, 3549. .3611 




4078. .4137, 


4082 


. .4162, 


4613. 


.4747, 4615. .4749, 4615. .4746 




4677. .4748, 


5496 


. .5549, 


5497. 


.5544, 5607. .5639, 5612. .5674 


Seq. No. 


42482 








Seq. ID 


OJ000223_16.0320.C8 


Gene No. 


88552 








Strand 




Start 


22631 








End 


23953 


Name 


OJ000223 16. 


0320 


.C8.o3. 


tm • 


Method 


TBLASTX: Maize 


Start 


4964 








End 


5148 


GI 


none 








Score 


148 


Exons 


4964. .5065, 


4970 


. ,5137, 


4971. 


.5138, 4972. .5142, 4972. .5148 


Seq. No. 


42482 








Seq. ID 


OJ000223_16.0320.C8 


Gene No. 


88552 








Strand 




Start 


22631 








End 


23953 


Name 


OJ000223 16. 


0320 


.08, o6. 


tm 


Method 


TBLASTX: Maize 


Start 


6912 








End 


8534 


GI 


none 








Score 


194 


Exons 


6912, .7028, 


6916 


. .7095, 


8255. 


.8452, 8272. .8451, 8457. .8534 


Seq. No. 


42482 








Seq. ID 


OJ000223_16.0320.C8 



42887 




Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16. 0320. C8 


.o3, t.c 


Method 


TBLASTX: Cress 




Start 


6915 




End 


8458 




GI 


none 




Score 


170 




Exons 


6915., 7028, 6916.. 7095, 8252 


..8458, 8275. .8454 




Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16, 0320. C8 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


11558 




End 


11851 




GI 


none 




Score 


123 




Exons 


11558 . . 11638, 11559 


. . 11663, 


11670. .11846, 11714. ,11851 




Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16. 0320. C8 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


11559 




End 


12290 




GI 


none 




Score 


41 




Exons 


11559. .11594, 11592 


. .11663, 


11670. .11846, 11714. .11848, 






11886. .11909, 12111 


. .12200, 


12237.. 12290 




Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16, 0320. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11667 




End 


12062 




GI 


none 




Score 


262 




Exons 


11667. .11846, 11714 


. ,11896, 


11732. .11911, 11886. .11924, 






12027.. 12062 










Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Ncime 


OJ000223 16. 0320. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12063 




End 


12470 




GI 


none 




Score . 


358 




Exons 


12063. .12347, 12098 


. . 12352, 


12111. .12353, 12327. .12461, 






12330. .12470, 12335 


. .12469 








Seq.. No, 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16. 0320. C8 


. o5 , tm 


Method 


TBLASTX: Maize 




Start 


14189 




End 


14389 




GI 


none 




Score 


251 




Exons 


14189. .14389, 14191 


. .14388 








Seq. No. 


42482 




Seq. ID 


OJ000223_16.0320 


.C8 


Gene No. 


88552 




Strand 






Start 


22631 




End 


23953 




Name 


OJ000223 16. 0320. C8 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


19566 




End 


20477 




GI 


none 




Score 


102 




Exons 


■ 19566. .19667, 19767 


. .19901, 


19800. .19910, 19812. .19907, 





42888 








19817. .19903, 19908. 


.19988, 


19910. .19975, 19935. 


.20000, 








20082. .20165, 20090. 


.20125, 


20190. .20345, 20216. 


.20317, 








20349. .20477,. 20422. 


.20457 












Spa No - 


42482 




Seq. ID 


OJ000223_ 


16.0320. 


C8 






88552 




Strand 










Start 


22631 




End 


23953 








NcLine 


OJ000223 16. 0320. C8. 


o2. tm 


Method 


TBLASTX: Maize 






Start 


19566 




End 


20483 








GI 


none 




Score 


74 








Exons 


19566. .19661, 19647. 


.19670, 


19752. .19859, 19770. 


.19907, 








19812. .19919, 19931. 


.20143, 


19977. .20123, 20007. 


.20114, 








20013. .20051, 20132. 


.20182, 


20133. .20183, 20136. 


.20174, 








20142. .20174, 20187. 


.20336, 


20189. .20332, 20280. 


.20396, 








20289. .20318, 20349. 


.20483, 


20384. .20482 








Seq. No. 


42482 




Seq. ID 


OJ000223_ 


16.0320, 


C8 




Gene No. 


88552 




Strand 










Start 


22631 




End 


23953 








Name 


OJ000223 16. 0320. C8. 


o2. tc 


Method 


TBLASTX: Cress 






Start 


19566 




End 


20477 








GI 


none 




Score 


111 








Exons 


19566. .19667, 19977. 


.20051, 


20004. .20123, 20055. 


.20141, 




c e?" 




20190. .20477 












(X; 


Seq. No. 


42482 




Seq. ID 


OJ000223_ 


16.0320 


.C8 




Gene No. 


88552 




Strand 








I y 


Start 


22631 




End 


23953 








Name 


OJ000223 16. 0320. C8, 


o7 . gs 


Method 


GENSCAN 






: . : 


Start 


22631 




End 


23953 






. =h 


GI 


none 




Score 


.5 






If. 

I y 


Exons 


22631. .22658, 22760. 


.23136, 


23293.-23494, 23931. 


.23953 






Seq. No. 


42483 




Seq. ID 


OJ000223_ 


16.0320 


.C9 




Gene No. 


88553 




Strand 


+ 








Start 


281 




End 


595 








Name 


OJ000223 16. 0320. C9 


ol.gs 


Method 


GENSCAN 






_ 


Start 


281 




End 


595 








GI 


none 




Score 


.73 






■ 


Exons 


281.. 595 














Seq. No. 


42483 




Seq. ID 


OJ000223_ 


16.0320 


.C9 




Gene No, 


88554 




Strand 


+ 








Start 


3045 




End 


7615 








Name 


OJ000223 16. 0320. C9 


. o3.gs 


Method 


GENSCAN 








Start 


3045 




End 


7615 








GI 


none 




Score 


,6 








Exons 


3045. .3066, 3269.-3355, 4281. .4601, 7230. .7615 








Seq. No. 


42483 




Seq. ID 


OJ000223_ 


_16.0320 


-C9 




Gene No. 


88555 




Strand 










Start 


1856 




End 


2095 








Name 


OJ000223 16. 0320. C9 


. o2.gs 


Method 


GENSCAN 








Start 


1856 




End 


2095 








GI 


none 




Score 


.91 








Exons 


1856.. 1993, 2066.. 2095 











42889 






Seq. No. 


42484 








Seq. ID 


OJ000223 


_16. 0320. CIO 




Gene No. 


88556 








Strand . 








Start 


261 








End 


408 






Name 


OJ000223 16. 


0320 


.ClO.ol 


.gs 


Method 


GENSCAN 






Start 


261 








End 


408 






GI 


none 








Score 


.43 






Exons 


261. .408 
















Seq. No. 


42485 








Seq. ID 


OJ000223 


_16.0320.C11 




Gene No. 


88557 








Strand 


+ 






Start 


5357 








End 


8407 






Name 


OJ000223 16. 


0320 


.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


5357 








End 


8407 






. GI 


5931788 








Score 


786 






Exons 


5357. .5478, 


7337 


. .7473, 


7560. 


.8407 








GI Descrip. 


(AJ011619) SBP-domain protein 


6 [Zea mays] 






Seq. No. 


42485 








Seq. ID 


OJ000223 


_16.0320.C11 




Gene No . 


88558 
\j \j -J \j 








Strand 








Start 


3356 








End 


3681 






Name 


OJ000223 16. 


0320 


.Cll.ol 


.gs 


Method 


GENSCAN 






Start 


3356 








End 


3681 






GI 


none 








Score 


.8 




"1 


Exons 


3356. .3393, 


3519 


. .3681 










S 


Seq. No. 


42485 








Seq. ID 


OJ000223 


_16.0320.C11 




Gene No. 


88.559 








Strand 






y 


Start 


5330 








End 


5479 






Name 


OJ000223 16. 


0320 


.Cll.o3 


. tm 


Method 


TBLASTX: 


Maize 


J 


Start 


5330 








End 


5479 






GI 


none 








Score 


81 






Exons 


5330. .5389, 


5341 


. .5382, 


5384. 


.5479, 5386.-5478 






Seq. No. 


42485 








Seq. ID 


OJ000223 


_16.0320.C11 




Gene No. 


88560 








Strand 








Start 


7333 








End 


7693 






Name 


OJ000223 16. 


0320 


.Cll.ol 


.tm 


Method 


TBLASTX: 


Maize 




Start 


7333 








End 


7693 




=f 


GI 


none 








Score 


203 




3 


Exons 


7333. .7470, 


7335 


. .7466, 


7335. 


.7499, 7336.. 7500, 


7519. .7635, 






7556. .7645, 


7558 


. .7641, 


7566. 


.7661, 7651.. 7692, 


7652. .7693 




Seq. No. 


42485 








Seq. ID 


OJ000223 


_16.0320.C11 




Gene No. 


88561 








Strand 








Start 


7755 








End 


8224 






Name 


OJ000223 16. 


0320 


.C11.02 


. tm 


Method 


TBLASTX: 


Maize 




Start 


7755 








End 


8224 






GI 


none 








Score 


90 






Exons 


7755. .7889, 


7771 


. .7899, 


7789. 


.7899, 7790. .7918, 


7796. .7909, 






7893. .7922, 


7898 


. .8113, 


7899. 


.7946, 7942.. 8091, 


8040. .8102, 






8102. .8224, 


8108 


. .8173 












Seq. No. 


42486 








Seq. ID 


OJ000303 


_19.0327.C2 




Gene No. 


88562 








Strand 


+ 






Start 


44 








End 


4342 






Name 


OJ000303 19. 


,0327 


.C2.ol. 


gs 


Method 


GENSCAN 






Start 


44 








End 


4342 





42890 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
. Start 
GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score .45 

44. .416, 664. .902, 1540 .. 1797 1901 .. 2093, 4278. .4342 



42486 Seq. ID 

88562 Strand 
44 End 
OJ000303_19 . 0327 . C2 . ol . gp Method 
252 End 
none Score 
252. .505, 582. .902, 1540. .1794 

42486 - Seq. ID 

88563 - Strand 
6767 End 
OJ000303_19.0327.C2.ol.np Method 
6767 End 
218179 Score 



OJ000303_19.0327.C2 
+ 

4342 
AAT/GAP 
1794 
1556 



OJ000303_19.0327.C2 
+ 

9086 
AAT/NAP 
9086 
1604 



6767. .6819, 7340.. 7459, 7555.. 7653, 7759.-7896, 8001.. 8135, 
8219. .8398, 8486. .8692, 8769. .8888, 8962. .9086 
(D10207) H-ATPase [Oryza sativa] gi | 444339 | prf | | 1906387A H 
ATPase [Oryza sativa] 



Seq. No. 42486 

Gene No. 88563 

Start 6767 

Name OJ000303_19 . 0327 . C2 . o3 . gs 

Start 7585 

GI none 
Exons 



Seq. ID OJ000303_19.0327.C2 

Strand + 

End 9086 

Method GENSCAN 

End 8888 

Score . .84 



7585. .7653, 7759.-7896, 8001. .8135, 8219. .8398, 8486.-8692, 
8769.-8888 



Seq. No. 42486 

Gene No. 88563 

Start 6767 

Name OJ000303_19 . 0327 . C2 . o2 . gp 

Start 8824 

GI 911_1.R1084 

Exons 8824.. 8888, 8962. .9086 
.GI Descrip. 



Seq. ID OJ000303_19.0327.C2 

Strand + 

End 9086 

Method AAT/GAP 

End 9086 

Score 340 



'5882748/gb|AAD55301.1 |AC008263_32 3.0e-46 (AC008263) Contains 2 
PF 01535 DUE domains. [Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42486 
88564 
6843 

OJ000303_19.0327.C2.o3.ts 
41 

none 

41. .142, 42. .152, 43. .156, 44 
413. .481, 459. .524, 581. .679, 

42486 
88564 
6843 

OJ000303_19 . 0327 . 02 . o3 . tm 

110 

none 



Seq. ID OJ000303_19.0327.C2 
Strand 
End 

Method 
End 
Score 

..223, 296. 
582. .680 



7229 

TBLASTX : Soybean 

680 

68 

.409, 389. .508, 



Seq. ID OJ000303_19.0327.C2 



Strand 
End 

Method 

End 

Score 



7229 

TBLASTX: Maize 

496 

148 



110. .265, 110. .265, 268. .339, 281. .346, 344. .496, 350. .481 



42891 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42486 
88564 
6843 

OJ000303_19.0327.C2.o2. 

650 

none 

650, .904, 651. 
1539. .1850 



Seq. ID OJ000303_19.0327.C2 



tm 



Strand 
End 

Method 

End 

Score 



7229 

TBLASTX: Maize 

1850 

368 



.905, 1525. .1833, 1529.. 1834, 1537.. 1845, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42486 
88564 
6843 

OJ000303_19.0327.C2.o2.gs 

6843 

none 

6843. .7229 

42486 
88565 
7307 

OJ000303_19.0327.C2.o2.ts 

7307 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_19.0327.C2 

7229 
GENSCAN 
7229 
.42 



OJ000303_19.0327.C2 
9081 

TBLASTX : Soybean 

8057 

147 



7307:. 7477, 7340.. 7459, 7552:. 7650, 7553.. 7651, 7554.. 7652, 
7554. .7652, 7758.-7829, 7759. .7839, 7768. .7896, 7773. .7886, 
8004.. 8057, 8006.. 8056 



42486 Seq. ID 

88565 Strand 

7307 End 

OJ000303_19 . 0327 . C2 . ol . tc Method 

7339 End 

none Score 



OJ000303_19.0327.C2 
9081 

TBLASTX: Cress 

9081 

154 



7339.-7455, 7340. .7459, 7346. .7483, 7547. .7648, 7552. .7704, 

7553.-7648, 7720. .7899, 7767. .7898, 7998. .8135, 8000. .8134, 

8011. .8148, 8218. .8397, 8218. .8400, 8228. .84.01, 8483. .8701, 

8485. .8712, 8497. .8721, 8766. .8891, 8768. .8890, 8926. .9081, 
8931.. 9080 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No, 
Start 
Name 
Start ■ 



42486- 

88565 

7307 

OJ000303_19.0327.C2.ol.tm 

7362 

none 

7362.. 7460, 7379.. 7477, 7382. 
7552.. 7650, 7758.. 7829, 7759. 
7998.. 8135, 8000.. 8131, 8212. 
8285.. 8401, 8482.. 8700, 8483. 
8926.. 9081, 8961. ,9080 

42486 
88565 
7307 

OJ000303_19 , 0327 . C2 . o2 . tw 
7546 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 19, 0327. C2 



9081 

TBLASTX: Maize 
9081 
90 

7483, 7547..7612, 7552, .7653, 
7902, 7762.-7899, 7994, .8113, 
8400, 8217.-8312, 8228. .8401, 
8701, 8766. .8891, 8768. .8890, 



Seq. ID 

Strand 

End 

Method 
End 



OJ000303_19.0327.C2 
9081 

TBLASTX: Wheat 
8347 



42892 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 63 

7546.. 7653, 7566.. 7646, 7599.. 7667, 7783.. 7833, 7786.. 7899, 

7788. .7898, 7998. .8135, 8000. .8134, 8080. .8139, 8218. .8346, 
8228. .8347 



42486 
88565 
7307 

OJ000303_19 . 0327 . 02 . ol . ts 

8058 

none 

8058. .8135, 8063. .8134, 8218, 
8483. .8701, 8485. .8700, 8498, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 19. 0327. C2 



9081 

TBLASTX: Soybean 
9081 . 
119 

8238, 8218.. 8400, 8228.. 8401, 
8713, 8580.. 8702, 8766.. 8891, 



8768. .8890, 8926. .9081, 8931. .9080, 8956. .9081 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42486 
88565 
7307 

OJ000303_19 . 0327 . C2 . ol . tw 

8350 

none 

8350. .8400, 8351. .8401, 8482, 
8766. .8891, 8768. .8890 



OJ000303_19.0327.C2 
9081 

TBLASTX: Wheat 

8891 

84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8691, 8483.. 8701, 8483.. 8743, 



42487 
88566 
1 

OJ000303_19.0327.C3.ol.gp 
1 

911_1.R1084 

1..226, 427. .571, 1015 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1179, 1276.. 1350 

•5882748/gb|AAD55301.1|AC008263_32 3.0e-46 (AC008263) Contains 2 
PF_01535 DUF domains, [Arabidopsis thaliana] ' 



OJ000303_19.0327.C3 
+ 

1869 
AAT/GAP 
1350 
886 



42487 
88566 
1 

OJ000303_19.0327.C3.ol.np 
1 

6759599 



Seq. ID OJ000303_19.0327.C3 



Strand 
End 

Method 

End 

Score 



+ 

1869 
AAT/NAP 
1869 
936 



1..56, 87. .226, 427. .571, 1015. .1179, 1276. .1514, 1601. .1637, 
1789. .1869 



GI Descrip. (AJ271439) plasma membrane H+ ATPase [Prunus persica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



42487 
88566 
1 

OJ000303_19 . 0327 . C3 . ol . tm 
92 

none 



Seq. ID OJ000303_19.0327-C3 
Strand + 

1869 

TBLASTX: Maize 
1629 
168 



End 

Method 
End 
Score 

92. .226, 115. .222, 118. .228, 119. .226, 376. .570, 407. .571, 

426. .572, 426. .575, 427. .573, 994. .1029, 1011. .1178, 1012, .1128, 

1013. .1177, 1262. ,1513, 1263. .1517, 1593. .1628, 1594. .1629 



42487 
88566 
1 



Seq. ID OJ000303_19.0327-C3 
Strand + 
End 1869 



42893 



Name 

Start 

GI 

Exons 



OJ000303_1 9 . 0327 . C3 . ol . ts Method TBLASTX : Soybean 

110 End 1647 

none Score 109 

110. .226, 129. .200, 412. .567, 425 . . 568 , ^ 426 . . 569, 426. .575, 
427. .573, 1011. .1178, 1013. .1177, 1246. .1353, 1262. .1513, 
1263. .1589, 1601. .1639, 1603. .1647 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000303_19.0327.C3 
Strand 
End. 
Method 
End 
Score 

115. .219, 119. .229, 373. .573, 425. .574, 426. .569, 426. .575, 
430. .573 



42487 
88566 
1 

OJ000303_19 . 0327 . C3 . o2 . tc 

115 

none 



+ 

1869 

TBLASTX-: Cress 

575 

111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42487 
88566 
1 

OJ000303_19.0327.C3.ol.gs 

122 

none 



Seq. ID OJ000303_19.0327.C3 



Strand 
End 

Method 

End 

Score 



1869 
GENSCAN 
1514 
.84 



122. .226, 427. .571, 1015. .1179, 1276. .1514 



42487 Seq. ID 

88566 Strand 
1 End 
OJ000303_19.0327.C3.ol.tw .Method 
164 End 
none Score 
164. .226, 172. .219, 408. .593, 424. .627, 
1011.. 1178, 1012.. 1119, 1013. 
1263.. 1517, 1414.. 1530, 1595.. 1636, 1600.. 1641 



OJ000303_19.0327.C3 
+ 

1869 

TBLASTX: Wheat 
1641 
80 

426. .572, 427 



.1177, 1245.. 1511, 1262, 



.573, 
1513, 



Seq. No. 42487 

Gene No. 88566 

Start 1 

Name OJ000303_19.0327.C3.ol.tc 

Start 1016 

GI none 

Exons 1016.. 1177, 
1605. .1631 



Seq. ID OJ000303_19.0327.C3 

Strand + 

End 18 69 

Method TBLASTX: Cress 

End 1631 

Score 234 
1017. .1178, 1248. .1517, 1262. .1519, 1263. .1550, 



Seq. No. 42487 

Gene No. 88566 

Start 1 

Name OJ000303_19 . 0327 .C3 .o2 .gp 

Start 1434 

GI 5752_1.R1084 

Exons 1434.. 1514, 1601.. 1633 

GI Descrip. ' 633110/dbj | BAA06629 | 4,0e-85 
[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_ 
+ 

1869 
AAT/GAP 
1633 
179 



19. 0327. C3 



(D31843) plasma membrane H+-ATPase 



Seq. No. 42488 Seq. ID OJ000303 

Gene No. 88567 - Strand + 

Start 1 End 17 68 

Name OJ000303 19 . 0327 .C4 . ol .np Method AAT/NAP 



19. 0327. C4 



42894 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



1 End 1517 

218179 Score 1089 

1..298, 460. .645, 738. .920, 1007. .1185, 1424. .1517 
(D10207) H-ATPase [Oryza sativa] gi | 444339 Iprf M 1906387A H 
ATPase [Oryza sativa] 



42488 > Seq. ID 

88567 Strand 

1 End 

OJ000303_19 . 0327 . 04 . ol . gp Method 

128 End 

5752_1.R1084 Score 
128.. 298, 460.. 774 

'633110/dbj IBAA06629I 4.0e-85 (D31843) plasma membrane H+-ATPase 
[Oryza sativa] * 



OJ000303_19.0327.C4 
+ 

1768 
AAT/GAP 
774 
858 



42488 
88567 
1 

OJ000303_19 . 0327 . 04 . ol . gs 

146 

none 



Seq. ID OJ000303_19.0327.C4 



Strand 
End 

Method 

End 

Score 



+ 

1768 
GENSOAN 
1520 
.97 



146. .298, 460. .645, 738.. 920, 1007.. 1185, 1424. .1520 



42488 Seq. ID 

88567 Strand 

1 End 

OJ000303_19 . 0327 . 04 . o2 . gp Method 

831 End 

4929 1.R1084 Score 



OJ000303_19.0327.C4 
+ 

1768 
AAT/GAP 
1768 
1108 



831. .920, 1007. .1185, 1424. .1768 

'218179/dbj IBAA01058 I 2.0e-47 (D10207) H-ATPase [Oryza sativa] 
>gi_444339_prf 1906387A H ATPase [Oryza sativa] ' 



42488 
88568 
2574 

OJ000303_19 . 0327 . 04 . ol . tm 

136 

none 

136. .345, 137. .346, 454. .609, 
573. .644, 737. .919, 737. .919, 
1056.. 1139, 1076.. 1156, 1402. 
1422.. 1544, 1423.. 1545 



Seq. ID OJ000303_19.0327.C4 

Strand + 

End 6516 

Method TBLASTX : Maize 

End 1545 

Score 288 

458. .613, 461. .643, 471. .644, 
738. .923, 1004. .1216, 1006. .1113, 
.1527, 1421. .1528, 1421..1528, 



42488 
88568 
2574 

OJ000303_19.0327.C4.ol.ts 

136 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

136. .324, 137. .346, 137. .343, 454. .609, 471. .638, 494. .661, 
576. .641, 731. .919, 737. .919, 738... 923, 738. .920, 1004. .1216, 
1006.. 1113, 1079.. 1156, 1422.. 1520 



OJ000303_19.0327.O4 
+ 

6516 

TBLASTX : Soybean 
1520 
284 



42488 
88568 



Seq. ID OJ000303_19.0327.C4 
Strand + 



42895 



start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


136 




End 


648 


GI 


none 




Score 


243 


Exons 


136.. 294, 137.. 295, 139 


. .312, 


487. .609 


, 519. .647, 520. .648 


Seq. No. 


42488 




Seq. ID 


OJ000303_19.0327.C4 


Gene No. 


88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.o2. 


to 


Method 


TBLASTX: Cress 


Start 


136 




End 


1529 


GI 


none 




Score 


250 


Exons 


136. .294, 137. .295, 1421. .1522, 1422.. 


1529 


Seq. No. 


42488 




Seq. ID 


OJ0b0303_19.0327.C4 


Gene No. 


88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


505 




' End 


1069 


GI 


none 




Score 


129 


Exons 


505.. 609, 531.. 647, 576 


. .647, 


738. .923 


, 740. .922, 1004. .1069, 




1009. .1068 








Seq. No. 


42488 




Seq. ID 


OJ000303_19.0327.C4 


Gene No. 


88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


738 




End 


1102 


GI 


none 




Score 


248 


Exons 


738. .920, 738. .917, 1006. .1095, 1006.. 


1101, 1010.. 1102 


Seq. No. 


42488 




Seq. ID 


OJ000303_19.0327.C4 




88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2571 




End 


3623 


GI 


none 




Score 


38 


Exons 


2571.. 2639, 2703.. 2852, 


2723. 


.2851, 2739.. 2855, 2777.. 2860, 




2967.. 3023, 2968.. 3027, 


3122. 


.3175, 3123. .3173, 3146. .3235, 




3147.. 3236, 3352.. 3450, 


3363. 


.3449, 3375.. 3455, 3513.. 3623, 




3521.. 3619 








Seq. No. 


42488 




Seq. ID 


OJ000303_19.0327.C4 


Gene No. 


88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.o2. 


gs 


Method 


GENSCAN 


Start 


2574 




End 


6248 


GI 


none 




Score 


.81 


Exons 


2574. .2849, 3534. .3668, 


4328. 


.4399, 4465. .4564, 5160. .5242, 




5727. .5825,* 6126. .6248 








Seq. No. 


42488 




Seq. ID 


OJ000303_19.0327.C4 


Gene No. 


88568 




Strand 


+ 


Start 


2574 




End 


6516 


Name 


OJ000303 19.0327.C4.o2. 


np 


Method 


AAT/NAP 


Start 


2727 




End 


6516 


GI 


7469692 . 




Score 


432 



42896 



Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2727. .2849, 2968 .. 3027, 3123 .. 3236, 3364..3444, 3534. .3668, 
3760. .3898, 4446.-4773, 5896. .5987, 6074. .6130, 6207. .6248, 
6469.. 6516 

hypothetical protein - Synechocystis sp. (strain PCC 6803) 
gi| 1208454 Idbj IBAA10622.1 1 (D64004) hypothetical protein 
[Synechocystis sp.] 



42489 -Seq. ID 

88569 Strand 

1 End 

OJ000303_19 . 0327 . C5 . ol . np Method 

1 End 

5882748 Score 
1..80, 176. .1234 

(AC008263) Contains 2 PF| 01535 DUF domains, 
thaliana] 



OJ000303_19.0327.C5 
+ 

1234 
AAT/NAP 
1234 
1231 



[Arabidopsis 



42489 
88569 
1 

OJ000303_19.0327.C5.ol.gs 

302 

none 

302. .1137 



Seq. ID OJ000303_19.0327.C5 

Strand + 

End 1234 

^Method GENSCAN 

End 1137 

Score . 4 



42489 
88570 
1158 

OJ000303_19.0327.C5.ol.tm 

242 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 

242. .718, 247. .717, 249. .719, 554. ,817, 629. .904, 734. .1027, 
953.. 1048, 1058.. 1132 



OJ000303_19.0327.C5 
+ 

1234 

TBLASTX:Maize 
1132 
773 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJP00303_19.0327.C5 
+ 

1234 

TBLASTX : Soybean 
448 
193 



42489 
88570 
1158 

OJ000303_19 . 0327 . C5 . o2 . t s 
295 
none 

295. .444, 296. .448 

42489 
88570 
1158 

OJ000303_19.0327.C5.ol.tc 
343 
none 

343. .630, 344..634, 437. .631, 554. .739, 581. .715, 719. .844, 
722. .946, 743. .946, 953. .1057, 1148. .1234 



OJ000303_19.0327.C5 
+ 

1234 

TBLASTX: Cress 

1234 

351 



Seq. No. 42489 Seq. ID 

Gene No. 88570 Strand 

Start 1158 End 

Name 0 J000303_19 . 0327 . C5 . ol . t s Method 

Start 449 End 

GI none Score 



OJ000303_19.0327.C5 
+ 

1234 

TBLASTX : Soybean 

1234 

187 



42897 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



449. .838, 548. .943, 550. .756, 656. .1027, 863. .1051, 865. .1053, 
1055. .1234, 1055.. 1210, 1057. .1233, 1079. ,1204 



42489 Seq. ID 

88570 Strand 
1158 End 
OJ000303_19 . 0327 .C5.ol.gp Method 
1158 End 
4969137 Score 
1158. .1234 

5882748/gb|AAD55301.1|AC008263_32 3.0e-46 {AC008263) Contains 2 
PF 01535 DUF domains. [Arabidopsis thaliana] 



OJ000303_19.0327.C5 
+ 

1234 
AAT/GAP 
1234 
150 



42490 
88571 
1 

OJ000303_19.0327.C6.ol.np 
1 

7258380 

1..35, 369. .630, 1401. .1434 

{AL138650) Putative protein [Arabidopsis thaliana] 



Seq. ID OJ000303_19.0327.C6 
Strand 

End 1434 

Method AAT/NAP 

End 1434 

Score 77 



42490 
88571 
1 

OJ000303_19.0327.C6.ol.tm 
86 

none 



Seq. ID OJ000303_19.0327.C6 
Strand 

End 1434 

Method TBLASTX : Mai ze 

End 496 

Score 102 



86. .199, 104. .199, 133. .321, 252. .320, 254. .322, 314. .388, 
351. .389, 351. .389, 396.-488, 397. .489, 428. .496 



42490 
88571 
1 

OJ000303_1 9 . 0327 . C6 . ol . gs 

104 

none 

104. .1282 



Seq. ID OJ000303_19.0327.C6 
Strand 

End 1434 

Method GENSCAN 

End 1282 

Score .8 



42491 Seq. ID 

88572 Strand 
5186 End 
OJ000303_19 . 0327 . C7 . ol . gp Method 
5186 End 
38782_1.R1084 Score 
5186. .5648, 5712. .5748 

•6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



OJ000303_19.0327.C7 
+ 

5748 
AAT/GAP 
5748 
796 



42491 Seq, ID 

88573 Strand 

8640 End 

OJ000303_1 9 , 0327 . C7 . o2 , gs Method 

8640 End 

none Score 
8640. .8825 



OJ000303_19.0327.C7 
+ 

8825 
GENSCAN 
8825 
.66 



42898 




Corf Mn 


*3 ^ *X ^ X 


tD VJ . X 


OJ000303 


19 . 


0327 


. 07 


Gene No. 


88574 


Strand 










Start 


328 


End 


3459 








Name 


OJ000303 19.0327.C7.ol.np 


Method 


AAT /NAP 








OUalTU 


328 


End 


O *i ^ ^ 










7523494 


Score 


7 y ^ 








EjXOHs 


328.. 432, 2005,. 2487, 2876 


..3003, 3046 


. . 3459 










(AP001633) hypothetical protein [Oryza 


Q a ^ T T7i3 1 
Od L. X V d j 










42491 


Seq. ID 


OJ000303 


19 . 


0327 


. 07 


Gene No. 


88575 


Strand 










Start 


3479 


End 


5440 








Name 


OJ000303 19.0327.C7.o2.np 


Method 


AAT /NAP 










3479 


End 


5440 










4680186 


Score 


159 










3479.-3583, 4733. .4911, 5382. .5440 












(AF111709) unknown [Oryza 


sativa subsp 


indica 1 








Seq. No. 


42491 


Seq. ID 


OJ000303 


_19. 


0327 


.07 


Gene No. 


88576 


Strand 












9128 


End 


9769 








Name 


OJ000303 19.0327.C7,o3.gs 


Method 










o uar u. 


9128 


End 












none 


Score 


1 S 








Exons 


9128.. 9283, 9731. .9769 












oeq . INO . 


42492 


Seq. ID 




X ^ * 


03^7 






88577 


Strand 


+ 








O Cox U 


1214 


End 


4054 








Name 


OJ000303 19.0327.C8.ol.np 


Method 


AAT /NAP 








Start 


1214 


End 


4051 










7488141 


Score 


1393 








Exons 


1214.. 1312, 2360.. 4051 














probable peptide transport 


protein T17F15.170 - 


Arabidopsis 




thaliana gi | 4678332 I emb I CAB41143 . 1 1 (AL049658) ; 


putative 


peptic 




transporter [Arabidopsis thaliana] 










Seq. No. , 


42492 


Seq. ID 


OJ000303 


_19. 


0327 


.08 


Gene No. 


88577 


Strand 


+ 








o U dX L. 


1214 


End 


4054 










OJ000303 19.0327.C8.ol.gs 


Method 


GENSCAN 








O L dX L. 


2291 


End 


4054 








ox 


none 


Score 


.71 










2291. .4054 












Qo/^ Mo 
. LNU • 


42492 


Seq. ID 


OJ000303 


_19. 


0327 


.08 




88578 


Strand 










Start 


4730 


End 


4810 








Name 


OJ000303 19,0327.C8.ol.gp 


Method 


AAT /GAP 








OLczx L 


4730 


End 


4810 










90742 1.R1084 


Score 


105 








Exons 


4730. .4810' 












GI Descrip. 


•5734616/dbj IAP000391.il AP000391 4 . Oe- 


29 Oryza 


sativa genomic 




DNA, chromosome 6, clone: P0538C01 ' 










Seq. No. 


42492 


Seq. ID 


OJ000303 


_19. 


0327 


.08 


Gene No. 


88579 


Strand 











42899 




start 


8747 








End 


8999 


Name 


OJ000303 19 


0327 


.C8.01. 


tm 


Method 


TBLASTX: Maize 


Start 


2384 








End 


3978 


GI 


none 








Score 


390 


Exons 


2384. .2704, 


2386 


. .2703, 


2726, 


.3076, 2746.. 3075, 3139.. 3228, 




3140. .3253, 


3176 


. .3238, 


3245. 


.3409, 3250.. 3396, 3419.. 3631, 




3427. .3591, 


3649 


. .3849, 


3650. 


,3850, 3731.. 3850, 3851.. 3976, 




3853. .3978 












55ea No. 


42492 








Seq. ID 


OJ000303_19.0327,C8 


Gene No . 


88579 








Strand 




Start 


8747 








End 


8999 


Name 


OJ000303 19 


.0327 


.C8.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


2390 








End 


3867 


GI 


none 








Score 


223 


Exons 


2390. .2701, 


2726 


. .2842, 


2876, 


.3067, 2881.. 3078, 3170.. 3253, 




3232. .3396, 


3233 


. .3406, 


3416, 


,3637, 3484.. 3567, 3644.. 3850, 




3688. .3867 












Seq. No. 


42492 








Seq. ID 


OJP00303_19.0327.C8 


Gene No. 


88579 








Strand 




Start 


8747 








End 


8999 


Name 


OJ000303 19 


.0327 


,C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2402 








End 


3835 


GI 


' none 








Score 


232 


Exons 


2402 . .2701, 


2726 


. .3073, 


3179, 


,3250, 3244.. 3372, 3245.. 3403, 




3416. . 3613, 


3644 


. .3835 








Seq. No. 


42492 








Seq. ID 


OJ000303_19.0327.C8 


Gene No. 


88579 








Strand 




Start 


8747 








End 


8999 


Name 


OJ000303 19 


.0327 


.C8 ,ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


3655 








End 


3973 


GI 


none 








Score 


133 


Exons 


3655. .3846, 


3662 


. .3847, 


3847. 


.3972, 3848.. 3973 


Seq. No. 


42492 








Seq. ID 


OJ000303_19.0327.C8 


Gene No. 


88579 








Strand 




Start 


8747 








End 


8999. . 


Name 


OJ000303 19 


.0327 


.C8.02. 


gp 


Method 


AAT/GAP 


Start 


8747 








End 


8999 


GI 


3106573 








Score 


303 


Exons 


8747. .8999 












GI Descrip. 


5091496/cibj |AB023482,2| 


AB023482 7 . Oe- 


17 Oryza sativa genomic 




DNA, chromosome 


6, clone P0680A03, complete sequence 


Seq. No. 


42493 








Seq. ID 


OJ000303__19.0327.C9 


Gene No, 


88580 








Strand 


+ 


Start 


34 








End 


4292 


Name 


OJ000303 19 


.0327 


.C9.01. 


gs 


Method 


GENSCAN 


Start 


34 








' End 


4278 


GI 


none 








Score 


.53 


Exons 


34, .183, 567. .636, 853. 


.902, 


926.. 1014, 2968.. 3025, 3269.. 41. 




4174. .4278 












Seq. No. 


42493 








Seq. ID 


OJ000303_1?.0327.C9 


Gene No. 


88580 








Strand 


+ 



42900 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



34 End 4292 

OJ000303_19 . 0327 . C9 . ol . np Method AAT/NAP 

136 End 4292 

7488141 Score 940 

136.. 226, 901.. 1025, 3300.. 4292 

probable peptide transport protein T17F15.170 - Arabidopsis 
thaliana gi | 4 678332 | emb | CAB41143 . 1 | (AL049658) putative peptide 
transporter [Arabidopsis thaliana] 



42493 
88580 
34 

OJ000303_19.0327.C9.ol.tm 
983 
none 

983. .1027, 3298. .3567, 3299. .3577, 3596. .3961, 3616. .3945, 
4013. .4084, 4030. .4146, 4147. .4290, 4149. .4292 



Seq. ID OJ000303_19.0327.C9 

Strand + 

End 4292 

Method TBLASTX : Mai ze 

End 4292 

Score 75 



Seq. ID OJ000303_19.0327.C9 

Strand + 

End 4292 

Method TBLASTX: Cress 

End 4278 

none Score 227 

3262.. 3462, 3299.. 3574, 3596.. 3964, 3658.-3795, 4152.. 4271, 
4153. .4278 



42493 
88580 
34 

OJ000303_19.0327.C9,ol.tc 
3262 



Seq. ID OJ000303_19.0327.C9 

Strand + 

End 4292 

Method TBLASTX : Soybean 

End 4278 

Score 209 



42493 
88580 
34 

OJ000303_19.0327.C9.ol.ts 
3268 
none 

3268. .3570, 3302. .3574, 3596. .3964, 3598 .. 3954 ,;. 4043 .. 4084 , 
4153.. 4278 



Seq. No. 


42494 








Seq. ID 


OJ000303_19.0327 


.CIO 


Gene No. 


88581 








Strand 


+ 




Start 


29 








End 


622 




Name 


OJ000303 


19.0327 


.CIO 


.ol.gs 


Method 


GENSCAN 




Start 


29 








End 


622 




GI 


none 








Score 


.88 




Exons . 


29. .622 














Seq. No. 


42494 








Seq. ID 


OJ000303_19.0327 


.CIO 


Gene No. 


88582 








Strand 


+ 




Start 


3064 








End 


6637 




Name 


OJ000303 


19.0327 


.CIO 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


550 




GI 


none 








Score 


179 




Exons 


1..198, 2 


. .187, 


235. 


.342, 236 


..421, 422. .550, 424. .537, 


437. .550 


Seq. No. 


42494 








Seq. ID 


OJ000303_19.0327 


.CIO 


Gene No. 


88582 








Strand 


+ 




Start 


3064 








End 


6637 




Name 


OJ000303 


19.0327 


.CIO 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


2 








End 


532 





42901 



GI 


none 


Exons' 


2 . , 103, 110 . 


Seq. No. 


42494 


Gene No. 


88582 


Start 


3064 


Name 


OJ000303_19. ( 


Start 


5 


GI 


none 


Exons 


5 . . 190, 23b . 


Seq. No. 


42494 


Gene No. 


88582 


Start 


3064 


Name 


OJ000303_19. 


Start 


239 


GI 


none 


Exons 


239 - . 418 , 41 


Seq. No. 


42494 


Gene No . 


88582 


Start 


3064 


Name 


OJ000303_19 . 


Start 


3064 


GI 


none 


Exons 


3064. ,3217, 




5125. .5457, 


Seq. No. 


42494 


Gene No. 


88582 


Start 


3064 


Name 


OJ000303 19. 


Start 


3276 


GI 


4263791 


Exons 


3276. .3475, 




4375. .4446, 




6192. .6325, 


GI Descrip. 


(AC006068) F 




thaliana] 


Seq. No. 


42494 


Gene No. 


88582 


Start 


3064 


Name 


OJ000303_19. 


Start 


3716 


GI 


none 


Exons 


3716. .3757, 




3868. .3939, 




4050. .4139, 




4361 . .4447, 




4633. .4728, 




4862, .5047, 




5210. .5278, 




5315. .5389 


Seq. No. 


42494 


Gene No. 


88582 



Score 



77 



Strand 
End 

>.ts Method 
End 
Score 

.339, 398. .484 



Seq. ID OJ000303_19. 0327. CIO 
+ 

6637 

TBLASTX: Soybean 
484 
167 



Seq. ID OJ000303_19. 0327. CIO 

Strand + 

End 6637 

Method TBLASTXl Wheat 

End 550 

Score 130 



Seq. ID OJ000303_19. 0327. CIO 

Strand + 

End 6637 

Method GENSCAN 

End 6635 

Score .78 



Seq. ID OJ000303_19. 0327. CIO 

Strand + 

End 6637 

Method AAT/NAP 

End 6626 

Score 1072 



0327. CIO. ol.tm 



3717. .3752, 3718 

3869.-3946, 3872 

4169.. 4255, 4190 

4366.-4449, 4375 

4838. ,4870, 4846 

5123.. 5188, 5124 

5220,-5285, 5286 



Seq. ID OJ000303__19. 0327. CIO 

Strand + 

End 6637 

Method TBLASTX: Maize 

End 5393 

Score 59 

.3753, 3867.. 3932, 3868.-3942, 

-3958, 4046. .4135, 4049-.4120, 

.4270, 4191. .4271, 4343. .4447, 

.4482, 4627. .4740, 4632. .4748, 

.4875, 4858. .5076, 4861. .5019, 

.5168, 5127. .5207, 5128-.5205, 

.5393, 5286.-5387, 5287. .5388, 



Seq, ID ...OJp00303_19.0327.C10 
Strand + 



42902 





start 


3064 










NaiTLG 


OJ000303 19. 


0327 , 


,C10.o3. 


. ts 
















<^ T 


none 










Exons 


4991 4971 


4358 
*± ^ \j t 


, , 4447 , 


4363. . 






4633 4722, 


4838 , 


. . 5026, 


4901. , 




Seq. NO. 


4 9 4 Q4 










Gene No. 


88582 










Start 


3064 










Name 


OJ000303 19. 


0327 . 


•CIO .ol. 


. ts 




otart 


^99 "~ 
.J ^ ^ .J 












none 










Exons 




5295 


5459, 


5570. 






6173 6244, 


6245, 


. . 6286 






Seq. No. 


42494 










Gene No. 


88582 












3064 










Naitie 




0327 


ClO.ol 


. tw 




o tar u 














none 








f J 




5235 5441, 


5543 


. .5737, 


5605. 




Seq. NO. 


yl O 4 Q4 








i. : 3 


Gene No. 


88582 








ru 


Start 


3064 










Name 


n.Tnnn^n3 i Q 


. 0327 


CIO ol 


. tc 


= ; = 


o tart 


c -397 ~ 










GI 


none 










Exons 


COOT i^4RR 




S4 Sfi 


5545 . 


; === 




6939 6328 








5 


Q £i M 

oeq. wu. 


494 Q4 










Gene No. 


88582 










Start 


3064 










Name 


OJ000303 19 


.0327 


.C10.O4 


. tm 




Start 


5394 








L ^ 


GI 


none 








r "a 


Exons 


5394. .5459, 


5404 


. .5457, 


5576. 



End .^.. .6637: * 

Method " TBLASTX : Soybean 

End 5218 

Score 4 6 

,4449, 4363. .4476, 4632. .4721, 
,5026, 5129.. 5218 

Seq. ID OJ000303_19. 0327. CIO 

Strand + 

End 6637 

Method TBLASTX : Soybean 

End 6286 

Score' 60 

.5836, 5570. .5767, 5611. .5835, 



OJ000303_19 . 0327 . CIO 
+ 

6637 

TBLASTX: Wheat 

5737 

114 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5691 

Seq.. ID 
Strand 
End 

Method 
End 
Score 

.5835, 5546. .5836, 6206. .6244, 



OJ000303_1 9 . 0327 .CIO 
+ 

6637 

TBLASTX: Cress 

6328 

171 



Seq. ID OJ000303_19. 0327. CIO 

Strand + 

End 6637 

Method TBLASTX : Mai ze 

End 5725 

Score 97 

.5725, 5581.. 5694, 5583.. 5720 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42494 
88582 
3064 

OJ000303_19. 0327. CIO. ol.gp 
5583 

LIB3434-029-P1-K1-A7 
5583. .5837, 6192. .6325, 6411. 
M263791/gb|AAD15451| 4.0e-54 



OJ000303_19. 0327. CIO 
+ 

6637 
AAT/GAP 
6458 
803 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6458 

(AC006068) putative receptor 



protein kinase [Arabidbpsis thaliana] ' 



Seq. No. 


42494 


Seq. ID 


OJ000303_19.0327 


Gene No, 


88582 


Strand 


+ 


Start 


3064 


End 


6637 


Name 


OJ000303 19,0327.C10.o2.tm 


Method 


TBLASTX: Maize 


Start 


5726 


End 


6637 


GI 


none 


Score 


175 



42903 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



5726.. 5836, 5734.. 5835, 6144.. 6323, 6173.. 6328, 6190.. 6333, 
6396. .6635,. 6400. .6444, 6410. .6637, 6410. .6601, 6411. .6635, 
6502.. 6636 



42495 
88583 
3482 

OJ000303_19. 0327. Oil. o2.gs 

3482 

none 

3482. .3745. 

42495 
88583 
3482 

OJ000303_19.0327,Cll.ol.gp 

3556 

5607397 

3556. .3950 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq." ID 

Strand 

End 

Method 

End 

Score 



OJ000303_19.0327.C11 
+ 

3950 
GENSCAN 
3745 
.67 



OJ000303_19.0327.C11 
+ 

3950 
AAT/GAP 
3950 
720 



42495 
88584 
8142 

OJ000303_19.0327.Cll.o3.np 
6510 
6069646 
6510. .6546, 
(AP000616) 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10164.. 11181 . 
similar to putative reverse transcriptase 



OJ000303_19.0327.C11 
+ 

11181 
AAT/NAP 
11181 • 
1245 



(AC005315) 
Similar to 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



42495 
88584 
8142 

OJ000303_19 . 0327 . Cll . o2 . np 
8130 
7487051 
8130. .9925 

hypothetical protein T16B24.15 - Arabidopsis thaliana 
git3402684 |gb|AAC28987.1| (AC004697) nodulin-like protein 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303 
+ 

11181 
AAT/NAP 
9925 
1525 



19. 0327. Cll 



42495 
88584 
8142 

OJ000303_19 . 0327 . Cll . o3 . gs 

8142 

none 

8142. .9881 

42495 
88585 
1161 

OJ000303_19. 0327. Cll. ol.gs 
1161 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000303_19. 0327. Cll 
+ 

11181 
GENSCAN 
9881 
1 



OJ000303 19. 0327. Cll 



2659 

GENSCAN 

2659 



42904 



GI 

Exons 



none Score 
1161.. 1232, 1740.. 1912, 2497.. 2659 



.61 



Seq. No. 42495 Seq. ID OJ000303_19 . 0327 . Cll 

Gene No. 88586 Strand 

Start 7491 End 7719 

Name OJ000303_19. 0327. Cll. ol.np Method AAT/NAP 

Start 7491 End 7719 

GI 6069646 Score 232 

Exons 7491.. 7719 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 I dbj I BAA90639 . 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. {AC006248) 
[Oryza sativa] 



i z 



===? 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42495 Seq. ID OJ000303_19 . 0327 .Cll 

88587 Strand 

8137 End 8636 

OJ000303_19 . 0327 . Cll . o2 . gp Method AAT/GAP 

8137 End 8636 

52378_1.R1084 Score 880 

8137.. 8636 

M160280/emb|CAA06921| 5.0e-19 (AJ006224) purple acid 
phosphatase [Ipomoea batatas] ' ■ 





Seq. No. 


42495 




Seq. ID 


OJ000303_19.0327 


.Cll 




Gene No. 


88588 




Strand 








Start 


11301 




End 


15267 






Name 


OJ000303 19. 


0327. Cll. o4.tm 


Method 


TBLASTX: Maize 






Start 


7521 




End 


13271 






GI 


none 




Score 


255 






Exons 


7521. .7661, 


10609. .10941, 10728.. 10886 


, 13125.. 13271 






Seq. No. 


42495 




Seq. ID 


OJ000303_19.0327 


.Cll 




Gene No. 


88588 




Strand 








Start 


11301 




End 


15267 






Name 


OJ000303 19. 


0327. Cll. ol.tm 


Method 


TBLASTX: Maize - 




r ""s 


Start 


8174 




End 


15172 






GI 


none 




Score 


324 






Exons 


8174. .8458, 


8178.. 8459, 8466. 


.8633, 8474. .8626, 8475. .8627, 






14713. .14880 


, 14720. .14872, 14887 15171, 14888.. 15172 






Seq. No. 


42495 




Seq. ID 


OJ000303_19.0327 


.Cll 




Gene No. 


88588 




Strand 








Start 


11301 




End 


15267 






Name 


OJ000303 19. 


0327. Cll. o3.ts 


Method 


TBLASTX: Soybean 






Start 


8177 




End 


15171 






GI 


none 




Score 


210 






Exons 


8177. .8347, 


8178.. 8351, 14995 


, .15171, 


14999. .15169 






Seq. No. 


42495 




Seq. ID 


OJ000303_19.0327 


.Cll 




Gene No. 


88588 




Strand 








Start 


11301 




End 


15267 






Name 


OJ000303 19. 


0327. Cll. ol.tc 


Method 


TBLASTX: Cress 






Start 


8181 




End 


15165 






GI 


none 




Score 


185 





42905 



rn 



ry 



Exons 


8181. .8459/ 8192. .8458, 8475. 


.8645, 8498.-8629, 14701 .. 14871 , 




14717. .14848, 14887.. 15165 






Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327.C11 


Gene No . 


88588 


Strand 




Start 


11301 


End 


15267 


Name 


OJ000303 19..G327.Cll.o2.ts 


Method 


TBLASTX : Soybean 


Start 


8357 


End 


14989 


GI 


none 


Score 


98 


Exons 


8357.. 8452, 835.8.. 8462, 8469. 


.8654, 8492.-8653, 8667. .8765, 




14575. .14673, 14692 14868, 14693 .. 14854 , 14716 .. 14865, 




14884. .14988, 14894. .14989 






Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327.C11 


Gene No. 


88588 


Strand 




Start 


11301 


End 


15267 


Name 


OJ000303 19.0327.Cll.o2.tm 


Method 


TBLASTX: Maize 


Start 


9024 


End 


14250 


GI 


none 


Score 


349 


Exons 


9024.. 9344, 9113.. 9331, 13993 


. .14250, 


14000. .14248 


Seq. No. 


42495 


Seq. ID 


OJ000303_19 - 0327 - Cll 


Gene No. 


88588 


Strand 




Start 


11301 


End 


15267 


Name 


OJ000303 19.0327.Cll.o2.tc 


Method 


TBLASTX: Cress 


Start 


9111 


End 


14250 


GI 


none 


Score 


127 


Exons 


9111.. 9275, 9116.. 9259, 9270. 


,9344, 9272.. 9331, 9399.-9635, 



9404. .9619, 9687. .9722, 13636 .. 13677, 13721 .. 14083, 
13732. .14091, 14086. .14250, 14102.. 14245 

Seq- No. 42495 Seq- ID OJ000303_19 . 0327 . Cll 

Gene No. 88588 Strand 

Start 11301 End 15267 

Name OJ000303_19 . 0327 . Cll . ol . ts Method TBLASTX : Soybean 

Start 9212 End 14149 

GI none Score 162 

Exons 9212.. 9334, 9216.. 9344, 9390.. 9602, 9413.. 9601, 13759 .. 14145, 
13775- .14149 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42495 
88588 
11301 

OJ000303_19. 0327. Cll. o3.tm 

9389 

none 



Seq. ID OJ000303_19. 0327. Cll 
Strand 

End 15267 

Method TBLASTX : Mai ze 

End 13968 

Score 307 



9389. .9616, 9390. .9635, 9687. .9722, 13636 -- 13677, 13691 .. 13948, 
13732.-13929, 13822 .. 13968, 13911.. 13967 



Seq. No. 42495 

Gene No. 88588 

Start 11301 

Name OJ000303_19 . 0327 . Cll - o5 . tm 

Start 9973 

GI none 

Exons 9973-. 10278, 9978.-10268 



Seq- ID OJ000303_19. 0327. Cll 
Strand 

End 15267 

Method TBLASTX: Maize 

End 10278 

Score 231 



42906 



Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No. 


88588 


Strand 






Start 


11301 


End 


15267 




Nsme 


OJ000303 19.0327.Cll.o6. tm 


Method 


TBLASTX: Maize 




Start 


10365 ~ 


End 


10605 




GI 


none 


Score 


193 




Exons 


10365. .10604, 10366. .10605^ 








Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No. 


88588 


Strand 






Start 


11301 


End 


15267 




Name 


OJ000303 19.0327.Cll.ol. tw 


Method 


TBLASTX: Wheat 




Start 


10687 ~ 


End 


13271 




GI 


none 


Score 


76 




Exons 


10687. .10836, 12831. .12971, 


13068. .13271 




Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No . 


88588 


Strand 






Start 


11301 


End . 


15267 




Name 


OJ000303 19.0327.Cll.o4.np 


Method 


AAT/NAP 




Start 


11301 


End 


13860 




GI 


7487819 


Score 


85 




Exons 


11301. .11322, 12892. .13277, 


13759. .13860 




GT DescriD- 


hypothetical protein T8K22. 


5 - Arabidopsis thaliana 






gi|3184275|gb|AAC18922.1| {AC004136) putative reverse 






transcriptase [Arabidopsis 


thaliana] 






Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No. 


88588 


Strand 






Start 


11301 


End 


15267 




Name 


OJ000303 19.0327.Cll.o3.gp 


Method 


AAT/GAP 




Start 


13175 


End 


13718 




GI 


none 


Score 


993 




Exons 


13175. .13718 








Seq. No. 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No. 


88588 


Strand 






Start 


11301 


End 


15267 




Name 


OJ000303 19.0327.Cll.o5.gs 


Method 


GENSCAN 




Start 


13429 


End 


15204 




GI 


none 


Score 


1 




Exons 


13429. .15204 








Sea No 


42495 


Seq. ID 


OJ000303_19.0327 


.Cll 


Gene No. 


88588 


Strand 






Start 


11301 


End 


15267 




Name 


OJ000303 19.0327.Cll.o5,np 


Method 


AAT/NAP 




Start 


13451 


End 


15216 




GI 


7487051 


Score 


1496 




Exons 


13451.. 15216 








GI Descrip. 


hypothetical protein T16B24 


.15 - Arabidopsis thaliana 





gi|3402684 |gb|AAC28987.1 I 
[Arabidopsis thaliana] 



(AC004 697) nodulin-like protein 



Seq. No. 
Gene No. 
Start 



42495 
88588 
11301 



Seq. ID 

Strand 

End 



OJ000303 19. 0327. Cll 



15267 



42907 



Name OJ000303_19. 0327 .Cll . o4 . gp Method AAT/GAP 

Start 14710 End 15267 

GI 52378_1.R1084 Score 1091 

Exons 14710.. 15267 

GI Descrip. M 1 6028 O/emb | CAAO 6921 | 5.0e-19 (AJ006224) purple acid 
phosphatase [Ipomoea batatas] ' 



<5oa Mo 

*J C \J . \J • 


42496 








Seq. ID 


OJ000303_19.0327 


.C12 




88589 








Strand 


+ 




Start 


2633 








End 


10943 




Name 


OJ000303 19 


.0327.' 


C12.01 


gs 


Method 


GENSCAN 




Start 


2633 








End 


4281 






none 








Score 


.77 






2633 2812. 


2920. 


.3027, 


3360. 


.3397, 3575.. 3754, 3900.. 4281 


Seo No. 


42496 








Seq. ID 


OJ000303_19.0327 


.C12 


(t;£inp No 


88589 








Strand 


+ 




Start 


2633 








End 


10943 




Name 


OJ000303 19 


.0327. 


C12.01 


np 


Method 


AAT/NAP 




Start 


3880 








End 


10919 




GI 


4160280 








Score 


1477 




Exons 


3880. .4269, 


9898. 


.10919 










GI Descrip. 


(AJ006224) 


purple 


acid phosphatase [Ipomoea batatas] 




Seq. No. 


42496 








Seq. ID 


OJ000303_19.0327 


.C12 


Gene No. 


88589 








Strand 


+ 




Start 


2633 








End 


10943 




Name 


OJ000303 19 


.0327. 


C12.02 


gs 


Method 


.GENSCAN 




Start 


6571 








End 


8624 




GI 


none 








Score 


.72 




Exons 


6571. .6618, 


7283. 


.7596, 


7638. 


.7827, 8574. .8624 





Seq. No, 


42496 






Seq. ID 


OJ000303_ 


_19.0327.C12 


Gene No. 


88589 






Strand 


+ 




Start 


2633 






End 


10943 




'^^ Name 


OJ000303 19. 


0327.012 


. o3.gs 


Method 


GENSCAN 




^ Start 


9931 






End 


10943 




Q GI 


none 






Score 


.71 




f=i Exons 


9931. .10478, 


10556. . 


10943 








Seq. No. 


42496 






Seq. ID 


OJ000303_ 


_19.0327.C12 


Gene No. 


88590 






Strand 


+ 




Start .. . 


14025 






End 


16829 




Name 


OJ000303 19. 


0327. C12 


. o2 . gp 


Method 


AAT/GAP 




Start 


13992 






End 


14478 




GI 


4968941 






Score 


701 




Exons 


13992. .14207 


, 14277. 


.14478 








GI Descrip. 


4160280/embl 


CAAO 6 921 


1 5.0e-19 


(AJ006224) purple 


acid phosphatase 



[Ipomoea batatas] 



Seq. No. 42496 

Gene No. 88590 

Start 14025 

Name OJ000303_19 . 0327 . C12 . o2 . np 

Start 14025 

GI 4160280 
Exons 



Seq. ID OJ000303_19.0327.C12 

Strand + 

End 16829 

Method AAT/NAP 

End 16829 

Score 1597 



14025. .14207, 14277 .. 14589, 15925.. 16829 



42908 



GI Descrip. "(AJ006224) purple acid phosphatase [Ipomoea batatas] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI "\ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42496 Seq. ID 

88590 Strand 

14025 End 

OJ000303_19.0327.C12.o4,gs Method 

14025 End 

none Score 



OJ000303_19.0327.C12 
+ 

16829 
GENSCAN 
16820 
.74 



14025. .14207, 14277 .. 14589, 15925.. 16820 



19.0327.C12 



42496 Seq. ID OJ000303_ 

88590 Strand + 

14025 End 16829 

OJ000303_19 . 0327 . C12 . o3 . gp Method AAT/GAP 
16452 End . 16774 

uC-osflM202097e03bl Score 64 6 

16452. .16774 

•4874290/gb|AAD31353.1|AC007212_9 4.0e-41 (AC007212) putative 
purple acid phosphatase [Arabidopsis thaliana] ' 



Seq. No. 


42496 


Seq. ID 


OJ000303_19.0327 


.C12 


Gene No. 


88591 


Strand 


+ 




Start 


16838 


End 


17221 




Name 


OJ000303 19.0327.C12.o4.gp 


Method 


AAT/GAP 




Start 


16838 


End 


17221 




GI 


3768716 


Score 


726 




Exons 


16838.. 17221 








Seq. No. 


42496 


Seq. ID 


OJ000303_19.0327 


.C12 


Gene No. 


88592 


Strand 


+ 




Start 


18440 


End 


19834 




Name 


OJ000303 19.0327.C12.o3.np 


Method 


AAT/NAP 




Start 


18428 


End 


19834 




GI 


4426964 


Score 


1464 




Exons 


18428. .19834 








GI Descrip. 


(AF126255) purple acid phosphatase precursor [Anchusa 






officinalis] 








Seq. No. 


, 42496 


Seq. ID 


OJ000303_19.0327 


-C12 


Gene No. 


88592 


Strand 


+ 




Start 


18440 


End 


19834 




Name 


OJ000303 19.0327.C12.o5.np 


Method 


AAT/NAP 




Start 


18437 


End 


19834 




GI 


6635443 


Score 


1527 




Exons 


18437. .19834 









GI Descrip. (AF200826) purple acid phosphatase precursor [Ipomoea batatas] 



Seq. No. 42496 

Gene No. 88592 

Start 18440 

Name OJ000303_19 . 0327 . C12 . o5 . gs 

Start 18440 

GI none 

Exons 18440. .19822 

Seq. No. 42496 

Gene No. 88592 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ000303_19.0327.C12 
+ 

19834 
GENSCAN 
19822 * 
.94 



OJ000303_19.0327.C12 
+ 



42909 



rn 



Start 


18440 




End 


19834 






Naitio 


OJ000303 19.0327.C12 


.o4 .np 


Method 


AAT/NAP 








18551 




End 


19834 






ox 


4210712 




Score 


1448 






P von Q 


18551. .19834 














(AJ006870) purple acid phosphatase [Ipomoea batatas] 




Seq. No. 


42496 




Seq. ID 


OJ000303_ 


19.0327 


.C12 


Gene No. 


88593 




Strand 










5310 




End 


5693 






dlLlC? 


OJ000303 19.0327.C12 


.ol.gp 


Method 


AAT/GAP 








5310 




End 


5693 








2311431 




Score 


728 








5310.. 5693 












O C ^ • LN . 


42496 




Seq. ID 


OJ000303_ 


19.0327 


.C12 


mono Mpi 


88594 




Strand 








O UCti. u 


20407 




End 


20709 








OJ000303 19.0327.C12 


.ol.tc 


Method 


TBLASTX: Cress 




O UdX. u 


4015 




End 


19801 






O J. 


none 




Score 


162 






Exons 


4015.. 4170, 4056. .4160, 4240 


..4260, 9904.. 10137, 


9915. . 


10124, 




10144. .10488, 10146. 


.10490, 


10496. .10684, 10497. 


.10883, 






10727. .10876, 14109. 


.14201, 


14274. .14531, 15923. 


.16027, 






15924. .16043, 16050. 


.16328, 


16055. .16168, 16190. 


.16348, 






16322. .16492, 16323. 


.16796, 


16535. .16786, 18509. 


.18760, 






18550. .18702, 18767. 


.18859, 


18860. .19051, 18874. 


.19038, 






19058. .19801, 19060. 


.19128, 


19198. .19590, 19648. 


.19800 





L3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42496 
88594 
20407 

OJ000303_19. 
4015 
none 

4015. .4170, 
10143. .10262 
10733. .10828 
15923. ,16024 
16320. .16796 
18767. .18859 
19057. .19128 



0327,C12,ol.ts 



Seq. ID OJ000303_19.0327.C12 
Strand 

End 20709 

Method TBLASTX : Soybean 

End 19801 

Score 169 



4056, .4169, 4240. .4260, 9897. .10124, 9898. .10137, 

10144. ,10488, 10497. .10883, 10502 .. 10684 , 

14109. ,14201, 14274. .14531, 1427 6 .. 14593, 

15924. .16043, 1604 9 .. 16348 , 16050 .. 16328, 

16322. .16786, 18509 .. 187 60, 18550 .. 18 687, 

18805. .18852, 18848 .. 19051, 18874 .. 19032, 

19058. .19801, 19192. .19587, 19642.. 19800 



42496 
88594 
20407 

OJ000303_19.0327.C12.ol.tm 
4018 
none 



Seq, ID OJ000303_19.0327,C12 
Strand 

20709 

TBLASTX: Maize 
19801 
161 



End 

Method 
End 
Score 

4018,. 4170, 4056,. 4169, 4240.. 4260, 9897,. 10490, 9898.. 10542, 
10496, .10684, 10497 ,. 10883, 14112 .. 14201, 14 186 .. 14212 , 
14274. .14369, 14388 .. 14615, 14432 .. 14593, 15923 .. 16348 , 
15924. .16325, 16325 .. 16492, 16335 .. 167 96, 16532 .. 16852, 
18509, .18703, 18550 .. 18702, 18770 .. 18859, 18775 .. 1884 9, 
18848. .19801, 18883. .19590, 19648.. 19800 



Seq. No. 



42496 



Seq. ID OJ000303_19.0327.C12 



42910 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



88594 Strand 

20407 End 

OJ000303_19 . 0327 . C12 . ol . tw Method 

10727 End 

none Score 



20709 

TBLASTX: Wheat 

19813 

190 



10727. .10870, 10728. .10901, 16631 16780, 16632 .. 16820, 
19640. .19813 



42496 Seq. ID 

88594 Strand 

20407 End 
OJ000303_19.0327 .C12.o6.gs Method 

20407 End 

none Score 

20407. .20458, 20552.. 20709 



OJ000303_19.0327 .C12 

20709 
GENSCAN 
20709 
.47 



42497 Seq, ID OJ000303_18 . 0328 . C2 

88595 Strand + 

1 End 248 

OJ000303_18.0328.C2.ol.np Method AAT/NAP 

1 End 248 

7452436 Score 75 

1. .248 

hypothetical protein F17L22.160 - Arabidopsis thaliana 
gi I 4455278 I emb I CAB36814 .lt (AL035527) hypothetical protein 
[Arabidopsis thaliana] gi | 7268967 | emb 1 CAB81277 . 1 | (AL161555) 
hypothetical protein [Arabidopsis thaliana] 



42497 Seq. ID 

88596 Strand 
1 End 
OJ000303_18 . 0328 . C2 . ol . gp Method 

1 End 
41954_1.R1084 Score 
1..483 

'5051771/emb|CAB45064.1| 5, 
[Arabidopsis thaliana] ' 

42497 Seq. ID 

88597 Strand 
1615 End 
OJ000303_18 . 0328 . C2 . ol . tm Method 

2 End 
none Score 



OJ000303_18.0328.C2 
483 

AAT/GAP 

483 

943 



Oe-13 (AL078637) putative protein 



OJ000303_18.0328.C2 
2538 

TBLASTX: Maize 

261 

114 



2. .163, 2. .163, 3. .185, 3. .200, 157. .222, 158. .226, 238. .261 



42497 Seq. ID 

88597 Strand 

1615 End 

OJ000303_18 . 0328 . C2 . ol . gs Method 

1615 End 

none Score 

1615. .1643, 2249.. 2380, 2400.. 2538 



42498 
88598 
116 



Seq. ID 

Strand 

End 



OJ000303_18.0328.C2 

2538 
GENSCAN 
2538 
.45 



OJ000303_18.0328.C3 
+ 

2680 



42911 



Name 


OJ000303 18.0328.C3.ol.gs 


. Method 


GENSCAN' 


Start 


116 


End 


2680 


GI 


none 


Score 


.86 


Exons 


116.. 676, 1364. .1547, 1688 


..I860, 1967 


. .2680 


Seq. No. 


42498 


Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88598 


Strand 


+ 


Start 


116 


End 


2680 


Name 


OJ000303 18.0328.C3.ol.np 


Method 


AAT/NAP 


Start 


116 


End 


2677 


GI 


6560762 


Score 


1171 


Exons 


116. .354, 472. .725, 1336.. 


1547, 1688.. 


1860, 1967.. 2677 


GI Descrip. 


(AC010155) F3M18.18 [Arabidopsis thaliana] 


Seq. No. 


42498 


Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88598 


Strand 


+ 


Start 


116 


End 


2680 


Name 


OJ000303 18.0328.C3-ol.gp 


Method 


AAT/GAP 


Start 


1150 


End 


1568 


GI 


702107 


Score 


756 


Exons 


1150. .1568 






GI Descrip. 


5051771/emb|CAB45064.1| 5. 


Oe-13 (AL078637) putative protein 




[Arabidopsis thaliana] 






Seq. No.' 


42498 


Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88599 


Strand 


+ 


Start 


2663 


End 


2966 


Name 


OJ000303 18.0328.C3.o2.gp 


Method 


AAT/GAP 


Start 


2663 


End 


2966 


GI 


none 


Score 


574 


Exons 


2663. .2966 






Seq. No. 


42498 


Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88600 


Strand 


+ 


Start 


5556 


End 


9275 


Name 


OJ000303 18,0328.C3.o2.gs 


Method 


GENSCAN 


Start 


5556 


End 


9275 


GI 


none 


Score 


.46 


Exons 


5556. .5566, 5868. .6079, 6343. .6463, 7067. .7333, 7640. .7886, 




9139. .9275 






Seq. No. 


42498 


Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88600 


Strand 


+ 


Start 


5556 


End 


9275 


Name 


OJ000303 18.0328.C3.o3,gp 


Method 


AAT/GAP 


Start 


8295 


End 


8389 


GI 


LIB3477-003-P1-K1-E9 


Score 


120 


Exons 


8295. .8389 







GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 42498 Seq. ID 

Gene No. 88601 Strand 

Start 9518 End 

Name OJ000303_18 . 0328 . C3 . o2 . tw Method 

Start 110 End 



OJ000303_18.0328.C3 
10025 

TBLASTX: Wheat 
541 



42912 




GI 


none 






Score 


84 


TT von ^ 


110. .190, 115. .189, 191 


. .223, 


197, .361, 


290. .349, 436. , 534, 




455. .541, 470. .538 








3eq, No. 


42498 






Seq, ID 


OJ000303 18. 0328. C3 




88601 






Strand 




Start 


9518 






End 


10025 


Name 


OJ060303 18. 


0328.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


112 






End 


2743 




none 






Score 


208 


P. von *> 


112.. 255, 113., 361, 436 


. , 582, 


455, ,610, 


1415, ,1552, 1447. .1 




1689. .1772, 


1690. .1773, 


1771, 


.1869, 1773., 1862, 1969.. 2073, 




1970, ,2185, 


2207. .2302, 


2443, 


.2643, 2444. ,2650,. 2693, .2743 


Seq. No. 


42498 






Seq. ID 


OJ000303_18 . 0328 . C3 


Gene No. 


88601 






Strand 


— 


Start 


9518 






End 


10025 


Name 


OJ000303 18. 


0328. 03. o2. 


tm 


Method 


TBLASTX: Maize 


Start 


113 






End 


580 


GI 


none 






Score 


186 


Exons 


113. .367, 473. .580 








Seq. No. 


42498 






Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88601 






Strand 




Start 


9518 






End 


10025 


Name 


OJ000303 18. 


0328,C3.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


151 






End 


628 


GI 


none 






Score 


75 


R von Q 


151. .252, 152. .241, 185 


. , 361, 


451, ,582, 


455. .628 


kJ ^ • Li \J . 


42498 






Seq, ID 


OJ000303_18.0328,C3 


Gene No. 


88601 






Strand 




Start 


9518 






End 


10025 


Name 


OJ000303 18. 


0328.C3.o3, 


tc 


Method 


TBLASTX: Cress 


Start 


1358 






End 


1863 


GI 


none 






Score 


182 


Rvon *5 


1358, ,1519, 


1426. .1518, 


1502, 


.1543, 1689.. 1811, 1690.. 1821, 




1780, .1863 










Sea. No. 


42498 






Seq. ID 


OJ000303_18.0328.C3 


Gene No. 


88601 






Strand 




Start 


9518 






End 


10025 


Name 


OJ000303 18. 


0328,C3.ol, 


tw 


Method 


TBLASTX: Wheat 


Start 


1430 






End 


1863 ... . 


GI 


none 






Score 


160 


Exons 


1430. .1552, 


1432. .1551, 


1689, 


.1784, 1690. .1797, 1734. .1862, 




1786, ,1863, 


1803. .1862 








Seq, No. 


42498 






Seq. ID 


OJ000303_18,0328.C3 


Gene No. 


88601 






Strand 




Start 


9518 






End 


10025 


Name 


OJ000303 18. 


0328.C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1693 






End 


2077 


GI 


none 






Score 


95 


Exons 


1693. .1791, 


1719. .1772, 


1771. 


.1866,- 1776. ,1853, 1964. .2077, 



1984. .2076 



42913 



Seq. No. ■ 42498 

Gene No. 88601 

Start 9518 

Name OJ000303_18 . 0328 .C3 .ol . tc 

Start 1975 

GI none 

Exons 1975.. 2067, 
2483. .2647 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_18 . 0328 . C3 
10025 

TBLASTX: Cress 

2647 

153 



1976. .2188, 2207. .2317, 2432. .2491, 2482. .2643, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42498 
88601 
9518 . 

OJ000303_18;0328.C3.o3.tm 

2258 

none 



Seq. ID OJ000303_18.0328.C3 
Strand 

End 10025 

Method TBLASTX : Mai ze 

End 2550 

Score 112 



2258.-2359, 2260. .2391, 2452. .2550, 2453. .2548, 2476. .2550 



42498 
88601 
9518 

OJ000303_18.0328.C3.o4.gp 

9518 

none 

9518.. 9827, 9917.. 10025 

42499' 

88602 

1 

OJ000303_18.0328.C4.ol.gp 
1 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_18.0328.C3 

10025 
AAT/GAP 
10025 
706 



Seq. ID OJ000303_18.0328.-C4 
Strand 

End 5440 

Method AAT/GAP 

End 1531 

Score 900 



1..58, 294. .341, 447. .584, 678. .775, 913. .1020, 1451. .1531 



42499 
88602 
1 

.OJ000303_18.0328.C4.ol.gs 
123 
none 



OJ000303 18. 0328. C4 



Seq. ID 
Strand 

End 5440 
Method GENSCAN 
End 5440 
Score .81 

123. .341, 447. .584, 678. .745, 913. .1020, 1451. .1548, 1627. .1727, 
2333.. 2494, 2599.. 2670, 2762.. 2828, 2933.. 3033, 3391.. 3499, 
3670.. 3733, 4653., 4765, 5352.. 5440 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42499 Seq. ID 

88602 Strand 

1 End 

OJ000303_18 . 0328 .C4 . ol . tw Method 

1495 - End 

none Score 



OJ000303_18.0328.C4 
5440 

TBLASTX: Wheat 

2502 

71 



1495. .1551, 1495. .1548, 1497. ,1550, 1627. .1701, 1627. .1695, 
1629,. 1712, 2330., 2464, 2333.. 2494, 2334.. 2495, 2335.. 2502 



Seq. No. 42499 Seq. ID 

Gene No. 88602 Strand 

Start 1 End 

Name OJ000303_18 . 0328 . C4 . ol . tm Method 

Start 2387 End 



OJ000303_18.0328.C4 
5440 

TBLASTX: Maize 
2970 



42914 






ox 


n one* 


Score 


79 




Elxons 


?^fi7 ?4Q4 2'^fi7 2464 2409 


..2495, 2427. .2501, 2595. ,2666, 






2SQS 2669 2S99 2670 2611 


..2667, 2750. .2830, 2761. ,2847, 






2765 2827 2941 2970, 2942 


, ,2968 






O c (4 • IN U . 


42499 


Seq, ID. 


OJ000303_18.0328.C4 




Gene No. 


88602 


Strand 






Start 


1 


End 


5440 






OJ000303 18 0328 04 o2 . an 


Method 


AAT/GAP 






2 7 cn ~~ 


End 


4387 








Score 


908 




Elxons 


279'^ 2828 2933 3033 3134 


..3196, 3391. .3499, 3670. .3733, 






4227 4387 








Seq. No. 


42500 


Seq. ID 


OJ000303_18.0328.C5 




Gene No . 


88603 


Strand 


+ 






122 


End 


684 






OJ000303 18 0328 C5 ol as 


Method 


GENSCAN 




a Y*1- 


192 ~ 
X ^ ^ 


End 


684 




0 J. 




Score 


.87 




EjXons 


122 2S1 422 684 








Ocq • LNU • 


42Sni 

H. £.>J\J X 


Seq. ID 


OJ000303_18,0328.C6 




Gene No. 


88604 


Strand 


+ 




Start 


.533 


End 


5064 ' 


tn 


Name 


OJ000303 18.0328.C6.ol.np 


Method 


AAT/NAP 


Z. - 




533 


End 


5064 


f 'T- 




4512658 


Score 


311 


s _ s 


Elxons 


533.-567, 2194, .2440, 2486.. 


2613, 4204. 


.5064 


: 




{AC006931) hypothetical protein [Arabidopsis thaliana] 


H Li 


Seq. No. 


42501 


Seq. ID 


OJ000303_18.0328.C6 




Gene No. 


88604 


Strand 


+ 




0 U CtX I. 


533 


End 


5064 




IN dlllc; 


OJ000303 18.0328.C6.ol.gp 


Method 


AAT/GAP 






1745 


End 


2204 




ox 


none 


Score 


87.4 




ill I L 0 


1745. .2204 






% ST 


Seq. No. 


42501 


Seq. ID 


OJ000303_18.0328.C6 




Gene No. 


88604 


Strand 


+ 




Start 


533 


End 


5064 




.Ma mo 


OJ000303 18.0328.C6.ol.gs 


Method 


GENSCAN 




0 Lctx U 


1993 


End 


5064 




vJX 


none 


Score 


.55 






1993.. 2067, 2081.. 2613, 4204 


..4648, 4666. .5064 




0 • LN U • 


42501 


Seq. ID 


OJ000303_18.0328.C6 






88604 


Strand 


+ 




Start 


533 


End 


5064 




Name 


OJ000303 18.0328.C6.o2.gp 


Method 


AAT/GAP 




Start 


2461 


End 


4432 




GI 


uC-osrocyp003g05al 


Score 


740 




Exons 


2461. .2613, 4204. ,4432 








GI Descrip. 


•3548810 3.0e-09 (AC005313) 


putative chloroplast nucleoid DNA 






binding protein [Arabidopsis 


thaliana] ' 



42915 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42501 Seq.. ID 

88604 Strand 
533 End 
OJ000303_18.0328.C6.o3.gp Method 
4 4 41 End 
none Score 
4441. .4903 

42501 Seq. ID 

88605 Strand 
15842 End 
OJ000303_18 . 0328 .C6.04 .np Method 
15842 End 
4926830 Score 
15842. .16171 

(AC004135) T17H7.15 [Arabidopsis thaliana] 



OJ000303_18.0328.C6 
+ 

5064 
AAT/GAP 
4903 
856 



OJ000303_18.0328.C6 
+ 

16171 
AAT/NAP 
16171 
150 



42501 Seq. ID 

88606 Strand 

5658 End 

OJ000303_18 . 0328 .C6.04 .gp Method 

5425 End 

721_1.R1084 . Score 
5425. .5721, 



OJ000303_18.0328.C6 

9031 
AAT/GAP 
7504 
1038 



5793., 5875, 6375.. 6463, 6562.. 6601, 7430. .7504 
'4090257/emb I CAA10493.il 2.0e-46 (AJ131732) ribosomal protein 
L37A [Pseudotsuga menziesii] ' 



Seq. No. 42501 Seq. ID 

Gene No. 88606 Strand 

Start 5658 End 

Name 0 J000303_18 . 0328 . C6 . o2 . gs Method 

Start 5658 End 

GI none Score 

Exons 5658.. 5721, 5793. . 5875, 6375 6463, 6562 
8985. .9031 



OJ000303 18. 0328. C6 



9031 
GENSCAN 
9031 
.86 

6624, 7182.. 7306, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42501 Seq. ID 

88606 Strand 

5658 End 

OJ000303_18.0328.C6.o2.np Method 

5661 End 

6831602 Score 



OJ000303_18,0328.C6 

9031 
AAT/NAP 
6604 
369 



5661.. 5721, 5793., 5875, 6375.-6463, 6562.. 6604 

60S RIBOSOMAL PROTEIN L37A gi | 4741896 | gb | AAD28753 , 1 1 AF127042_1 
(AF127042) 60S ribosomal protein L37a [Gossypium hirsutum] 



42501 
88607 
11436 

OJ000303_18.0328.C6.o5.gp 
9964 

1088 2.R1084 



Seq. ID OJ000303_18.0328.C6 
Strand 

End 11932 

Method AAT/GAP 

End 11932 

Score 1323 



9964. .10270, 11310 11362, 11475 .. 11703, 11804. .11932 
'1350742/sp|P49180|R35A_CAEEL 5.0e-28 PROBABLE 60S RIBOSOMAL 
PROTEIN L35A >gi_1086831 (U41264) coded for by C. elegans cDNA 
yk64gl0.5; coded for by C. elegans cDNA yk51f3.5; coded for by 
C. elegans cDNA ykll5e7.3; coded for by C. elegans cDNA 



42916 




yk99dl.3; coded for by C. elegans- cDNA yk9.9dl.5; coded for by C. 
elegans cDNA yk64gl' 





Sea No . 


42501 


Seq. ID 


OJ000303_18.0328.C6 




fzipnp No . 
w^ii^ 1.11 w • 


88607 


Strand 






Start 


11436 


End 


11932 




Nsitie 


OJ000303 18.0328.C6.o3.np 


Method 


AAT/NAP 




Start 


11324 " 


End 


11868 






7263563 


Score 


440 




Exons 


11324. .11362, 11475. .11703, 


11804. .11868 




GI. Descrip. 


(AL161667) ribosomal protein 


[Arabidopsis thaliana] 




Sen No . 


42501 


Seq. ID 


OJ000303_18.0328.C6 




npnp No . 


88607 


Strand 






Start 


11436 


End 


11932 




Name 


OJ000303 18.0328.C6.o3.gs 


Method 


GENSCAN 




Start 


11436 ~ 


End 


11868 




GI 


none 


Score 


.85 




Exons 


11436. .11703, 11804.. 11868 








9prT Nn 


42501 


Seq. ID 


OJ000303_18.0328.C6 






88608 

SJ sj \J W \J 


Strand 








14538 


End 


16146 


f ^ 




OJ000303 18 0328 .C6.o3. tm 


Method 


TBLASTX: Maize 






4223 ~ 


End 


4501 






none 


Score 


58 


fU 


Exons 


4223.. 4309, 4225.-4263, 4301 


,.4501, 4303. .4500 




Sea No 


42501 


Seq. ID 


OJ000303_18.0328.C6 


[J 




88608 


Strand 








14538 


End 


16146 


5 Li 


Name 


OJ000303 18 0328 .C6 . ol . tm 


Method 


TBLASTX: Maize 


E 


Start 


4562 ~ 


End 


5088 


s" " = 


GI 


none 


Score 


67 




Exons 


4562. .4720, 4583. .4672, 4663 


..4764, 4667. .4738, 4738. .4839, 






4767. .4835, 4830. .5063, 4843 


. .5088 






Seq.. No. 


42501 


Seq. ID 


OJ000303_18.0328.C6 


L -J 


Gene No. 


88608 


Strand 






Start 


14538 


End 


16146 




Name 


OJ000303 18.0328.C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


5574 


End 


6609 




GI 


none 


Score 


76 




Exons 


5574.. 5603, 5624.. 5719, 5628 


..5720, 5629. .5724, 5791. .5865, 



5793. .5876, 5794. .5910, 5795. .5878, 6343. .6465, 6343.-6462, 
6360.. 6464, 6559.. 6609, 6560.. 6601, 6561.. 6602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42501 
88608 
14538 

OJ000303_18. 

5632 

none 

5632. .5691, 
5794. .5910, 
6559. .6636, 



0328.C6.o2.tw 



5638, 
5795, 
6560, 



,5724, 
,5878, 
,6601, 



5639. 
6343. 
6561. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_18.0328.C6 
16146 

TBLASTX: Wheat 

6636 

74 



.5722, 
.6465, 
.6602 



5791, 
6360, 



.5865, 
,6464, 



5793. 
6558. 



5876, 
6611, 



42917 



Seq.. No. 42501 

Gene No. 88608 

Start 14538 

Name OJ000303_18 . 0328 . C6 . o2 . tc 

Start 5659 

GI none 

Exons 5659.. 5724, 
6375. .6464, 



5669.. 5722, 5793. 
6376.. 6465, 6558. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303 18. 0328. C6 



16146 

TBLASTX: Cress 
6599 
60 

5870, 5794.-5886, 5795. .5878, 
6599, 6560.. 6598 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42501 
88608 
14538 

OJ000303_18, 

5668 

none 

5668. .5724, 
6558. .6602, 



0328.C6.o2.ts 



5793. 
6560. 



.5873, 
.6601 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000303_18.0328.C6 
16146 

TBLASTX : Soybean 

6602 

107 



5795. .5878, 6360. .6464, 6379. .6465, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42501 
88608 
14538 

OJ000303_18.0328.C6,ol.tc 

11309 

none 

11309. .11362, 11325. .11363, 
11575. .11712, 11801. .11866, 

42501 
88608 
14538 

OJ000303_18.0328.C6.ol.tw 

11318 

none 

11318. .11362, 11319. .11363, 
11475. .11708, 11801. .11866, 



Seq. ID OJ000303_18.0328.C6 
Strand- 

End 16146 

Method TBLASTX: Cress 

End 11868 

Score 55 
11475. .11708, 11476. .11706, 
11803. .11868, 11804.. 11863 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11319 

11802 



OJ000303 18. 0328. C6 



16146 

TBLASTX: Wheat 
11868 
64 

11369, 11470. .11703, 
11867, 11803.. 11868 



OJ000303 18. 0328. C6 



Seq. No. 42501 Seq. ID 

Gene No. 88608 Strand 

Start 14538 End 

Name OJ000303_18 .0328.C6.ol.ts Method 

Start 11321 End 

GI none Score 

Exons 11321. .11362, 11467 .. 11706, 11475 .. 11708, 11803 .. 11868 , 
11804. .11866 



16146 

TBLASTX : Soybean 

11868 

235 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



42501 
88608 
14538 
OJ000303 
11321 
none 
11321. 
11475. 
11801. 

42501 
88608 



18.0328.C6.o2.tm 



11362, 
11708, 
11866, 



11322, 
11476. 
11803. 



.11363, 
,11706, 
,11868 



Seq, ID OJ000303_18.0328.C6 
Strand 

End 16146 

Method TBLASTX : Maize 

End 11868 

Score 4 5 
11323. .11364, 11475. .11615, 
11575. .11712, 11797. .11868, 



Seq. ID 
Strand 



OJ000303 18. 0328. C6 



42918 




start 


14538 






End 


16146 






OJ000303 18. 


0328.C6.o4. 


gs 


Method 


GENSCAN 




Start 


14538 " 






End 


16146 




GI 


none 






Score 


.94 






14538 . . 14693 


, 15811. .15922, 15998. .16146 




Seq. No. 


42502 






Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88609 






Strand 


+ 




Start 


143 






End 


1259 




Name 


OJ000303 18. 


0328.C7.ol. 


as 


Method 


GENSCAN 




Start 


143 






End 


1259 




GI 


none 






Score 


.48 




Exons 


143. .448, 1125. .1259 










Seq. No. 


42502 






Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88610 






Strand 


~ 




Start 


1662 






End 


1995 




Name 


OJ000303 18 


0328 C7 o2 


crs 


Method 


GENSCAN 




Start 


1662 






End 


1995 




GI 


none 






Score 


.82 




Exons 


1662. .1748, 


1846. .1995 










Seq. No. 


42502 






Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88611 






Strand 


— 




Start 


2597 






End 


6690 




Name 


OJ000303 18. 


0328.C7.ol. 




Method 


AAT/GAP 




Start 


2474 






End 


2693 




GI 


3106928 






Score 


389 




F.xnn 9 


2474. .2693 












Seq. No. 


42S02 






Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88611 






Strand 






Start 


2597 






End 


6690 




Name 


OJ000303 18. 


0328.C7.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2591 






End 


3076 




GI 


none 






Score 


88 




Rxon *5 


2591. .2743, 


2597. .2743, 


2598. 


.2744, 2821.. 3075, 


2822. .3076 


ij C • LN • 


42502 






Seq. ID 


OJ000303 


18. 0328. C7 




88611 






Strand 






Start 


2597 






End 


6690 




Name 


OJ000303 18. 


0328.C7.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2593 






End 


6084 




GI 


none 






Score 


112 




Exons 


2593. .2742, 


2595. .2744, 


2595. 


.2741, 2597.. 2743, 


2821. .3141, 




2822. .3142, 


2824. .3144, 


3231. 


.3728, 3233.. 3715, 


3246. .3716, 




3587. .3730, 


3947. .4054, 


3952. 


.4032, 3954.. 4055, 


4203. . 4319, 




4235. .4318, 


4239. .4319, 


4548. 


.4625, 4981.. 5112, 


4982. .5113, 




4982. .5113, 


5292. .5408, 


5299. 


.5409, 5299.. 5412, 


5547. .5615, 




5548. .5613, 


5549. .5614, 


6022. 


.6084, 6027.. 6074 




Seq. No. 


42502 






Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88611 






Strand 






Start 


2597 






End 


6690 




Name 


OJ000303 18. 


0328.C7.ol. 


np 


Method 


AAT/NAP 




Start 


2594 






End 


6105 




GI 


5453603 






Score 


1557 





42919 



Exons 2594.. 2743, 2824.. 3139, 3231.. 3716, 3954.. 4030, 4202.. 4317, 

4547. .4618, 4984. .5112, 5297. .5408, 5549. .5614, 6028. .6105 

GI Descrip. chaperonin containing TCPl, subunit 2 (beta) 

gil 6094436|sp|P78371|TCPB_HUMAN T-COMPLEX PROTEIN 1, BETA 
SUBUNIT (TCP-l-BETA) (CCT-BETA) gi 12559012 (AF026293) chaperonin 
containing t-coinplex polypeptide 1, beta subunit; CCT-beta [Homo 
sapiens] gi 1 4090929 (AF026166) chaperonin-cpntaining TCP-1 beta 
subunit homolog [Homo sapiens] 



O . IN L' . 


1 ^ <j u ^ 








Seq. ID 


OJ000303 


18 . 0328. C7 


Gene No. 


88611 








Strand 






Start 


2597 








End 


6690 




Name 


OJ000303 18. 


0328 


. C7.ol. 


tc 


Method 


TBLASTX : ' 


Cress 




2597 ~ 








End 


3479 














Score 


150 




17 v n o 


2SQ7 2743 


2598 


. .2765, 


2818 . 


.2928, 2821. .3141, 


2822. .3133, 




2Q4Q 3134 


2959 


3141, 


3227 . 


.3478, 3231. .3479 




Seq. No. 


42502 








Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88611 








Strand 








2597 








End 


6690 




Name 


n.Tnnn3n3 i fi 


0328 


CI o3 




Method 


GENSCAN 




o car L. 


^ O ^ / 








End 


6690 






n ono 








Score 


.92 . 




Exons 


9743 


^ 0 ^ *i 


31 3Q 


3231 . 


.3716, 3954. .4030, 


4202 4317, 




4QR4 R1 1 9 




. . 0 *i VJ 0 , 


SS4 Q 


.5614, 6028.. 6084, 


6688 6690 




4 ^ 








Seq. ID 


OJ000303 


18 0328 C7 




0 0 u X X 








Strand 






Start 


2597 








End 


6690 




Name 


OJ000303 18. 


0328 


.C7.01. 


tw 


Method 


TBLASTX: 


Wheat 




2821 








End 


3331 




ox 


none 








Score 


339 




P von Q 


2821 3141 


2822 


3142, 


2834 . 


.3142, 3227.. 3331, 


3233. .3328 


O C . LN U • 


42502 








Seq. ID 


OJ000303 


18 0328. C7 


rZono Mo 


88611 








Strand 






j u ax u 


2597 








End 


6690 




Name 


OJ000303 18. 


0328 


.C7.01. 


ts ' 


Method 


TBLASTX: 


Soybean 


Start 


3227 








End 


6093 




GI 


none 








Score 


591 




Exons 


3227. .3715, 


3228 


. .3728, 


3947. 


.4054, 3954. .4055, 


4206. .4319, 




4235. .4321, 


4540 


. ,4626, 


4548. 


.4625, 4980.. 5111, 


4982. .5113, 




4994. .5113, 


5292 


. .5408, 


5299. 


.5409, 5547.. 5615, 


5549. .5614, 




6022. .6093 














Seq. No. 


42502 








Seq. ID 


OJ000303 


_18.0328.C7 


Gene No. 


88611 








Strand 






Start 


2597 








End 


6690 




Name 


OJ000303 18. 


0328 


.C7.o2. 




Method 


AAT/GAP 




Start 


3264 








End 


4022 




GI 


27376 1.R1084 






Score 


1002 




Exons 


3264. .3716, 


3954 


. .4022 










GI Descrip. 


•3046695/emb ICAA18257.il 4.0e 


-09 (AL022224) putative protein 




[Arabidopsis 


: thaliana] ' 










Seq. No. 


42502 . 








Seq. ID 


OJ000303 


_18.0328.C7 



42920 



Gene No. 88611 . 

Start 2597 

Name OJ000303_18 : 0328 . C7 . o2 . tc 

Start 3480 
GI none 

Exons 3480.. 3602, 3480.. 3590, 3482. 

3603.. 3728, 3947.. 4054, 3953. 
4235. .4321, 4540. .4620, 4541. 
4555.. 4620, 4982.. 5113, 4982. 
5299.. 5409, 5547.. 5615, 5548. 



Strand 
End 

Method 

End 

Score 



6690 

TBLASTX: Cress 

6084 

154 



.3601, 3601. .3645, 3602. .3715, 

.4054, 3954. .4055, 4206. .4328, 

.4609, 4541. .4621, 4548. .4625, 

.5113, 4983. .5114, 5292. .5408, 

.5613, 5549. .5614, 6022. .6084 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



42502 Seq. ID 

88611 Strand 
2597 End 
OJ000303_18 . 0328 . C7 . o3 . gp Method 
5280 End 
3768427 Score 
5280.. 5408, 5549.. 5614, 6028.. 6084 

1871210 5.0e-19 (U91327) T-complex protein 1, Beta subunit 
(TCP-l-BETA) [Homo sapiens] 



OJ000303_18.0328-C7 

6690 
AAT/GAP 
6084 
391 



42503 Seq. ID 

88612 Strand 

1440 End 

0 J000303_18 . 0328 . C9 . ol . gp Method 

1440 End 

428287 Score 
1440.. 1860 



OJ000303_18.0328.C9 
+ 

1860 

AAT/GAP . 

1860 

842 



Seq. No. 


42503 








Seq. ID 


OJ000303_18.0328.C9 


Gene No. 


88613 








Strand 




Start 


1879 








End 


3273 


Name 


OJ000303 18 


.0328. 


C9.01. 


tm 


Method 


TBLASTX: Maize 


Start 


1859 








End 


2996 


GI 


none 








Score 


69 


Exons 


1859. .1915, 


1860. 


.1916, 


1860. 


.1916, 1880. .1930, 1882. .1935 




2676. .2744, 


2677. 


.2754, 


2875. 


.2988, 2888. .2926, 2916.. 2996 


Seq. No. 


42503 








Seq. ID 


OJ000303_18.0328.C9 


Gene No. 


88613 








Strand 




Start 


1879 








End 


3273 


Name 


OJ000303 18 


.0328. 


C9.02. 


gs 


Method 


GENSCAN 


Start 


1879 








End 


3273 


GI 


none 








Score 


.53 


Exons 


1879. .1935, 


2616. 


.2753, 


2862. 


.3273 




Seq. No. 


42503 








Seq. ID 


OJ000303_18.0328.C9 


Gene No. 


88613 








Strand 




Start 


1879 








End 


3273 


Name 


OJ000303 18 


.0328. 


C9.01. 


np 


Method 


AAT/NAP 


Start 


1882 








End 


3050 


GI 


7485821 








Score 


235 


Exons 


1882. .1935, 


2676. 


.2753, 


2862. 


.3050 




GI Descrip. 


hypothetical protein F1C12.211 - Arabidopsis thaliana 



gi|3046695 I embi CAA18257.il (AL022224) putative protein 
[Arabidopsis thaliana] gi [ 7268825 I emb I CAB79030 . 1 1 (AL161552) 
putative protein [Arabidopsis thaliana] 



42921 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42503 Seq. ID OJ000303_18 . 0328 . C9 

88613 ■ ' Strand 

1879 End 3273 

OJ000303_18.0328,C9.o2.gp Method AAT/GAP 

2689 End 3122 

2431197 Score 534 

2689.. 2753, 2862.. 3122 

3046695/emb I CAA18257.il 4.0e-09 (AL022224) putative protein 
[Arabidopsis thaliana] 



42504 
88614 
186 

OJ000303_18 . 0328 . CIO . ol . gs 

186 

none 



Seq. ID OJ000303_18. 0328. CIO 

Strand + 

End 2220 

Method GENSCAN 

End 2220 

Score .43 



186... 355, 1023. .1679, 2151. .2220 



42504 
88615 
2326 

OJ000303_18 . 0328 . CIO . ol . np 
2326 
6850866 



Seq. ID OJ000303_18. 0328. CIO 
Strand 

End 13636 

Method AAT/NAP 

End 12524 

Score 770 



2326. .2404, 7748. .7957, 8077. .8317, 9307. ,9771, 10211 10282 , 
12389. .12524 

(AL132959) putative protein [Arabidopsis thaliana] 



Seq. No. 


42504 








Seq. ID 


OJ000303_18 . 0328 . CIO 


Gene No. 


88615 








Strand 




Start 


2326 








End 


13636 


Name 


OJ000303 18 


.0328. 


ClO.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7628 








End 


9621 


GI 


none 








Score 


142 


Exons 


7628. .7651, 


7712. 


.7876, 


7718. 


.7975, 7719. .7952, 8116. .8376, 




8117. .8377, 


9365. 


.9544, 


9367. 


.9552, 9541.. 9621 


Seq. No. 


42504 








Seq. ID 


OJ000303_18. 0328. CIO 


Gene No. 


88615 








Strand 




Start 


2326 








End 


13636 


Name 


OJ000303 18 


.0328. 


C10.O3 


.gs 


Method 


GENSCAN 


Start 


7697 








End 


10369 


GI 


none 








Score 


.59 


Exons 


7697. .7957, 


8077. 


.8383, 


9034. 


.9130, 9369.. 9771, 10211.. 10369 


Seq. No. 


42504 








Seq. ID 


OJ000303_18. 0328. CIO 


Gene No. 


88615 








Strand 




Start 


2326 








End 


13636 


Name 


OJ000303 18 


.0328. 


C10.o2.ts 


Method 


TBLASTX: Soybean 


Start 


7721 








End 


9417 


GI 


none 








Score 


147 


Exons 


7721. .7966, 


7800. 


.7967, 


8116. 


.8328, 8198. .8293, 9364. .9417 


Seq. No. 


42504 








Seq. ID 


OJ000303_18. 0328. CIO 


Gene No- 


88615 








Strand 




Start 


2326 








End 


13636 



42922 






OJ000303 18.0328.C10.ol.gp 


Method 


AAT/GAP 




Start 


8297 ~ 


End 


9705 




GI 


none 


Score 


600 




Exons 


8297. .8363, 9369. .9705 








Seq. No. 


42504 


Seq. ID 


OJ000303_18.0328 


• CIO 


Gene No. 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9424 ~ 


End 


9741 




VJ J. 


none 


Score 


130 






9424.. 9531, 9550.. 97.41, 9614 


. .9733 






Seq. No. 


42504 


Seq. ID 


OJ000303_18.0328 


.CIO 


Gene No. 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10,o3.tm 


Method 


TBLASTX: Maize 




Start 


9622 " 


End 


10300 




GI 


none 


Score 


71 




Exons 


9622.. 9696, 9622.. 9774, 9626 


..9733, 10211. .10300, 10212 


. .10298 


Seq. No. 


42504 


Seq. ID 


OJ000303_18.0328 


.CIO 


Gene No. 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.o2.gp 


Method 


AAT/GAP 




Start 


9696 ~ 


End 


10489 




ox 


none 


Score 


670 




F* von ^ 


9696 9771. 10211 10489 








O U • i.N . 


42504 


Seq. ID 


OJ000303_18.0328 


.CIO 




88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.o2.tm 


Method 


TBLASTX: Maize 




Start 


11943 


End 


12831 




GI 


none 


Score 


125 




Exons 


11943. .12131, 11945. .12106, 


11961. .12119, 12061. .12120, 






12435. .12569, . 12436 .. 12570, 


12722. .12823, 12733 .. 12831, 






12737 . . 12826 








Sea No 


42504 


Seq. ID 


OJ000303_18.0328 


.CIO 


Gene No . 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


11955 


End 


13127 




GI 


none 


Score 


122 




Exons 


11955. .12122, 11973. .12122, 


12423. .12581, 12430 12570, 






12432. .12581, 12721. .12927, 


12731. .12922, 12732 12923, 






12913. .12951, 13086. .13127 








Seo- No. 


42504 


Seq. ID 


OJ000303_18.0328 


.CIO 


Gene No. 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.o2.np 


Method 


AAT/NAP 




Start 


11955 


End 


13636 




GI 


6723391 


Score 


549 




Exons 


11955. .12116, 12435. .12572, 


12733. .12948, 13079 .. 13180, 






13246. .13332, 13443.. 13636 









42923 





\J ^ ^ \^ -L. J>i K*' • 


(AL132956) putative protein 


[Arabidopsis thaliana] 




Sea No 


42504 


Seq. ID 


OJ000303_18.0328 




Gene No. 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.o4.gs 


Method 


GENSCAN 




Start 


11967 


End 


13538 




GI 


none 


Score 


,94 




Exons 


11967. .12116, 12435. .12572, 


12733. .12948, 13079 .. 13170, 






13266. . 13332, 13443. .13538 








Sea No.' 


42504 


Seq, ID 


OJ000303_18.0328 




Gene No; 


88615 


Strand 






Start 


2326 


End 


13636 




Name 


OJ000303 18.0328.C10.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12426 


End 


13496 




GI 


none 


Score 


100 






12426. .12569, 12439. .12576, 


12730. .12906, 12731 .. 12907 , 






13273. .13332, 13446. .13496 








Seq. No. 


42505 


Seq. ID 


OJ000303_18.0328 




Gene No. 


88616 


Strand 






Start 


1 


End 


4316 




Name 


OJ000303 18.0328.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


431.6 






6723390 


Score 


235 


i y 




,1..247, 1692. .1844, 1911. .1952, 4281.. 


4316 




\J J. !_/ O -L -1-^ • 


(AL132956) putative protein 


[Arabidopsis thaliana] 


ly 


Seq. No. 


42505 


Seq. ID 


OJ000303_18.0328 




Gene No. 


88616 


Strand 




H i~ 


Start 


1 


End 


4316 


3 


Name 


OJ000303 18.0328.Cll.ol.gs 


Method 


GENSCAN 




Start 


15 


End 


2584 


IJ 


GI 


none 


Score 


.84 




Exons 


15, ,247, 1692. .1956, 2007,, 


2296, 2531. 


.2584 




Seq. No. 


42505 


Seq. ID 


OJ000303_18.0328 


H, -3" 


Gene No. 


88617 


Strand 






Start 


4273 


End 


7287 




Name 


OJ000303 18.0328.Cll.o2.gs 


Method 


GENSCAN 




Start 


4273 


End 


7287 




GI 


none 


Score 


.69 




Exons 


4273,-4722, 4877. .5019, 5242. .5406, 5525. .5598, 7199. ,7 




Seq. No. 


42505 


Seq. ID 


OJ000303_18.0328 




Gene No. 


88618 


Strand 






Start 


7900 


End 


8057 




Name 


OJ000303 18.0328.Cll.o2.np 


Method 


AAT/NAP 




Start 


7900 


End 


8057 




GI 


7340920 


Score 


137 




Exons 


7900. .8057 








GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42506 


Seq. ID 


OJ000303_18.0328 




Gene No. 


88619 


Strand 


+ 




Start 


134 


End 


5610 



42924 



Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



OJ000303_18 . 0328 . C12 . ol . gp Method AAT/GAP 

134 End 4640 

9146_1.R1084 Score 2899 

134. .382, 742. .805, 895. .999, 1228. .1329, 1588. .1638, 

1737. .1798, 2083. .2173, 2253. .2317, 2540. .2734, 2820. .2939, 

3105. .3175, 3769. .3994, 4124. .4174, 4479. .4640 

'2129826/pir I IS63668 O.Oe+00 dynamin-like protein phragmoplastin 
5 - soybean >gi_1218004 {U36430) SDL5A [Glycine max] ' 



42506 
88619 
134 

OJ000303_18 . 0328 . C12 . ol . np 
254 

5931765 

254. .382, 742. .805, 895, .999, 1228. .1329, 1588. .1638, 
1737. .1798, 2083. .2173, 2253. .2317, 2540. .2734, 2820. 
3105. .3175, 3769. ,3994, 4124. .4174, 4479. .4707, 4945. 
5221. .5346 

(AJ244024) phragmoplastin [Nicotiana tabacum] 



Seq. ID OJ000303_18.0328.C12 
Strand + 

5610 
AAT/NAP 
5346 
2267 



End 

Method 

End 

Score 



.2939, 
.5084, 



Seq. No. 42506 

Gene No. 88619 

Start 134 

Name OJ000303_18 . 0328 . C12 . ol . gs 

Start 254 

GI none 
Exons 



Seq. ID OJ000303_18.0328.C12 

Strand + 

End 5610 

Method GENSCAN 

End 5349 

Score .96 



254. .382, 742. .805, 1228. .1329, 1737. .1798, 2083. .2173, 
2253.. 2317, 2540., 2734, 2820.. 2939, 3105.. 3175, 3769.. 3994, 
4124.-4174, 4479. ,4707, 4945. .5084, 5221. .5349 



Seq. No. 42506 Seq. ID 

Gene No. 88619 Strand 

Start 134 End 

Name OJ000303_18 . 0328 . C12 . o2 . gp Method 

Start 4 926 End 

GI 2280_1.R1084 Score 

Exons.. 4926.. 5084, 5221.. 5610 

GI Descrip. ' 2129825/pir M S63667 l.Oe-37 dynamin-like protein phragmoplastin 
12 - soybean >gi_1217994 (U25547) SDL [Glycine max]' 



OJ000303_18.0328.C12 
+ 

5610 
AAT/GAP 
5610 
1012 



Seq. No. 


42506 




Seq. ID 


OJ000303_18.0328.C12 


Gene No. 


88620 




Strand 


+ 


Start 


12519 




End 


13034 


Name 


OJ000303 18.0328.C12.o3 


,gs 


Method 


GENSCAN 


Start 


12519 




End 


13034 


GI 


none 




Score 


.94 


Exons 


12519. .13034 








Seq. No. 


42506 




Seq. ID 


OJ000303_18.0328.C12 


Gene No. 


88621 




Strand 


+ 


Start 


19870 




End 


19960 


Name 


OJ000303 18.0328.C12.o8 


.gp 


Method 


AAT/GAP 


Start 


19870 




End 


19960 


GI 


90742 1.R1084 




Score 


107 


Exons 


19870. .19960 








GI Descrip. 


'5734616/dbj IAP000391.1 


IAP000391 4.0e- 


29 Oryza sativa genomic 



42925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



DNA, chromosome 6, . clone : P0538C01 ' 



42506 
88622 
6297 

OJ000303_18 . 0328 . C12 . o2 . gs 
6297 
none 

6297.. 6377, 6461.. 6506, 6834 
8112. .8220, 8416. .8484, .8893. .8954, 9230. .9302, 9386 
9636.-9688, 9855.. 9902, 9953.. 10030, 10115.. 10321 



Seq. ID OJ000303_18.0328.C12 
Strand 

10321 
GENSCAN 
10321 
.88 



End 

Method 

End 

Score 



.6901, 7321. .7421, 7678, 



,7745, 
,9438, 



OJ000303_18.0328.C12 

10321 
AAT/NAP 
10183 
655 



42506 Seq. ID 

88622 Strand 
6297 End 
OJ000303_18 . 0328 . C12 . o2 . np Method 
6300 End 
7487863 Score 
6300. .6415, 6830. .6901, 6965. .7087, 7321. .7421, 8416. .8484, 
8893. .8954, 9230. .9302, 9386. .9438, 9636. .9688, 9805. .9854, 
9953.. 10030, 10115.. 10183 

hypothetical protein T9E8.140 - Arabidopsis thaliana 
gi|4584545|emb|CAB40775.1| (AL049608) putative protein 
[Arabidopsis thaliana] gi I 7268043 I emb I CAB78382 . 1 1 (AL161536) 
putative protein [Arabidopsis thaliana] 



42506 Seq. ID 

88622 Strand 

6297 End 
OJ000303_18 . 0328 . C12 . o3 . gp Method 

9984 End 
702518 Score 
9984.. 10030, 10115.. 10292 

42506 Seq. ID 

88622 Strand 

6297 End 
OJ000303_18 . 0328 . C12 . o4 . gp Method 

9985 End 
702518 . Score 
9985.. 10030, 10115.. 10292 



42506 
88623 
11188 

OJ000303_18 , 0328 . C12 . o5 . 
11188 

1088_2.R1084 

11188. .11334, 12382. .124 
' 1350742/sp I P49180 | R35AJ 
PROTEIN L35A >gi_1086831 
yk64gl0.5; coded for by 
C. elegans cDNA ykll5e7. 
y}c99dl.3; coded for by C 
elegans cDNA yk64gl' 



gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000303_18 . 0328 . 012 

10321 
AAT/GAP 
10292 
392 



OJ000303_18 . 0328 . C12 

10321 
AAT/GAP 
10292 
390 



OJ000303 18.0328.C12 



13026 
AAT/GAP 
13026 
737 

34, 12555. .12782, 12895.. 13026 
CAEEL 5.0e-28 PROBABLE 60S RIBOSOMAL 

(U41264) coded for by C. elegans cDNA 
C. elegans cDNA yk51f3.5; coded for by 
3; coded for by C. elegans cDNA 

elegans cDNA yk99dl.5; coded- for by C. 



Seq. No. 



42506 



Seq. ID OJ000303_18.0328.C12 



42926 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



88623 Strand 

11188 End 13026 

OJ000303_18.0328.C12.o3.np Method AAT/NAP 

12396 End 12962 

6939227 Score 427 

12396. .12434, 12555 .. 12782, 12895.. 12962 

(AC020579) putative ribosomal protein [Arabidopsis thaliana] 



42506 
88624 
15102 

OJ000303_18.0328.C12.o7.tm 
151 
none 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 

Method TBLASTX : Maize 

End 998 

Score 210 



151. .198, 253. .378, 254. .382, 700. .792, 722. .793, 725. .805, 
741. .824, 741. .809, 893. .997, 894. .998 



42506 
88624 
15102 

OJ000303_18.0328.C12.o4 

253 

none 

253, .378, 254. .382, 741. 
938.. 997, 939.. 998, 1217 
1566.. 1637, 1735.. 1797, 
2248. .2316, 2249. .2320, 
2819.. 2947, 2820.. 2948, 
3770. .4009, 4124. .4171, 
4940. .5083, 4944. .5114, 

42506 
88624 
15102 

OJ000303_18 . 0328 . C12 . o4 
253 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 
to Method TBLASTX: Cress 

End 5348 

Score 210 
.809, 778. .810, 893. .940, 894. .941, 
..1342, 1227.. 1328, 1565.. 1636, 
1736. .1798, 2028. .2174, 2080. .2175, 
2534. .2734, 2539. .2730, 2543.-2734, 
3104. .3175, 3105. .3176, 3757. .3996, 
4406. .4705, 4457. .4708, 4464. .4715, 
4953. .5087, 5206. .5340, 5220. .5348 



none 

253.. 381, 254.. 382, 738. 
938. .997, 939. .998, 1211 
1566.. 1637, 1718.. 1783, 
2043.. 2174, 2080.. 2175, 
2534. .2734, 2537. .2713, 
2820. .2972, 3104. .3175, 
3766.-3954, 3770. .4009, 
4478. ,4711, 4940.-5065, 
5214. .5348 

42506 
88624 
15102 

OJ000303_18 . 0328 . C12 . o3 . 
1235 
none 
1235. 
1587, 
2080. 
2537. 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 
ts Method TBLASTX: Soybean 

End 5348 

Score 213 
.809, 778. .810, 893, .949, 894. .941, 
.-1342, 1233. .1328, 1565. .1636, 
1735.. 1806, 1736.. 1798, 1892.. 1927, 
2249. .2320, 2251. .2316, 2511. .2732, 
2539. .2733, 2808. .2900, 2816. .2947, 
3105.. 3176, 3105.. 3176, 3757.. 3996, 
4124. .4171, 4461. .4.655, 4464. .4709, 
4940. .5089, 4944. .5114, 5206. .5340, 



.1327, 1242.. 1325, 

.1637, 1718.;1804, 

.2175, 2082-.2174, 

.2722, 2539.. 2733, 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 
tm Method TBLASTX: Maize 

End 5607 

Score 126 
1243. .1332, 1577-.1636, 1578. .1637, 
1736. .1798, 1737. .1805, 1892.. 1927, 
2250.. 2321, 2252.. 2320, 2534.. 2734, 
2809. .2937, 2813. .2944, 2816. .2938, 



42927 



2820.. 2972, 3104.. 3175, 3105. 

3757.. 3996, 3770.. 4009, 4123. 

4466.:4708, 4940.. 5083, 4944. 

5206.. 5340, 5214.. 5354, 5219. 

5406. .5453, 5407. .5451, 5442. 

5490.. 5558, 5490.. 5546, 5492. 

Seq. No. 42506 
Gene No. 88624 
Start 15102 

Name OJ000303_18 . 0328 . C12 . o6 . tm 

Start 6292 
GI none 

Exons 6292.. 6378, 6292.. 6378, 6294. 

6474,. 6503, 6804. .6902, 6805. 

6977.. 7090, 6992.. 7090, 6996. 

7319. .7423, 7320. .7424, 7504. 

8087.. 8221, 8112.. 8222, 8114. 

8411. .8482, 8418. .8480 



.3176, 3108. .3176, 3757. .3969, 

.4176, 4124. .4174, 4464. .4715, 

.5087, 4944. .5114, 4945. .5088, 

.5356, 5228.. 5428, 5405.. 5452, 

.5498, 5449. .5541, 5459. .5497, 

.5560, 5581. -.5607 



Seq. ID 
Strand 
End 

Method 
End 
Score 



'6J000303 18.0328.C12 



29461 

TBLASTX: Maize 
8482 
104 

6380, 6458.. 6505, 6463.. 6510, 

6903, 6809.. 6910, 6812.. 6910, 

7106, 7315. .7422, 7319. .7423, 

7524, 7667. .7750, 7668.-7748, 

8221, 8401. .8466, 8411. .8479, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42506 Seq. ID 

88624 Strand 

15102 End 

OJ000303_18 . 0328 . C12 . ol . tw Method 

12378 End 

none Score 



OJ000303_18.0328.C12 
29461 

TBLASTX: Wheat 
12963 
• 60 



12378. .12428, 12393 .. 12434 , 12550 .. 12738 , 12555 12737 , 
12722. .12787, 12723 .. 12782, 128 92 .. 12963, 12893 .. 12952, 
12904. .12963 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42506 Seq. ID 

88624 Strand 

15102 End 

OJ000303_18 . 0328 . C12 . o4 . tm Method 

12384 End ^ 

none Score 



OJ000303 18.0328.C12 

_ — I 

29461 

TBLASTX: Maize 

12959 

55 



12384. .12434, 12385 .. 12435, 12555 .. 12737 , 12556 .. 12738 , • 
12721. .12768,. 12722. .12787, 12723 .. 12785, 12892 .. 12957 , 
12893. .12940, 12894 .. 12959, 12895.. 12957 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42506 
88624 
15102 

OJ000303_18.0328.C12.o3.tc 

12390 

none 

12390. .12434, 12391 .. 12435, 
12713, .12787, 12726 .. 12785, 

42506 
88624 
15102 

OJ000303_18.0328.C12.o5,ts 

12393 

none 

12393. ,12434, 12397 .. 12435, 
12713, ,12787, 12723 .. 12785, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12555 

12894 



OJ000303 18.0328.C12 



29461 

TBLASTX: Cress 
12960 
53 

12737, 12556. .12723, 
12959, 12895.. 12960 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12547 

12894 



OJ000303 18.0328.C12 



29461 

TBLASTX : Soybean 
12966 
42 

12738, 12555. .12737, 
12965, 12895.. 12966 



42928 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42506 
88624 
15102 

OJ000303_18 . 0328 . C12 . o4 . gs 

15102 

none 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 294 61 

Method GENSCAN 

End 28873 

Score .71 



15102. .15511, 17624. .17864, 17985 .. 18239, 18389 .. 18 674 , 

18805. .19110, 19203. .19477, 21799. . 22017, 22171 .. 23736, 

23945. .24106, 24826 .. 24926, 25608 .. 264 62, 26951 27420, 

27496. .27560, 27 660 .. 28003, 28093 .. 28272, 28750.. 28873 



42506 
88624 
15102 

OJ000303_18.0328.C12.o6.gp 

15349 

none 

15349. .15610 

42506 
88624 
15102 

OJ000303_18.0328.C12.ol.tm 
17598 
none 
17598. 
17670. 
17984. 
18389. 
18816. 
19202. 
21763. 
22262. 



17651, 
17858, 
18241, 
18658, 
19109, 
19480, 
22020, 
22879, 



17633. 
17677. 
17985. 
18522. 
18817. 
19203. 
21788. 
22279. 



.17833, 
.17868, 
.18242, 
.18659, 
.19104, 
.19478, 
.22024, 
.22899, 



42506 
88624 
15102 

OJ000303_18.0328.C12.o4 .np 

17601 

4008156 

17601. .17864, 17985. .18239, 
19203. .19477, 21799. . 22017, 
23945. .24106, 24231 .. 24385, 
27496. .27560, 27660 .. 28003, 
28750. .28859, 29360.. 29461 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 

Method AAT/GAP 

End 15610 

Score 504 



Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 

Method TBLASTX : Mai ze 

End 22899 ' 

Score 148 
17663. .17857, 17667 .. 178 64 , 
17680. .17865, 17980 .. 18240, 
18075. .18269, 18389 .. 18 658 , 
18806. .19057, 18813 .. 19064 , 
18821. .19111, 19161. .19226, 
19204. .19479, 19293 .. 19481, 
21797. .22018, 21799 .. 22020, 
22289. .22372, 22291.. 22896 

Seq. ID OJ000303_18.0328.C12 
Strand 

End 29461 

Method AAT/NAP 

End 29461 

Score 7817 
18389. .18656, 18805 19110, 
22171. .22199, 22236 23736, 
25608. .26474, 26951 27420, 
28093. .28272, 28523 .. 28 626, 



GI Descrip. (AB008845) NADH dependent Glutamate Synthase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42506 
88624 
15102 

OJ000303_18.0328.C12.ol.tc 
17661 



End 

Method 
End 

none Score 
17661. .17858, 17661 .. 17864 , 17683 .. 17865, 17988 
17989. .18078, 18082 .. 18240, 18084 .. 18242, 18361 
18389. .18658, 18389. . 18658, 18806 .. 18898, 18807 



Seq. ID OJ000303_18.0328.C12 
Strand 

29461 

TBLASTX: Cress 
21886 
88 



,18077, 
.18609, 
.19061, 



42929 




18816. .19109, 18820. .19110, 18961 19113, 19185 .. 19463, 
19201. .19254, 19202. .19465, 19309 .. 19464 , 21794 .. 2187 1, 
21799. .21885, 21806 ... 21886 





oeCj. INO . 






Seq. ID 


OJ000303_18.0328 


. C12 




Gene No . 


DO fl 




Strand 














End 


29461 






Name 


ATfinn'^n'^ ift 0*^9^ Pi9 


• OO • 


Method 


TBLASTX : Soybean 






C4- -3 v-t- 


± / o / u 




End 


19055 






T 


none 




Score 


163 






Exons 


17^70 17ft*^4 17^^77 


1 70 fTC 


17980. .18078, 17988 .. 18077, 








18082. .18240, 18084. 


.18242, 


18389. .18643, 18389 18658, 








18528. .18659, 18799. 


.19053, 


18816. .19055, 18817. .19053 






o e . IN o . 


42506 




Seq. ID 


OJ000303_18.0328 


.C12 




Gene No . 


88624 




Strand 










15102 




End 


29461 






Naitie 


OJ000303 18.0328,C12 


. o7 . gp 


Method 


AAT/GAP 






o raru 


17759 




End 


18878 






Gi 


22374 1.R1084 




Score 


1269 






Exons 


17759. .17864, 17985. 


.18239, 


18389. .18656, 18805. .18878 






GI Descrip. 


'4008156/dbj IBAA35120.il 3. 


Oe-64 (AB008845) NADH dependent 






Glutamate Synthase [Oryza sativa] ' 






^ -J 


O « XT rt 

Seq. No. 


42506 




Seq. ID 


OJ000303_18.0328 


. Cl^ 


£n 


Gene No. 


88624 




Strand 






3 y 


brarr 


15102 




End 


29461 






Name 


OJ000303 18.0328.C12 


. o3. tw 


Method 


TBLASTX: Wheat 






Start 


18500 




End 


18670 






GI 


none 




Score 


135 






Exons 


18500. .18655, 18502. 


.18651, 


18527. .18670, 18528. .18668 






oeq. INO. 


42506 




Seq. ID 


OJ000303_18.0328 


.C12 





(aene ino. 


88624 




Strand 








o uart 


15102 




End 


29461 






Name 


OJ000303 18,0328.C12 


.o3. ts 


Method 


TBLASTX: Soybean 






ouart 


19056 




End 


22018 \ 








none 




Score 


72 




% ~ 


Exons 


19056. .19109, 19060. 


.19110, 


19202. .19465, 19203 .. 194 63, 








19207. .19464, 19293. 


.19508, 


21771. .21956, 21797 .. 22018, 








21797. .21865, 21799. 


.22017 










O KT rt. 

beq. NO. 


42506 




Seq. ID 


OJ000303_18.0328 


.C12 




^ rt 1^ rt M 

bene no. 


88624 




Strand 








Start 


15102 




End 


29461 






Name 


OJ000303 18.0328.C12 


.02. tc 


Method 


TBLASTX: Cress 






Start 


22309 




End 


28856 






GI 


none 




Score 


234 






Exons 


22309. .22896, 22493. 


.22774, 


22835. .22879, 23197 .. 23748, 








23210. .23728, 23948. 


.24106, 


23949. .24107, 23951 24 109, 








23971. .24114, 24231. 


.24320, 


24231. .24320, 25606 25788, 








25607, .25789, 25978. 


.26226, 


25994. .26227, 26284 .. 26421, 








26285. .26440, 26952. 


.27056, 


27096. .27425, 27196 .. 27414, 








27744. .28001, 27751. 


.27867, 


28097. .28165, 28 136 .. 28279, 








28749. .28838, 28749. 


.28856, 


28750. .28842 






Seq. No. 


42506 




Seq. ID 


OJ000303_18.0328 


.C12 



42930 



Gene No, 


00^:04 

0 0 ft 




Strand 






Start 






End 


29461 




Naine 




. o2 . ts 


Method 


TBLASTX : Soybean 






^ ^ «j u 7 




End 


27863 




GI 


none 




Score 


216 




Exons 


22309. .22743, 22493.. 


.22744, 


23245. .23748, 23246 ., 23731, 






23945. .24109, 23948., 


.24106, 


24031. .24114, 24231. .24320, 






?4?'^S 24324 25606. . 


. 25788, 


25607. .25789, 25978 26220 , 






?6?21 26284.. 


.26421, 


26285. .26344, 26946 27035, 






97nQfi 27425 27183 


27308. 


27205. .27426, 27744 .. 27809, 






27825 27863 










oeq • INO . 


'i ^ ^ u u 




Seq. ID 


OJ000303_18.0328. 


.012 


Gene No. 


88624 




Strand 






Start 


15102 




End 


29461 




Name 


OJ000303 18.0328.C12 


. o9.gp 


Method 


AAT/GAP 




C-l- a rt 
O L C1.L U 


22549 




End 


22980 






uC-osrocyp017g05bl 




Score 


856 




Exons 


22549. .22980 










T O /"» T* "1 

lai uescrxp* 


•4008156/dbj IBAA35120.il 2. 


Oe-71 (AB008845) NADH dependent 


Glutamate Synthase [Oryza sativa] ' 






Seq. No. 


42506 




Seq. ID 


OJ000303_18,0328 


.C12 


Gene No. 


88624 




Strand 






o uar u 


15102 




• End 


29461 




Naitie 


OJ000303 18.0328.C12 


.ol.ts 


Method 


TBLASTX: Soybean 




o tar L 


22747 




End 


23244 






none 




Score 


112 




Exons 


22747. .23244, 22749. 


.22898, 


22829. .23242 




oeC} . iNO • 


42506 




Seq. ID 


OJ000303_18.0328 


.012 


Gene No. 


88624 




Strand 






Start 


15102 




End 


29461 




IN diutr 


OJ000303 18.0328.C12 


.o2 . tm 


Method 


TBLASTX: Maize 




Q-t- a r*+- 

oLari- 


23194 




End 


23992 






none 




Score 


48 




Exons 


23194. .23730, 23197. 


,23400, 


23210. ,23494, 23515 ., 23697, 






23546, .23728, 23948. 


.23992 








Qo/T No 


42506 




Seq, ID 


OJ000303_18.0328 


• 012 


Gene No. 


88624 




Strand 






Start 


15102 




End 


29461 




Kl a m o 
LNctlllC 


OJ000303 18.0328.C12 


.o2.tw 


Method 


TBLASTX: Wheat 






23530 




End 


24109 






none 




Score 


69 




Tp ^ 

EjXons 


23530. .23694, 23530. 


.23748, 


23540. .23728, 23948 .. 24106, 






23949. .24065, 23963. 


.24109 








O e q . LN O . 


42506 




Seq. ID 


OJ000303_18.0328 


.012 




88624 




Strand 






start 


15102 




End 


29461 




Name 


OJ000303 18,0328.C12 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


23993 




End 


24284 




GI 


none 




Score 


134 




Exons 


23993, ,24109, 23993. 


.24106, 


23997. .24128, 24230. ,24283, 






24230, ,24283, 24231. 


.24284, 


24231., 24284 





42931 




Seq. No. 


42506 


Seq. ID* 


OJ000303_18 . 0328 . C12 


Gene No. 


88624 


Strand 






15102 


End 


29461 


Ndme 


OJOnO'^f)'? 18 0328 C12 08 ts 


Method 


TBLASTX: Soybean 


O L.C1X U 


2S7Qn ~ 


End 


25974 




nono 


Score 


163 


EjXons 


2S7<50 25969 25791 25973- 


25792.-25974, 25792.-25968 


Seq. No. 


42506 


Seq. ID 


OJ000303_18.0328.C12 


Gene No. 


88624 


Strand 




04- -a y-+- 


15102 

X X ^ 


End 


29461 


N3.iTie 


niT0nn303 is 0328 C12 o5 tc 


Method 


T.BLASTX: Cress 


Q-ha Y-t- 


9S791 ~ 


End 


25972 




n on ^ 


Score 


79 


P' von Q 


25791 25967. 25792 25968, 


25798. .25971, 25799.. 25972 




49506 

*J J u 


Seq. ID 


OJ000303_18.0328.C12 


Hpnp No . 


88624 


Strand 




Start 


15102 


End 


29461 


Name 


OJ000303 18.0328.C12.ol0.gp 


Method 


AAT/GAP 




27529 


End 


28285 




uC-osrocyp007e03bl 


Score 


1057 


Exons 


27529. .27560, 27660 .. 28003, 


28093. .28285 




M008156/dbj IBAA35120.il 1. 


Oe-80 (AB008845) NADH dependent 




Glutamate Synthase [Oryza sativa] • 




C ^ ^ \I 

oeq • iNO . 


42506 


Seq. ID 


OJ000303_18.0328.C12 


Gene No. 


88624 


Strand 




Start 


15102 


End 


29461 


IN CUILC? 


OJ000303 18.0328. C12.o7.ts 


Method 


TBLASTX : Soybean 


04- 7-4- 


27813 


End 


28186 




none 


Score 


126 


TT von c 


27813. .28001, 27870 28007 , 


27925. .28002, 28089 .. 28184 , 




28094. .28186, 28103. .28186 






0 C • i>HJ . 


.42507 


Seq. ID 


OJ000303_18.0328.C14 


Gene No. 


88625 


Strand 




Start 


1 


End 


782 


Name 


OJ000303 18.0328.C14.ol.np 


Method 


AAT/NAP 


0 l-Cll. I. 


1 


End 


782 


Vj J. 


6006359 


Score 


74 


IT von Q 


1..51, 685. .782 








(AP000559) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42507 


Seq. ID 


OJ000303_18.0328.C14 


Gene No. 


88625 


Strand 






1 


End 


782 


Name 


OJ000303 18.0328,C14.ol.gs 


Method 


GENSCAN 


q+-a r-t- 


11 


End 


131 


VJX 


none 


Score 


.84 


p. von <? 


11. .131 






Seq. No. 


42508 


Seq. ID 


OJ000203_05.0315-C1 


Gene No. 


88626 


Strand 




Start 


• 303 


End 


1613 


Name 


OJ000203 05.0315,Cl.ol.gs 


Method 


GENSCAN 


Start 


303 


End. 


1613 ■ 



42932 




GI 


none 


Score 


.64 




Exons 


303. .664, 936. .1172, 1230. .1464, 1563.. 


1613 




Seq. No. 


42509 


Seq. ID 


OJ000203_05.0315 


.C2 


Gene No. 


88627 


Strand 






Start 


526 


End 


3034 




Name 


OJ000203_05.0315.C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


264 




GI 


none 


Score 


211 




Exons 


1. .264 








Seq. No. 


42509 


Seq. ID 


OJ000203_05.0315 


.02 


Gene No. 


88627 


Strand 






Start 


526 


End 


3034 




Naitie 


OJ000203 05.0315.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


496 


End 


936 




GI 


none 


Score 


39 




Exons 


496. .591, 505. .591, 589. .627 


, 637.. 696, 


688. .936, 691.. 


840, 




716. .856 








Seq. No. 


42509 


■Seq. ID 


OJ000203_05.0315 


.C2 


Gene No. 


88627 


Strand 






Start 


526 


End 


3034 




Name 


OJ000203 05.0315.C2.ol.tw 


Method 


TBLASTX: Wheat 




Start '^'^ 


'496 


End 


856 




GI 


none 


Score 


150 




Exons 


496. .549, 601. .852, 605. .856 








Seq. No. 


42509 


Seq. ID 


OJ000203 05.0315 


.C2 


Gene No . 


88627 


Strand 






Start 


526 


End 


3034 




Name 


OJ000203 05.0315.C2.ol.np 


Method 


AAT/NAP 




Start 


526 


End 


3034 




GI 


3738337 


Score 


220 




Exons 


526.. 995, 1024.. 1093, 2606.. 


3034 






GI Descrip. 


(AC005170) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


42509 


Seq. ID 


OJ000203_05.0315 


.02 


Gene No. 


88627 


Strand 






Start 


526 


End 


3034 




Name 


OJ000203 05.0315.C2.o2.tm 


Method 


TBLASTX: Maize 




Start 


2607 


End 


3026 




GI 


none 


Score 


43 




Exons 


2607.. 2801, 2832.. 3026, 2845 


..2880, 2926.. -3018 




Seq. No. 


42510 


Seq. ID 


OJ000203_05.0315 


.03 


Gene No. 


88628 


Strand 


+ 




Start 


1389 


End 


1862 




Name 


OJ000203 05.0315.C3,ol.gs 


Method 


GENSCAN 




Start 


1389 


End 


1862 




GI 


none 


Score 


.79 




Exons 


1389.. 1663, 1784.. 1862 








Seq- No. 


42510 


Seq. ID 


OJ000203_05.0315 


.03 


Gene No. 


88629 


Strand 






Start 


3016 


End 


3153 





42933 




Naitie 


OJ000203 05.0315.C3.o2.gs 


Method 


GENSCAN 






Start 


3016 ~ 


End 


3153 






GI 


none 


Score 


. 99 






Exons 


3016. .3153 










Seq. No. 


42511 


Seq. ID 


OJ000203_05. 


0315 


.C4 


Gene No. 


88630 


Strand 


+ 






Start 


2916 


End 


5160 






Name 


OJ000203 05.0315.C4.o2.np 


Method 


AAT /NAP 






Start 


2916 


End 


5160 






GI 


4102839 


Score 


1150 






F.vnn <^ 


2916.. 3278, 3850.. 5160 










GI Descrip. 


(AF016713) LeOPTl [Lycopersicon esculentum] 






Sea No . 


42511 


Seq. ID 


OJ000203_05. 


0315 


.C4 


Gene No. 


88631 


Strand 


+ 






Start 


11009 


End 


14151 






Name 


OJ000203 05.0315.C4.o4.np 


Method 


AAT /NAP 






Start 


11009 


End 


14151 






GI 


7486303 


Score 


68 






Exons 


11009. .11044, 12500. .12618, 


14108. .14151 






GI Descrip. 


hypothetical protein F28J12. 


.40 - Arabidopsis thaliana 





gi|2832643|emb|CAA16718.1| (AL021710) hypothetical protein 
[Arabidopsis thaliana] gi 1 7268631 1 emb I CAB78840 . 1 1 (AL161548) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


42511 


Seq. ID 


OJ000203_ 


05. 


0315 


.C4 


Gene No. 


88632 


Strand 


+ 








Start 


14269 


End 


14838 








Name 


OJ000203 05.0315.C4.ol.gp 


Method 


AAT /GAP 








Start 


14269 


End 


14838 








GI 


none 


Score 


1103 








Exons 


14269. .14838 












Seq. No. 


42511 


Seq. ID 


OJ000203_ 


_05. 


0315 


.04 


Gene No. 


88633 


Strand 










Start 


1 


End 


2421 








Name 


OJ000203 05.0315.C4.ol.np 


. Method 


AAT /NAP 








Start 


1 


End 


2421 








GI 


6721512 


Score 


88 








Exons 


1..35, 394. .536, 563. .666, 


2378. .2421 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


42511 


Seq. ID 


OJ000203_ 


_05. 


0315 


,C4 


Gene No. 


88634 


Strand 










Start 


2831 


End 


3250 








Name 


OJ000203 05.0315.C4.o2.gs 


Method 


GENSCAN 








Start 


2831 


End 


3250 








GI 


none 


Score 


.67 








Exons 


2831.. 3115, 3125.. 3250 












Seq. No. 


42511 


Seq. ID 


OJ000203_ 


_05. 


0315 


.C4 


Gene No. 


88635 


Strand 










Start 


3826 


End 


9975 








Name 


OJ000203 05.0315.C4.o3.gs 


Method ~ 


GENSCAN 








Start 


3826 


End 


9966 








GI 


none 


Score 


.55 









42934 




F.vnn<5 


3826 5131, 


5561. 


. 5698, 


6697. 


.6852, 7094.. 7157, 7283.. 7577, 




7697, .7853, 


7944 . 


. 8081, 


8284. 


.8860, 9135.. 9175, 9836.. 9966 


ij C • ^ • 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Hpnp No 


88635 








Strand 




Start 


3826 








End 


9975 


Name 


OJ000203 05 


.0315. 


C4.03. 


np 


Method 


AAT/NAP 


Start 


6637 








End 


' 9975 


GI 


4406780 








Score 


2277 


P. von ^ 

i_J AWlla^ 


6637. .6852, 


7094. 


.7577, 


7697. 


.7853, 7944.. 8081, 8284.. 8860, 




9135. .9175, 


9836. 


.9975 








nT npscrio- 

\.J ^ L^^^ ^ ^ fc-/ ♦ 


{AC006532) putative endosomal protein 


[Arabidopsis thaliana' 


ggq^ No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 




88636 








Strand 




start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.02. 


tc 


Method 


TBLASTX: Cress 


Start 


3036 








End 


5214 


GI 


none 








Score 


220 


Rvon ^ 

J_J.A*u/I 111? 






• ^ t 


*1 V I J . 


.4206, 4213.. 4338, 4221.. 4322, 




4348. .4389, 


4434. 


.4649, 


4435. 


.4740, 4813. .5007, 4821. .4931, 




4861. .4989, 


5017. 


.5214, 


5022. 


,5174 




Seq. No. 


42511 








Sea ID 


OJ000203 05 . 0315 .C4 


Gene No. 


88636 








strand 




Start 


12273 








End 


15684 


Name 


OJ000203_05 


.0315. 


C4.03. 


tw 


Method 


TBLASTX: Wheat 


Start 










End 


3203 


GI 


none 








Score 


208 




3036. .3203, 


3036. 


.3167 








Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.06. 


tm 


Method 


TBLASTX: Maize 


Start 


3036 








End 


3281 


GI 


none 








Score 


237 


Exons 


3036. .3281, 


3038. 


.3121, 


3179. 


.3223 




Seq. No. 


42511 ' 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








. Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.04. 


ts 


Method 


TBLASTX : Soybean 


Start 


3036 








End 


3260 


GI 


none 








Score 


213 


Rxon 


3036. .3260, 


3038. 


.3124, 


3179. 


,3223 




Qprr No 


42511 








Seq. ID 


OJ000203_05.0315.C4 


f^pnp No 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.03. 


tm 


Method 


TBLASTX: Maize 


Start 


3973 








End 


5157 


GI 


none 








Score 


38 


Exons 


3973. .3999, 


4045. 


.4101, 


4096. 


.4146, 4213. .4341, 4221. .4343, 




4348. .4389, 


4434. 


.4649, 


4435. 


.4740, 4812.. 4931, 4813,. 5007, 




5017. .5157, 


5019. 


.5156 









42935 




Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








• Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


4045 








End 


5151 


GI 


none 








Score 


88 


Exons 


4045. .4191, 


4231. 


.4299, 


4360. 


.4389, 4435. .4590, 4597. .4740, 




4809. .4925, 


4813. 


.5010, 


5026. 


.5151 




Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


4816 








End 


5151 


GI 


none 








Score 


195 


Exons 


4816. .5007, 


4824. 


.4922, 


4861. 


.4977, 5017. .5151, 5019. .5084, 




5038. .5118 












Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.01. 


ts 


Method 


TBLASTX : Soybean 


Start 


6634 








End 


8571 


GI 


none 








Score 


211 


Exons 


6634. .6825, 


6635. 


.6811, 


6823. 


.6861, 6826. .6858, 6980.. 7027, 




7067. .7117, 


7091. 


.7237, 


7093. 


.7227, 7094. .7240, 7215.. 7577, 




7237. .7578, 


7239. 


.7577, 


7682. 


.7852, 7695.. 7853, 7695.. 7853, 




7943. .8083, 


7950. 


.8042, 


8276. 


.8422, 8277. .8420, 8281. .8571, 




8281. .8553, 


8283. 


.8570 








Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


6634 








End 


6787 


GI 


none 








Score 


106 


Exons 


6634. .6780, 


6634. 


.6786, 


6635. 


.6787 




Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203__05 


,0315. 


C4.01. 


tm 


Method 


TBLASTX: Maize 


Start 


6739 








End 


8099 


GI 


none 








Score 


96 


Exons 


6739. .6822, 


6740. 


.6823, 


6820. 


.6858, 6820. .6861, 7091. .7237, 




7092. .7229, 


7093. 


.7239, 


7224. 


.7577, 7237. .7578, 7239.-7577, 




7682. .7852, 


7695. 


.7853, 


7925. 


.8086, 7932. .8099, 7932. .8087, 




7943. .8098 












Seq. No. 


42511 








Seq. ID 


OJ000203_05.0315.C4 


Gene No. 


88636 








Strand 




Start 


12273 








End 


15684 


Name 


OJ000203 05 


.0315. 


C4.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


7239 








End 


7551 


GI 


none 








Score 


115 


Exons 


7239. .7514, 


7243. 


.7551, 


7246. 


.7533 





42936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42511 
88636 
12273 

OJ000203_05 . 0315 . 04 . ol . tc 

7407 

none 



Seq. ID OJ000203_05.0315,C4 
Strand 

End 15684 

Method TBLASTX: Cress 

End 8861 

Score 196 



7407. .7577, 7408. .7578, 7417. .7581, 7597. .7653, 7682. .7852, 

7695. .7853, 7932. .8042, 7943. .8083, 7955. .8074, 7957. .8082, 

8276. .8422, 8277. .8420, 8281. .8613, 8281. .8496, 8283. .8609, 

8640. .8861, 8641.. ,8856, 8643.. 8861 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42511 
88636 
12273 

OJ000203_05 . 0315 . C4 . o2 . tm 

8280 

none 



Seq. ID OJ000203_05.0315.C4 



Strand 
End 

Method 

End 

Score 



15684 

TBLASTX: Maize 

9918 

156 



8280.. 8402, 8281,. 8607, 8281.. 8496, 8283.. 8609, 8595.. 8861, 
8643. .8861, 8666. .8878, 9136. .9177, 9137. .9178, 9838. .9918 





O C ^ . IN vJ . 


42511 




Seq. ID 


OJ000203_05.0315.C4 






88636 

O O V 'J \J 




Strand 






O UdX. u 






End 


15684 


; a 




OJ000203 05 


0315 C4 o3 ts 


Method 


TBLASTX : Soybean 






ftS74 ~ - 




End 


9912 




GI 


none 




Score 


40 




Exons 


8574. .8609, 


8588.. 8608, 8595 


..8852, 8640. .8864, 9133. .9177 






9836. .9901, 


9838. .9912 








Seq. No. 


42511 




Seq. ID 


OJ000203_05.0315.C4 




Gene No. 


88636 




Strand 






Start 


12273 




End 


15684 




Name 


OJ000203 05. 


0315.C4,o4.gs 


Method 


GENSCAN 




Start 


12273 




End 


15674 




GI 


none 




Score 


.61 




Exons 


12273. .12720 


, 13328. .13509, 


14599. .14813, 14873.. 15674 




Seq. No. 


42511 




Seq. ID 


OJ000203_05.0315.C4 




Gene No. 


88636 




Strand 




r ~i 


Start 


12273 




End 


15684 


•-- ^ 


Name 


OJ000203 05. 


0315.C4 .o5.tm 


Method 


TBLASTX: Maize 




Start 


14590 




End 


14849 




GI 


none 




Score 


192 




Exons 


14590. .14847 


, 14605. .14847, 


14622. .14849 




Seq. No. 


42511 




Seq. ID 


OJ000203_05.0315.C4 




Gene No. 


88636 




Strand 






Start 


12273 




End 


15684 




Name 


OJ000203 05. 


0315.C4.o4.tc 


Method 


TBLASTX: Cress 




Start 


14871 




End 


15410 




GI 


none 




Score 


47 




Exons 


14871. .14927 


, 14967. .15131, 


15076. .15132, 15156. .15302, 



15157. .15306, 15333.. 15410 



Seq. No. 42511 Seq. ID OJ000203_05 , 0315 . C4 

Gene No. 88636 Strand 

Start 12273 End 15684 



42937 




Name OJ000203_05.0315.C4.o5.np 
Start 14892 
GI 7243648 
Exons 14892. . 15386 

GI Descrip. (AF230502) serine/threonine 
japonica] 




Method AAT/NAP 
End 15386 
Score 314 

protein kinase [Oryza sativa subsp. 





42511 






Seq. ID 


OJ000203 05.0315 


.C4 




88636 






Strand 






start 


12273 






End 


15684 




Name 


OJ000203 05. 0315. C4. 


o5. ts 


Method 


TBLASTX : Soybean 




Start 


14973 






End 


15461 




GI 


none 






Score 


79 




P von Q 


14973. 


.15347, 15330. 


.15461 








Sprr No 
c \j • 1 1 • 


42511 






Seq. ID 


OJ000203_05.0315 


.C4 




88636 






Strand 








12273 






End 


15684 




Name 


OJ000203 05. 0315. C4, 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


15150 






End 


15491 




GI 


none 






Score 


227 




Exons 


15150. 


.15383, 15160. 


.15330, 


15165. .15362, 15176 .. 1537 6, 






15182. 


.15385, 15384. 


.15491, 


15386. .15478, 15390.. 15482 




Seq. No. 


42511 






Seq. ID 


OJ000203_05.0315 


.C4 


Gene No. 


88636' 






Strand 






Start 


12273 






End 


15684 




Name 


OJ000203 05. 0315. C4. 


o2 .gp 


Method 


AAT/GAP 




Start 


15313 






End 


15684 




GI 


none 






Score 


710 




Exons 


15313. 


.15684 











Seq. No. 


42512 


Seq. ID 


OJ000203 


_05.0315.C7 


Gene No. 


88637 


Strand 






Start 


194 


End 


809 




Name 


OJ000203 05.0315.C7.ol.gs 


Method 


GENSCAN 




Start 


194 


End 


809 




GI 


none 


Score 


.85 




Exons 


194.. 616, 696.. 809 








Seq. No. 


42513 


Seq. ID 


OJ000203 


_05.0315.C8 


Gene No. 


88638 


Strand 


+ 




Start . . 


234 


End 


528 




Name 


OJ000203 05.0315.C8.ol.gp 


Method 


AAT/GAP 




Start 


234 


End 


528 




GI 


LIB3432-016-P1-K1-B4 


Score 


446 




Exons 


234.-528 








GI Descrip. 


•671740/emb|CAA59218| 3.0e-26 


(X84730) 


ribulose- 


-bisphosphate 



carboxylase [synthetic construct] ' 



Seq. No. 42514 Seq. ID 

Gene No. 88639 Strand 

Start 23 End 

Name OJ000203_05 . 0315 . Cll . ol . gs Method 

Start 23 End 

GI none Score 

Exons 23.. 96, 357.. 426 



OJ000203_05, 0315. Cll 
+ 

426 

GENSCAN 

426 

.67 



42938 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42515 
88640 
9798 

OJ000203_05.0315.C12.o3.np 
9798 
7340860 

9798. .9894/ 11393. .11440 
(AP001551) EST D24084 (R1183) 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000203_05.0315.C12 

Strand . + 

End 11440 

Method AAT/NAP 

End 11440 

Score 67 

corresponds to a region of the 



OJ000203_05.0315.C12 
+ 

11934 
AAT/GAP 
11934 
125 



42515 Seq. ID 

88641 Strand 
11844 End 
OJ000203_05.0315.C12.o4 .gp Method 
11844 End 
uC-osflcypl09e03al Score 
11844.. 11934 

M521194/dbj IAB013613.1IAB013613 2.0e-40 Oryza sativa DNA, 
centromere sequence RCBll' 

42515 . Seq. ID 

88642 Strand 
23327 End 
OJ000203_05 .0315 . C12 . o4 . gs Method 
23327 End 
none Score 
23327.. 23713 



OJ000203_05.0315.C12 
+ 

23713 
GENSCAN 
23713 
.88 



42515 Seq. ID OJ000203_05 . 0315 .C12 

88643 Strand 

1 End 15379 

OJ000203_05 . 0315 . C12 . o4 . np Method AAT/NAP 

1 End 15379 

5734709 Score 149 

1..118, 2021. .2071, 2919. .3029, 6932. .7139, 10594. .10710, 

14707. .14879, 15129. .15379 

(AC008075) Contains PF| 00069 Eukaryotic protein kinase domain. 
[Arabidopsis thaliana] 

42515 Seq. ID OJ000203_05 . 0315 .C12 

88643 Strand 

1 End 15379 

OJ000203_05.0315.C12.ol.gs Method GENSCAN 

19 End 4140 

none Score . 7 

19. .111, 1981. .2039, 2953. .3143, 3394. .4140 



42515 Seq. ID 

88643 Strand 

1 End 

OJ000203_05 . 0315 . C12 . ol . gp Method 

2701 End 

uC-osroM202038cl0al Score 
2701.. 3143, 3394.. 3452 
•2792155/emb|CAA11226| 5,0e-24 
[Sesbania rostrata] ' 



OJ000203_05.0315.C12 

15379 
AAT/GAP 
3452 
984 



(AJ223291) chalcone reductase 



42939 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42515 
88643 
1 

OJ000203_05.0315.C12.ol.tm 
2928 
none 
2928. 
3392. 
5476. 
6795. 



3146, 2931. .3146, 

3736, 3718.. 4026, 

5697, 5615.. 5704, 

7082, 6800.. 7108 



2932. 
3766. 
6473. 



42515 
88643 
1 

OJ000203_05.0315.C12.ol.ts 

2928 

none 

2928.. 3146, 2930.. 2965, 2997. 
3767.. 3889, 3775.. 4089, 3962, 
6473. .6796, 6474. .6794, 6848. 

42515 
88643 
1 

OJ000203_05.0315.C12.o2.tc 

2928 

none 

2928.. 3017, 3015.. 3149, 5470. 
5615.. 5698 



Seq. ID OJ000203_05.0315.C12 
Strand 

End 15379 
Method TBLASTX : Mai ze 
End 7108 
Score 14 9 

.3150, 3391.. 3453, 3391.. 3714, 
.3999, 5448.. 5696, 5470.. 5706, 
.6535, 6473.. 6796, 6474.. 6806, 



Seq. ID OJ000203_05.0315.C12 
Strand 

End 15379 

Method TBLASTX : Soybean 

End 7175 

Score 41 

.3146, 3391.. 3714, 3392.. 3730, 
.4093, 5452.. 5697, 5470.. 5706, 
.7171, 6852. .7175 

Seq. ID OJ000203_05.0315.C12 
Strand 

End 1537 9 

Method TBLASTX: Cress 

End 5700 

Score 55 

.5589, 5477.. 5539, 5566.. 5700, 



Seq. No. 42515 Seq. ID 

Gene No. 88643 Strand 

Start 1 End 

Name OJ000203_05 . 0315.C12.ol. tc . Method 

Start 3427 End 

GI none - Score 

Exons 3427.. 3687, 3428.. 3688, 3730.. 3777, 

3962.. 4090, 6509.. 6769, 6510.. 6770, 

6915. .7172 



OJ000203_05.0315.C12 
15379 

TBLASTX: Cress 

7174 

164 



3826. .4092, 
6812. .6859, 



3833. .3892, 
6908. .7174, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42515 Seq. ID OJ000203_05 . 0315 . C12 

88643 Strand 

1 End 15379 

OJ000203_05 . 0315 . C12 . o3 . gp Method AAT/GAP 

5277 End 6638 

72092_1.R1084 Score 1079 

5277.. 5694, 6476.. 6638 

'2792155/emb|CAA11226| l.Oe-30 (AJ223291) chalcone reductase 
[Sesbania rostrata] ' 



42515 Seq. ID 

88643 Strand 

1 End 

OJ000203_05.0315.C12.ol.np Method 

5473 End 

6478216 Score 



OJ000203_05.0315.C12 

15379 
AAT/NAP 
7222 
886 



42940 



Exons 5473.. 5694, 6476.. 7222 

GI Descrip. (AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somniferum] 



Seq. No. 


42515 


Seq. ID 


OJ000203 


Gene No . 


88643 


Strand 


- 


Start 


1 


End 


15379 


Name 


OJ000203 05.0315.C12.o2.np 


Method 


AAT/NAP 


Start 


8196 


End 


9501 


GI 


6815099 


Score 


91 


Exons 


8196. .8334, 9468. .9501 






GI Descrip. 


{AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42515 


Seq. ID 


OJ000203 


Gene No. 


88643 


Strand 




Start 


1 


End 


15379 


Name 


OJ000203 05.0315.C12.o6.gp 


Method 


AAT/GAP 


Start 


12603 


End 


13006 


GI 


2312652 


Score 


697 


Exons 


12603. .13006 







05.0315.C12 



GI Descrip. 4521194/dbj I AB013613 . 1 1 AB013613 2.0e-40 Oryza sativa 
centromere sequence RCBll 



DNA, 





Seq. No. 


42515 




Seq. ID 


OJ000203_05.0315 




Gene No. 


88644 




Strand 






Start 


23462 




End 


23731 


ry 


Name 


OJ000203 05.0315.C12 


. o2 . tm 


Method 


TBLASTX: Maize 


Start 


23462 




End 


23731 




GI 


none 




Score 


46 


VJ 


Exons 


23462. .23494, 23463. 


.23519, 


23492. .23527, 23534 .. 23731 , 


- ^ 




23545.-23730 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene .No*. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



42516 
88645 
2434 

OJ000203_05. 

2434 

none 

2434. .2463, 
4688. .4781, 



0315.C13.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000203_05 
+ 

5107 
GENSCAN 
5065 
.51 



,0315. C13 



3030. .3193, 
4824. .5065 



3396.. 3443, 3975.. 4090, 4392.. 4555, 



42516 Seq. ID 

88645 Strand 
2434 End 
OJ000203_05 . 0315 . C13 . ol . np Method 
4352 End 
7228442 Score 
4352.. 5107 

{AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000203_05.0315.C13 
+ 

5107 
AAT/NAP 
5107 
672 



42517 
88646 
4824 

OJ000203_05.0315.C14.ol.np 
4779 



Seq. ID OJ000203_05.0315.C14 

Strand + 

End 8170 

Method AAT/NAP 

End 8170 



42941 



GI 


4406778 


Score 


3332 


Exons 


4779. .8170 






GI Descrip. 


(AC006532) putative receptor protein kinase [Arabidopsis 




thaliana] 






Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88646 


Strand 


+ 


Start 


4824 


End 


8170 


Name 


OJ000203 05.0315.C14.o2.gs 


Method 


GENSCAN 


Start 


4824 


End 


8156 


GI 


none 


Score 


1 


Exons 


4824. .8156 






Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88647 


Strand 




Start 


3319 


End 


3683 


Name 


OJ000203 05.0315.C14.ol.gs 


Method 


GENSCAN 


Start 


3319 


End 


3683 


GI 


none 


Score 


.59 


Exons 


3319. .3454, 3460. .3683 






Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88648 

O O U M O 


Strand 




Start 




End 


10893 


Name 


OJb00203 05 0315 C14.o3. as 


Method 


GENSCAN 


Start 




End 


10853 


GI 




Score 


.93 


Exons 


8520.. 8765, 8955.. 9134, 9252 


..9498, 10498. .10853 


Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88648 


Strand 




Start 


8520 


End 


10893 


Name 


OJ000203 05.0315,C14.o2.np 


Method 


AAT/NAP 


Start 


8547 


End 


10823 


GI 


6478216 


Score 


775 


Exons 


8547. .8765, 8955. .9134, 9252 


..9498, 10498. .10823 


GI Descrip. 


(AF108438) putative NAD PH- dependent oxidoreductase [Papaver 




somniferum] 






Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88648 


Strand 




Start 


8520 


End 


10893 


Name 


OJ000203 05.0315.C14.ol.gp 


Method 


AAT/GAP 


Start 


9457 


End 


10893 


GI 


uC-osflcyp023b05bl 


Score 


840 


Exons 


9457.. 9498, 10498,. 10893 






GI Descrip. 


'2792155/emb|CAA11226| l.Oe- 


28 {AJ223291) chalcone reductase 


[Sesbania rostrata] ' 






Seq. No. 


42517 


Seq. ID 


OJ000203_05.0315.C14 


Gene No. 


88649 


Strand 




Start 


13311 


End 


13463 


Name 


OJ000203 05.0315.C14.o2.tc 


Method 


TBLASTX: Cress 


Start . 


5223 


End 


7919 


GI 


none 


Score 


58 


Exons 


5223.. 5321, 5238.. 5354, 5250 


..5363, 5355. .5477, 5375. .5569, 




5376. .5477, 5379. .5603, 5379 


..5477, 5381. .5428, 5388. .5477, 



42942 






5439. 


.5582, 


5486. 


.5605, 


5532. 


.5585, 


5598. . 


5717, 


5598. 


.5729, 




5601. 


.5729, 


5610. 


.5726, 


5610. 


.5720, 


5616. . 


5720, 


5694 . 


.5876, 




5694. 


.5867, 


5694. 


.5876, 


5694. 


.5876, 


5700. . 


5876, 


5712. 


.5858, 




5730. 


.5867, 


5730. 


.5876, 


5889. 


.6314, 


5892. . 


6386, 


5892. 


.6386, 




5895. 


.6371, 


5895. 


.6248, 


5895. 


.6389, 


5898. . 


6386, 


5904. 


.6227, 




5904. 


. 6389, 


5918 . 


. 6112, 


5996. 


, 6220, 


5997 . . 


6371 , 


/- Pi ^ ft 


. D J / / , 




6117. 


.6389, 


6122. 


.6352, 


6192. 


.6374, 


6255. . 


6386, 


6561. 


.6869, 




6564. 


.6719, 


6567. 


.6866, 


6588. 


.6869, 


6588. . 


6863, 


6597. 


.6869, 




6597. 


.6866, 


6600. 


.6863, 


6603. 


.6743, 


6603. . 


6866, 


6606. 


.6674, 




6606. 


.6878, 


6612. 


.6866, 


6644. 


.6796, 


6644. . 


6739, 


6744. 


.6866, 




6798. 


.6929, 


7794. 


.7919 














Seql ' No. 


42517 










Seq. 


ID OJ000203 


_05.0315.C14 


Gene No. 


88649 










Strand 








Start 


13311 










End 


13463 






Name 


OJ000203 05 


.0315. 


C14.02 


.tw 


Method TBLASTX: 


Wheat 




Start 


5304 










End 


6869 






GI 


none 










Score 


103 






Exons 


5304. 


.5567, 


5415. 


.5477, 


5580. 


.5780, 


5601. . 


5711, 


5637. 


.5720, 




5711. 


.5845, 


5895. 


.6011, 


5930. 


.6082, 


5931. . 


6083, 


6021. 


.6227, 




6074. 


.6220, 


6147. 


.6299, 


6177. 


.6371, 


6215. . 


6352, 


6309. 


.6386, 




6498. 


.6785, 


6582. 


.6719, 


6603. 


.6719, 


6675. . 


6869, 


6729. 


.6866 





Seq. No. 


42517 










Seq. 


ID OJ000203 


_05.0315.C14 




Gene No. 


88649 










Strand 




fn 


Start 


13311 










End 


13463 






Name 


OJ000203 05 


.0315. 


C14.02 


.ts 


Method TBLASTX: 


Soybean 




Start 


5355 










End 


6866 






GI 


none 










Score 


83 






Exons 


5355. . 


5477, 


5367. 


.5477, 


5388. 


.5477, 


5399. .5581, 


5529. .5582, 






5532. . 


5585, 


5547. 


.5582, 


5586. 


.5720, 


5595. .5723, 


5598. .5723, 






5598. . 


5729, 


5610. 


.5774, 


5610. 


.5720, 


5694. -5882, 


5697. .5888, 






5700. . 


5876, 


5712. 


.5858, 


5730. 


.5900, 


5892. .6227, 


5892. .6386, 






5895. . 


6371, 


5895. 


.6389, 


5898. 


.6386, 


5924. .6112, 


5967. .6389, 






6197. . 


6331, 


6218. 


.6349, 


6246. 


.6386, 


6567. .6866, 


6567. .6863, 






6597. . 


6866, 


6597. 


.6866, 


6603. 


.6866, 


6612. .6866, 


6644. .6796, 






6666. . 


6866 
















Seq. No, 


42517 










Seq. 


ID OJd00203 


_05.0315-C14 




Gene No.. 


88649 










Strand 






Start 


13311 










End 


.13463 






Name 


OJ000203 05 


.0315. 


C14.03 


. tm 


Method TBLASTX: 


Maize 




Start 


5378 










End 


6952 






GI 


none 










Score 


78 






Exons 


5378. . 


5572, 


5379. 


.5477, 


5379. 


.5570, 


5414. .5569, 


5532. .5579, 






5547. . 


5585, 


5616. 


.5735, 


5742. 


.5876, 


5889. .6227, 


5895. .6158, 






5930. . 


6157, 


5991. 


.6302, 


6177. 


.6374, 


6561. .6950, 


6647. .6952, 






6675. . 


6866, 


6683. 


.6865 












■Seq. No. 


42517 










Seq. 


ID OJ000203 


_05.0315-C14 




Gene No. 


88649 










Strand 






Start 


13311 










End 


13463 






Name 


OJ000203 05 


.0315. 


C14.01 


.ts 


Method TBLASTX: 


Soybean 




Start 


7224 










End 


8132 






GI 


none 










Score 


447 






Exons 


7224. . 


7553, 


7229. 


.7552, 


7566. 


.7955, 


7604. .7954, 


8028. .8132 



42943 




Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315.014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


lo4 DO 


Name 


OJ000203_05 


. 0315 . 


C14 . o3 


. tw 


Method 


1 BLAo i A ; wneat 


Start 


7251 








End 


n A no 

/4 yy 


GI 


none 








Score 


Z13 


Exons 


7251 . .7481, 


7271 . 


. /49o 








Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315. 014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463 


Name 


OJ000203_05 


. 0315 . 


014 . ol 


. tc 


Method 


TBLASTXiOress 


Start 


7259 








End 


7744 


GI 


none 








Score 


386 


Exons 


7259. . 7552, 


7281 . 


T C C O 

. 7553, 


n c £ c 


.7742, 7598. .7744 


Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315.014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463- 


Name 


OJ000203_05 


. Oolo . 


C14 . Ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7403 








End 


8132 


GI 


none 








Score 


204 


Exons 


7403. . 7552, 


7404 . 


. 7553, 


7584 . 


.7937, 7601.. 7936, 7929.. 7955, 




8028 . .8132 












Seq. No. 


42517 ' 








Seq. ID 


OJ000203_05. 0315.014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463 


Name 


OJ000203__05 


. 0315. 


C14.01 


. tw 


Method 


TBLASTX: Wheat 


Start 


7584 








End 


7907 


GI 


none 








Score 


183 


Exons 


^ w— A ^^^^ 

7584 . . Ills, 


7598 . 


. 11 A4, 


llBl , 


.7876, 7788.. 7907 


Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315. 014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463 


Name 


OJ000203_05 


. 0315 . 


C14 . o4 


, tm 


Method 


TBLASTX: Maize 


Start . 


8547 








End 


9497 


GI 


none 








Score 


107 


Exons 


8547 . .8603, 


8610 . 


. 8768, 


8646. 


.8768, 8941. .9135, 8952. .9173, 




9239. . 9373, 


9247 . 


. 9420, 


9249. 


.9422, 9426.-9497 


Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315.014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463 


Name 


OJ000203 05 


.0315. 


014. o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


8619 








End 


10775 


GI 


none 








Score 


55 


Exons 


8619. .8768, 


8952. 


. 9038, 


8956. 


.9039, 9048. .9137, 9049. .9111, 




9244. .9405, 


9249. 


. 9419, 


9450 . 


.9500, 10485. .10715, 10516.. 10 




10746. .10775 










Seq. No. 


42517 








Seq. ID 


OJ000203_05. 0315.014 


Gene No. 


88649 








Strand 




Start 


13311 








End 


13463 


Name 


OJ000203 05 


.0315. 


014. o3 


,tc 


Method 


TBLASTX rOress 


Start 


8991 








End 


• 10775 



42944 







none 


O OUX C 




Exons 


RQQ1 Q1 ftQQ9 Q1 "^^^ Q9d7 

0^^X..!7X/J/ O^^^-.^XjO/ 5^4/ 








in4Qs in79R insn'^ in79i 


10799 1077 




Seq. No. 


42517 


Seq. ID < 




Gene No. 


88649 


Strand 






13311 

X .J «J X X 


End 




Nsitie 


n,Tnnn9n3 n3is na tm 

\JU \J\J\J J U<J. UOXO.^X*3 • \J4L . L.1LL 


IMC L.11L^U 






ins3Q ~ 

XU J J 


FnH 




o± 


none 


O^VJXC 






10S3Q 107^3 10S42 10631 


10S43 1071 




Seq. No. 


42517 


Seq. ID 1 




Gene No. 


88649 


Strand 






13311 


End 




Nsiue 




lie L.ii\./U * 






1 331 1 ~ 

X O O X X 


FnH 






none 






Exons 


1 331 1 1 3d fi3 

XOOXX. •XJ4QO 






O 6 . IN U • 


4 9m ft 






Gene No. 


88650 


Strand 




Start 


259 


End 


; 3 


LNClillC 


OJ000203 05.0315.C15.ol.np 


Method 




o L.aX L 


259 


End 






4309698 


Score 


z. 

ril 


Exons 


259. .407, 8819. .8845 




L -J 


GI Descrip. 


(AC006266) putative glucosyltransferase 


i ! I 


C £i rr M 

. INO . 


42518 


Seq. ID ) 


\2 


Gene No. 


88651 


Strand 


FLI 


Start 


11895 


End 




Name 


OJ000203 05.0315.C15.o3.np 


Method 




O LdX L 


11895 


End 






6815099 


Score 




Exons . 


11895. .12046 






yjx. L>cooJ.-L^. 


(AP001081) hypothetical protein [Oryza 


\ s? 


SecT No 


42518 


Seq. ID ( 




Gene No. 


88652 


Strand 


^ =^ 


Start 


19 


End 




Name 


OJ000203 05.0315.C15.ol.gs 


Method 1 




Start 


19 


End 




GI 


none 


Score 




Exons 


19. .212, 217. .587, 840. .998, 


2998. .3137 



79 



.9500, 



OJ000203_05.0315.C14 
13463 

TBLASTX: Maize 
10794 
88 



OJ000203_05.0315.C14 

13463 
GENSCAN 
13463 
.63 



OJ000203_05.0315.C15 
+ 

8845 
AAT/NAP 
8845 
69 



OJ000203_05.0315.C15 
+ 

12046 
AAT/NAP 
12046 
71 



OJ000203_05.0315.C15 

9415 
GENSCAN 
9415 
.78 



3939. .4076 



4309. .4483, 4814. .4993, 7553. .7802, 9006. .9415 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000203 05.0315.C15 



42518 
88652 
19 

OJ000203_05 . 0315 . C15 , o2 . np 
4313 
6478216 

4313. .4531, 4814. .4993, 7553. .7802, 9006. .9328 
(AF108438) putative NADPH-dependent oxidoreductase 
somniferiam] 



9415 
AAT/NAP 
9328 
799 



[Papaver 



42945 



Seq. No. 


42518 


Seq. ID 


OJ000203_05.0315.C15 


Gene No. 


88652 


Strand 




Start 


19 


End 


9415 


Name 


OJ000203 05.0315.C15.ol.gp 


Method 


AAT/GAP 


Start 


4322 


End 


7679 


GI 


2801031 


Score 


867 


P vnns 


4322. .4531, 4814. .4993, 7553. 


.7679 




\J -i- 4-^ \^ O w J- -1- . 


27 92155/emb|CAA11226| l.Oe-28 


(AJ223291) chalcone reductase 


[Sesbania rostrata] 






Seq. No. 


42518 


Seq. ID 


OJ000203_05.0315.C15 


Gene No. 


88652 


Strand 




Start 


19 


End 


9415 


Naitie 


OJ000203 05.0315.C15.o2.gp 


Method 


AAT/GAP 


Start 


7684 


End 


9371 


GI 


64574 1.R1084 


Score 


861 




7684.. 7802, 9006.. 9371 






GI Descrip. 


'2792295 8.0e-24 (AF039182) unknown [Fragaria x ananassa] ' 


Sea No. 


42518 


Seq. ID 


OJ000203_05.0315.C15 


Gene No. 


88653 


Strand 




Start 


14387 


End 


15837 


Name 


OJ000203 05.0315.C15.o4.np 


Method 


AAT/NAP 


Start 


14387 


End 


15837 


GI 


6478216 


Score 


218 


Rxon <5 

i_J Awlli^ 


14387. .14613, 14 964 .. 15137, 15766.. 15837 




{AF108438) putative NADPH-dependent oxidoreductase [Papaver 




somniferum] 






o ^ . w ■ 


42518 


Seq. ID 


OJ000203_05. 0315. CIS 


wCliC Vt\J . 


88654 


Strand 




start 


16672 


End 


17170 


Name 


OJ000203 05.0315.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


4313 


End 


15140 


GI 


none 


Score 


114 


Exons 


4313.. 4369, 4388.. 4534, 4391. 


.4531, 4432.-4533, 4446. .4547, 




4794. .4994, 4811. .4996, 4841. 


.4996, 7544. .7717, 7551. .7709, 




7745. .7798, 7749. .7793, 14459 


. .14590, 


14469. .14594, 




14590. .14622, 14591 .. 14 674 , 14961 .. 15005, 14 962 14 997, 




15021. ,15140, 15037.. 15138 






Sea No 


42518 


Seq. ID 


OJ000203_05.0315.C15 




88654 


Strand 




Start 


16672 


End 


17170 


Name 


OJ000203 05.0315.C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


4385 


End 


15140 


GI 


none 


Score 


174 


Exons 


4385. .4531, 4907. .4996, 7544. 


.7705, 7545. .7706, 7745. .7819, 




9044. .9238, 14 459 14590, 14478 .. 14594 , 14590 .. 14 634 , 




15012. .15140 







Seq. No. 42518 Seq. ID 

Gene No. . 88654 Strand 

Start 16672 End 

Name OJ000203_05 . 0315 .C15 . ol . tc Method 

Start 4847 End 

GI none Score 



OJ000203_05.0315.C15 
17170 

TBLASTX: Cress 

15140 

87 



42946 




Exons 


4847.. 5059, 7535.. 7669, 7551. 


.7667, 7766. .7804, 


9032. .9232, 




9150. .9233, 15030. .15140 










Seq. No. 


42518 


Seq. ID. 


OJ000203_ 


_05.0315. 


C15 


Gene No. 


88654 


Strand 








Start 


16672 


End 


17170 






Nsme 


OJ000203 05.0315.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


9047 


End 


9316 






GI 


none 


Score 


120 






Exons 


9047.. 9220, 9056.. 9220, 9230. 


.9316, 9231.. 9311 






Seq. No. 


42518 


Seq. ID 


OJ000203_ 


_05.0315. 


C15 


Gene No. 


88654 


Strand 


- 






Start 


16672 


End 


17170 






Name 


OJ000203 05.0315.C15.o5.np 


Method 


AAT/NAP 






Start 


16672 


End 


17170 






GI 


7523517 


Score 


306 






F.xon *5 


16672. .16726, 16871.. 17170 










GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42519 


Seq. ID 


OJ000203_ 


_05.0315. 


.C16 


Gene No. 


88655 


Strand 








Start 


1 


End 


1268 






Name 


OJ000203 05.0315.C16.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1268 






GI 


6907086 


Score 


1245 






F.5f on s 
j—j x\. \^ 1 1^ 


1..142, 208. .460, 518. .1268 










GI DescriD. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Sea. No. 


42519 


Seq. ID 


OJ000203 


05.0315, 


.C16 


Gene No. 


88656 


Strand 


"~ 






Start 


1976 


End 


5363 






Name 


OJ000203 05.0315.C16.o2.np . 


Method 


AAT/NAP 






Start 


1976 


End 


5363 






GI 


4680186 


Score 


169 






Exons 


1976.. 2395, 2899.. 2967, 5301. 


.5363 








GI Descrip. 


{AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


42519 


Seq. ID 


OJ000203 


_05.0315, 


.C16 


Gene No. 


88657 


Strand 








Start 


6385 


End 


7005 






Name 


OJ000203 05.0315.C16.o2.gs 


Method 


GENSCAN 






Start 


6385 


End 


7005 






GI 


none 


Score 


.9 






Exons 


6385.. 6488, 6563.. 6816, 6893. 


.7005 








Seq. No. 


42520 


Seq. ID 


OJ000203 


_05.0315 


.C17 


Gene No. 


88658 


Strand 


+ 






Start 


1213 


End 


4304 






Name 


OJ000203 05.0315.C17.o2.np 


Method 


AAT/NAP 






Start 


1213 


End 


3395 






GI 


6721561 


Score 


1169 






Exons 


1213.. 1247, 2210.. 2436, 2507. 


.2565, 2631.. 3395 






GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to 


a region 


of 



predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 1 dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 



42947 



protein [Oryza sativa]" 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42520 Seq. ID 

88658 Strand 

1213 End 

OJ000203_05 . 0315 . C17 . ol . gs Method 

1254 End 

none Score 



OJ000203_05.0315.C17 
+ 

4304 
GENSCAN 
4304 
.54 



1254. .1607, 1719:. 1887, 2053. .2150, 2290. .2436, 2507. .2565, 
2859., 3334,. 3533.. 3676, 3787.. 4304 



42520 
88658 
1213 

OJ000203_05.0315.C17.ol.np 
1254 
6721558 

1254.. 1353, 2053. .2187, 2821, 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083 I dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000203_05.0315.C17 

Strand + 

End 4304 

Method AAT/NAP 

End 3292 

Score 250 
.2904, 3161. .3292 



42520 Seq. ID 

88659 Strand 

4 918 End 
OJ000203_05 . 0315 . C17 . o2 . gs Method 

4918 End 

none Score 

4918. .5165, 5268.-5657, 5934. .6307, 
7629. .7850 



OJ000203 05.0315.C17 



13384 
GENSCAN 
7850 
.62 

6386. .6996, 



7023. .7541, 



42520 
88659 
4918 

OJ000203_05.0315.C17.o3.np 
4921 
7228457 
4921. .6459, 



OJ000203 05.0315.C17 



Seq. ID _ 
Strand 

End 13384 
Method AAT/NAP 
End 9788 
Score 3101 
8240., 9788 

(AP001366). Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



6526. .8185, 



42520 
88659 
4918 

OJ000203_05.0315.C17.o3.tw 
4930 
none 



Seq. ID OJ000203_05.0315.C17 
Strand 

' End 13384 

Method TBLASTX : Wheat 

End 5539 

Score 77 



4930. .5061, 5086. .5535, 5282, ,5389, 5282. ,5539, 5435. .5539 



42520 
88659 
4918 

OJ000203_05.0315.C17.o5.tw 

5662 

none 

5662.. 6045, 5663.. 6037 



Seq. ID OJ000203_05.0315.C17 
Strand 

End 13384 
Method ' TBLASTX: Wheat 
End 6045 
Score 173 



42948 




Seq. No. 


42520 








Seq. ID 


OJ000203_05.0315 


,C17 


Gene No . 


88659 








Strand 






Start 


4918 








End 


13384 




Ncune 


OJ000203 05 


.0315 


.C17 .o2 


. tm 


Method 


TBLASTX: Maize 




Start 


5740 








End 


6045 




GI 


none 








Score 


153 




Exons 


5740. . 6045, 


5741 


. .6028 










Seq. No. 


. 42520 








Seq. ID 


OJ000203_05 . 0315 


.C17 


Gene No . 


88659 








Strand 






Start 


4918 








End 


13384 




Naitie 


OJ000203 05 


.0315 


.C17.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


6187 








End 


6508 




GI 


none 








Score 


80 




Exons 


6187. .6507, 


6188 


. .6508 










Seq. No. 


42520 








Seq. ID 


OJ000203_05.0315 


.C17 


Gene No. 


88659 








Strand 






Start 


4918 








End 


13384 




Name 


OJ000203 05 


.0315 


.017. o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


6547 








End 


7003 




GI 


none 








Score 


40 




Exons 


6547 . . 6612, 


6547 


. .6720, 


6599. 


.6691, 6728.. 7003, 6730.. 6990 


Seq. No. 


42520 








Seq. ID 


OJ000203_05, 0315 


.C17 


Gene No . 


88659 








Strand 






Start 


4918 








End 


13384 




Name 


OJ000203 05 


.0315 


.C17 .ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


7044 ~ 








End 


7469 




GI 


none 








Score 


80 




Exons 


7044. .7469, 


7285 


, ,7410 










Seq. No. 


42520 








Seq. ID 


OJ000203_05.0315 


.C17 


Gene No. 


88659 








Strand 






Start , 


4918 








End 


13384 




Name 


OJ000203 05 


,0315 


.C17.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


7099 








End 


7523 




GI 


none 








Score 


262 




Exons 


' 7099. .7413, 


7101 


. .7523, 


7119. 


.7520 






Seq. No. 


42520 








Seq. ID 


OJ000203_05.0315 


.C17 


Gene No. 


88659 








Strand 






Start 


4918 








End 


13384 




Name 


OJ000203 05 


.0315 


.C17.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7197 








End 


7580 




GI 


none 








Score 


114 




Exons 


7197. .7580, 


7198 


. .7413 










Seq. No. 


42520 








Seq. ID 


pJ000203_05.0315 


.C17 


Gene No. 


88659 








Strand 






Start 


4918 








End 


13384 




Name 


OJ000203 05 


.0315 


.C17.01 


.tm 


Method 


TBLASTX: Maize 




Start 


7608 








End 


7964 




GI 


none 








Score 


227 




Exons 


7608. .7964, 


7609 


. .7902, 


7659. 


.7910 







42949 





Seq. No. ... 


42520 




Seq. ID 


OJ000203_05.0315 


.C17 ^ 




Gene No. 


88659 




Strand 








Start 


4918 




. End 


13384 






Name 


OJ000203 05. 


0315.C17.ol.tw 


Method 


TBLASTX: Wheat 






Start 


7638 




End 


8094 






GI 


none 




Score 


389 






Exons 


7638. .8093, 


7639. .8094 










Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


-C17 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315.C17.o3.ts 


Method 


TBLASTX : Soybean ■ 






Start 


7689 




End 


8054 






GI 


none 




Score 


99 






Exons 


7689. .7823, 


7830- .8054 










Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


.C17 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315.C17 .o3.gs 


Method 


GENSCAN 






Start 


8103 




End 


13199 






GI 


none 




Score 


.63 






Exons 


8103. .8701, 


8807.. 9520, 9763 


..9862, 9878. .10148, 10243. 


.10838, 


;:i sr. 
I J 




11099. .11264 


, 11426. .11717, 


11719. .11797, 12081. .12258, 




a? 




12859. .12940 


, 12990. .13123, 


13132. .13199 




- 


Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


.C17 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315.C17.o4.tw 


Method 


TBLASTX: Wheat 






Start 


8286 




End 


8741 






GI 


none 




Score 


129 




= 


Exons 


8286. .8522, 


8296-. 8520, 8559 


..8741, 8560. .8733 






Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


.C17 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315,C17.o7.tw 


Method 


TBLASTX: Wheat 






Start 


9324 




End 


9722 






GI 


none 




Score 


64 




f ^ 


Exons 


9324. .9722, 


9415.. 9597, 9670 


. .9708 








Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


.CI 7 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315.C17.o4.np 


Method 


AAT/NAP 






Start 


9629 




End 


11721 






GI 


7523517 




Score 


320 






Exons 


9629. .9667, 


11204. .11266, 11417. .11721 








GI Descrip. 


{AP001633) hypothetical protein [Oryza 


sativa] 






Seq. No. 


42520 




Seq. ID 


OJ000203_05.0315 


.C17 




Gene No. 


88659 




Strand 








Start 


4918 




End 


13384 






Name 


OJ000203 05. 


0315.C17.o5.np 


Method 


AAT/NAP 






Start 


10008 




End 


13184 






GI 


6478216 




Score 


328 





42950 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



10008. .10048, 11735. .11834, 11998.. 12258, 12859. .13184 
(AF108438) putative NADPH-dependent oxidoreductase [Papaver 
somniferum] 



42520 Seq. ID 

88659 Strand 
4 918 End 
OJ000203_05 . 0315 . C17 . o2 . ts Method 
12075 End 
none Score 

12075. .12128, 12204. .12260, 12858 .. 12974 , 

13009. .13077, 13098. .13181, 13111.. 13191 



OJ000203_05.0315.C17 
13384 

TBLASTX : Soybean 
13191 
65 

12877. .12999, 



42520 Seq. ID OJ000203_05 . 0315 . C17 

88659 Strand 

4918 End 13384 

OJ000203_05 . 0315 . 017 . ol . gp Method AAT/GAP 

12951 End 13384 

LIB3477-003-P1-K1-E9 Score 188 

12951. .12984, 13268. .13384 

•2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi__1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



42521 * 

88660 

116 

OJ000203_05. 0315. 018. ol.gs 

116 

none 

116. .236, 619. .640 

42521 
88661 
973 

OJ000203_05.0315.C18.o2.gs 

973 

none 

973. .1191 



Seq. ID OJ000203_05.0315.C18 

Strand + 

End 640 

Method GENSCAN 

End 64 0 

Score .84 



Seq. ID OJ000203_05.0315.C18 

Strand + 

End 1191 

Method GENSCAN 

End .1191 

Score .83 



42522 Seq. ID 

88662 Strand 
1 End 
OJ000203_05. 0315. 019. ol.np Method 
1 End 
7228442 Score 
l.,529, 1687. .1712 

(AP001366) EST C28952 (062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000203_05. 0315. 019 
+ 

4153 
AAT/NAP 
1712 
593 



42522 Seq. ID 

88662 Strand 

1 End 

OJ000203_05 . 0315 . 019 . o4 . np Method 

1 End 

7228438 Score 



OJ000203_05. 0315.019 
+ 

4153 
AAT/NAP 
4153 
94 



42951 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1. .102/ 3653. .3849, 4037. .4153 

{AP001366) EST C28952 {C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



42522 Seq. ID 

88662 Strand 

1 End 

OJ000203_05 . 0315 . C19 . o2 . np Method 

1 End 

5441880 Score 
1..465, 2430. .2607 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



OJ000203_05.0315.C19 

+ . 

4153 
AAT/NAP 
2607 
338 



Seq. No. 


42522 


Seq. ID 


OJ000203_05.0315. 


Gene No . 


88662 


Strand 


+ 


Start 


1 


End 


4153 


Name 


OJ000203 05.0315.C19.ol.gs 


Method 


GENSCAN 


Start 


145 


End 


4015 


GI 


none 


Score 


,48 


Exons 


145. .606, 1224. .1593, 1787.. 


1895, 2995 


..3060, 3563.. 3714 




3903. .4015 






Seq. No. 


42522 


Seq. ID 


OJ000203_05.0315. 


Gene No. 


88663 


Strand 




Start 


1697 


End 


4153 


Name 


OJ000203 05.0315.C19.o3.np 


Method 


AAT/NAP 


Start 


1697 


End 


4153 


GI 


6721516 


Score 


576 


Exons 


1697,-1875, 2335.. 2671, 3084 


. ,3324, 4067, .4153 


GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 


Seq. No. 


42523 


Seq. ID 


OJ000203_05.0315. 


Gene No. 


88664 


Strand 


+ 


Start 


336 


End 


-5224 


Name 


OJ000203 05.0315.C21.ol.gs 


Method 


GENSCAN 


Start 


336 


End 


5224 


GI 


none 


Score 


.65 


Exons 


336. .360, 413. .741, 1308, .1409, 2077., 


2172, 2199. ,2320, 




3054.. 3156, 3347.. 3422, 3431 


..4478, 5185. .5224 


Seq. No. 


42523 


Seq. ID 


OJ000203_05.0315. 


Gene No. 


88664 


Strand 


+ 


Start 


336 


End 


5224 


Name 


OJ000203 05.0315,C21.ol.np 


Method 


AAT/NAP 


Start 


3457 


End 


4479 


GI 


7527723 


Score 


512 


Exons 


3457. .3745, 3906.. 4479 






GI Descrip - 


(AC010657) T5E21,17 [Arabidopsis thaliana] 


Seq. No. 


42523 


Seq. ID 


OJ000203_05.0315. 


Gene No. 


88664 


Strand 


+ 


Start 


336 


End 


5224 


Name 


OJ000203 05.0315.C21.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4026 


End 


4482 



42952 



P T 


none 






Score 


206 


Exons 




4194 4 333 

4X^4 . . 4iJ<J«J/ 


4125 


4475, 4149. .4481, 4150. .4482 




M ^ ^ ^ 






Seq. ID 


OJ000203_05.0315.C21 


Gene No. 


88664 






Strand 


+ 


Start 


336 






End 


5224 




OJ000203 05 


0315 C21.01 


. tc 


Method 


TBLASTX: Cress 


O u a. J. L. 


414 9 ~ 






End 


4505 










Score 


217 


Exons 


4 1 4 Q 49QS 

•aX*!-/. » *i £. ^ ^ f 


4150 4293 

4X<JW. * *i c. ^ -J f 


4309 . . 


4347, 4338. .4481, 4339. .4482, 




4350 4505 










Seq. No. 


42523 






Seq. ID 


OJ000203 05.0315.C21 


Gene No. 


88664 






Strand 


+ 




336 

w> >J vJ 






End 


5224 


M -a rn o 


OJ000203 05 


0315 C21 ol 


. tm 


Mp1~hiod 


TBLASTX : Maize 




41 SO ~ 

*1 X o u 






End 


4482 




■n on P 






Score 


361 


Ej AVjllO 


4150 4482. 


4179 .4481 








Seq. No. 


42523 






Seq. ID 


OJ000203_05.0315.C21 


Gene No. 


88664 






Strand 


+ 


O L.C11. L, 


336 

•J >J u 






End 


5224 


Nfiitie 


017000203 OS 


0315 r21 ol 




Method 


AAT /GAP 


O UalT U 


4 491 ~ 

4 4 ^ X 






End 


4782 


o J. 


none 






Score 


662 




4491 47ft 9 

44^X. .4 1 O ^ 










o e q > IN u • 


4 ^ J ^ 4 






Seq. ID 


OJ000203 05.0315.C22 




O O \J \J -J 






Strand 


+ 


Start 


377 






End 


649 


Name 


OJ000203 05. 


0315.C22.ol 


.gp 


Method 


AAT /GAP 




377 






End 


649 


ox 


T.TR'^439-01 fi- 


■P1-K1-B4 




Score 


365 




^77 fi4Q 












' 671740 /pTTih 1 


rAA59218 1 3 


.Oe-26 


(X84730) 


ribulose-bisphosphate 




/^aT*V^OV\7l AQO 




construct] ' 




Seer. No. 


42525 






Seq. ID 


OJ000203_05 . 0315 . C23 


Gene No. 


88666 






Strand 


+ 


Start 


1 






End 


3032 


Name 


OJ000203 05. 


0315.C23.ol 


.np 


Method 


AAT /NAP 


Start . 


1 






End 


571 


GI 


5922620 






Score 


180 


Exons 


1..55, 438.. 


571 









GI Descrip. (AP000492) EST D15357 {C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 42525 Seq. ID 

Gene No. 88666 Strand 

Start 1 End 

Name OJ000203_05 . 0315 . C23 . ol . gs Method 

Start 358 . End 

GI none Score 



OJ000203_05.0315.C23 
+ 

3032 
GENSCAN 
1858 
.73 



42953 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



358. ,594, 715. .798, 889. .957, 995. .1104, 1187. .1215, 1320. .1344, 
1656. .1858 



42525 
88666 
1 

OJ000203_05.0315.C23.o3.np 
847 

5922620 



Seq. ID OJ000203_05.0315.C23 

Strand + 

End 3032 

Method AAT/NAP 

End 3032 

Score 483 



847. .1000, 1320. .1344, 2214. .2430, 2534. .2705, 2742. .2835, 
2901. .3032 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42525 
88667 
709 

OJ000203_05 . 0315 . C23 . o2 . np 
709 

6630699 
709. .786, 2018. .2053 

(AP000969) hypothetical protein [Oryza sativa] 

gil 6721536 I dbj IBAA89566.il- (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID OJ000203_05.0315.C23 

Strand ' - 

End 2053 

Method AAT/NAP 

End 2053 

Score 73 





Seq. No. 


42525 


Seq. ID 


OJ000203_05. 


0315. C23 




Gene No. 


88668 


Strand 








Start 


2230 


End 


2511 






Name 


OJ000203 05.0315.C23.o2.gs 


Method 


GENSCAN 






Start 


2230 


End 


2511 






GI 


none 


Score 


.87 






Exons 


2230.. 2294, 2358.. 2511 










Seq. No. 


42526 


Seq. ID 


OJ000203_06. 


0316. C2 




Gene No. 


88669 


Strand 






f ^ 


Start 


562 ■' 


End 


1647 






Name 


OJ000203 06.0316.C2.ol.gs 


Method 


GENSCAN 




E J 


Start 


562 


End 


1647 






GI 


none 


Score 


.46 






Exons 


562. .716, 862. .934, 1510. .1647 








Seq. No. 


42527 


Seq. ID 


OJ000203_06. 


0316. C4 




Gene No. 


88670 


Strand 


+ 






Start 


102 


End 


7100 






Name 


OJ000203 06.0316.C4,ol.gs 


Method 


GENSCAN 






Start 


102 


End 


5241 






GI 


none 


Score 


.79 






Exons 


102.. 321, 1434.. 1570, 2003.. 


2062, 2840 


..2889, 3296. 


.3378, 






3654. .3724, 4048. .4198, 4698 


..4807, 5146. .5241 






Seq. No. 


42527 


Seq. ID 


OJ000203_06. 


0316. C4 




Gene No. 


88670 


Strand 


+ 






Start 


102 


End 


7100 






Name 


OJ000203 06.0316.C4.ol.gp 


Method 


AAT/GAP 





42954 



start 1458 End 2480 

GI 58686_1.R1084 Score 565 

Exons 1458.. 1570, 2003.. 2062, 2149.. 2202, 2285.. 2345, 2433,. 2480 

GI Descrip. ' 417 6420/cibj | BAA37167 | 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42527 Seq, ID 

88670 Strand 

102 End 

OJ000203_06 , 0316 . C4 . ol . np Method 

2474 End 

7271117 Score 



2474. .2509, 2840. .2889, 3296. .3378, 3654. .3724, 
7081, .7100 

(AJ276422) 25,7 kDa protein [Cicer arietinum] 



OJ000203_06.0316.C4 
+ 

7100 
AAT/NAP 
7100 
221 

4048. .4168, 





Spa No - 


42527 








Seq. ID 


OJ000203_06.0316.C4 




fipTip No 


88670 








Strand 


+ 




Start 


102 








End 


7100 




Name 


OJ000203 06. 


0316. 


C4.02. 


gp 


Method 


AAT/GAP 




Start 


4061 








End 


5402 




GI 


none 








Score 


1114 




Rxons 


4061. ,4198, 


4510. 


.4644, 


4715, 


.4807, 5146.. 5402 


J 


Sea No 


42527 








Seq. ID 


OJ000203_06.0316.C4 


[fl 


Gene No . 


88671 








Strand 




I \^ 


Start 


6251 








End 


7100 




Name 


OJ000203 06. 


0316. 


04. o3. 


tm 


Method 


TBLASTX: Maize 




Start 


156 








End 


377 




GI 


none 








Score 


173 




Exons 


156. .326, 218. .283, 306 


. .377, 


315. ,377 






Seq. No. 


42527 








Seq, ID 


OJ000203_06.0316.C4 


r "a 


Gene No . 


88671 








Strand 






Start 


6251 








End 


7100 




Name 


OJ000203 06. 


0316. 


C4 .o2. 


ts 


Method 


TBLASTX : Soybean 


? ™ 


Start 


1993 








End 


4161 


sJ 


GI 


none 








Score 


71 ■ 


f ^ 


Exons 


1993. .2058, 


1997. 


.2062, 


2149. 


.2202, 2157.. 2195, 2269.. 2337, 






2270. .2344, 


2270. 


.2344, 


2430. 


.2510, 2431. .2511, 2432.. 2512, 






2828, ,2905, 


2839. 


.2886, 


3296. 


.3367, 3300.. 3383, 3309.. 3371, 






3653. .3724, 


3670. 


.3729, 


4042. 


.4161, 4053.. 4106 




Seq. No. 


42527 








Seq. ID 


OJ000203_06.0316.C4 




Gene No. 


88671 








Strand 






Start 


6251 








End 


7100 




Name 


OJ000203 06. 


0316. 


C4.02. 


tc 


Method 


TBLASTX: Cress 




Start 


1997 








End 


3359 




GI 


none 








Score 


79 




Exons 


1997. .2062, 


2149. 


.2202, 


2270. 


.2344, 2270.. 2344, 2431.. 2511, 






2432. .2515, 


2828. 


.2905, 


2839. 


.2889, 3300., 3359 




Seq. No. 


42527 








Seq. ID 


OJ000203_06.0316-C4 




Gene No. 


88671 








Strand 






Start 


6251 








End 


7100 




Name 


OJ000203 06. 


0316. 


C4 .o2. 


tm 


Method . 


TBLASTX: Maize 




Start 


1997 








End 


4800 



42955 



GI 

Exons 



none Score 97 

1997.. 2062, 2000.. 2062, 2023.. 2064, 2148.. 2204, 2149.. 2202, 

2269. .2343, 2270. .2344, 2279. .2344, 2432. .2512, 2434. .2511, 

2822.. 2905, 2824.. 2889, 3288.. 3383, 3293.. 3376, 3294.. 3380, 

3652.. 3723, 3653.. 3724, 3654.. 3725, 3661.. 3726, 4042.. 4125, 

4047. .4124, 4114. .4173, 4126. .4173, 4506. .4550, 4507. ,4551, 

4509. .4556, 4575.-4643, 4588. ,4653, 4595, .4648, 4702, ,4800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42527 Seq. ID 

88671 Strand 
6251 End 
OJ000203_06 . 0316 . 04 . o2 . np Method 
6081 End 
7487241 Score 
6081,. 6650, 7045.. 7100 

hypothetical protein T20B5.3 - Arabidopsis thaliana 
gi|2623297|gb|AAB86443.1| (AC002409) unknown protein 
[Arabidopsis thaliana] gi | 3790583 | gb IAAC69854 . 1 | (AF079180) 
RING-H2 finger protein RHCla [Arabidopsis thaliana] 



OJ000203_06.0316.C4 

7100 
AAT/NAP 
7100 
299 



42527 Seq. ID 

88671 Strand 

6251 End 

OJ000203_06 . 0316 , 04 . ol . tc Method 

6216 End 

none Score . 

6216.. 6251, 6360.. 6515, 6368.. 6514, 
6599. .6649 



OJ000203_06. 0316.04 
7100 

TBLASTX: Cress 
6649 
147 

6515.. 6589, 6516.. 6590, 





Seq. No- 


42527 






Seq- ID 


OJ000203_06. 0316.04 




Gene No. 


88671 






Strand 






Start 


6251 






End 


7100 




Name 


OJ000203 06. 


0316, 


04 .ol.tm 


Method 


TBLASTX: Maize 




Start 


6216 






End 


6646 




GI 


none 






Score 


114 


i. -L 

r 


Exons 


6216. .6251, 


6368. 


.6466, 6375. 


.6467, 6459.. 6644, 6467.. 6646 




Seq. No. 


42527 






Seq, ID 


, OJ000203_06. 0316.04 


~ =^ 

= s? 


Gene No. 


88671 






Strand 






Start 


6251 






End 


7100 




Name 


OJ000203 06. 


0316. 


O4.o2.gs 


Method 


GENSCAN 




Start 


6251 






End 


7091 




GI 


none 






Score 


,74 




Exons 


6251. .6889, 


6954. 


.7091 








Seq. No. 


42527 






Seq. ID 


OJ000203_06. 0316,04 




Gene No. 


88671 






Strand 






Start 


6251 






End 


7100 




Name 


OJ000203 06, 


0316. 


O4.ol. ts 


Method 


TBLASTX: Soybean 




Start 


6368 






End 


6658 




GI 


none 






Score 


218 




Exons 


6368. .6658, 


6375, 


.6656 







Seq. No. 42528 Seq. ID 

Gene No, 88672 Strand 

Start ■ 148 End 

Name OJ000203_06 , 0316 , 05 - ol . gs Method 



OJ000203_06.0316.O5 
+ 

4593 
GENSCAN 



42956 



start 
GI 

Exons 



148 End 3929 

none Score . 63 

148. .202, 1058. .1545, 2353. .2714, 2815. .2858, 3715. .3929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42528 
88672 
148 

OJ000203_06.0316.C5.ol.gp 
1111 

61_1.R1084 

1111.. 1545, 2353.. 2714 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2815. .2858, 3715.. 3929 
•3318615/dbj IBAA31584.il O.Oe+00 (AB016065) mitochondrial 
phosphate transporter [Oryza sativa] ' 



OJ000203_06.0316.C5 
+ 

4593 
AAT/GAP 
3929 
2029 



42528 
88672 
148 

OJ000203_06.0316.C5,ol.tm 

1137 

none 



Seq. ID OJ000203_06.0316.C5 

Strand + 

End 4593 

Method TBLASTX : Mai ze 

End 3937 

Score 42 



1137. .1172, 1251. .1283, 1276. .1338, 1278. .1346, 1380. .1544, 
1407. .1544, 1414. .1548, 2350. .2715, 2352. .2714, 2520. .2729, 
2814. .2885, 2816. .2857, 3710, .3937, 3711. .3929, 3874. .3930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42528 Seq. ID 

88672 Strand 

148 End 

OJ000203_06.0316.C5.ol.np Method 

1252 End 

3318615 Score 



OJ000203_06.0316.C5 
+ 

4593 
AAT/NAP 
4593 
1481 



1252. .1545,- 2353. .2714, 2815. .2858, 3715. .3929, 4405. .4593 
{AB016065) mitochondrial phosphate transporter [Oryza sativa] 



42528 
88672 
148 

OJ000203_06.0316.C5.ol.tc 

1420 

none 

1420. .1548, 1431. .1544, 2350, 
2816. .2857, 3710.. 3928, 3711. 

42528 
88672 
148 

OJ000203_06 . 0316 . C5 . ol . ts 

1428 

none 



Seq. ID OJ000203_06. 0316.C5 

Strand + 

End . 4593 

Method TBLASTX : Cress 

End 3929 

Score 196 

.2706, 2350. .2706, 2352. .2714, 
.3929 

Seq. ID OJ000203_06.0316.C5 

Strand + 

End 4593 

Method TBLASTX : Soybean 

End 3930 

Score 101 



1428. .1544, 1429. .1548, 1431. .1544, 2342. .2644, 2350. .2715, 
2352. .2714, 2816. .2857, 3710. .3928, 3711. .3929, 3787. .3930 



42528 Seq. ID 

88672 Strand 

148 ^ End 

OJ000203_06 . 0316 . C5 . ol . tw Method 

2350 End 

none Score 



OJ000203_06.0316.C5 
+ 

4593 

TBLASTX: Wheat 

2845 

514 



42957 






2350.. 2715, 2351.. 2716, 2352.. 2714, 2813.. 2845, 


2816. .2845 


Seq. No. 


42529 


Seq. ID 


OJ000203_ 


_06.0316.C7 


Gene No. 


88673 


Strand 


— 




O UCli. L. 


1055 


End 


1174 






OJ000203 06.0316.C7.ol.gs 


Method 


GENSCAN 






1055 


End 


1174 






none 


Score 


.69 






1055. .1174 








O ^ (J . IN ^ » 


42530 


Seq. ID 


OJ000203_ 


06. 0316. C8 




88674 


Strand 


+ 




Start 


2666 


End 


3161 




Name 


OJ000203 06.0316.C8.o2.gp 


Method 


AAT/GAP 






2666 


End 


3161 




O J- 


38782 1.R1084 


Score 


831 




Hi A^liO 


2666. .3161 










'6069643/dbj IAP000616.1IAP000616 O.Oe+00 Oryza 


sativa genomic 




DNA, chromosome 6, clone: P0514G12 ' 






O C U • IN W . 


42530 


Seq. ID 


OJ000203 


06. 0316. C8 


Gene No. 


88675 


Strand 






Start 


1 


End 


3423 




Name 


OJ000203 06.0316.C8.ol.np 


Method 


AAT/NAP 




O L-dl. I. 


1 


End 


1232 . 






6907086 


Score 


1158 






1..418, 476. .1232 








OX UcoCxxp. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


42530 


Seq. ID 


OJ000203 


_06.0316.C8 


Gene No. 


88675 


Strand 






Start 


1 


End 


3423 




Name 


OJ000203 06.0316.C8.ol.gs 


Method 


GENSCAN 




o Lax L. 


456 


End 


2882 




ox 


none 


Score 


.61 




IT von Q 


456.. 970, 1474.. 1609, 2182 


..2356, 2770 


. .2882 




o C ^ • IN . 


42530 


Seq. ID 


OJ0.00203 


06. 0316. C8 


Cpnp No 

O ^11^ ^ . 


88675 


Strand 






Start 


1 


End 


3423 




Name 


OJ000203 06.0316.C8.ol.gp 


Method 


AAT/GAP 




Start 


1317 


End 


1508 




ox 


5667165 


Score 


360 




von G 


1317. .1508 








ox L^CS^XX^* 


5670155/gb|AF161269.1 IAF161269 4 .Oe-86 


Oryza sativa subsp. 




japonica BAG clone 34K24, 


complete sequence 






42530 


Seq. ID 


OJ000203 


_06.0316.C8 


Gene No. 


88675 


Strand 






Start 


1 


End 


3423 




Name 


OJ000203 06.0316.C8.o2.np 


Method 


AAT/NAP 




Start 


1942 


End 


3423 




GI 


4680186 


Score 


176 




Exons 


1942.. 2360, 2862.. 2951, 3363.. 3423 






GI Descrip. 


(AF111709) unknown [Oryza 


sativa subsp 


. indica] 




Seq. No. 


42531 


Seq. ID 


OJ000203 


_06.0316.C9 



42958 






Gene No. 


88676 Strand 


+ 




Start 


714 End 


3209 




Name 


\ju yj \J \J ^ yj 0 w 0 . u J i 0 . ^ ^ • J- • y 0 Licuiiwu 


GENSCAN 






714 Pnd 


3181 








. 92 




Cxons 


714 QHd 17Qfi Ifti^ft 1 Q4ft 9064 


2571 2667 2818, 






9QRfi '^1 ftl 






06(4 • IMO - 


4 9R?;1 ' <^pfi TD 


OJ000203 06 0316 C9 






flflfi7fi strand 


+ 




Start 


714 End 


3209 




Name 


OJ000203 06.0316.C9.ol.np Method 


AAT/NAP 






714 End 


3191 






6552743 Score 


787 






714. .904, 1796. .1858, 1948. .2066, 2162. 


.2571, 2667.. 2818, 






2956. .3191 








(AC013482) T26F17.11 [Arabidopsis thaliana] 




oeq. ISO* 


42531 Seq. ID 


OJ000203_06.0316.C9 






88676 Strand 


+ 




Start 


714 End 


3209 




Name 


OJ000203 06.0316.C9.o2.gp Method 


AAT/GAP 


r =^ 




2450 End 


3209 






15115 1.R1084 Score 


960 




Exons 


2450.. 2571, 2667.. 2818, 2956.. 3209 






tai uescrip. 


'4056506 2.0e-26 {AC005896) nodulin-like protein [Arabidopsis 






thaliana] ' 




kJ 


beq. INO. 


42531 Seq. ID 


OJ000203_06.0316.C9 






88677 Strand 






Start 


1794 End 


3025 


i y 


Name 


OJ000203 06.0316.C9.o2.tm Method 


TBLASTX: Maize 


B 




706 End 


2306 






none Score 


97 




Exons 


706. .795, 713. .904, 714. .905, 1787. .1849, 1793. .1864, 






1794. .1859, 1821. .1874, 1914. .1976, 1940. .2065, 1948. .2079, 






2161.. 2301, 2163.. 2306 






Seq. No. 


42531 ' Seq. ID 


OJ000203_06.0316.C9 


r ~s 


Gene No. 


88677 Strand 






0 Ldi. 1- 


1794 End 


3025 




Naitie 


OJ000203 06.0316.C9.o2.tc Method 


TBLASTX: Cress 




0 car t. 


723 End 


1859 






none Score 


181 




Exons 


723. .905, 746. .907, 1794. .1859 






oeq . JNO • 


42531 Seq. ID 


OJ000203_06.0316.C9 




Gene No. 


88677 Strand 






Start 


1794 End 


3025 




Naine 


OJ000203 06.0316.C9.ol.tw Method 


TBLASTX: Wheat 






726 End 


2261 




GI 


none Score 


74 




Exons 


726. .782, 728. .778, 776. .901, 777. .905, 


1803.. 1859, 1939.. 206 






1940.. 2065, 2158.. 2259, 2166.. 2261, 2166.. 2261 




Seq. No. 


42531 Seq- ID 


OJ000203_06.0316.C9 




Gene No. 


88677 Strand 





42959 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1794 ■ • End 

OJ000203_06.0316.C9.ol.ts Method 

732 End. 

none Score 



3025 

TBLASTX : Soybean 

2729 

162 



732. .905, 743. .907, 1776. .1859, 1943. .2065, 1948. .2064, 
2158. .2277, 2163. .2267, 2344. .2511, 2352. .2510, 2476. .2571, 
2666. .2728, 2667. .2729 



42531 
88677 
1794 

OJ000203_06.0316.C9.ol.gp 
1794 

uC-osroM202011f01bl 
1794. .1859 

'2623304 l.Oe-16 (AC002409) 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000203_06.0316.C9 

3025 
AAT/GAP 
1859 
112 



similar to Medicago nodulin N21 



Seq. No. 


42531 


Seq. ID 


OJ000203 


_06.0316.C9 


Hpnp No 


88677 


Strand 








1794 


End 


3025 




Name 


OJ000203 06 0316 C9 ol tc 


Method 


TBLASTX: 


Cress 




1946 ~ 


End 


2819 




GI 


none 


Score 


122 




R von Q 


1946 2065 2158 2280. 2344 


..2514, 2512. .2571, 


2667 .2819 


Seq. No. 


42531 


Seq. ID 


OJ000203 


_06.0316.C9 


Gene No. 


88677 


Strand 






Start 


1794 


End 


3025 






OJ000203 06.0316.C9.ol.tm 


Method 


TBLASTX:! 


Mai ze 




2374 


End 


3025 




GI 


none 


Score 


276 






2374.. 2571, 2376.. 2585, 2666 


..2818, 2667.. 2816, 


2951. .3025, 




2954. .3019 








Seq. No. 


42532 


Seq. ID 


OJ000203 


_06. 0316. CIO 


Gene No. 


88678 


Strand 


+ 




Start 


383 


End 


2638 




Name 


OJ000203 06.0316.C10.ol.gs 


Method 


GENSCAN 




Start 


383 


End 


2588 




GI 


none 


Score 


.74 




Exons 


383.. 607, 2153.. 2231, 2237.. 


2403, 2512 


. .2588 




Seq. No. 


42532 


Seq. ID 


OJ000203 


06, 0316. CIO 


Gene No. 


88678 


Strand 


+ 




Start 


383 


End 


2638 




Name 


OJ000203 06.0316.C10.ol.np 


Method 


AAT/NAP 




Start 


395 


End 


2427 




GI 


6552742 


Score 


340 




Exons 


395.. 607, 2180.. 2427 








GI Descrip. 


(AC013482) T26F17.12 [Arabidopsis thaliana] 




Seq, No. 


42532 


Seq. ID 


OJ000203 


_06. 0316. CIO 


Gene No. 


88678 


Strand 


+ 




Start 


383 


End 


2638 




Name 


OJ000203 06,0316.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


469 


End 


2596 





42960 



GI 


none 


Score 


196 


Exons 


469. .612, 485. .610, 2173. .2268, 2177.. 


2269, 2183.. 2266, 




2266.. 2403, 2268.. 2429, 2269. 


.2403, 2509.. 2595, 2510.. 2596, 




2512. .2589 






Seq. No, 


42532 


• Seq. ID 


OJ000203_06. 0316. CIO 


Gene No. 


88678 


Strand 


+ 


Start 


383 


End 


2638 


Name 


OJ000203 06. 0316.C10.ol.tw 


Method 


TBLASTX: Wheat 


Start 


469 


End 


2374 


GI 


none 


Score 


56 


Exons 


469. .612, 477. .521, 485. .607, 


2173.. 2265, 2177.. 2266, 




2183.. 2266, 2233.. 2373, 2236. 


.2373, 2270.. 2374, 2270. .2374 


Seq. No. 


42532 


Seq. ID 


OJ000203_06. 0316. CIO 


Gene No . 


88678 


Strand 


+ 


Start 


383 


End 


2638 


Name 


OJ000203 06.0316.C10.ol.ts 


Method 


TBLASTX : Soybean 


Start ^' 


472 


End 


2638 


GI 


none 


Score 


105 


Exons 


472. .555, 488. .577, 2173. .2268, 2177.. 


2302, 2183.. 2266, 




2268.. 2324, 2269.. 2325, 2326. 


.2403, 2335. .2403, 2337. .2429, 


tl 


2512.. 2589, 2524.-2595, 2591. 


,2638 




-.1 Seq. No. 


42532 


Seq. ID 


OJ000203_06. 0316. CIO 


fn Gene No. 


88678 


Strand 


+ 


Start 


. 383 


End 


2638 


I ^ Name 


OJ000203 06.0316.C10.ol.tc 


Method 


TBLASTX: Cress 


^3 start 


499 


End 


2589 


iy GI 


none 


Score 


121 


Exons 


499. .612, 500. .610, 2179. .2268, 2183.. 


2266, 2268.. 2303, 



2269. .2310, 2326. .2403, 2340. .2402, 2512. .2589 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



42532 Seq. ID 

88678 Strand 
383 End 
OJ000203_06 . 0316 . CIO . ol . gp Method 
2366 End 
51163_1.R1084 Score 
2366.. 2403, 2512.. 2592 

•3548801 4.0e-12 (AC005313) putative transmembrane protein 
[Arabidopsis thaliana] >gi_4335768_gb_AAD17445__ (AC006284) 
putative integral membrane protein [Arabidopsis thaliana] ' 



OJ000203_06. 0316. CIO 
+ 

2638 
AAT/GAP 
2592 
199 



42533 Seq. ID 

88679 Strand 
1 End 
OJ000203_06 . 031 6 . Cll . ol . np Method 
1 End 
7487150 Score 
1. .266 

hypothetical protein T18E12.4 - Arabidopsis thaliana 

gi I 4335768 |.gb|AAD17445. 11 (AC006284) putative Golgi-associated 

membrane trafficking protein [Arabidopsis thaliana] 



OJ000203_06. 0316. Cll 
+ 

266 

AAT/NAP 

266 

104 



42533 
88680 



Seq. ID OJ000203_06. 0316. Cll 
Strand + 



42961 





O LaJ. I. 


1401 


End 


3137 






Name 


OJ000203 06.0316.Cll.o2.np 


Method 


AAT/NAP 






Start 


1401 


End 


2991 






GI 


4874269 


Score 


251 






P von Q 


1401. ,1581, 1880.. 2050, 2124. 


.2486, 2710.. 2991 








(AC007354) T16B5.7 [Arabidopsis thaliana] 








gil 6573742 |gb|AAF17662. 1 IAC009398 11 


(AC009398) 


F20B24 .21 






[Arabidopsis thaliana ] 










Seq. No. 


42533 


Seq. ID 


OJ000203_ 


_06. 0316.011 




Gene No. 


88680 

W w V w \J 


Strand 


+ 






Start 


1401 


End 


3137 






Name 


OJ000203 06.0316.Cll.ol.gs 


Method 


GENSCAN 






Start 


1412 


End 


3137 






GI 


none 


Score 


.68 






F.vnn *5 


1412.. 1643, 1935.. 2044, 2124. 


.2448, 3007.. 3137 






Cprr No 


42533 


Seq. ID 


OJ000203 


_06.0316.C11 




Gene No. 


88681 


Strand 








Start 


123 


End 


525 






Name 


OJ000203 06.0316.Cll.ol.gp 


Method 


AAT/GAP 






Start 


123 


End 


525 






GI 


51163 1.R1084 


Score 


723 






P von Q 


123.. 525 












'3548801 4.0e-12 (AC005313) putative 


transmembrane protein 




[Arabidopsis thaliana] >gi_43357 68_gb_AAD17445_ 


{AC006284) 


I y 




putative integral membrane protein [Arabidopsis 


thaliana] ' 






42533 


Seq. ID 


OJ000203 


_06.0316.C11 




Gene No . 


88682 


Strand 








Start 


4189 


End 


4923 






Name 


OJ000203 06.0316.Cll.ol.tm 


Method 


TBLASTX:] 


yiaize 




Start 


4182 


End 


4661 






GI 


none 


Score 


99 






Exons 


4182.. 4262, 4183.. 4260, 4184. 


.4270, 4362. .4454, 


4364. .4456, 






4364.. 4456, 4539.. 4661, 4539. 


.4634, 4544. .4657 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42533 Seq. ID OJ000203_06 . 0316 . Cll 

88682 Strand 

4189 End 4923 

OJ000203_06. 0316. Cll. o3.np Method AAT/NAP 

4188 End 4790 

7486868 Score 268 

4188.. 4259, 4364.. 4450, 4541. .4790 

hypothetical protein T12G13.120 - Arabidopsis thaliana 
gi I 5262201 1 emb I CAB45798.il (AL080252) putative protein 
[Arabidopsis thaliana] gi | 7267468 I emb I CAB81164 . 1 1 (AL161510) 
putative protein [Arabidopsis thaliana] 



Seq. No. 42533 Seq. ID 

Gene No. 88682 Strand 

Start 4189 End 

Name OJ000203_06. 0316. Cll . o2 .gs Method 

Start 4189 End 

GI none Score 
Exons 



OJ000203_06. 0316. Cll 

4923 
GENSCAN 
4923 
.78 



4189. .4320, 4364. .4453, 4526. .4699, 4729. .4923 



42962 




Seq. No. 


42533 


Seq. ID 


OJ000203_06.0316.C11 


Gene No. 


88682 


Strand 




o Lai t 


. 4189 


End 


4923 


Name 


OJ000203 06.0316.Cll.ol.tc 


Method 


TBLASTX: Cress 


Start 


4206 


End 


4660 


GI 


none 


Score 


50 


Exons 


4206. .4262, 4210.. 4260, 4362. .4457, 4364. .4456, 4544. .4660, 




4563. .4658 






Seq. No. 


42533 


Seq. ID 


OJ000203_06.0316.C11 


Gene No. 


88682 


Strand 




Start 


4189 


End 


4923 


Nanie 


OJ000203 06.p316.Cll.o2.gp 


Method 


AAT/GAP 


Start 


4391 


End 


4813 


GI 


uC-osflcyp081a04bl 


Score 


585 


Exons 


4391. .4453, 4544. .4813 






GI Descrip. 


•5262201/emb ICAB45798.il 2. 


Oe-19 (AL080252) putative proteii 




[Arabidopsis thaliana] * 






Seq. No. 


42534 


Seq. ID 


OJ000203_06.0316.C18 




88683 






Start 




End 


1589 


Name 


OJ000203 06.0316.C18.ol.gs 


Method 


GENSCAN 


Start 


1354 


End 


1589 


GI 


none 


Score 


.68 


Exons 


1354.. 1589 






Seq. No. 


42535 


Seq. ID 


OJ000203_06.0316.C19 




88684 


Q-t- r'a 

o urana 


_i_ 


Start 


318 


End 


4037 


Name 


OJ000203 06 0316 C19 ol as 


Method 


GENSCAN 


Start 


318 


End 


4037 


GI 


none 


Score 


.42 


Exons 


318. .386, 2284.. 2473, 2534. 


.2843, 3187 


..3366, 3518. .4037 


Seq. No. 


42535 


Seq. ID 


OJ000203_06.0316.C19 


Gene No. 


88684 


Strand 


+ 


Start 


318 


End 


4037 


Name 


OJ000203 06 0316 C19 o2 nn 


Method 


AAT/NAP 


Start 


2256 


End 


3049 


GI 


5091602 


Score 


57 


Exons 


2256.. 2333, 2878.. 3049 






GI Descrip. 


(AC007858) 10A19I.6 [Oryza 


sativa] 




Seq. No. 


42535 


Seq. ID 


OJ000203_06.0316.C19 




88684 


Strand 


+ 


Start 


318 


End 


4037 


Name 


OJ000203 06.0316.C19.ol.gp 


Method ' 


AAT/GAP 


Start 


3580 


End 


3948 


GI 


none 


Score 


723 


Exons 


3580. .3948 






Seq. No. 


42535 


Seq. ID 


OJ000203_06.0316.C19 


Gene No. 


88684 


Strand 


+ 


Start 


318 


End 


4037 


Name 


OJ000203 06.0316.C19.o3.np 


Method 


AAT/NAP 


Start 


3789 


End 


4033 



42963 




GI 585322 Score 184 

Exons 3789.. 4033 

GI Descrip. INORGANIC PYROPHOSPHATASE (PYROPHOSPHATE PHOSPHO-HYDROLASE) 
(PPASE) gir539751|pir| IA45153 inorganic pyrophosphatase (EC 
3.6.1.1) - bovine . 



Seg. No. 


42535 








Seq. ID 


OJ000203_06.0316.C19 


fiPne No - 


88685 








Strand 




O U Cl J- L. 


2039 








End 


2520 




OJ000203 06 


.0316. 


C19.01 


.np 


Method 


AAT/NAP 


Start 


2039 








End 


2520 


GI 


5091602 








Score 


382 


Exons 


2039. .2520 












GT Descrio . 


(AC007858) ; 


10A19I 


.6 [Oryza sativa] 




Sea No . 


42535 








Seq. ID 


OJ000203_06.0316.C19 


Cpne No - 


88686 








Strand 




start 


2840 








End 


4039 


Name 


OJ000203 06 


.0316. 






Method 


TBLASTX: Maize 


Start 


2840 








End 


4039 


GI 


none 








Score 


49 


T*" von Q 


2840 2920, 


2932 . 


.2949, 


2976. 


.2999, 3686. .3718, 3719. .3754, 




3720 3755, 


3770. 


.3787, 


3795. 


.4034, 3803.. 4036, 3935.. 4039 


Con Nln 


42535 








Seq. ID 


OJ000203_06.0316.C19 




8 8 686 
\j \j \j \j \j 








rand - 




Start 


2840 








End 


4039 


Name 


OJ000203 06 


.0316. 


C19.01 


.tw 


Method 


TBLASTX: Wheat 


Start 


3629 








End 


3895 


GI 


none 








Score 


180 




3629 3895, 


3717 . 


.3893 








Sea No 


42535 








Seq. ID 


OJ000203_06.0316.C19 


fnpnp No 


88686 








Strand 




Start 


2840 








End 


4039 


Name 


OJ000203 06 


.0316. 


C19.01 


.tc 


Method 


TBLASTX: Cress 


Start 


3795 








End 


4036 


GI 


none 








Score 


333 


"P ,von<5 


3795. . 4034, 


3809. 


.4036 








Sea No 


42535 








Seq. ID 


OJ000203_06.0316.C19 


Gene No. 


88686 








Strand 




Start 


2840 








End 


4039 


Name 


OJ000203 06 


.0316. 


C19.01 


.ts 


Method 


TBLASTX: Soybean 


Start 


3806 








End 


4034 


GI 


none 








Score 


344 


Exons 


3806. .4033, 


3807. 


.4034 








Seq. No. 


42536 








Seq. ID 


OJ000203_06.0316.C22 


Gene No. 


88687 








Strand 


+ 


Start 


746 








End 


809 


Name 


OJ000203 06 


.0316.C22.ol 


.gs 


Method 


GENSCAN 


Start 


746 








End 


809 


GI 


none 








Score 


.91 


Exons 


746. .809 












Seq. No. 


42537 








Seq. ID 


OJ000203_06.0316.C23 



42964 



Gene No. 88688 Strand + 

Start 4259 End 5115 

Name OJ000203_06. 0316.C23.o3.gs Method GENSCAN 

Start 4259 End 5115 

GI none Score .4 

Exons . 4259.-4843, 5002.. 5115 



Seq. No. 


42537 




Seq. ID 


OJ000203_06. 


0316. 


C23 


Gene No. 


88689 




Strand 


+ 






Start 


5617 




End 


15033 






Name 


OJ000203 06 


.0316.C23.ol.np 


Method 


AAT/NAP 






Start 


5617 




End 


7732 






GI 


7363272 




Score 


539 






Exons 


5617. .5704, 


6464. .6865, 6895. 


.7079, 7635. .7732 






GI Descrip. 


{AP001552) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


42537 




Seq. ID 


OJ000203_06. 


0316. 


C23 


Gene No. 


88689 




Strand 


+ 






Start 


5617 




End 


15033 






Name 


OJ000203 06 


.0316.C23.o2.np 


Method 


AAT/NAP 






Start 


6443 




End 


11238 






GI 


421936 




Score 


149 






Exons 


6443. .6563, 


6960.. 7295, 7415. 


.7492, 10948.. 11238 







ij GI Descrip. glycine-rich protein - common tobacco gi | 395147 | emb 1 CAA52208 . 1 | 
^3 {X74106) glycine-rich protein [Nicotiana tabacum] 



Seq. No. 


42537 


Seq. ID 


OJ000203_06.0316. 


C23 


Gene No. 


88689 


Strand 


+ 




Start 


5617 


End 


15033 




Name 


OJ000203 06.0316.C23.o3.np 


Method 


AAT/NAP 




Start 


9839 


End 


15033 




GI 


4680199 


Score 


840 




Exons 


9839.. 9977, 10665 .. 10992, 11674.. 11967 


, 12017. .12574, 






12896. .13578, 13664 .. 13781, 


13950. .14103, 14998.. 15033 




GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


42537 


Seq. ID 


OJ000203_06.0316. 


C23 


Gene No. 


88689 


Strand 


+ 




Start 


5617 


End 


15033 




Name 


OJ000203 06. 0316.023. o5.gs 


Method 


GENSCAN 




Start 


11096 


End 


14106 




GI 


none 


Score 


.89 




Exons 


11096. .11245, 11251. .11415, 


11665. .11976, 12063. .12533, 






12813. .12924, 13664.. 14106 








Seq. No. 


42537 


Seq. ID 


OJ000203_06.0316. 


C23 


Gene No. 


88690 


Strand 






Start 


962 


End 


1315 




Name 


OJ000203 06.0316.C23.ol.gs 


Method 


GENSCAN 




Start 


962 


End 


1315 




GI 


none 


Score 


.73 




Exons 


962. .1315 








Seq. No. 


42537 


Seq. ID 


OJ000203_06.0316. 


C23 


Gene No. 


88691 


Strand 






Start 


3079 


End 


3492 




Name 


OJ000203 06.0316.C23.o2.gs 


Method 


GENSCAN 





42965 




start 


3079 




End 


3492 




GI 


none 




Score 


.67 




Exons 


3079. .3492 










Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316, 


C23 


Gene No. 


88692 




Strand 






Start 


6584 




End 


10859 




Name 


OJ000203 06.0316.C23 


. o4 .gs 


Method 


GENSCAN 




Start 


6584 




End 


10859 




GI 


none 




Score 


.64. 




Exons 


6584.. 6770, 6815.. 6907, 7000 


..7113, 8600. .8726, 9730. .9840, 




10622. .10859 










Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand 






Start 


14679 




End 


14993 




Name 


OJ000203 06.0316.C23 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11791 




End 


11987 




GI 


none 




Score 


226 




Exons 


11791. .11976, 11800. 


.11967, 


11802. .11987, 11802.. 11981 




Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand 






Start 


14679 




End 


14993 




Name 


OJ000203 06.0316.C23 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12312 . ~ 




End 


12578 




GI 


none 




Score 


304 




Exons 


12312. .12578, 12312. 


.12554, 


12377. .12577 




Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand 






Start 


14679 




End 


14993 




Name 


OJ000203 06.0316.C23 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13091 




End 


13331 




GI 


none 




Score 


151 




Exons 


13091. .13240, 13092. 


.13265, 


13104. .13247, 13135. .13266, 






13263. .13331 










Seq. No. 


42537 




Seq., ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand . 






Start 


14679 




End 


14993 




Name 


OJ000203 06.0316.C23 


.ol .tw 


Method 


TBLASTX: Wheat 




Start 


13215 




End 


13580 




GI 


none 




Score 


268 




Exons 


13215. .13580, 13274. 


.13372, 


13436.'. 13525 




Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand 






Start 


14679 




End 


14993 




Name 


OJ000203 06.0316.C23 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


13326 




End 


13812 




GI 


none 




Score 


170 




Exons 


13326. .13586, 13663. 


.13755, 


13768. .13812 




Seq. No. 


42537 




Seq. ID 


OJ000203_06.0316 


.C23 


Gene No. 


88693 




Strand 






Start 


14679 




End 


14993 





42966 



NBine 


OJ000203 06 0316 . C23 . ol - tm 


Method 


TBLASTX:Mc 




13334 ~ 


End 


13866 






Score 


212 


Bxons 


13334. .13537, 13335. .13547 


, 13654. .13866, 13674. 


Seq. No. 


42537 


Seq. ID 


OJ000203_< 


Gene No. 


88693 


Strand 






14679 


End 


14993 


LN ctillc 


OJ000203 06.0316.C23.o6.gs 


Method 


GENSCAN 


q+- art 


14679 ~ 


End 


14 993 


PT 


none 


Score 


. by 




14679 .14993 






O M • LN U a 


42538 


Seq. ID 


OJ000203_ 


Gene No . 


88694 


Strand 


+ 


Start 


382 


■ End 


6526 


Name 


OJ000203 06.0316.C24 .ol.gs 


Method 


GENSCAN 


Start 


382 


End 


3528 


•GI 


none 


Score 


.77 


Exons 


382. .467, 677. .823, 1003.. 


1062, 1648.. 


.1676, 2354 




2925.. 3009, 3382.. 3528 







13862 



Seq. No. 


42538 








Seq. ID 


OJ000203_06.0316.C24 


Gene No. 


88694 








Strand 


+ 


Start 


' 382 








End 


6526 


Name 


OJ000203 06. 


0316. 


C24.01. 


-np 


Method 


AAT/NAP 


Start 


2388 








End 


6526 


GI 


1255448 








Score 


475 


Exons 


2388. .2758, 


2925. 


.3009, 


3174. 


.3236, 3382.. 3540, 3724. .3796, 




3920. .3985, 


5348. 


.5455, 


5530. 


.5693, 6478. .6526 


GI Descrip. 


(D50468) mitogen-activated protein kinase [Arabidopsis thaliana] 


Seq. No. 


42538 








Seq. ID 


OJ000203_06.0316.C24 


Gene No. 


88695 








Strand 


+ 


Start . 


6489 








End 


6791 


Name 


OJ000203 06. 


0316, 


C24.03 


. gs 


Method 


GENSCAN 


Start 


6489 








End 


6791 


GI 


none 








Score 


.97 


Exons 


6489. .6791 












Seq. No. 


42538 








Seq. ID 


OJ000203_06.0316.C24 


Gene No. 


88696 








Strand 




Start 


4137 








End 


5694 


Name 


OJ000203 06. 


,0316. 


C24.01 


.tc 


Method 


TBLASTX: Cress 


Start 


3394 








End 


5694 


GI 


none 








Score 


76 


Exons 


3394. .3477, 


3461. 


.3517, 


3721. 


.3798, 3722. .3796, 3941. .3985, 




5369. .5446, 


5371. 


.5445, 


5530. 


.5694, 5547.. 5693 



Seq. No. 42538 

Gene No. 88696 

Start 4137 

Name OJ000203_06. 0316. C24 . ol . ts 

Start 3721 

GI none 

Exons 3721.. 3816, 3722.. 3796, 3726. 
5530. .5688 



Seq. ID OJ000203_06.0316.C24 
Strand 

End 5694 

Method TBLASTX : Soybean 

End 5688 

Score 97 

.3800, 3931.. 3981, 5369.. 5446, 



42967 



Seq. No. 


42538 


Seq. ID 


OJ000203_ 


06.0316.C24 


Qej^e No . 


88696 


Strand 






Start 


4137 


End 


5694 




Na.ine 


OJ000203 06.0316.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


3941 


End 


5688 




GI 


none 


Score 


' 78 




Exons 


3941.. 3985, 5362.. 5445, 5368 


..5442, 5369. .5461, 


5533. .5688 


Seq. No. 


42538 


Seq. ID 


OJ000203_ 


06.0316.C24 


Gene No . 


88696 


Strand 






Start 


4137 


End 


5694 




Naine 


OJ000203' 06.0316.C24.o2.gs 


Method 


GENSCAN 




Start 


4137 


End 


5479 




GI 


none 


Score 


.62 




Exons 


4137.. 4575, 5165.. 5238, 5279 


. .5479 






Seq. No. 


42539 


Seq. ID 


■ OJ000203_ 


_06.0316.C26 


Gene No. 


88697 


Strand' 


+ 




Start 


5364 


. End 


5586 




Name 


OJ000203 06.0316.C26.ol.gp 


Method 


AAT/GAP 




Start 


5364 


End ■ 


5586 




GI 


LIB3432-023-P1-K1-F6 


Score 


361 




Exons 


5364 . .5586 








GI DescriD. 


•3850581 l.Oe-26 (AC005278) 


EST gb_N96383 comes 


from this gene 


[Arabidopsis thaliana] ' 








Seq. No. 


42539 


Seq. ID 


OJ000203_ 


_06.0316.C26 


Gene No. 


88698 


Strand 






Start 


194 


End 


4865 




Name 


OJ000203 06.0316.C26.ol.np 


Method 


AAT/NAP 




Start 


194 


End 


4865 




GI 


6069646 


Score 


147 




Exons 


194.. 439, 4837.. 4865 









GI Descrip. 



(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj I BAA90639. 1 1 (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42539 Seq. ID 

88699 Strand 

5055 End 
OJ000203_06,0316.C26.o2.gs Method 

5055 End 

none Score 
5055.. 5524, 5689. .5722 

42539 Seq. ID 

88699 Strand 

5055 End 
OJ000203_06.0316.C26.o2.np Method 

5169 End 

7484611 Score 
5169. .5414 

auxin-induced protein 
gi|2995951|gb|AAC08401 



OJ000203_06.0316.C26 

5722 
GENSCAN 
5722 
.99 



OJ000203_06.0316.C26 

5722 
AAT/NAP 
5414 
215 



common ice plant (fragment) 
I (AF053564) auxin-induced prptein 



42968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 
□ GI 
%3 Exons 

fll Seq. No. 
1? Gene No. 
H Start 
W Name 
Start 

ru GI 

Exons 

Seq. No. 
'J Gene No. 
M Start 
. =1 Name 
l^. Start 

'li GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Mesembryanthemum crystallinum] 

42539 Seq. ID 

88699 Strand 
5055 End 
OJ000203_06 . 0316 . C26 . ol . ts Method 
5178 End 
none Score 
5178.. 5327 

42540 Seq. ID 

88700 Strand 
1381 End 
OJ000203_06 . 0316 . C27 . o2 . gs Method 
1381 End 
none Score 
1381. .1442 

42541 Seq. ID 

88701 Strand 
1 End 
OJ000203_06 . 0316 . C28 . ol . gs Method 
1 End 
none Score 
1..100, 219. .412 

42541 Seq. ID 

88702 Strand 
1209 End 
OJ000203_06 . 0316 . C28 . o2 . gs Method 
1209 End 
none Score 
1209. .1454 

42542 Seq. ID 

88703 Strand 
54 End 
OJ000203_06.0316.C29.ol.gs ' Method 
54 End 
none Score 
54. .402 

42542 . Seq. ID 

88703 Strand 
54* End 
OJ000203_06 . 0316 . C29 . ol . tm Method 
184 End 
none Score 
184. .408, 184. .405, 213. .416 

42543 Seq. ID 

88704 Strand 
1 End 
OJ000203_06 . 0316 . C31 . ol . np Method 
1 End 
7248394 Score 
1. .306 



OJ000203_06.0316.C26 
5722 

TBLASTX : Soybean 

5327 

184 



OJ000203_06.0316.C27 

1442 
GENSCAN 
1442 
.92 



OJ000203_06.0316.C28 
+ 

412 

GENSCAN 

412 

.83 



OJ000203_06.0316.C28 

1454 
GENSCAN 
1454 
.78 



OJ000203_06.0316.C29 
+ 

416 

GENSCAN 

402 

.87 



OJ000203_06.0316.C29 
+ 

416 

TBLASTX: Maize 

416 

245 



OJ000203_06.0316.C31 

1266 
AAT/NAP 
306 
222 ' 



42969 



GI Descrip. 



(AP001389) ESTs C97394 (C60113) , AU075824 (R0165 ) , D38985 (R0I65 ) 
correspond to a region of the predicted gene ..^Similar to • 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. ^^p.. 

Gene 'Kfb . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42543 Seq. ID 

88704 Strand 
1 End 
OJ000203_06 . 0316 . 031 . ol . gs Method 
13 End 
none Score ' 
13. .275, 699. .1266 

42544 Seq. ID 

88705 Strand 
4 93 End 
OJ000203_06 . 0316 . C32 . o2 . np Method 
493 End 
7106516 Score 
493. .652, 2825. .2843 

(AP001278) hypothetical protein [Oryza sativa] 



OJ000203_06.0316.C31 

1266 
GENSCAN 
1266 
.44 



OJ000203_06.0316.C32 
+ 

2843 
AAT/NAP 
2843 
106 



42544 Seq. ID 

88706 Strand 

1 End 

OJ000203_06.0316.C32.ol.np Method 

1 End 

7228450 Score 
1..272, 620.. 710 

(AP001366) hypothetical protein [Oryza sativa] 



OJ000203_06. 0316.C32 
710 

AAT/NAP 
710 
73 



42545 Seq. ID 

88707 Strand 
1 End 
OJ000203_06 . 031 6 . C34 . ol . np Method 
1 End 
6437534 Score 
1..25, 752. .840 

(AC012193) putative phorbol ester / diacylglycerol binding 
protein [Arabidopsis thaliana] 



OJ000203_06.0316.C34 
+ 

840 

AAT/NAP 
840 
89 



42546 
88708 
95 

OJ000203_06.0316.C36.ol.np 
95 

6552732 

95. .257, 348. .465, 1398. .2089 

(AC013482) T26F17.10 [Arabidopsis thaliana] 



Seq. ID OJ000203_06.0316.C36 
Strand 

End 4306 

Method AAT/NAP 

End 2089 

Score 852 



42546 Seq. ID 

88708 Strand 

95 End 
OJ000203_06.0316.C36.ol.gp Method 

96 End 
none Score 



OJ000203_06.0316.C36 

4306 
AAT/GAP 
455 
536 



42970 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 



96. .257, 348. .455 

42546 
88708 
95 

OJ000203_06.0316.C 
98 

none 



42546 
88708 
95 

OJOOOi 
98 

none 



42546 
88708 
95 

OJ000203_06,0316.C36.o2.tm 

108 

none 



42546 
88708 
95 

OJ000203_06.0316.C36.ol.g 
1398 
none 

1398. .1737, 1763. .2171, 2828. .3009, 3164. .3264, 3315. .3360, 
4196. .4306 

42546 Seq. ID OJ000203_06 . 0316 . C36 

88708 Strand 

95 End 4306 

OJ000203_06 . 0316 . C36 . ol . ts Method TBLASTX : Soybean 

1441 End 2011 

none Score 54 

1441. .1500, 1442. .1498, 1498. .1620, 1499. .1612, 1642. .1728, 
1660. .1707, 1715. .1747, 1721. ,2011, 1767. .2009 

42546 Seq. ID OJ000203_06 . 0316.C36 

88708 Strand 

95 End 4306 

OJ000203_06 . 031 6 . C36 . ol . tm Method TBLASTX : Maize 

1531 End 2021 

none Score 132 

1531. .1728, 1532. .1669, 1660. .1707, 1715. .1759, 1721. .2020, 
1767.. 2021 



Seq. ID 


OJ000203 06.0316 


.C36 


Strand 






End 


4306 




Method 


TBLASTX: Cress 




End 


418 




Score 


86 




353. .418 






Seq. ID 


OJ000203 06.0316 


.C36 


Strand 


_ 




End 


4306 




Method 


TBLASTX: Soybean 




End 


473 




Score 


66 




350. .472, 


351. .473 




Seq. ID 


OJ000203_06.0316 


.C36 


Strand 


_ 




End 


4306 




Method 


TBLASTX: Maize 




End 


434 




Score 


129 




I, 348..434 


, 350. .433 




Seq. ID 


OJ000203_06.0316 


.C36 


Strand 






End 


4306 




Method 


GENSCAN 




End 


4306 




Score 


.4 





42546 
88708 
95 

OJ000203 06.0316-C36.ol.tc 



Seq. ID OJ000203_06.0316.C36 
Strand 

End 4306 

Method TBLASTX : Cress 



42971 





1 n ft 

J. / / o 


End 


2012 








none 


Score 


63 






Exons 


177R 2011 1917 2012 










O c • LN L/ • 


42547 


Seq. ID 


OJ000223__06. 


0316. 


C3 




88709 


Strand 


+ 






Start 


1 


End 


552 . * 






Name 


OJ000223 06.0316.C3.ol.np 


Method 


aat/nS* 








1 


End 


546 






ol 


4929803 


Score 


193 








1..546 










oX uesciTip. 


(AF152555) putative' zinc finger protein SHI [Arabidopsis 






thaliana ] 










Seq. No. 


4^04 / 


oeq . xu 


\JU \J\J \J ^ ^ -J \J \j • 


0316 . 


C3 


Gene No. 


O O T Q 


C "h V a Ti H 










1 


TTnH 


J 






Naiue 


UJUUU^iij U o . U J 1 D . . oi - gs 


h/T A 4" 


ppMqpnM 

IN O ^rUN 








64 


Jijna 










none 


Score 


.68 








64. .552 










Seq. No. 


A O ^ A Q 


Seq. ID 


OJ000223_06. 


0316. 


C6 


Gene No. 


O O T T 
O O / 1 U 


Strand 


+ 






otairt. 


C A A 

509 


. End . 


4245 






Name 


OJuuu^^j Uu • u jib . . oi . gs 


Method 


GENSCAN 






C-t- a r--t- 

oT-aru 


c n Q 


End 


4245 








none 


Score 


.41 






tiXons 




4245 








oeq . iNO • 


42548 


Seq. ID 


OJ000223_06. 


0316. 


C6 




88711 


Strand 








Start 


3710 


End 


5768 






Name 


OJ000223 06.0316.C6.ol.gp 


Method 


AAT/GAP 






O UCtl. L. 


3710 


End 


4404 






PT 


13 1.R1084 


Score 


1012 






f V Y*^ e 


3710. .4236, 4360. .4404 












M406132/gb|AAD19872.1| l.Oe 


-116 (AF077760) MADS box protein 




[Oryza sativa] * 










O c . LN . 


42548 


Seq. ID 


OJ000223_06, 


.0316. 


C6 


Gene No. 


88711 


Strand 








Start . 


3710 


End 


5768 






Name 


OJ000223 06.0316.C6.ol.np 


Method 


AAT/NAP 






O Udr L. 


4069 


End 


5768 






PT 
J. 


5295980 


Score 


332 






Exons 


4069.. 4236, 4360.. 4404, 5739 


. .5768 










(AB003323) MADS box-like protein [Oryza sativa] 






Sea No 


42549 


Seq. ID 


OJ000223_06. 


.0316. 


C7 


Gene No. 


88712 


Strand 








Start 


1 


End 


1418 






Name 


OJ000223 06.0316.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1418 






GI 


5295980 


Score 


227 






Exons 


1..25, 408. .478, 927. .1026, 


1196. .1418 









GI Descrip. (AB003323) MADS box-like protein [Oryza sativa] 



42972 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42549 Seq. ID 

88712 Strand 

1 End 
OJ000223_06 . 0316 . C7 . ol . gp Method 

431 End 

13_1.R1084 Score 

431.. 478, 927.. 1026, 1196.. 1259 



OJ000223_06.0316.C7 

1418 
AAT/GAP 
1259 
322 



M406132/gb|AAD19872.1| 1. 
[Oryza sativa] ' 

42549 
88712 
1 

OJ000223_06.0316.C7.ol.gs 

746 

none 

746. .844, 942. .1019 



, Oe-116 (AF077760) MADS box protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_06.0316.C7 

1418 
GENSCAN 
1019 
.92 



Con Mo 


1 >./ *j u 


Seq. ID 


OJ000223_06. 


0316. 


C8 






Strand 


+ 






Q4- -a v-f- 


ftl 


End 


2451 






Name 


0.700099"^ nfi (T^l Pft o1 rfQ 

\JO \J\J\J ^ O U O • U ^ J. U • . U X . o 


Method 


GENSCAN 






Q-H a -ri- 
ot, air X, 


ft 1 ^ ~ 

o ± o ■ 


End 


2451 






(ZT 
\j± 




Score 


.51 








fll'^ Q^ft 9'^ftfi 










Seq. No. 


42550 


Seq. ID 


OJ000223_06. 


0316. 


C8 


rZoino Mo 


88714 


Strand 


+ 








3753 


End 


7056 






Name 


OJ000223 06.0316. C8.o2.gs 


Method 


GENSCAN 






Start 


3753 


End 


7056 






GI 


none 


Score 


.93 






Exons 


3753.. 5162, 5252.. 6231, 6536 


. .6823, 6840. .7056 






Seq. No. 


42550 


Seq. ID 


OJ000223 06. 


0316. 


C8 


Gene No. 


88714 


Strand 


+ 






Start 


3753 * 


End 


7056 






Name 


OJ000223 06.0316.C8.ol.np 


Method 


AAT/NAP 






Start 


3810 


End 


7044 






GI 


6562259 


Score 


2152 






Exons 


3810,. 4931, 4962.. 5162, 5252 


..6231, 6536. .6730, 6840. .7044 


GI Descrip. 


{AL132980) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


42550 


Seq. ID 


OJ000223_06. 


0316. 


C8 


Gene No. 


88715 


Strand 


+ 






Start 


10155 


End 


11641 






Name 


OJ000223 06.0316.C8,o3.np 


Method 


AAT/NAP 






Start 


10155 


End 


11641 






GI 


5852093 


Score 


81 






Exons 


10155. .10212, 11538,. 11641 










GI Descrip. 


(AL117264) zwhie.l [Oryza sativa] 








Seq. No. 


42550 


Seq, ID 


OJ000223_06. 


0316. 


C8 


Gene No. 


88716 


Strand 


+ 






Start 


16591 


End 


18053 






Name 


OJ000223 06.0316.C8.o3.gp 


Method 


AAT/GAP 







42973 



start 16591 End 18053 

GI 3_1.R1084 Score 2700 

Exons 16591. .17373, 17461.. 18053 

GI Descrip. ' 3618312/cibj | BAA33202 | l.Oe-116 (AB001884) 
[Oryza sativa] * 



zinc finger protein 





Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88716 






Strand 


+ 




Start 


16591 






End 


18053 




Name 


OJ000223 06. 


0316 


.C8 .o4 .np 


Method 


AAT/NAP 




Start 


16762 






End 


17772 




GI 


3618312 






Score 


1610 




Exons 


16762. .17373 


, 17- 


461. .17772 








GI Descrip. 


(AB001884) zinc : 


finger protein [Oryza 


sativa] 




Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 






Strand 






Start 


6681 






End 


10029 




Naitie 


OJ000223 06. 


0316 


.C8.ol.tc 


Method 


TBLASTX: Cress 




Start 


4800 






End 


5869 




GI 








Score 


47 




Exons 


4800. .4877, 


4959 


..5036, 4961. 


.5029, 5079.. 5165, 5093.. 5158, 






5249. .5581, 


5254 


..5580, 5584. 


.5664, 5585.. 5869, 5719.. 5862 




Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 


r =^ 


Gene No . 


88717 






Strand 






Start 


6681 






End 


10029 


jy 


Name 


OJ000223 06. 


0316 


-C8.ol.tm 


Method 


TBLASTX: Maize 


r " 


Start 


4962 






End 


7059 




GI 


none 






Score 


116 




Exons 


4962. .5039, 


4967 


..5029, 5079. 


.5165, 5093,. 5167, 5249.. 6232, 


rj I 




5251. .5664, 


5722 


..6015, 6076. 


.6231, 6537.. 6731, 6539.. 6730, 


= 




6641. .6733, 


6838 


..7041, 6948. 


.7046, 6958.. 7059 




Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 






Strand 






Start 


6681 






End 


10029 - 




Name 


OJ000223 06. 


0316 


.C8.o3.ts 


Method 


TBLASTX : Soybean 




Start 


5079 






End 


5542 


IJ 


GI 


none 






Score 


139 




Exons 


5079. .5165, 


5093 


..5167, 5249. 


.5542, 5257.. 5538 




Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 




Gene No . 


88717 






Strand 






Start 


6681 






End 


10029 




Name 


OJ000223 06. 


0316 


.C8.o2.tw 


Method 


TBLASTX: Wheat 




Start 


5504 






End 


5835 




GI 


none 






Score 


306 




Exons 


5504. .5833, 


5563 


..5646, 5746. 


.5835 






Seq. No. 


42550 






Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 






Strand 






Start 


6681 






End 


10029 




Name 


OJ000223 06. 


0316 


.C8'.o2.ts 


Method 


TBLASTX: Soybean 




Start 


5543 






End 


7035 




GI 


none 






Score 


223 




Exons 


5543. .5725, 


5563 


..5664, 5684. 


.6232, 5719.. 6231, 6536.. 6730, 



42974 








6537 6731. 


6624 . 


. 6731, 


6838 . 


.7035 






Seq. No. 


42550 








Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


.0316- 


C8 . o6 . 


tc 


Method 


TBLASTX: Cress 




Start 


5870 ~ 








End 


6121 =■ 






none 








Score 


272 






5870. .6121/ 


5875. 


. 6015 










Seq. No. 


42550 








Seq. ID 


OJ000223_06.0316,C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


.0316. 


C8 .o3. 


tc 


Method 


TBLASTX: Cress 




Start 


6164 








End 


7032 




GI 


none 








Score 


96 




F von ^ 


6164 6232. 


6166. 


. 6231, 


6537 . 


.6731, 6539. ,6715, 6630. .6731, 






6647 . . 6733, 


6805, 


. 6879, 


6838, 


.7032 






Seq. No. 


42550 








Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


.0316. 


C8 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


6537 ~~ 








End 


6906 




GI 


none 








Score 


54 




T** von Q 


6537 6584. 


6539. 


.6583, 


6603- 


.6746, 6620. .6757, 6820. .6906 


I y 

r ^ 




42550 








Seq. ID 


OJ000223_06.0316.C8 




CZc^ne^ Mo 


88717 








Strand 






Start 


6681 








End 


10029 


\ _i 


Name 


OJ000223 06 


.0316.C8.o2. 


np 


Method 


AAT/NAP 




Start 


6681 








End 


10029 


! y 


GI 


7296234 








Score 


582 


s 


F.von^ 


6681 . . 6733, 


8024. 


.8150, 


8196- 


.8632, 8832. .8938, 9284. .9455, 


L j_j 




9970. . 10029 












~ tl 
: = 


GT DescriD- 


(AE003590) < 


CG3645 


1 gene 


product [Drosophila melanogaster] 


, =^ 


Seq. No. 


42550 








Seq. ID 


OJ000223_06.0316.C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


.0316, 


C8.o3. 


gs 


Method 


GENSCAN 




Start 


7891 ~ 








End 


9700 




GI 


none 








Score 


.71 




Rvon ^ 


7891 . . 8632, 


8832, 


,8914, 


9284, 


.9700 






Seq, No. 


42550 








Seq. ID 


OJ000223_06.0316,C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


,0316, 


C8.05, 


ts 


Method 


TBLASTX : Soybean 




Start 


7942 ~ 








End 


8091 




GI 


none 








Score 


70 




Exons 


7942. .8091, 


7960. 


.8091 










Seq. No. 


42550 








Seq. ID 


OJ000223_06.0316-C8 




Gene No. 


88717 








Strand 






Start 


6681 








End 


10029 




Name 


OJ000223 06 


.0316. 


C8.o4. 


tc 


Method 


TBLASTX: Cress 



42975 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7945 
none 

7945. .8172, 7952.. 8155, 7960, 

42550 
88717 
6681 

OJ000223_06 . 0316 . C8 . o2 . tm 
7990 
none 
7990. 
8829. 
9272. 



8031, 
8939, 
9451, 



7990. 
8831. 
9273. 



8025, 
8941, 
9452 



8014 
8832 



End 8265 
Score 114 

.8169, 8182. .8265, 8213, .8263 

Seq. ID OJ000223_06.0316.C8 
Strand 

End 10029 
Method TBLASTX : Maize 
End 9452 
Score 45 

.8631, 8031. .8165, 8045. .8629, 
.8939, 8833. .8940, 8834. .8941, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42550 Seq. ID OJ000223_06 . 0316 . C8 

88717 Strand 

6681 End 10029 

OJ000223_06 . 0316 . C8 . ol . gp Method AAT/GAP 

8027 End 8556 

LIB3433-053-P1-K1-D3 Score 1016 

8027. .8556 

'1730621/sp|P53759|YMI0_YEAST 8.0e-23 HYPOTHETICAL 48.1 KD 

PROTEIN IN TUB1-CPR3 INTERGENIC REGION >gi_630106_pir S48817 

hypothetical protein YML079w - yeast (Saccharomyces cerevisiae) 
>gi_587531_emb_CAA864 98_ (Z46373) orf, len: 423, CAI: 0.18, 
27.4% identity in 307 aa overlap with S36201 S36201 hypothetical 
protein 1 - Rhizobium leguminosarum [Saccharomyces cerevisiae] ' 



42550 
88717 
6681 

OJ000223_06.0316.C8.ol.ts 

8092 

none 



Seq. ID OJ000223_06.0316.C8 
Strand 

End 10029 

Method TBLASTX : Soybean 

End 9476 

Score 81 



8092. .8169, 8093. .8155, 8097. .8165, 8170. .8631, 8213. .8437, 
8218. .8625, 8498. .8632, 8829. .8939, 8829.-8939, 8830. .8940, 
8831. .8941, 8831. .8941, 9267. .9476, 9272. .9475 



42550 
88717 
6681 

OJ000223_06.0316.C8.o2.tc 

8296 

none 

8296. .8604, 8305. .8631, 8306 
8830.. 8940, 8831.. 8941, 8831 

42550 
88717 
6681 

OJ000223_06.0316.C8.ol.tw 

8540 

none 

8540.. 8632, 8542.. 8631, 8543 
8831.. 8941, 9272.. 9475, 9273 



Seq. ID OJ000223_06.0316.C8 
Strand 

End 10029 
Method TBLASTX : Cress 
End 9475 
Score 174 

.8632, 8829.. 8939, 8829.. 8939, 
.8941, 9267. .9473, 9272. .9475 

Seq. ID OJ000223_06,0316,C8 
Strand 

End 10029 

Method TBLASTX : Wheat 

End 947 6 

Score 135 

.8632, 8548. .8634, 8829. .8963, 
.9476 



Seq. No. 



42550 



Seq. ID OJ000223_06.0316.C8 



42976 



Gene No. 88717 Strand 

Start 6681 End 10029 

Name OJ000223_06.0316.C8.o2.gp Method AAT/GAP 

Start 8884 End 9703 

GI uC-osflcyp065d07bl Score 886 

Exons 8884., 8938, 9284.. 9703 

GI Descrip. ' 1730621/sp I P53759 | YMIO_YEAST 4.0e-15 HYPOTHETICAL 48.1 KD 

PROTEIN IN TUB1-CPR3 INTERGENIC REGION >gi_630106_pir S48817 

hypothetical protein YML079w - yeast (Saccharomyces cerevisiae) 
>gi_587531_emb_CAA86498_ (Z46373) orf, len: 423, CAI : 0.18, 
27.4% identity in 307 aa overlap with S36201 S36201 hypothetical 
protein 1 Rhizobium leguminosarum [Saccharomyces cerevisiae]' 



Seg. No. 


42550 




Seq. ID 


OJ000223_06.0316. 


C8 


Cpne No . 


88718 




Strand 






Start 


16741 




End 


17133 




Name 


OJ000223 06.0316.C8.o4.ts 


Method 


TBLASTX : Soybean 




Start 


16741 




End 


17115 




GI 


none 




Score 


97 




Expns 


16741 16902, 16753. 


.16911, 


16951. .17115, 16957.. 17088 




Sea. No. 


42550 




Seq. ID 


OJ000223_06.0316. 


C8 


Gene No . 


88718 




Strand 






Start 


16741 




End 


17133 




Name 


OJ000223 06. 0316.C8 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


16744 ~ 




End 


17133 




GI 


none 




Score 


241 




Exons 


16744 16911 16762 


16830. 


16774. .16869, 16950 .. 17054 , 






16951 17058 16956 


. 17084 , 


16957. .17133 




Seq. No. 


42550 




Seq. ID 


OJ000223_06.0316. 


C8 


Gene No . 


88718 




Strand 






Start 


16741 




End 


17133 




Name 


OJ000223 06. 0316. C8. 


o5 . tc 


Method 


TBLASTX: Cress 




Start 


16759 




End 


17127 




GI 


none 




Score 


172 




Exons 


16759. .16911, 16762. 


.16830,. 


16774. .16902, 16950 .. 17 102, 






16951. .17127, 16956. 


.17084, 


16957. .17088 




Seq. No. 


42551 




Seq. ID 


OJ000223_06.0316. 


C9 


Gene No. 


88719 




Strand 






Start 


1053 




End 


1274 




Name 


OJ000223 06. 0316. C9. 


ol .gs 


Method 


GENSCAN 




Start 


^ 1053 




End 


1274 




GI 


none 




Score 


.49 




Exons 


1053. .1274 










Seq. No. 


42552 




Seq. ID 


OJ000223_06.0316. 


CIO 


Gene No. 


88720 




Strand 


+ 




Start 


79 




End 


1448 




Name 


OJ000223 06. 0316. CIO 


.ol.np 


Method 


AAT/NAP 




Start 


79 




End 


1448 




GI 


6692128 




Score 


629 




Exons 


79.. 1313, 1365.. 1448 










GI Descrip. 


(AC007654) T19E23.14 


[Arabidopsis thaliana] 




Seq. No. 


42552 




Seq. ID 


OJ000223_06.0316. 


CIO 



42977 



Gene No. 88720 Strand ' 

Start 79 End 

Name OJ000223_06 . 0316 . CIO . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 1445 



+ 

1448 
GENSCAN 
1445 
.76 



Seq. No. 


42552 


Seq. ID 


OJ000223_ 


06. 0316. CIO 


Gene No. 


88721 


Strand 






Start 


345 


End 


763 




Name 


OJ000223 06.0316.C10.ol.gp 


Method 


AAT/GAP 




Start 


345 


End 


763 




GI 


5038564 


Score 


788 




Exons 


345. .763 








Seq. No. 


42552 


Seq. ID 


OJ000223_ 


06. 0316. CIO 


Gene No. 


88722 


Strand 






Start 


4306 


End 


8664 




Name 


OJ000223 06.0316.C10,o2.gp 


Method 


AAT/GAP 




Start 


4075 


End 


6239 




GI 


2466 2.R1084 


Score 


2090 




Exons 


4075. .4533, 4622. .4758, 5456. 


.5695, 5785.. 5960, 


6142. .6239 


GI Descrip. 


•3757515 2.0e-58 (AC005167) hypothetical protein [Arabidopsis 


thaliana] ■ >gi_4581130_gb_AAD24620 . 1_AC005825_27 


(AC005825) 




hypothetical protein [Arabidopsis thaliana] ' 




Seq. No. 


42552 


Seq. ID 


OJ000223_ 


06. 0316. CIO 


Gene No. 


88722 


Strand 






Start • 


4306 


End 


8664 




Name 


OJ000223 06.0316.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


4283 


End 


6350 




GI 


none 


Score 


245 




Exons 


4283. .4534, 4294. .4536, 4306. 


.4536, 4619. .4759, 


4619. .4759, 




4620. .4763, 5450. .5653, 5457. 


,5654, 5458. .5619, 


5645,-5695, 




5646. .5714, 5785. .5838, 5929. 


.5961, 6138. .6260, 


6140. . 6250, 




6146.. 6220, 6147.. 6221, 6239. 


.6340, 6251.. 6343, 


6252. .6350, 




6258. .6341 








Seq. No. 


42552 


Seq. ID 


OJ000223_ 


06. 0316. CIO 


Gene No. 


88722 


Strand 






Start 


4306 


End 


8664 




Name 


OJ000223 06.0316.C10.o2.gs 


Method 


GENSCAN 




Start ... 


4306 


End 


8664 




GI 


none 


Score 


.64 




Exons 


4306. .4533, 4622.. 4758, 5456. 


.5516, 5621.. 5734, 


5785. .5960, 




6142.. 6412, 8512.. 8664 








Seq. No. 


42552 


Seq. ID 


OJ000223_ 


06. 0316. CIO 


Gene No. 


88722 


Strand 






Start 


4306 


End 


8664 




Name 


OJ000223 06.0316.C10.o2.np 


Method 


AAT/NAP 




Start 


4309 


End 


6244 




GI 


3757515 


Score 


893 




Exons 


4309.. 4758, 5456.. 5695, 5785. 


,5972, 6142. .6244 




GI Descrip. 


(AC005167) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42552 


Seq. ID 


OJ000223^ 


_06. 0316. CIO 



42978 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



88722 Strand 

4306 End 

OJ000223_06 . 0316. CIO . o3 . np Method 

4384 End 

3757515 Score 



8664 
AAT/NAP 
6244 
766 



4384.-4758, 5456. .5695, 5785, .5972, 6142. .6244 
(AC005167) hypothetical protein [Arabidopsis thaliana] 



42552 
88722 
4306 

OJ000223_06. 0316. CIO. ol.ts ' 

4468 

none 

4468. .4527, 4609. .4749, 4622, 
5457.. 5654, 5458.. 5619 



Seq. ID OJ000223_06. 0316. CIO 
Strand 

End 8664 

Method TBLASTX : Soybean 

End 5654 • 

Score 111 

.4759, 4622. .4771, 4623. .4772, 



Seq. ID OJ000223_06. 0316. CIO 
Strand 

End 8 664 

Method TBLASTX : Cress 

End 6343 

Score 70 



42552 
88722 
4306 

OJ000223_06. 0316. CIO. ol.tc 
4709 
none 

4709. .4759, 4710. .4763, 5446. .5616, 5447. .5629, 5457. .5654, 
5645.-5695, 5649. .5714, 5785. .5832, 6143. .6235, 6150. .6236, 
6251.. 6343 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000223 06.0316.C11 



42553 
88723 
576 

OJ000223_06.0316.Cll.ol.np 
576 

4378066 
576. .645, 2486. .3304 

{AF098806) polyprotein [Sorghiam bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



3304 
AAT/NAP 
3304 
356 



Seq. No. 


42553 








Gene No. 


88723 








Start 


576 








Name 


OJ000223 06 


.0316 


.C11.02 


.gs 


Start . 


2304 








GI 


none 








Exons 


2304. .2619, 


2671 


. .2938, 


3029. 


Seq. No. 


42554 








Gene No. 


88724 








Start 


4488 








Name 


OJ000223 06 


.0316 


.C12.02 


. gs 


Start 


4488 








GI 


none 








Exons 


4488. .4506, 


4659 


. .4833, 


5270. 


Seq. No. 


42554 








Gene No. 


88725 








Start 


187 









Seq. ID 

Strand 

End 

Method 
End 
Score 
.3179 



OJ000223_06.0316.C11 

3304 
GENSCAN 
3179 
.77 



Seq. ID OJ000223_06.0316.C12 

Strand + 

End 7471 

Method GENSCAN 

End 7471 

Score .47 



Seq. ID OJ000223_06.0316.C12 
Strand 

End 3658 



42979 



Name 


oTr^nnoo'3 (sc. A'ii a r'l o 


. gp 


hyrf^^ ^ r\ 






Start 


1 QT '■ 
lo / 




riliCL 


R4 9 
O *i ^ 




GI 


none 




Score 


d HQ 

*i V -7 




Exons 




• . u o / , 


790 . .842 






O XT 

be<5- wo. 






Seq. ID 


OJ000223_06. 


0316 C12 


Gene No. 


88725 




Strand 






Start ' 


187 




End 


3658 




Name 


0100099*^ Of! 0*^1 n 9 n1 

wUVJUU^ZJ U O • U O X O • Z . (J X 


. CfS 


Method 


GENSCAN 




Start 


lo / 




End 


3568 






none 




Score 


.49 




Exons 


1Q7 9'^1 491 fiftO 


ft R*^ 


927.. 1090, 1670.. 1719 


2d<^2 2517 














^tarr Mo 

o C ^ • LN w • 


42554 




Seq. ID 


OJ000223_06. 


0316. C12 


Gene No. 


88725 




Strand 






Start 


187 




End 


3658 




Name 


OJ000223 06.0316.C12.ol 


.np 


Method 


AAT/NAP 




Start 


967 




End 


3553 




GI 


7485631 




Score 


590 




Exons 


967. .1104, 1511. .1570, 


1670. . 


1850, 3075.. 3553 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



hypothetical protein F17K2.20 - Arabidopsis thaliana 
gi I 2979560 I gb IAAC06169.il (AC003680) unknown protein 
[Arabidopsis thaliana] 



42554 
88725 
187 

OJ000223_06.0316.C12.o2.gp 
3221 

uC-osrocyp017f09bl 
3221.. 3658 

'2979560 5-Oe-lO (AC003680) unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ000223_06.0316.C12 
Strand 

End ^3658 

Method AAT/GAP" 

End 3658 

Score 857 



42554 
88726 
7930 

OJ000223_06 . 0316 . C12 . o3 . gs 

7930 

none 

7930.. 8655 



Seq. ID OJ000223_06.0316.C12 
Strand 

8655 
GENSCAN 
8655 
1 



End 

Method 

End 

Score 



42554 
88727 
9292 

OJ000223_06.0316.C12.ol.tm 

184 

none 



OJ000223 06.0316.C12 



Seq. ID 
Strand 
End 

Method 
End 
Score 

184, .234, 185. .232, 408. .512, 416. .517, 418. .519, 418. .516, 
619. .690, 619. .696, 623. .721, 778. .852, 779. .853, 784. .855, 
788. .859, 789. .887, 915. .1091, 919. .1092, 926. .1093, 926. .1093, 
1511. .1570, 1512, .1571, 1513. .1581, 1634. .1738, 1668. .1739 



12264 

TBLASTX: Maize 

1739 

65 



42554 
88727 
9292 



Seq. ID 

Strand 

End 



OJ000223 06.0316.C12 



12264 



42980 



Name 

Start 

GI 

Exons 



OJ000223__06 . 0316 . C12 . ol . ts Method TBLASTX : Soybean 
430 End 3256 

none Score 51 

430. .519, 646. .696, 650. .697, 778. .852, 779. .853, 926. .1093, 
984. .1091, 1511. .1573, 1511. .1570, 1667. .1849, 1668. .1841, 
1669. .1842, 3074. .3148, 3075. .3149, 3182. .3256, 3183. .3254 





Seq. No. 


42554 


Seq. ID 


GJ000223_06.0316.C12 




Gene No. 


88727 


Strand 






Start 


9292 


End 


12264 




Name 


OJ000223 06.0316.C12.ol.tc 


Method 


TBLASTX: Cress 




Start 


622 


End 


1093 




GI 


none 


Score 


134 




Exons 


622. .714, 778. .810, 796. .831, 


876. .1091, 926. .1093, 981. .1091 




Seq. No. 


42554 


Seq. ID 


OJ000223_06.0316.C12 




Gene No. 


88727 


Strand 






Start 


9292 


End 


12264 




Name 


OJ000223 06.0316.C12.o2.tc 


Method 


TBLASTX: Cress 




Start 


1667 


End 


3359 




GI 


none 


Score 


141 




Exons 


1667.. 1813, 1668. .1814, 1668. 


.1811, 1772. .1849, 1808. .1882, 






3074. .3148, 3083. .3145, 3182. 


.3355, 3183.. 3359 




Seq. No. 


42554 


Seq. ID 


OJ000223_06.0316.C12 




Qene No. 


88727 


Strand 






Start 


9292 


End 


12264 




Name 


OJ000223 06.0316.C12.o4.qs 


Method 


GENSCAN 


[3 


Start 


9292 


End 


12185 




GI 


none 


Score 


.59 




Exons 


9292.. 9710, 9745. .9960, 9998. 


.10390, 


10614. .10680, 10861. .10941, 


r ! ! 




11220. .11284, 11498. .11560, 12053.. 12185 




Seq. No. 


42554 


Seq. ID 


OJ000223_06.0316.C12 


tj 


Gene No. 


88727 


Strand 






Start 


9292 


End 


12264 




Name 


OJ000223 06.0316.C12.o3.gp 


Method 


AAT/GAP 




Start 


10992 


End 


12264 




GI 


none r 


Score 


1085 




Exons 


10992. .11284, 11498. .11566, 12053.. 12264 



Seq. No. 42554 

Gene No. 88727 

Start 9292 

Name OJ000223_06 . 0316 .C12 . o2 .np 

Start 11202 

GI 6714296 

Exons 11202. .11284, 11498 .. 11545, 12022.. 12264 
GI Descrip. (AC013354) F15H18.20 [Arabidopsis thaliana] 



Seq. ID OJ000223_06.0316-C12 
Strand 

End 12264 

Method AAT/NAP 

End 12264 

Score 155 



Seq. No. 42555 

Gene No. 88728 

Start 1785 

Name OJ000223_06 . 0316 .C13 . ol .gs 

Start 1785 

GI none 

Exons 1785.. 1858, 3053.. 3152 



Seq. ID OJ000223_06.0316.C13 

Strand + 

End 3152 

Method GENSCAN 

End 3152 

Score .84 



42981 



Seq. No. 42556 

Gene No. 88729 

Start . 733 

Name OJ000223_06 . 0316 . C14 . ol . gs 

Start 733 

GI none 

Exons 733.. 864, 1030.. 1068 

Seq. No. 42557 

Gene No. 88730 . 

Start 705 

Name OJ000223_06 . 0316 . C15 . ol . gp 

Start 705 

GI none 

Exons 705.. 924 



Seq. ID OJ000223_06.0316.C14 
Strand 

End 1068 

Method GENSCAN 

End 1068 

Score .75 



Seq. ID OJ000223_06.0316.C15 

Strand + 

End 1315 

Method AAT/GAP 

End 924 

Score 400 



Ocr^ . LNvJ • 


*3 £. ^ ^ / 


Seq. ID 


OJ000223_06.0316.C15 


Gene No. 


88730 


Strand 


+ 


Start 


705 


End 


1315 ■ 


Name 


OJ000223 06.0316.C15.ol.np 


Method 


AAT/NAP 


Start 


713 


End 


1312 


GI 


7406663 


Score 


341 


Exons 


713.. 1312 






GI Descrip." 


(AJ237985) putative ripening- 


related protein [Vitis vinifera] 


Seq. No. 


42557 . 


Seq. ID 


OJ000223_06.0316.C15 


Gene No. 


88730 


Strand 


+ 


Start 


705 


End 


1315 


Name 


OJ000223 06.0316.C15.ol.gs 


Method 


GENSCAN 


Start 


734 


End 


1315 


GI 


none 


Score 


.94 


Exons 


734. .1315 






Seq. No. 


42557 


Seq. ID 


OJ000223_06.0316.C15 


Gene No. 


88731 


Strand 




Start 


1111 


End 


1599 


Name 


OJ000223 06.0316.C15.ol. tm 


Method 


TBLASTX: Maize 


Start 


799 


End 


1306 


GI 


none 


Score 


84 


Exons 


799. .870, 803. .856, 905. .982, 


928. .981, 


1024.. 1095, 1025.. 109 




1049. .1132, 1066. .1221, 1091. 


.1204, 1174. .1254, 1202. .1306 



Seq. No. 42557 

Gene No. 88731 

Start 1111 

Name OJ000223_06 . 0316 . C15 . ol . ts 

Start 803 

GI none 

Exons 803.. 856, 905.. 970, 1024.. 1104, 1025. 
1126.. 1233, 1211.. 1285 



Seq. ID OJ000223_06.0316.C15 



Strand 
End 

Method 

End 

Score 



1599 

TBLASTX: Soybean 

1285 

79 

1108, 1112.. 1198, 



Seq. No. 42557 Seq. ID 

Gene No. 88731 Strand 

Start 1111 End 

Name OJ000223_06 . 0316.C15.ol.tc Method 

Start 806 End 



OJ000223_06.0316.C15 
1599 

TBLASTX: Cress 
1303 



42982 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 60 

806.. 853, 1025.. 1204, 1126.. 1203, 1205.. 1303 



42557 
88731 
1111 

OJ000223_06.0316.C15.o3.gp 
1111 

76317_1.R1084 
1111. .1599 

'5281050/emb|CAB45986.1| 1. 
[Arabidopsis thaliana] ' 

42558 
88732 
223 

OJ000223_06.0316.C20.ol.gs 

223 

none 

223.. 363, 1756.. 1842 

42558 
88733 
11447 

OJ000223_06.0316.C20.o4.gs 

11447- 

none 

11447. .11657, 11755. .11888, 
13273.. 13803 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_06.0316.C15 

1599 
AAT/GAP 
1599 
947 



Oe-14 (AL080318) putative protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



OJ000223_06,0316.C20 
+ 

1842 
GENSCAN 
1842 
.72 



OJ000223_06.0316.C20 
+ 

13911 
GENSCAN 
13803 
.59 



11956. .12062, 12152. .12239, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No., 
Start 
Name 



42558 Seq. ID OJ000223_06 . 0316 . C20 

88733 Strand + 

11447 End 13911 

OJ000223_06 . 0316 . C20 . o3 . np Method AAT/NAP 

11458 End 13911 

7487455 Score 603 

11458. .11657, 11755. .11873, 11956 12062, 12152 .. 12239, 

13273. .13911 

hypothetical protein T26M18.70 - Arabidopsis thaliana 
gi|5002521|emb|CAB44324.1| (AL078606) putative protein 
[Arabidopsis thaliana] gi 1 7267886 I emb I CAB78229 . 1 1 (AL161532) 
putative protein (Arabidopsis thaliana] 



42558 . Seq. ID 

88733 Strand 
11447 End 
OJ000223_06.0316.C20.o3.gp Method 
12202 End 
LIB3479-006-Q6-K1-G7 Score 
12202. .12239, 13273.. 13671 
'5002521/emb I CAB44324 .il 5, 
[Arabidopsis thaliana] ' 

42558 Seq. ID 

88734 Strand 
2948 End 
OJ000223_06 . 0316 . C20 . o2 . gs Method 



OJ000223_06.0316.C20 
+ 

13911 
AAT/GAP 
13671 
806 



Oe-18 (AL078606) putative protein 



OJ000223_06.0316.C20 

8916 
GENSCAN 



42983 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2948 

none 

2948. 

5070. 

8411. 



End 8916 
Score . 7 

.3243, 3340. .3361, 3654. .3818, 3868. .3926, 4525. .4777, 

.5657, 5755. .6112, 6191. .6525, 6730. .6786, 7602. .7818, 
.8526, 8572. .8916 



42558 
88734 
2948 

OJ000223_06.0316.C20.ol.gp 
4184 

31150_1.R1084 
4184.. 4777, 5070.. 5530 

•4559388/gb|AAD23048.1|AC006526_13 2.0e-43 (AC006526) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 06.0316.C20 



8916 
AAT/GAP 
5530 
2022 



Seq. No. 


42558 




Seq. ID 


OJ000223_06.0316.C20 


Gene No . 


88734 




Strand 




Start 


2948 




End 


8916 


Nanie 


OJ000223 06.0316.C20.ol 


.np 


Method 


AAT/NAP 


Start 


4505 




End 


6525 


GI 


6850880 




Score 


2162 


Exons 


4505.. 4777, 5070.. 5657, 


5755 


..6112, 6191.. 6525 


GI Descrip. 


{AL137898) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


42558 




Seq. ID 


OJ000223_06.0316.C20 


Gene .No . 


88734 




Strand 




Start 


2948 




End 


8916 


Name 


OJ000223 06.03r6.C20.o2 


.gp 


Method 


AAT/GAP 


Start 


5572 




End 


6021 


GI 


427165 




Score 


682 


Exons 


5572.. 5657, 5755.. 6021 








GI Descrip. 


4559388/gb|AAD23048.1|AC006526 13 2.0e 


-43 (AC006526) 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42558 




Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 




Strand 




Start 


9340 




End 


9665 


Name 


OJ000223 06.0316.C20.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4501 




End 


6528 


GI 


none 




Score 


274 


Exons 


4501.. 4776, 4502.. 4777, 


4502 


..4777, 4503. .4778, 4513. .4779, 




4656. .4778, 5070. .5660, 


5071 


..5658, 5752. .5943, 5753. .6115, 




5755. .6114, 6191. .6517, 


6199 


..6528, 6204.. 6473, 6205.. 6525 


Seq. No. 


42558 




Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 




Strand 




Start 


9340 




End 


9665 


Name 


OJ000223 06.0316.C20.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


4508 




End 


4735 


GI 


none 




Score 


156 


Exons 


4508.. 4735, 4515.. 4727 








Seq. No. 


42558 




Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 




Strand 




Start 


9340 




End 


9665 


Name 


OJ000223 06.0316.C20.o2 


.tc 


Method 


TBLASTX: Cress 



42984 




start 


4514 






End 


4781 


GI 


none 






Score 


81 


Exons 


4514 . .4621, 


4515. 


.4619, 4517 


.,4777, 4557. .4778, 4656. .4781 


Sea No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No . 


88735 






Strand 




Start 


9340 






End 


9665 


Name 


OJ000223 06 


.0316. 


C20.ol.ts 


Method 


TBLASTX : Soybean 


Start 


4580 






End 


6507 


GI 


none 






Score 


93 


Exons 


4580. .4723, 


4580. 


.4777, 4581 


..4778, 4675. .4827, 4677. .4778, 




5070. . 5639, 


5070. 


.5660, 5071 


..5658, 5753. .6091, 5755. .6114, 




6199. . 6300, 


6280. 


.6507, 6305 


. .6433, 6307. .6504 


Seq. No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 






Strand 




Start 


9340 






End 


9665 


Name 


OJ000223 06 


.0316. 


C20.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5073 






End 


5441 ' 


GI 


none 






Score 


139 


Exons 


5073. .5384, 


5076. 


.5441, 5077 


. .5418 




Seq. No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 






Strand 




Start 


9340 






End 


9665 


Name 


OJ000223 06 


.0316. 


C20.ol. tc 


Method 


TBLASTX: Cress 


Start 


5088 






End 


6115 


GI 


none 






Score 


179 


Exons 


5088. .5426, 


5112. 


.5423, 5155 


..5424, 5457. .5687, 5458. .5655, 




5755. . 6114, 


5756. 


, 6115 






Seq. No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 






Strand 




Start 


9340 






End 


9665 


Name 


OJ000223 06 


.0316. 


C20.o3.tc 


Method 


TBLASTX: Cress 


Start 


6191 






End 


6438 


GI 


none 






Score 


123 


Exons 


6191. . 6418, 


6193. 


.6438, 6199 


..6420, 6314. .6433 


Seq. No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88735 






Strand 




Start 


9340 






End 


9665 


Name 


OJ000223 06 


.0316. 


C20.o2.np 


Method 


AAT/NAP 


Start 


9340 






End 


9665 


GI 


5441883 






Score 


104 


Exons 


9340. . 9665 










GI Descrip. 


(AP000367) 


Similar to Arabidopsis thaliana BAG genomic sequence 




{AC004482) 


[Oryza sativa] 






Seq. No. 


42558 






Seq. ID 


OJ000223_06.0316.C20 


Gene No. 


88736 






Strand 




Start 


11590 






End 


12044 


Name 


OJ000223 06 


.0316. 


C20.o2.tm 


Method 


TBLASTX: Maize 


Start 


11590 






End 


12044 


GI 


none 






Score 


130 


Exons 


11590. .11661, 11591. .11659, 


11591. .11662, 11730. .11861, 



11742. .11861, 11747. .11875, 11952 .. 12044 , 11953. .12042 



42985 





Seq. No. 


42559 






Seq. ID 


OJ000223_06.0316 


.C21 




Gene No. 


88737 






Strand 








Start 


1 






End 


2292 






Name 


OJ000223 06 


,0316.C21.ol 


.np 


Method 


AAT/NAP 






Start 


1 ~ 






End 


2171 






GI 


3757515 






Score 


89 






Exons 


1..22, 1680 


..1832, 2024 


. .2171 










GI Descrip. 


(AC005167) ] 


hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


42559 






Seq. ID 


OJ000223_06.0316 


.C21 




Gene No. 


88737 






Strand 








Start 


1 






End 


2292 






Name 


OJ000223 06 


.0316.C21.ol 


.gs 


Method 


GENSCAN 






Start 


1019 






End 


2292 






GI 


none 






Score 


.78 






Exons 


1019. .1240, 


1395. . 1448, 


1664. 


.1878, 2061. ,2292 






Seq. No. 


42559 






Seq. ID 


OJ000223_06.0316 


.C21 




Gene No. 


88737 






Strand 








Start 


1 






End 


2292 






Name 


OJ000223 06 


.0316.C21.ol 


.tm 


Method 


TBLASTX: Maize 






Start 


2047 ~ 






End 


2250 




"1 


GI 


none 






Score 


87 






Exons 


2047. .2160, 


2056. .2154, 


2060. 


.2155, 2176. .2250, 2179. .2250, 


Pi 




2192 . .2242 














Seq. No. 


42560 






Seq. ID 


OJ000223_06.0316 


.C23 


~. 


Gene No . 


88738 






Strand 


+ 






Start 


72 






End 


245 






Name 


OJ000223 06 


.0316.C23.ol 


. gs 


Method 


GENSCAN 




=1 
j 5 


Start 


72 ~ 






End 


245 






GI 


none 






Score 


.79 




1 


Exons 


72. .245 














Seq. No. 


42561 






Seq. ID 


OJ000223_06.0316 


.C25 




Gene No. 


88739 






Strand 


+ 






Start 


383 






End 


469 




J 


Name 


OJ000223 06 


.0316,C25.ol 


. gs 


Method 


GENSCAN 






Start 


383 






End 


469 






GI 


none 






Score 


.88 






Exons 


383. .469 













Seq, No. 42562 Seq. ID 

Gene No. 88740 Strand 

Start 1 End 

Name OJ000223_03 . 0330 . C2 . ol . np Method 

Start 1 End 

GI 4206209 Score 

Exons 1..429 

GI Descrip. (AF071527) putative glucan synthase component [Arabidopsis 

thaliana] gi | 4263042 | gb IAAD15311 I (AC005142) putative glucan 
synthase component [Arabidopsis thaliana] 



OJ000223_03.0330.C2 
+ 

430 

AAT/NAP 

429 

464 



Seq. No. 
Gene No. 
Start 



42562 
88740 
1 



Seq. ID OJ000223_03.0330.C2 
Strand + 
End 430 



42986 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000223_03 . 0330 . C2 . ol . tm Method 
1 End 
none • Score 

1..381, 2. .52, 3. .380, 317. .382 



42562 
88740 
1 

OJ000223_03.0330.C2.ol.ts 
1 

none 

1..225, 117. .212, 235. .408 

42562 
88740. 
1 

OJ000223_03.0330.C2.ol.tw 

136 

none 

136. .213, 235. .414, 246. .410 



Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Maize 

382 

513 



OJ000223_03.0330.C2 
+ 

430 

TBLASTX : Soybean 

408 

123 



Seq. ID OJ000223_03.0330.C2 
Strand 
End 

Method 
End 
Score 



+ 

430 

TBLASTX: Wheat 

414 

85 



Seq. No. 42562 Seq. ID 

Gene No. 88740 Strand 

Start 1 End 

Name OJ000223_03 . 0330 . C2 . ol . tc Method 

Start 139 End 

GI none Score. 

Exons 139.. 234, 235.. 408 



OJ000223_03.0330.C2 
+ 

430 

TBLASTX: Cress 

408 

104 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



42562 Seq. ID OJ000223_03 . 0330 . C2 

88740 Strand + 

1 End 430 

OJ000223_03.0330.C2.ol.gp Method AAT/GAP 
218 End 430 

LIB3432-005-P1-K1-B11 Score 388 

218. .430 

M206209/gb|AAD11597.1|AAD11597 3.0e-21 (AF071527) putative 
glucan synthase component [Arabidopsis thaliana] 
>gi_4263042_gb_AAD15311_ {AC005142) putative glucan synthase 
component [Arabidopsis thaliana] ' 



42563 
88741 
913 

OJ000223_03.0330.C3.ol.gp 
913 

4060_1.R1084 

913.. 1402, 1981.. 2139 

'3540199 6.0e-30 (AC004260) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223_03.0330.C3 

2264 
AAT/GAP 
2139 
1215 



Putative monosaccharide transport 



protein [Arabidopsis thaliana] ' 

42563 Seq. ID 

88741 Strand 

913 End 

OJ000223_03 . 0330 . C3 . o2 . tm ' Method 

1246 End 

none Score 



OJ000223_03.0330.C3 
2264 

TBLASTX: Maize 

1422 

179 



42987 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1246.. 1401, 1247.. 1405, 1270.. 1422 



42563 
88741 
913 

OJ000223_03.0330.C3.ol.tm 

1955 

none 

1955.. 2263, 1968.. 2264 



Seq. ID OJ000223_03,0330.C3 
Strand 

End 2264 

Method TBLASTX : Mai ze 

End 2264 

Score 222 



42564 
88742 
1 

OJ000223_03.0330.C4.ol.np 
1 

6714440 
1..62, 190. .373, 516. .584 

(AC011620) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000223_03.0330.C4 
Strand 

1460 
AAT/NAP 
584 
68 



End 

Method 

End 

Score 



Seq. ID OJ000223_03.0330.C4 
Strand 

End 1460 

Method AAT/GAP 

End 368 . 

Score 235 



42564 
88742 
1 

OJ000223_03.0330.C4.ol.gp 
215 

LIB3433-043-P1-K1-C7 
215. .368 

'2245390 l.Oe-09 (U89296) auxin response transcription factor 3; 
ARF3 [TVrabidopsis thaliana] ' 



42564 
88742 
1 

OJ000223_03.0330.C4.ol.gs 
215 
none 

215. .411, 509. .599, 1088. .1460 

42564 
88742 
1 

OJ000223_03.0330.C4.ol.tw 
221 
none 

221. .319, 249. .317 



Seq, ID OJ000223_03.0330.C4 
Strand 

End 1460 

Method GENSCAN 

End 14 60 

Score .69 



Seq. ID OJ000223_03.0330.C4 
Strand 

End 1460 

Method TBLASTX : Wheat 

End 319 

Score 80 



Seq. ID OJ000223_03.0330.C4 
Strand 

1460 
AAT/GAP 
984 
921 



42564 
88742 
1 

OJ000223_03 . 0330 . C4 . o2 . gp 
500 

28121_1.R1084 
500. .984 

'3540199 6.0e-30 (AC004260) Putative monosaccharide transport 
protein [Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



Seq. No. 
Gene No. 



42565 
88743 



Seq. ID OJ000223_03.0330.C6 
Strand 



42988 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Expns 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ000223_03.0330.C6.ol.np 
1 

6560763 
1..37, 305. .408, 875. .1255 
.(AC010155) F3M18.14 [Arabidopsis thaliana] 



End 

Method 
End 
Score 



1255 
AAT/NAP 
1255 
309 



42565 
88743 
1 

OJ000223_03.0330.C6.ol.gs 

296 

none 

296,. 408, 875. .1097 



Seq. ID OJ000223_03.0330'.C6 
Strand 

End 1255 

Method GENSCAN 

End 1097 

Score . 7 



42566 
88744 
1 

OJ000223_03.0330.C7.ol.np 
1 

6560763 



Seq. ID OJ000223_03.0330.C7 
Strand 

10630 
AAT/NAP 
6720 
289 



End 

Method 
End 
Score 

1..24, 102. .181, 1023. .1351, 4345. .4551, 5150 .. 5479, 5519 .. 5677, 
5796.. 5891, 6544.. 6720 

(AC010155) F3M18.14 [Arabidopsis thaliana] 



42566 
88744 
1 

OJ000223_03.0330.C7.ol.gs 
102 
none 



Seq. ID OJ000223_03.0330.C7 
Strand 

End 10630 

Method GENSCAN 

End 10630 

Score . 62 



102. .194, 295. .485, 677. .814, 5159. .5677, 5796. .5942, 
6019. .6291, 6631. .7044, 10377 10584 , 10628. .10630 



42566 
88744 
1 

OJ000223_03 . 0330 . C7 . ol . tm 
126 
none 



Seq. ID OJ000223_03.0330.C7 
Strand 

End 10630 

Method TBLASTX : Mai ze 

End 738 

Score 49 



126. .194, 210. .272, 295. .393, 325. .390, 496. .549, 496. .549, 
544.. 672, 566.. 628, 658.. 735, 661.. 738 



42566 
88744 
1 

OJ000223_03. 0330.C7.ol.ts 
5568 
none 



Seq. ID OJ000223_03.0330.C7 
Strand 

End 10630 

Method TBLASTX : Soybean 

End 5850 

Score 84 



5568.. 5681, 5593.-5682, 5797.. 5850 



42567 
88745 
1 

OJ000223_03.0330.C9.ol.np 
1 

6560763 



Seq. ID OJ000223_03.0330.C9 

Strand + 

End 1272 

Method AAT/NAP 

End 1272 

Score 471 



42989 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



1.. 75, 558. ."799, 895. .1272 

(AC010155) F3M18.14 [Arabidopsis thaliana] 



42567 
88745 
1 

OJ000223_03.0330.C9.ol.gs 

590 

none 

590.. .799, 895.. 1248 

42568 
88746 
1 

OJ000223_03. 0330. CIO. ol.np 
1 

6560763 



Seq. ID OJ000223_03.0330.C9 



Strand 
End 

Method 

End 

Score 



+ 

1272 
GENSCAN 
1248 
.56 



Seq. ID OJ000223_03.0330.C10 

Strand + 

End 2668 

Method AAT/NAP 

End 2668 

Score 493 



1..331, 1229. .1710, 1753. .1851, 1951. .2061, 2612. .2668 
(AC010155) F3M18.14 [Arabidopsis thaliana] 



Seq. ID OJ000223_03. 0330. CIO 

Strand + 

End 2668 

Method GENSCAN 

End 2082 

Score .53 



42568 
88746 
1 

OJ000223_03. 0330. CIO. ol.gs 
77 

none 

77. .331, 1951. .2082 

42568 
88746 
1 

OJ000223_03. 0330. CIO. ol.tc 
110 
none 

110. .310, 130. .303 

42568 
88746 
1 

OJ000223_03. 0330. CIO. ol.tm 
185 
none 

185.. 331, 190.. 345, 1226.. 1396, 1227.. 1385, 1228.. 1416, 
1416. .1550, 1417. .1692, 1420. .1692, 1590. .1694, 1678. .1809, 
1685.. 1804, 1689.. 1808 



Seq, ID OJ000223_03. 0330. CIO 

Strand + 

End 2668 

Method TBLASTX : Cress 

End 310 

Score 209 



Seq. ID OJ000223_03. 0330. CIO 

Strand + 

End 2668 

Method TBLASTX : Mai ze 

End 1809 

Score 220 



42568 
88746 
1 

OJ000223_03. 0330. CIO. ol.ts 
219 
none 



Seq. ID OJ000223_03. 0330. CIO 

Strand + 

End 2668 

Method TBLASTX : Soybean 

End 1668 

Score 152 



XiV^XX^ 

219. .311, 220. .330, 221. .331, 1226. .1366, 1480. .1668, 1489. 



.1668 



42569 
88747 
1 



Seq. ID OJ000223_03.0330.C11 
Strand + 
End 1318 



42990 



Name 


OJ000223 03. 0330. Cll 


.ol .np 


Method 


AAT/NAR 




Start 


1 




End 


1318 




GI 


6560763 




Score. 


78 




Exons 


1..41, 677. .960, 1296. .1318 








GI Descrip. 


(AC010155) F3M18.14 


[Arabidopsis thaliana] 




Seq. No. 


42569 




Seq. ID 


OJ000223 


03. 0330, ( 


Gene No. 


88747 




Strand 


+ 




Start 


1. 




End 


1318 




Narne 


OJ000223 03. 0330. Cll 


.ol.gs 


Method 


GENSCAN 




Start 


270 ~ 




End 


1248 




GI 


none 




Score 


.96 




Exons 


270. .353, 684. .935, 


1163. .1248 






Seq. No. 


42570 




Seq. ID 


OJ000223_ 


03.0330. 


Gene No . 


88748 




Strand 


+ 




Start 


13053 




End 


19992 




Name 


OJ000223 03.0330.C12 


,o3.np 


Method 


AAT/NAP 




Start 


13053 




End 


19992 




GI 


7290950 




Score 


169 




Exons 


13053. .13096, 16014. 


.16299, 


16368. .16457, 16869. 


.16981, 




17078. .17152, 17713. 


.17787, 


18093. .18163, 18252. 


.18294, 




18411. .18491, 18593. 


.18662, 


19213. .19364, 19697. 


.19751, 




19842. .19889, 19972. 


.19992 








GI Descrip. 


{AE003444) CG11265 gene product [Drosophila melanogaster 


Sea No 


42570 




Seq. ID 


OJ000223_ 


03.0330. 


f!cinp No 


88748 




. Strand 


+ 




start 


13053 




End 


19992 




Name 


OJ000223 03.0330.C12 


.o4 .gs 


Method 


GENSCAN 




Start 


15869 




End 


19886 




GI 


none 




Score 


.69 




Exons 


15869. .16316, 16869. 


.16986, 


17035. .17134, 17164. 


.17316, 




18093. .18163, 18252. 


.18294, 


18593. .18652, 18927. 


.18992, 




19267. .19364, 19703. 


.19751, 


19842. .19886 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42570 
88748 
13053 

OJ000223_03.0330.C12.o2.gp 
17809 

uC-osflcypl07bl2bl 
17809. .18163, 18252. .18294, 
•5441880/dbj IBAA82378.il 5. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
18411. .18506 
Oe-75 (AP000367) 



OJ000223 
+ 

19992 
AAT/GAP 
18506 
874 



03.0330.C12 



EST C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 03.0330.C12 



42570 
88749 
1 

OJ000223_03.0330.C12.ol.np 
1 

4206209 
1..3692 

(AF071527) putative glucan synthase component [Arabidopsis 
thaliana] gi | 4263042 | gb|AAD15311 I {AC005142) putative glucan 
synthase component [Arabidopsis thaliana] 



3692 
AAT/NAP 
3692 
3906 



42991 




Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42570 Seq. ID 

88749 Strand 

1 End 
OJ000223_03 . 0330 . C12 . ol . gs Method 

78 End 

none Score 

78. .2628, 2680. .2845, 2957. .3684 



OJ000223__03 . 0330 . C12 

3692 
GENSCAN 
3684 
.47 



OJ000223 03.0330.C12 



42570 Seq. ID 

88749 Strand 
1 End 3692 

OJ000223_03 . 0330 . C12 . ol . gp Method AAT/GAP 
1475 End 1621 

LIB3479-010-Q6-K1-C10 Score 278 

1475.. 1621 

•4206209/gb|AAD11597.1|AAD11597 3.0e-12 (AF071527) putative 
glucan synthase component [Arabidopsis thaliana] 
>gi_4263042_gb_AAD15311_ (AC005142) putative glucan synthase 
component [Arabidopsis thaliana] ' 



42570 Seq. ID 

88750 Strand 

5743 End 
OJ000223_03 . 0330 . C12 . ol . tm Method 

1 End 

none Score 

1..309, 2. .115, 4. .291, 168. .317, 382. 



OJ000223_03.0330.C12 
10373 

TBLASTX: Maize 

852 

107 

.513, 691.. 852 



Seq. No. 42570 Seq. ID 

Gene No. 88750 Strand 

Start 5743 End 

Name OJ000223_03 . 0330 . C12 . ol . ts Method 

Start 1 End 

GI none Score 

Exons 1..318, 2. .241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



42570 
88750 
5743 

OJ000223_03.0330.C12.ol.tc 
46 

none 



OJ000223_03.0330.C12 
10373 

TBLASTX: Soybean 

318 

233 



Seq. ID OJ000223_03.0330.C12 



Strand 
End 

Method 

End 

Score 



10373 

TBLASTX: Cress 

309 

70 



46. .102, 47. .103, 103. .309, 104. .241, 118. .291 



Seq. No. 


42570 






Seq. ID 


OJ000223_03.0330 


.C12 


Gene No. 


88750 






Strand 






Start 


5743 






End 


10373 




Name 


OJ000223 


03.0330.C12 


.o2 


. ts Method 


TBLASTX : Soybean 




Start 


691 






End 


1161 




GI 


none 






Score 


53 




Exons 


691. .813, 


695. .808, 


817 


..1161, 868. .1128, 875. .1141 




Seq. No. 


42570 






Seq. ID 


OJ000223_03.0330 


.C12 


Gene No. 


88750 






Strand 






Start 


5743 






End 


10373 




Name 


OJ000223 


03.0330.C12 


.o2 


.tc Method 


TBLASTX: Cress 





42992 




start 


878 








End 


1092 




GI 


none 








Score 


169 




Exons 


878. .1084, 


B83. . 


1092, 890.. 1084 






Seq. No- 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.C12.02 


.tm 


Method 


TBLASTX: Maize 




Start 


898 








End 


1266 




GI 


none 








Score 


234 




Exons 


898. .1191, 


B99. . 


1192, 905.. 1192, 1047. 


.1220, 1187. .1264, 






1189. .1266 














Seq. No. 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.C12.06 


. tm 


Method 


TBLASTX: Maize 




Start . 


1510 








End 


2067 




GI 


none 








Score 


104 




Exons 


1510. .1689, 


1735 


. . 1806, 


1924. 


.2067 






Seq. No. 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.012. o3 


. tm 


Method 


-TBLASTX: Maize 




Start 


2068 








End 


2361 




GI 


. none 








Score 


114 




Exons 


2068. .2139, 


2140 


. .2361, 


2141. 


.2344 






Seq. No. 


42570 








Seq, ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.C12.03 


.tc 


Method 


TBLASTX: Cress 




Start 


2221 








End 


2496 




GI 


none 








Score 


67 




Exons 


2221. .2496, 


2225 


. .2344 










Seq. No. 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.012. o4 


. tm 


Method 


TBLASTX: Maize 




Start 


2650 








End 


2946 




GI 


none 








Score 


70 




Exons 


2650. .2772, 


2725 


. .2826, 


2734. 


.2811, 2821. .2946, 2866.-2946 


Seq. No. 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.012.01 


.tw 


Method 


TBLASTX: Wheat 




Start 


3121 








End 


3438 




GI 


none 








Score 


71 




Exons 


3121. .3225, 


3149 


. .3214, 


3247. 


.3375, 3373.. 3438 




Seq. No. 


42570 








Seq. ID 


OJ000223_03.0330. 


012 


Gene No. 


88750 








Strand 






Start 


5743 








End 


10373 




Name 


OJ000223 03 


.0330 


.012.p2 


. gs 


Method 


GENSCAN 





42993 





5743 


End 


10321 








none 


Score 


. 61 








S743 5776 8833 9110, 9125 


..9332, 9446.. 9576, 


9865. .10181, 




10207 10321 










3eq, No. 


42570 


Seq. ID 


OJ000223 


03.0330 


.C12 


Gene No. 


88750 


Strand 








Start 


5743 


End 


10373 






Nsjne 


OJ000223 03.0330.C12.o2.np 


Method 


AAT/NAP 








9927 


End 


10373 






ox 


6498423 


Score 


166 






P von 


9927.. 9976, 10017 .. 10132, 10187.. 10373 








X L>/ ^ 1^ V_> X> ^ • 


(AP000815) hypothetical protein [Oryza 


sativa] 






O C ^ * • 


42570 


Seq. ID 


OJ000223_ 


03.0330 


.C12 




88751 


Strand 








Start 


16876 


End 


17774 






Name 


OJ000223 03.0330.C12.o5.tm 


Method 


TBLASTX: Maize 




Start 


16876 


End 


17774 






GI 


none 


Score 


161 






F von ^ 


16876. .16980, 16877 .. 16981, 


16878. .16982, 16879. 


.16983, 






17075. .17137, 17077. .17136, 


17676. .17774, 17680. 


.17772, 






17688. .17774 










Seq. No. 


42571 


Seq. ID 


OJ000223_ 


03.0330 


.C13 


Gene No. 


88752 


Strand 


+ 








32 


End 


615 






IN CULIC? 


OJ000223 03.0330.C13.ol.gs 


Method 


GENSCAN 








32 


End . 


615 








none 


Score 


.55 






Rvon s 


32. .239, 554. .615 










9*arr No 


42571 


Seq. ID 


OJ000223_ 


03.0330 


.C13 


f^o-np No 


88753 


Strand 


+ 






Start 


1310 


End 


1756 






Name 


OJ000223 03.0330.C13.ol.gp 


Method 


AAT/GAP 






Start 


1310 


End 


1756 






GI 


71481 1.R1084 


Score 


733 






F.von^ 


1310. .1756 












• 36604 64/embtAJ001753|ATI134T l.Oe-20 


Arabidopsis thaliana mRNA 




for Inositol 1, 3, 4-Trisphosphate 5/6 Kinase' 






Seq. No. 


42571 


Seq. ID 


OJ000223_ 


03.0330 


.C13 


Gene No. 


88754 


Strand 


+ 






Start 


1963 


End 


2403 






Name 


OJ000223 03,0330.C13.o2.gp 


Method 


AAT/GAP 






Start 


1963 


End 


2403 








6024955 


Score 


784 








1963. .2403 










^pn No 


42571 


Seq. ID 


OJ000223_ 


03.0330 


.C13 


Gene No, 


88755 


Strand 








Start 


1619 


End 


2368 






Name 


OJ000223 03.0330.C13.o2.gs 


Method 


GENSCAN 






Start 


1619 


End 


2368 






GI 


none 


Score 


.8 






Exons 


1619. .2368 











42994 



m 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42572 Seq. ID OJ000223_03 . 0330 .C17 

88756 Strand 

1 End 1855 

OJ000223_03 . 0330 . C17 . ol . np Method AAT/NAP 

1 End 1855 

7484972 Score 601 

1..357, 953. .1037, 1127. .1312, 1415. .1471, 1570. .1855 

gene ETTIN protein - Arabidopsis thaliana 

gi|3228517|gb|AAC23589.1| (AF007788) ETTIN [Arabidopsis 

thaliana] 



42572 
88756 
1 

OJ000223_03.0330.C17.ol.tc 

266 

none 



Seq. ID OJ000223_03.0330.C17 
Strand 

End 1855 

Method TBLASTX: Cress 

End 1762 

Score 115 



266. .367, 267. .359, 951. .1037, 952.. 1038, 1127. .1246, 
1137. .1229, 1415. .1477, 1570. .1605, 1652. .1762, 1654. .1761 

42572 Seq. ID OJ000223_03 . 0330 .C17 

88756 Strand 

1 End 1855 

OJ000223_03.0330.C17.ol.gp Method AAT/GAP 

267 End 1250 

569467 Score 518 

267.. 357, 953.. 1037, 1127.. 1250 

3228517 l.Oe-43 (AF007788) ETTIN [Arabidopsis thaliana] 

42572 Seq. ID OJ000223_03 . 0330 . C17 

88756 Strand 

1 End 1855 

0 J000223_03 . 0330 . C17 . ol , gs Method GENSCAN 

267 End 1854 

none Score .78 

267. .357, 973. .1037, 1127, .1312, 1415. .1471, 1570. ,1854 



42572 
88756 
1 

OJ000223_03.0330.C17.ol.tm 
320 



Seq. ID OJ000223_03.0330.C17 
Strand 

End 1855 
Method TBLASTX : Maize 
End 1690 
none Score 64 

320. .367, 321. .359, 948. .1037, 950 .. 1036, 951 .. 1037, 952, .1038, 
952. .1050, 953. .1081, 1126. .1158, 1127. .1234, 1137. .1235, 
1412. .1477, 1413. .1472, 1570. .1605, 1571. .1606, 1648. .1689, 
1652. .1690 

42572 Seq. ID OJ000223_03 . 0330 , C17 

88756 Strand 

1 End 1855 

OJ000223_03 , 0330 . C17 . ol . ts Method TBLASTX : Soybean 

951 End 1216 

4306688 Score 79 

951. ,1037, 952. .1026, 1127. .1216, 1146. .1214 



42995 



Seq. No. 


42573 


Seq. ID 


OJ000223_ 


03. 


0330. 


Gene No. 


88757 


Strand 


+ 






Start 


1 


End 


3528 






Name 


OJ000223 03 


.0330.C19.ol.np Method 


AAT/NAP 






Start 


1 


End 


3528 






GI 


7106528 


Score 


90 






Exons 


1..37, 3394 


. .3528 








GI Descrip. 


(AP001278) 


EST D40774 (S2920) corresponds to a region of 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


42574 


Seq. ID 


OJ0002zi 


0 J . 




Gene No. 


88758 


Strand 


+ 






Start 


598 


End 


154 6 






Name 


OJ000223 03 


.0330.C20.ol.gs Method . 


GENSCAN 






Start 


598 


End 


1546 






GI 


none 


Score 


. 8 






Exons 


598. .722, 944. .1094, 1123. .1546 








Seq. No. 


42574 


Seq. ID 


OJ000223_ 


03. 


0330. 


Gene No. 


88759 


Strand 


+ 






Start 


2463 


End 


3717 






Name 


OJ000223 03 


. 0330 . C20 . o2 . gs Method 


GENSCAN 






Start 


2463 


End 


3717 






GI 


none 


Score 


.46 






Exons 


2463. .2627, 


2941.. 3009, 3454.. 3717 








Seq. No. 


42574 


Seq. ID 


OJ000223_ 


_03. 


0330. 


Gene No. 


88760 


Strand 


+ 






Start 


6816 


End 


9293 






Name 


OJ000223_03 


. 0330 . C20 . ol . np Method 


AAT/NAP 






Start 


6816 


End 


9293 






GI 




Score 


95 






Exons 


6816. .6917, 


9213.-9293 








GI Descrip. 


(AP001073) 


Similar to Gryza sativa gene for Fib 


. (AB0134 


Seq. No. 


42574 


Seq. ID 


OJ000223_ 


_03. 


0330. 


Gene No, 


88761 


Strand 








Start 


6750 


End 


8952 






Name 


OJ000223 03 


. 0330 . C20 . o3 . gs Method 


GENSCAN 






Start 


6750 


End 


8952 






GI 


none 


Score 


.75 






Exons 


6750. .6766, 


7747. .7867, 8019. .8052, 8905. .8952 






Seq. No. 


42575 


Seq. ID 


OJ000223_ 


_03. 


0330. 


Gene No. 


88762 


Strand 


+ 






Start 


3095 


End 


19159 






Name 


OJ000223. 03 


. 0330 . C21 . o2 . np Method 


AAT/NAP 






Start 


3095 


End 


19159 






GI 


6721512 


Score 


41 






Exons 


3095. .3151, 


5717.. 5827, 19106.. 19159 








GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


42575 


Seq. ID 


OJ000223_ 


_03. 


0330. 


Gene No. 


88762 


Strand 


+ 






Start 


3095 


End 


19159 






Name 


OJ000223 03 


. 0330 . C21 . o3 , np Method 


AAT/NAP 







42996 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



8043 End 16004 

7523517 Score 171 

8043.. 8346, 15949.. 16004 

(AP001633) hypothetical protein [Oryza sativa] 



42575 Seq. ID 

88762 Strand 

3095 End 
OJ000223_03 . 0330 . C21 . o3 . gs Method 

12906 End 

none Score 
12906.. 13403 



OJ000223_03.0330-C21 
+ 

19159 
GENSCAN 
13403 
.77 



OJ000223 
+ 

19159 
AAT/NAP 
18710 
339 



03.0330-C21 



42575 Seq. ID 

88762 Strand 
3095 End 
OJ000223_03 . 0330 . 021 . o5 . np Method 
14814 End 
6063557 Score 

14814. .15000, 15249. .15434, 18627, .18710 
(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



42575 Seq, ID OJ000223_03 . 0330. C21 

88763 Strand 

1 ' End 2650 

OJ000223_03.0330.C21.ol.np Method AAT/NAP 

1 End 2641 

130582 Score 511 

1..20, 1527. ,2641 

RETROVIRUS-RELATED POL POLYPROTEIN FROM TRANSPOSON TNT 1-94 
[CONTAINS: PROTEASE ; REVERSE TRANSCRIPTASE ; ENDONUCLEASE] 
gi| 100342|pir| IS04273 hypothetical protein - common tobacco 
gi|20045|emb|CAA32025| (X13777) ORF [Nicotiana tabacumj 



42575 
88763 
1 

OJ000223_03.0330.C21.ol.gs 

479 

none 



Seq. ID OJ000223_03.033a.C21 



Strand 
End 

Method 

End 

Score 



2650 
GENSCAN 
2650 
.43 



479. .710, 740. .929, 1093. .1129, 1401. ,2101, 2251.. 2650 



Seq. No. 


42575 


Gene No. 


88764 


Start 


10263 


Name 


OJ000223 03.0330.C21.o4 


Start 


10263 


GI 


6006359 


Exons 


10263. .10317, 11865.. 11 


GI Descrip. 


(AP000559) hypothetical 


Seq. No. 


42575 


Gene No. 


88765 


Start 


14524 


Name 


OJ000223 03.0330.C21.ol 


Start 


14524 


GI 


none 



Seq. ID OJ000223_03.0330.C21 
Strand 

End 13751 

.np Method AAT/NAP 

End 13751 

Score 74 
974, 13729.. 13751 

protein [Oryza sativa] 

Seq. ID OJ000223_03.0330.C21 
Strand 

End 17590 

.tm Method TBLASTX: Maize 

End 17590 

Score 4 6 



42997 



Exons 



14524. .14547, 14525. 

14553. ,14615, 14553. 

14731. .14763, 14733. 

14788. .14808, 16043. 

16107. .16178, 16108. 

17162. .17269, 17178. 

17298. .17345, 17423. 



.14548, 14545, 

.14615, 14707, 

.14762, 14734, 

.16081, 16067. 

.16179, 16211. 

.17264, 17182, 

.17464, 17424, 



.14607, 14552. 

,14730, 14708. 

,14763, 14786. 

,16117, 16068. 

,16267, 16218. 

,17292, 17297. 

,17486, 17558. 



.14614, 
.14731, 
.14809, 
.16106, 
.16262, 
.17344, 
.17590 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



42576 Seq. ID 

88766 Strand 
14604 End 
OJ000223_03 . 0330 . C22 . o3 . np Method 
,14 604 End 
1079136 Score 
14604. .14811 

RNA-binding protein cabeza - fruit fly (Drosophila melanogaster ) 
gi|532788|gb|AAA86955.11 (U13178) RNA binding protein 
[Drosophila melanogaster] gi | 567106 I gb I AAC41563 . 1 1 (L37083) RNA 
binding protein [Drosophila melanogaster] 



OJ000223_03, 
+ 

14811 
AAT/NAP 
14811 
15 



0330. C22 



Seq. No. 


42576 




Seq. ID 


OJ000223J 


Gene No. 


88767 




Strand 




Start 


1971 




End 


17722 


Name 


OJ000223 03. 0330. 022. o2 


.gs 


Method 


GENSOAN 


Start 


1971 




End 


3436 


GI 


none 




Score 


.8 


Exons 


1971.. 2058, 2535.. 2711, 


3246 


. .3436 




Seq. No. 


42576 




Seq. ID 


OJ000223J 


Gene No. 


88767 




Strand 




Start 


1971 




End 


17722 


Name 


OJ000223 03.0330.C22.ol 


.np 


Method 


AAT/NAP 


Start 


2971 




End 


4770 


GI 


6983857 




Score 


1544 


Exons 


2971. .3369, .3401. .3858, 


4028 


..4590, 4653. .4770 


GI Descrip. 


(AP001168) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


42576 




Seq. ID 


OJ000223J 


Gene No. 


88767 




Strand 




Start 


1971 




End 


17722 


Name 


OJ000223 03. 0330. 022. o3 


.gs 


Method 


GENSOAN 


Start 


4008 




End 


17722 


GI 


none 




Score 


.41 


Exons 


4008. .4454, 6311. .6477, 


6850 


..7077, 8667. .9278, 




12322. .12527, 12622 .. 12791, 


14104. .14260, 14811. 




15161. .15335, 17640.. 17722 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



42576 
88767 
1971 

OJ000223_03. 0330. 022. ol.gp 
4829 
5667165 
4829. .5020 

5670155/gb|AF161269.1 IAF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000223 03.0330-C22 



17722 
AAT/GAP 
5020 
356 



42998 



Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.o2. 


np 


Method 


AAT/NAP 




Start 


6996 




End 


12533 




GI 


6560767 




Score 


737 




Exons 


6996. .7074, 8944. .9278, 


12326 


. .12533 






GI Descrip. 


(AC010155) F3M18.9 [Arabidopsis thaliana] 




Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


8932 




End 


9157 




GI 


none 




Score 


274 




Exons 


8932. .9141, 8933. .9157 










Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.ol. 


ts 


Method 


TBLASTX : Soybean 




Start- 


8935 




End 


9259 




GI 


none 




Score 


320 




Exons 


8935.. 9258, 8945.. 9259 










Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


8965 




End 


9294 




GI 


none 




Score 


93 




Exons 


8965.. 9063, 8966.. 9058, 


9142. 


.9207, 9143. .9187, 9175. ,9294, 




9176. .9280 










Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


C22 


Gene No . 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.o3. 


gp 


Method 


AAT/GAP 




Start 


9213 




End 


12843. 




GI 


45084 1.R1084 




Score 


877 




Exons 


9213.. 9284, 12333.. 12521 


12622.. 12843 






GI Descrip. 


' 28424 93/emb | CAA16890 . 1 1 


7.0e 


-18 (AL021749) predicted protein 




[Arabidopsis thaliana] ' 










Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330. 


,C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


12294 




End 


12789 




GI 


none 




Score 


175 




Exons 


12294. .12509, 12325 12510, 12598 .. 12660, 12733.. 12789 




Seq. No. 


42576 




Seq. ID 


OJ000223_03.0330, 


,C22 


Gene No. 


88767 




Strand 






Start 


1971 




End 


17722 




Name 


OJ000223 03.0330.C22.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


12385 




End 


12789 





42999 



GI 


none 


Score 


117 


P vnns 


12385. .12522, 12387 .. 12515, 12598 .. 12675, 1264 1 12664 , 




12748. .12789 






Seq. No. 


42576 


Seq. ID 


OJ000223_03.0330.C22 


Gene No. 


88767 


Strand 




Start 


1971 


End 


17722 


Name 


OJ000223 03.0330.C22.o2.tm 


Method 


TBLASTX: Maize 


Start 


12432 


End 


12794 


GI 


none 


Score 


101 


Exons 


12432. .12530, 12472 .. 12534 , 12617 .. 12664 , 12619 .. 12684 , 




12620. .12673, 12733 12792, 12740 .. 127 93, 12759.. 12794 


Se<5. No. 


42576 


Seq. ID 


OJ000223_03.0330.C22 


Gene No. 


88767 


Strand 




Start 


1971 


End 


17722 


Name 


OJ000223 03.0330.C22.o4.gp 


Method 


AAT/GAP 


Start 


13429 


End 


13993 


GI 


72424 1.R1084 


Score 


75 


Exons 


13429. .13485, 13969.. 13993 






GI Descrip. 


•2842493/emb|CAA16890.1| 8 . Oe 


-32 (AL021749) predicted prote 




[Arabidopsis thaliana] ' 






Seq. No. 


42577 


Seq. ID 


OJ000223_03.0330.C23 


Gene No. 


88768 


Strand 




Start 


3569 


End 


4953 


Name 


OJ000223 03.0330.C23.ol.np 


Method 


AAT/NAP 


Start 


3569 


End 


4953 


GI 


5923671 


Score 


341 


Exons 


3569. .4311, 4411. .4712, 4774. 


.4953 




GI Descrip. 


(AC009326) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


42577 


Seq. ID 


OJ000223_03.0330.C23 


Gene No. 


88768 


Strand 




Start 


3569 


End 


4953 


Name 


OJ000223 03.0330.C23.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3628 


■End 


4368 


GI 


none 


Score 


76 


Exons 


3628.. 3798, 3820.. 4050, 3820. 


.4128, 3844. .4197, 3952, .4368, 




4106. .4183, 4106. .4366, 4120. 


.4224, 4159. .4365, 4231. .4338 


Sea. No. 


42577 


Seq. ID 


OJ000223_03.0330.C23 


Gene No . 


88768 


Strand 




Start 


3569 


End 


4953 


Name 


OJ000223 03.0330.C23.ol.tc 


Method 


TBLASTX: Cress 


Start 


3689 


End 


4386 


GI 


none 


Score 


81 


Exons 


3689.. 3736, 3820.. 4167, 3820. 


.4104, 3898. .4095, 3910. .4260, 




3965.. 4162, 4001.. 4051, 4004. 


.4165, 4004.. 4279, 4006. .4203, 




4015. .4365, 4081. .4302, 4112. 


.4348, 4118. .4372, 4120. .4386, 




4186. .4365, 4219. .4293 






Seq. No. 


42577 


Seq. ID 


OJ000223_03.0330.C23 


Gene No. 


88768 


Strand 




Start 


3569 


End 


4953 


Name 


OJ000223 03.0330.C23.ol.tm 


Method 


TBLASTX: Maize 


Start 


3817 


End 


4368 



43000 



